BLASTN 2.14.1+

Reference: Zheng Zhang, Scott Schwartz, Lukas Wagner, and
Webb Miller (2000), "A greedy algorithm for aligning DNA
sequences", J Comput Biol 2000; 7(1-2):203-14.

RID: H9CBTOM7114

Query= SEQ ID NO: 4

Length=2808

Score E

Sequences producing significant alignments: (Bits) Value
Query 34196 SEQ ID NO: 1 4150 0.0
Query 34199 SEQ ID NO: 5 4056 0.0
Query 34198 SEQ ID NO: 3 4050 0.0
Query 34197 SEQ ID NO: 2 4023 0.0
ALIGNMENTS

>Query 34196 SEQ ID NO: 1

Length=2808

Score = 4150 bits (2247), Expect = 0.0

Identities = 2624/2811 (93%), Gaps = 6/2811 (0%)

Strand=Plus/Plus
Query 1 ATGGCCTTCCTGTGGCTGCTGTCTTGCTGGGCTCTGCTGGGGACCACCTTTGGCCTGCTG

LECCE FOEEEEEEE et Ceer e e e e e e e e e e e e e e Ferrr

Sbjct 1 ATGGCTTTCCTGTGGCTGCTGAGCTGCTGGGCTCTGCTGGGCACCACCTTTGGGCTGCTG

Query 61 GTCCCCAGGGAGCTGTCTGGCTCTTCTCCTGTCCTGGAGGAGACCCACCCTGCCCACCAG

LU TEEEEEE e e teeee CeEe e L e
Sbjct 61  GTGCCTAGGGAGCTGTCTGGGTCTAGCCCTGTGCTGGAGGAGACTCACCCTGCCCATCAG

Query 121  CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGCT

IIII|IIII|IIIIII||I||||I||IIIIII NRRRRRRARRRRARARRARN Y
Sbjct 121 GCCTGGCCCCAGGGATGCTCAGGCCCACCCTGGCAGGCCCAGGGCT

Query 181  GTGCCCACCCAGTGTGATGTGCCTCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGCC

IIII|IIII|IIIIII||I|||| LCCEEEEEEEEEEE T e e e
Sbjct 181 CACCCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGCC
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ATCACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTATATCCCTGCCAAGCAGGGCCTG

LEEEEEEEEETEC T e e e e e e e e e e e e e Ty
ATTACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTACATTCCAGCTAAGCAGGGCCTG

CAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTTCCCCCCTCTTATCCTAGCTATAAG

LECEEEEE TEEEECET T e e e e e teeeee L e e
CAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTCCCCCCCAGCTATCCTAGCTATAAA

CTGGAGAACCTGAGCAGCTCTGAGATGGGGTACACTGCCACCCTGACCAGGACCACCCCC

LECCEEEECCETEEC T e e e e teee e e e e teeer 1 1
CTGGAGAACCTGAGCAGCTCTGAGATGGGCTATACTGCCACCCTGACTAGGACTACTCCC

ACTTTCTTCCCTAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAT

LELE T TP FEEEE R e e e e e e e e e e e e e
ACCTTTTTTCCTAAGGATATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

AGGCTGCACTTTACTATCAAGGACCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGACC

LECCEECEEEE LV PEEEE e Feee e e e L e e e
AGGCTGCACTTCACTATTAAGGACCCTGCCAATAGGAGGTATGAAGTGCCTCTGGAGACT

CCCCATGTGCATTCTAGGGCCCCCAGCCCCCTGTACTCTGTGGAGTTCTCTGAGGAGCCC

LECEEEEEEE TEVEEEEEE T e e e eee e e e e e e e |
CCTCATGTGCACTCTAGGGCCCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCCC

TTTGGGGTGATTGTGAGGAGACAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGCT

IIII|IIII|IIIII LECEE CEEEEEEEEEEE e T e e e
GGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGCC

CCCCTGTTTTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACATC

LECCEEEE TEREEVEEEEEE T e e v e e e e e e e e e e e e e e |
CCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACATC

ACTGGGCTGGCTGAGCACCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCACC

LECCCECEEEEEE e Peree e teer e e e e e et Feer e ey
ACTGGGCTGGCTGAGCATCTGAGCCCTCTGATGCTGAGCACCTCTTGGACCAGGATCACC

CTGTGGAACAGGGATCTGGCTCCTACCCCTGGGGCCAACCTGTATGGCTCTCACCCCTTT

LECCEEEE TEEEECEEE e 10 Eee e e 1 tee e e e e
CTGTGGAATAGGGATCTGGCCCCCACCCCTGGGGCTAATCTGTATGGCTCTCATCCCTTT

TACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGCT

IIII|IIII|IIIIII||I ||||I||IIIIIIIIIII|III RNRRRRARARRARNR
GGGGCTCTGCCCATGGGGTGTTTCTGCTGAACAGCAATGCC

ATGGATGTGGTGCTGCAGCCCAGCCCTGCCCTGAGCTGGAGGTCTACTGGGGGCATCCTG

LECCEVEEEEEET e e teee e e e e e L e ey
ATGGATGTGGTGCTGCAGCCCTCTCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCTG
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GATGTGTACATCTTCCTGGGCCCTGAGCCCAAGTCTGTGGTCCAGCAGTATCTGGATGTG

GTGGGCTATCCTTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGC

GTGGGCTACCCCTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGG

TACAGCAGC-ACTGCCATCACCAGACAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC

TA-TTCTTCTACTGCTATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCTCACTTCCC

CCTGGATGTGCAGTGGAATGACCTGGACTACATGGACAGCAGGAGGGACTTCACCTTTAA

GTGGAATGACCTGGACTATATGGACTCTAGGAGGGATTTCACCTTCAA

CAAGGATGGCTTTAGGGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAG

CAAGGATGGCTTCAGGGACTTCCCTGCTATGGTCCAGGAGCTGCATCAGGGGGGCAGGAG

GTACATGATGATTGTGGACCCAGCCATCAGCAGCTCTGGGCCTGCTGG-GTCTTACAGGC

ATGATGATTGTGGACCCTGCCATCAGCAGCTCTGGCCCTGCTGGCAGC-TATAGGC

CCTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGA

CCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGGCAGCCCCTGA

TTGGCAAGGTGTGGCCTGGGAGCACTGCCTTCCCTGATTTTACCAACCCCACTGCCCTGG

TTGGCAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAACCCCACTGCTCTGG

CCTGGTGGGAGGATATGGTGGCTGAGTTTCATGACCAGGTGCCCTTTGATGGCATGTGGA

CCTGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCTTTTGATGGCATGTGGA

TTGACATGAATGAGCCCAGCAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATG

CATGAATGAGCCCAGCAACTTCATCAGGGGCTCTGAGGATGGGTGCCCCAATAATG

AGCTGGAGAATCCTCCCTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCA

AGCTGGAGAACCCCCCCTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACTA

TCTGTGCC-TCTAGCCACCAGTTCCTGAGCACCCACTATAACCTGCATAACCTGTATGGC

TTTGTGCCAGCT-CTCACCAGTTCCTGAGCACCCACTACAACCTGCACAATCTGTATGGC

CTGACTGAGGCCATTGCCAGCCATAGAGCCCTGGTGAAGGCCAGAGGGACCAGGCCCTTT

TGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCCTTT
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GTGATCTCTAGGAGCACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGAT

LECEEEREEEE TECEEEEEEE e e e Lo e e e e e e e e e e
GTGATCTCTAGAAGCACCTTTGCTGGCCATGGGAGGTATGCTGGCCACTGGACTGGGGAT

GTGTGGAGCTCTTGGGAGCAGCTGGCCAGCTCTGTGCCAGAGATCCTGCAGTTCAACCTG

IIII|IIII|IIIII I||I||||I||IIIIIIIIIII| ARRRRRRARERRAREANAY
AGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACCTG

CTGGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAATACCTCTGAAGAG

LECCEECEEEE TECEEEEEEEE e e e e e e e e e e T
CTGGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAAGAG

CTGTGTGTGAGGTGGACTCAGCTGGGGGCCTTCTATCCCTTCATGAGGAACCACAACAGC

LECCEUEECEETTECE e FEEEe e e e e v Lo e e e e ey
CTGTGTGTGAGGTGGACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACAGC

CTGCTGTCTCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCTCAGCAGGCTATGAGG

LECEEE TP PEEEEEer tre FEE e e e e Feer e ey
CTGCTGAGCCTGCCTCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGG

AAGGCCCTGACCCTGAGGTATGCCCTGCTGCCCCATCTGTACACCCTGTTCCACCAGGCC

LECCCELEEEETEECEET e ee e e e ter e e e e e e
AAGGCCCTGACCCTGAGGTATGCTCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGCC

CATGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTTCTGGAGTTTCCCAAGGACAGCAGC

IIII|IIII|IIIIII||I||||I||IIIIIIIII LECCPEETEEE TP TEET
GACTGTGGCCAGGCCCCTGTTCCTGGAGTTTCCTAAGGATAGCAGC

ACCTGGACTGTGGACCATCAGCTGCTGTGGGGGGAGGCTCTGCTGATTACCCCTGTGCTG

LECCEEECETEETEC e FEEEe e e e e e e tee e e e e ey
ACCTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATTACCCCTGTGCTG

CAGGCTGGCAAGGCTGAGGTGACTGGGTACTTCCCCCTGGGGACTTGGTATGACCTGCAG

LECCCEEEEEEEEC PR e e e teere e e e e e Pee e e e ey
CAGGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACTTGGTATGACCTGCAG

ACTGTGCCTGTGGAAGCTCTGGGCAGCCTGCCCCCACCCCCTGCTGCCCCTAGGGAGCCT

LECCCECEECETEEE e CEEE e e e teee e e e e trerrr
ACTGTGCCTGTGGAAGCCCTGGGCAGCCTGCCTCCCCCCCCTGCTGCCCCCAGGGAGCCT

GCCATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGTG

IIII|IIII|IIIIII||I ||||I||IIIIIIIIIII|III NRERRRRNRERANENY
AGTGGGTGACCCTGCCTGCCCCCCTGGACACCATTAATGTG

CACCTGAGGGCTGGCTATATCATCCCCCTGCAGGGCCCTGGGCTGACCACCACTGAGAGC

LECPEEEEEEEEE PEEe TEEe e e e e teee e e T
CATCTGAGGGCTGGGTATATTATCCCCCTGCAGGGGCCTGGGCTGACTACCACTGAGAGC

AGGCAGCAGCCCATGGCCCTGGCTGTGGCCCTGACTAAgg gccag
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Sbjct 2458 AGGCAGCAGCCTATGGCCCTGGCTGTGGCTCTGACTAAGGGGGGGGAGGCCAGGGGGGAG

Query 2518 gaggtgctggagagaggggCCTACACCCAGGTG

IIII|IIII|IIIIII||I ||||I||IIIIIIIIIII|III NRARRNRERRRRARENR
Sbjct 2518 CTGTTCTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGGGGGGCCTACACCCAGGTG

Query 2578 ATCTTTCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACTTCTGAGGGG

LU TEECEEEECEE e e e e e e e e e e e e e e e e e e
Sbjct 2578 ATTTTCCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGG

Query 2638 GCTGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTG

IIII|IIII|IIIIII||I| LECEEPCCETPEEEC R C e e e ey
Sbjct 2638 GGCCTGCAGCTGCAGAAAGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTG

Query 2698 CTGAGCAATGGGGTGCCTGTGTCTAACTTCACCTACAGCCCTGATACTAAGGTGCTGGAT

LECECEEEEEEEE e tree e e e e e e e e e T ey
Sbjct 2698 CTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGAT

Query 2758 ATCTGTGTGAGCCTGCTGATGGGGGAGCAGTTTCTGGTGAGCTGGTGCTGA 2808

LELTEEEEEEETEC T e e e ee e e e Teee e e e
Sbjct 2758 ATTTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

>Query 34199 SEQ ID NO: 5
Length=2808

Score = 4056 bits (2196), Expect = 0.0
Identities = 2605/2809 (93%), Gaps = 2/2809 (0%)
Strand=Plus/Plus

Query 1 ATGGCCTTCCTGTGGCTGCTGTCTTGCTGGGCTCTGCTGGGGACCACCTTTGGCCTGCTG

LECCEEEE TEEEECETEE e CEeeee e Lo e e e e e e e e |
Sbjct 1 ATGGCCTTTCTGTGGCTGCTGTCCTGCTGGGCCCTGCTGGGGACCACCTTTGGCCTGCTG

Query 61 GTCCCCAGGGAGCTGTCTGG-CTCTTCTCCTGTCCTGGAGGAGACCCACCCTGCCCACCA

R RN O e R AN R AR AR AR
Sbjct 61  GTGCCCAGGGAGCTGTCTGGGAGCAGC-CCAGTGCTGGAGGAGACCCACCCTGCCCACCA

Query 120  GCAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGC

LECCEEEEE PEECEET e FEEE e e e e e e e e e e e
Sbjct 120  GCAGGGGGCCAGCAGGCCTGGCCCTAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGC

Query 180  TGTGCCCACCCAGTGTGATGTGCCTCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGC

LECCEE TECEETETE e T LECEVETEECEETE TR
Sbjct 188  TGTGCCTACCCAGTGTGATGTGCCACCCAATTCTAGGTTTGACTGTGCTCCTGACAAGGC

Query 240  CATCACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTATATCCCTGCCAAGCAGGGCCT

LECEEE TECEEEEEE e e Feeer Eeeee e teeee teer e
Sbjct 240  CATCACTCAGGAGCAGTGTGAAGCTAGGGGGTGCTGCTACATCCCAGCCAAGCAGGGCCT
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GCAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTTCCCCCCTCTTATCCTAGCTATAA

LECCCEEEE PRV EEEEE e e e e e e e teeeer 1t PEerre e 1
GCAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTCCCCCCCAGCTACCCTAGCTACAA

GCTGGAGAACCTGAGCAGCTCTGAGATGGGGTACACTGCCACCCTGACCAGGACCACCCC

LECCEEEEE PEEECEEEEEE e e e e e PEe e Feer e e e ey |
GCTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCTACCCTGACCAGGACCACTCC

CACTTTCTTCCCTAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAA

LETEEEEEEE TEEEEEE e e PEeE e e e e Feee ey
TACCTTCTTCCCCAAGGACATCCTGACTCTGAGGCTGGATGTCATGATGGAGACTGAAAA

TAGGCTGCACTTTACTATCAAGGACCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGAC

LECCEEEEEEEE L0 TEEEEE e tee e e e e e e e e ey
TAGGCTGCACTTCACCATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCTCTGGAGAC

CCCCCATGTGCATTCTAGGGCCCCCAGCCCCCTGTACTCTGTGGAGTTCTCTGAGGAGCC

LECCCECEEEEEr FEeee PEeEE e e e PEeE e e e e e ey
CCCCCATGTGCATAGCAGGGCTCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCC

CTTTGGGGTGATTGTGAGGAGACAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGC

LECCEEEEE PEEVEEE TR E e e e e teee e Leer e e Ferrr
CTTTGGGGTCATTGTGAGGAGACAGCTGGATGGGAGGGTGCTGCTGAACACTACTGTGGC

TCCCCTGTTTTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACAT

LECCEEEEE PEEECEEEE e e e e e e Fee e e e e e e
TCCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGTCTACCAGCCTGCCCAGCCAGTACAT

CACTGGGCTGGCTGAGCACCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCAC

LECCEELECCETEE e PEEE e e e e e e e e e e e e e e e e
CACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCAC

CCTGTGGAACAGGGATCTGGCTCCTACCCCTGGGGCCAACCTGTATGGCTCTCACCCCTT

LECECEEEEEEEE e i t0 PEeEe e e i | LTI
TCTGTGGAACAGGGATCTGGCCCCCACTCCTGGGGCCAACCTGTATGGGAGCCATCCCTT

TTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGC

LECECETTECETEEC T e e e e e e e e e e e e e e e e e e e e
CTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGC

TATGGATGTGGTGCTGCAGCCCAGCCCTGCCCTGAGCTGGAGGTCTACTGGGGGCATCCT

LECECECPECETEE e Teee e e e e e e e Fe e i |
CATGGATGTGGTGCTGCAGCCTAGCCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCT

GGATGTGTACATCTTTCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGT

LELEEE TEEEEEEE TEEEEEE T e e e e e e e e e Feeerry
GGATGTCTACATCTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTATCTGGATGT

GGTGGGCTATCCTTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGG
LECEEE TEEEE e TEEEE e e e e et e e e e e e e e e e e e e e e
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GGTGGGGTATCCCTTCATGCCCCCCTACTGGGGCCTGGGCTTTCACCTGTGCAGGTGGGG

CTACAGCAGCACTGCCATCACCAGACAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC

LECCEECECCETEECEE e FEee e e e e e e e e e e e e e e e e e
CTACAGCAGCACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC

CCTGGATGTGCAGTGGAATGACCTGGACTACATGGACAGCAGGAGGGACTTCACCTTTAA

LECECETTECETTE T e er Fir LECEE TR T T
TCTGGATGTGCAGTGGAATGACCTGGACTATATGGATTCTAGGAGAGACTTTACTTTTAA

CAAGGATGGCTTTAGGGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAG

LECCCEEEECEE FEEEr TEEE e e e e e e e e e e e e
CAAGGATGGCTTCAGGGAT TTCCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAG

GTACATGATGATTGTGGACCCAGCCATCAGCAGCTCTGGGCCTGCTGGGTCTTACAGGCC

LECCEECTECETECE e e e e teee e e e e e Lee e e e e
GTACATGATGATTGTGGACCCTGCTATTAGCAGCTCTGGCCCTGCTGGGTCTTACAGGCC

CTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGAT

LECECELEECETTEC T e e e e e e e e e e e e e e e e e e e e
TTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGAT

TGGCAAGGTGTGGCCTGGGAGCACTGCCTTCCCTGATTTTACCAACCCCACTGCCCTGGC

LECCEELEECETEEC e TEee e e e e e ee e e A e e e e e
TGGCAAGGTGTGGCCTGGCAGCACTGCCTTCCCTGACTTCACCAACCCCACTGCCCTGGC

CTGGTGGGAGGATATGGTGGCTGAGTTTCATGACCAGGTGCCCTTTGATGGCATGTGGAT

LECCEECEECEE FVEEEEEE e e Lo e e e e e e e e Feerr
CTGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCCTTTGATGGGATGTGGAT

TGACATGAATGAGCCCAGCAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGA

LECCEUEEEEEEe e e PEEEEr e PEvE e e e e e e e ey
TGACATGAATGAGCCCTCTAACTTCATCAGGGGGTCTGAGGATGGCTGCCCCAACAATGA

GCTGGAGAATCCTCCCTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCAT

LECCEEEEE T LEEEEE T e e e e ee e e e e e Toee e e ey |
GCTGGAGAACCCCCCCTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACTAT

CTGTGCCTCTAGCCACCAGTTCCTGAGCACCCACTATAACCTGCATAACCTGTATGGCCT

LECEEE T PP PEEE e e e e e Lo T e
CTGTGCTTCTTCTCACCAGTTTCTGAGCACCCACTATAATCTGCACAACCTGTATGGCCT

GACTGAGGCCATTGCCAGCCATAGAGCCCTGGTGAAGGCCAGAGGGACCAGGCCCTTTGT

IIII|IIII|IIIIII||I LECEE CEEEEEEEE et TEe e
AGGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACCAGGCCCTTTGT

GATCTCTAGGAGCACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATGT

LEEE T FEEEEEEEEE e E e e e e e e e e |
GATCAGCAGGTCTACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATGT
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GTGGAGCTCTTGGGAGCAGCTGGCCAGCTCTGTGCCAGAGATCCTGCAGTTCAACCTGCT

LECE DECEEEEEETE T e e e e Cee e e e e e e e
GTGGTCTTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACCTGCT

GGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAATACCTCTGAAGAGCT

IIII|IIII|IIIIII||I||||I||IIIIIIIIII LELEEEE TEEEEEET T
GGGGCTGATGTGTGTGGCTTTCTGGGCAACACCTCTGAGGAGCT

GTGTGTGAGGTGGACTCAGCTGGGGGCCTTCTATCCCTTCATGAGGAACCACAACAGCCT

LECCEEEEEEEEEEr TEEEEE e e e v tee e e e e e e e et e
GTGTGTGAGGTGGACCCAGCTGGGGGCCTTTTACCCCTTCATGAGGAACCACAATAGCCT

GCTGTCTCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCTCAGCAGGCTATGAGGAA

LEEE - PEEEEEEE e e P e e e e T ey
GCTGAGCCTGCCCCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGGAA

GGCCCTGACCCTGAGGTATGCCCTGCTGCCCCATCTGTACACCCTGTTCCACCAGGCCCA

LECCCEEEE PEEECEETEE e e e e e e e e Fee e e tee i
GGCCCTGACTCTGAGGTATGCCCTGCTGCCCCATCTGTATACCCTGTTTCACCAGGCCCA

TGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTTCTGGAGTTTCCCAAGGACAGCAGCAC

LECCELEEEEEEEC e teeee Cere e e e e e teeeer e
TGTGGCTGGGGAGACTGTGGCTAGGCCTCTGTTTCTGGAGTTCCCTAAGGACTCTAGCAC

CTGGACTGTGGACCATCAGCTGCTGTGGGGGGAGGCTCTGCTGATTACCCCTGTGCTGCA

LECCELCPEEEETEr TEEEEE e e e e e e Pee e T e ey
CTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCTGCA

GGCTGGCAAGGCTGAGGTGACTGGGTACTTCCCCCTGGGGACTTGGTATGACCTGCAGAC

IIII|IIII|IIIIII||I LECEE PEEEEEEEE e 1 T e
AAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACCTGGTATGACCTGCAGAC

TGTGCCTGTGGAAGCTCTGGGCAGCCTGCCCCCACCCCCTGCTGCCCCTAGGGAGCCTGC

LECCCLEEEEEE 0 TEeee Peeeee e v teee e e e e Teer ey
TGTGCCTGTGGAGGCCCTGGGGAGCCTGCCTCCCCCCCCTGCTGCCCCCAGGGAGCCTGC

CATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGTGCA

LEE T TECEEEECETE T e e e e e e e e e e e e e e
CATTCATTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGTGCA

CCTGAGGGCTGGCTATATCATCCCCCTGCAGGGCCCTGGGCTGACCACCACTGAGAGCAG

LECCEEEEEEEE L0 TEEEEEE e e e e e e Lee e e e e e ey
CCTGAGGGCTGGGTACATCATCCCCCTGCAGGGCCCTGGCCTGACCACCACTGAGAGCAG

GCAGCAGCCCATGGCCCTGGCTGTGGCCCTGACTAAggggggggaggccaggggggaget

LECCCELEECETEECET e et tee e e e e e e e e e
GCAGCAGCCCATGGCCCTGGCTGTGGCTCTGACCAAGGGGGGGGAGGCCAGGGGGGAGCT

ggatgatggggagagcctggaggtgctggagagaggggCCTACACCCAGGTGAT
IIII|IIII|IIIIII||I LECEEECEEEEE T FEE e e e

1859

1859

1919

1919

1979

1979

2039

2039

2099

2099

2159

2159

2219

2219

2279

2279

2339

2339

2399

2399

2459

2459

2519

2519

2579



Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

>Query_ 34198
Length=

Score

Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

2520

2580

2580

2640

2640

2700

2700

2760

2760

2808

GTTCTGGGATGATGGGGAGTCTCTGGAGGTGCTGGAGAGGGGGGCCTACACCCAGGTGAT

CTTTCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACTTCTGAGGGGGC

LECCEELEECETEEE et PEeee e e e e e e e e e e e e e TEere i
CTTTCTGGCCAGGAACAATACTATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGGGC

TGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGCT

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIIIIIII|||| |
CACTGCCCCCCAGCAGGTCCT

GAGCAATGGGGTGCCTGTGTCTAACTTCACCTACAGCCCTGATACTAAGGTGCTGGATAT

IIII|IIII|IIIIII||I LECEEEECEEEE e 1 P e 1
GAGCAATGGGGTGCCTGTGAGCAACTTCACCTACTCTCCTGACACCAAGGTGCTGGACAT

CTGTGTGAGCCTGCTGATGGGGGAGCAGTTTCTGGTGAGCTGGTGCTGA 2808

LECEEE TEEEEEE P EE T e Fer e ey
TTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

SEQ ID NO: 3

= 4050 bits (2193), Expect = 0.0
Identities
Strand=Plus/Plus

1

61

61

120

120

180

180

240

240

300

300

2604/2809 (93%), Gaps = 2/2809 (0%)

ATGGCCTTCCTGTGGCTGCTGTCTTGCTGGGCTCTGCTGGGGACCACCTTTGGCCTGCTG

LECLE TECCEEEECEEE e e PEEe e e e Pee e e e ey
ATGGCTTTCCTGTGGCTGCTGTCTTGTTGGGCTCTGCTGGGCACCACCTTTGGCCTGCTG

GTCCCCAGGGAGCTGTCTGGC-TCTTCTCCTGTCCTGGAGGAGACCCACCCTGCCCACCA

R R I e R R AR AR
GTGCCCAGGGAGCTGTCTGGCAGCAGC - CCTGTGCTGGAGGAGACCCACCCTGCTCATCA

GCAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGC

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|I LECEEEET T TEET T
CTGGCCCCAGGGATGCCCAGGCTCACCCTGGGAGACCCAGGGC

TGTGCCCACCCAGTGTGATGTGCCTCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGC

LECCEEEEE PECECEET e FEEEE e e e e e e e e e Peee ey
TGTGCCCACTCAGTGTGATGTGCCCCCCAACAGCAGGT TTGACTGTGCTCCTGACAAGGC

CATCACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTATATCCCTGCCAAGCAGGGCCT

LECECECEECETEEC T e e e Lee e e Feeer Teer i |
TATCACCCAGGAGCAGTGTGAGGCCAGGGGGTGCTGCTACATTCCTGCTAAGCAGGGCCT

GCAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTTCCCCCCTCTTATCCTAGCTATAA

LECCCEEEE PEEEVEETEEE TR e e v ee e Peee e e e e Feerr |
GCAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTCCCCCCCTCTTATCCCAGCTATAA

2579

2639

2639

2699

2699

2759

2759

119

119

179

179

239

239

299

299

359

359
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Query
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Query
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Query
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Query
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Query
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Query
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Query
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Query
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Query
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Query
Sbjct
Query
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Query

360

360

420

420

480

480

540

540

600

600

660

660

720

720

780

780

840

840

900

900

960

960

1020

1020

1080

GCTGGAGAACCTGAGCAGCTCTGAGATGGGGTACACTGCCACCCTGACCAGGACCACCCC

IIII|IIII|IIIIII||I||||I||IIII ARERRARERRARARRARA AN,
GAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACCACTCC

CACTTTCTTCCCTAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAA

LU TEEEE PP T PEere EEEr e e e e e e e e e e e
CACCTTCTTTCCCAAGGATATTCTGACTCTGAGGCTGGATGTGATGATGGAGACTGAGAA

TAGGCTGCACTTTACTATCAAGGACCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGAC

LECECETEEEE TEEEEEEEEE e e T e e e e e e 1
CAGGCTGCACTTCACTATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCCCTGGAGAC

CCCCCATGTGCATTCTAGGGCCCCCAGCCCCCTGTACTCTGTGGAGTTCTCTGAGGAGCC

LETEEEEEE P LE TP TEEEEEE T
TCCTCATGTGCATAGCAGGGCCCCTTCTCCTCTGTATTCTGTGGAGTTCTCTGAGGAGCC

CTTTGGGGTGATTGTGAGGAGACAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGC

IIII|IIII|IIIIII||I|| LCCETECEETEEEEEEE LEE T e
GGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGC

TCCCCTGTTTTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACAT

LECECEEE TEEEEEE T e e e ARERRARARRANRANN
CCCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACTTCTCTGCCCAGCCAGTACAT

CACTGGGCTGGCTGAGCACCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCAC

LECECELPECEEEE e CEEre e e e e e e e et Ferr e i
TACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCTCTTGGACCAGGATCAC

CCTGTGGAACAGGGATCTGGCTCCTACCCCTGGGGCCAACCTGTATGGCTCTCACCCCTT

LECCEEEEEEEEEEr Teee et Ceeeeee e Pee e e e e e ey
CCTGTGGAACAGGGACCTGGCCCCCACTCCTGGGGCTAACCTGTATGGCTCTCACCCCTT

TTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGC

LELCEEEEEEEEEEE TR e e e e e e e e e e Teee e e ey
TTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTTCTGCTGAACAGCAATGC

TATGGATGTGGTGCTGCAGCCCAGCCCTGCCCTGAGCTGGAGGTCTACTGGGGGCATCCT

IIII|IIII|IIIIII||I| L e e P P
GATGTGGTGCTGCAGCCCTCTCCAGCCCTGTCTTGGAGGAGCACTGGGGGCATTCT

GGATGTGTACATCTTTCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGT

LECCEEEEEEEE 0 TEEEEE e Lo e e e e e e e e ey
GGATGTGTACATTTTCCTGGGGCCTGAACCCAAGTCTGTGGTGCAGCAGTACCTGGATGT

GGTGGGCTATCCTTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGG

LECCEEEEE T 0 TEEEEEE e e eee e T e ey
GGTGGGCTACCCCTTCATGCCCCCCTATTGGGGGCTGGGGTTTCACCTGTGCAGGTGGGG

419

419

479

479

539

539

599

599

659

659

719

719

779

779

839

839

899

899

959

959

1019

1019

1079

1079

1139
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Query
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Query
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Query
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Query
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Query
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1080

1140

1140

1200

1200

1260

1260

1320

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620

1680

1680

1740

1740

1800

1800

CTACAGCAGCACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCATTTCCC

CCTGGATGTGCAGTGGAATGACCTGGACTACATGGACAGCAGGAGGGACTTCACCTTTAA

LECCCECTECEEEECEE e e e e e e e ee e Peee e e e Peerreern |
CCTGGATGTGCAGTGGAATGACCTGGACTACATGGATAGCAGGAGGGATTTCACCTTCAA

CAAGGATGGCTTTAGGGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAG

LECCEEEEECEE FEEEEEe e PECEE e e e e e e e e e e e
CAAGGATGGCTTCAGGGACTTTCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAG

GTACATGATGATTGTGGACCCAGCCATCAGCAGCTCTGGGCCTGCTGGGTCTTACAGGCC

LEE TECEEEEETEC e e FEeEe e e e e Lo TEer ey
GTATATGATGATTGTGGACCCTGCTATCAGCAGCTCTGGCCCTGCTGGCTCTTACAGGCC

CTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGAT

LECCCECEEEEET VR e e e e teee e teeee Feee e s e
CTATGATGAGGGCCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGCCAGCCTCTGAT

TGGCAAGGTGTGGCCTGGGAGCACTGCCTTCCCTGATTTTACCAACCCCACTGCCCTGGC

LELLEETTE TETETTT LECEEECCETPEEE e T ey
TGGCAAGGTCTGGCCTGGCTCTACTGCCTTCCCTGATTTTACTAACCCCACTGCCCTGGC

CTGGTGGGAGGATATGGTGGCTGAGTTTCATGACCAGGTGCCCTTTGATGGCATGTGGAT

LECCEECEEEEE FVEEEEE e et teee et P e ey
CTGGTGGGAGGACATGGTGGCTGAGTTCCATGATCAGGTGCCTTTTGATGGCATGTGGAT

TGACATGAATGAGCCCAGCAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGA

LEE TEEEEEEE L0 TEEee PEEEErer PEEEEr e e e e e e ey
TGATATGAATGAACCAAGCAACTTCATCAGAGGCTCTGAGGATGGCTGCCCCAACAATGA

GCTGGAGAATCCTCCCTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCAT

LECCCEEEE EE LEEEEEEEEE e e e e e e Teee e e ey
GCTGGAGAACCCCCCCTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACCAT

CTGTGCCTCTAGCCACCAGTTCCTGAGCACCCACTATAACCTGCATAACCTGTATGGCCT

|11 LECEEECEEEEETEE e ee e e Leeer T e
TTGTGCTAGCAGCCACCAGTTCCTGAGCACCCACTACAATCTGCACAACCTGTATGGCCT

GACTGAGGCCATTGCCAGCCATAGAGCCCTGGTGAAGGCCAGAGGGACCAGGCCCTTTGT

LECEEE TECEEEECEEE e Peeee e e e e e e i Heeer i
GACTGAAGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCTTTTGT

GATCTCTAGGAGCACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATGT

LEEE TEEEEEEE TEEEEEEEEE T e e e e e e e e e ey
GATCAGCAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATGT

GTGGAGCTCTTGGGAGCAGCTGGCCAGCTCTGTGCCAGAGATCCTGCAGTTCAACCTGCT

LECCEEE PEEEEEEEEE T e e e tee e T e
GTGGAGCAGCTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATTCTGCAGTTTAACCTGCT

1139

1199

1199

1259

1259

1319

1319

1379

1379

1439

1439

1499

1499

1559

1559

1619

1619

1679

1679

1739

1739

1799

1799

1859

1859



Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
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Query
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Query
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Query
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Query

1860

1860

1920

1920

1980

1980

2040

2040

2100

2100

2160

2160

2220

2220

2280

2280

2340

2340

2400

2400

2460

2460

2520

2520

2580

GGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAATACCTCTGAAGAGCT

LECCEECEE PEEEVEEEEEE T e e e e e e e e e e e e teee e 1
GGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAGGAGCT

GTGTGTGAGGTGGACTCAGCTGGGGGCCTTCTATCCCTTCATGAGGAACCACAACAGCCT

LECCEEEEEEEETEr TEEEEE e e oee e e e e e e e e ey
GTGTGTGAGGTGGACCCAGCTGGGGGCCTTTTATCCCTTCATGAGGAACCACAACAGCCT

GCTGTCTCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCTCAGCAGGCTATGAGGAA

LEEE - PEEEE LEEEEEEE e FEEE e e e e T e e
GCTGAGCCTGCCTCAGGAGCCCTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGGAA

GGCCCTGACCCTGAGGTATGCCCTGCTGCCCCATCTGTACACCCTGTTCCACCAGGCCCA

IIII|IIII|IIIIII||I||||I||IIIIIII RN RRRARARRARN RNy
GGTATGCCCTGCTGCCCCACCTGTATACCCTGTTCCACCAGGCCCA

TGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTTCTGGAGTTTCCCAAGGACAGCAGCAC

IIII|IIII|IIIIII||I LECEEEEEETEETE PR TEe e e
CTGTGGCCAGGCCCCTGTTCCTGGAGTTCCCCAAGGACAGCAGCAC

CTGGACTGTGGACCATCAGCTGCTGTGGGGGGAGGCTCTGCTGATTACCCCTGTGCTGCA

LECCEECEECEE CEEEE e e e e e e e e Peee e e teee i
CTGGACTGTGGATCATCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCTGCA

GGCTGGCAAGGCTGAGGTGACTGGGTACTTCCCCCTGGGGACTTGGTATGACCTGCAGAC

LECCEEEEEEEET e teee e Peeeeeer teee e Feeer e e ey
GGCTGGCAAGGCTGAGGTCACTGGCTACTTCCCTCTGGGCACCTGGTATGACCTGCAGAC

TGTGCCTGTGGAAGCTCTGGGCAGCCTGCCCCCACCCCCTGCTGCCCCTAGGGAGCCTGC

LECCEELEEEEE LOEEEEEEE e e e e tee e e e i Feerrr i
TGTGCCTGTGGAGGCTCTGGGCAGCCTGCCCCCCCCCCCTGCTGCTCCCAGGGAGCCTGC

CATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGTGCA

LECCCELEECEEEECEE e e e e e e e ee e e A e e e e e
CATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCTCCCCTGGACACCATCAATGTGCA

CCTGAGGGCTGGCTATATCATCCCCCTGCAGGGCCCTGGGCTGACCACCACTGAGAGCAG

LECCEECEEEETEEr 10 PEee e e e e ee e Ceee e e teer e
CCTGAGGGCTGGCTACATTATCCCCCTGCAGGGCCCAGGGCTGACTACCACTGAGAGCAG

GCAGCAGCCCATGGCCCTGGCTGTGGCCCTGACTAAggggggggaggccaggggggaget

LECECECEEEETEE PEEEEEEE e e T e e e e T |
ACAGCAGCCCATGGCTCTGGCTGTGGCCCTGACCAAGGGGGGGGAAGCTAGGGGGGAGCT

ggtgctggagagaggggCCTACACCCAGGTGAT

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|I LECEEEET TEETETTT T
GTTCTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGGGGGGCCTATACCCAGGTGAT

1919

1919

1979

1979

2039

2039

2099

2099

2159

2159

2219

2219

2279

2279

2339

2339

2399

2399

2459

2459

2519

2519

2579

2579

2639
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2580

2640

2640

2700

2700

2760

2760

2808

CTTCCTGGCTAGGAACAACACCATTGTCAATGAGCTGGTGAGGGTGACTTCTGAGGGGGC

TGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGCT

TGGGCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCTCCCCAGCAGGTGCT

GAGCAATGGGGTGCCTGTGTCTAACTTCACCTACAGCCCTGATACTAAGGTGCTGGATAT

GAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGACAT
CTGTGTGAGCCTGCTGATGGGGGAGCAGTTTCTGGTGAGCTGGTGCTGA 2808

CTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

SEQ ID NO: 2

= 4023 bits (2178), Expect = 0.0
Identities
Strand=Plus/Plus

1

1

61

61

121

121

181

181

241

241

301

301

361

361

2600/2810 (93%), Gaps = 4/2810 (0%)

ATGGCCTTCCTGTGGCTGCTGTCTTGCTGGGCTCTGCTGGGGACCACCTTTGGCCTGCTG

ATGGCTTTCCTGTGGCTGCTGTCTTGCTGGGCCCTGCTGGGGACTACCTTTGGCCTGCTG

GTCCCCAGGGAGCTGTCTGGCTCTTCTCCTGTCCTGGAGGAGACCCACCCTGCCCACCAG

GTGCCCAGGGAACTGTCTGGCTCTAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG

CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGCT

CAGGGGGCTTCTAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCAAGGGCT

GTGCCCACCCAGTGTGATGTGCCTCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGCC

CACCCAGTGTGATGTGCCCCCCAACTCTAGATTTGATTGTGCCCCTGATAAGGCC

ATCACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTATATCCCTGCCAAGCAGGGCCTG

ATCACCCAGGAGCAGTGTGAGGCTAGGGGCTGCTGCTACATCCCTGCTAAGCAGGGCCTG

CAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTTCCCCCCTCTTATCCTAGCTATAAG

GGCCAGCCCTGGTGCTTCTTCCCCCCCAGCTATCCCTCTTACAAG

CTGGAGAACCTGAGCAGCTCTGAGATGGGGTACACTGCCACCCTGACCAGGACCACCCCC

CTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACTACTCCC

2639

2699

2699

2759

2759

120

120

180

180

240

240

300

300

360

360

420

420
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Query

421

421

481

481

541

541

601

601

661

661

721

721

781

781

841

841

901

901

961

961

1021

1021

1081

1081

1141

ACTTTCTTCCCTAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAT

LEEEEEEEE TECEE e e e e e e e e e e e e e e e e
ACCTTCTTCCCCAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

AGGCTGCACTTTACTATCAAGGACCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGACC

LECCEEEE T T PEEEEEEr TEEEEEEE e e e e e e e e e e e e e
AGGCTGCATTTCACCATCAAGGATCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGACC

CCCCATGTGCATTCTAGGGCCCCCAGCCCCCTGTACTCTGTGGAGTTCTCTGAGGAGCCC

LELETTTTLT LTI LECCCEEPCCETTEEE T e 1
CCCCATGTGCACAGCAGGGCTCCTTCTCCCCTGTACTCTGTGGAGTTCTCTGAGGAACCC

TTTGGGGTGATTGTGAGGAGACAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGCT

IIII|IIII|IIIIII||I| LECEEECCETEEEECEEEEC e ey
GGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGCC

CCCCTGTTTTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACATC

LECCEEEE TEEEECEE PEEEEEE e 1 LELEE THETTTTETTT
CCCCTGTTCTTTGCTGATCAGTTCCTGCAGCTGTCCACTTCTCTGCCTAGCCAGTACATC

ACTGGGCTGGCTGAGCACCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCACC

LECCCECEEEETEEC T e e e teer e e e e e et Feeer Ty
ACTGGGCTGGCTGAGCACCTGAGCCCTCTGATGCTGAGCACCTCTTGGACTAGGATCACC

CTGTGGAACAGGGATCTGGCTCCTACCCCTGGGGCCAACCTGTATGGCTCTCACCCCTTT

LECCEEEEEEEETE Feeee i teee e ee e e e e e e e e i |
CTGTGGAACAGGGACCTGGCCCCCACCCCTGGGGCCAACCTGTATGGCAGCCACCCCTTC

TACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGCT

LETEEEECETEEC T e e e e e ee e e e e e e e e e e e e Teerr i
TATCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAATAGCAATGCT

ATGGATGTGGTGCTGCAGCCCAGCCCTGCCCTGAGCTGGAGGTCTACTGGGGGCATCCTG

LECCEUEEEEEETEC e e e e e e e e et teeeet L ey
ATGGATGTGGTGCTGCAGCCCAGCCCTGCCCTGTCTTGGAGGAGCACTGGGGGCATCCTG

GATGTGTACATCTTTCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGTG

LECCCEEEEEE TE PEEEEEEEEE e e e e e e e e e e e e e e |
GATGTGTACATTTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGTG

GTGGGCTATCCTTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGC

LECEEEE T T PR Toeee TEEEE e e e e e e e e |
GTGGGCTACCCCTTCATGCCTCCCTACTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGC

TACAGCAGCACTGCCATCACCAGACAGGTGGTGGAGAACATGACCAGGGCCCACTTCCCC

LECEEE TEEEECEEEE e EEE e e e tee e e e e ey
TACAGCTCTACTGCCATCACCAGGCAGGTGGTGGAGAATATGACCAGGGCCCACTTCCCC

CTGGATGTGCAGTGGAATGACCTGGACTACATGGACAGCAGGAGGGACTTCACCTTTAAC
LECEEEEEEEEEE PR e e e e e e e e e e e tee e e e e e e e e 1

480

480

540

540

600

600

660

660

720

720

780

780

840

840

900

900

960

960

1020

1020

1080

1080

1140

1140

1200
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Query
Sbjct
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Query

Sbjct

1141

1201

1201

1261

1261

1321

1321

1381

1381

1441

1441

1501

1501

1561

1561

1621

1621

1680

1680

1740

1740

1800

1800

1859

1859

CTGGATGTGCAGTGGAATGACCTGGACTACATGGACTCTAGGAGGGACTTCACCTTCAAT

AAGGATGGCTTTAGGGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAGG

LECCEECEEEE 0 PEEEEEEEEE e e e e e e e e e e e e e e e
AAGGATGGCTTCAGAGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAGG

TACATGATGATTGTGGACCCAGCCATCAGCAGCTCTGGGCCTGCTGGGTCTTACAGGCCC

IIII|IIII|IIIII LECEE TEEEEEEEr LEEer T T
ATGATGATTGTGGACCCTGCCATCAGCTCTTCTGGCCCTGCTGGCTCTTACAGGCCC

TATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGATT

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIII LEEETTETTT
ATCACCAATGAGACTGGGCAGCCCCTGATT

GGCAAGGTGTGGCCTGGGAGCACTGCCTTCCCTGATTTTACCAACCCCACTGCCCTGGLC

ARERRRARRRRNAN LECEEPECETEEEE 0 Feeer 10 TEEEEr e
GGGAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAATCCTACTGCCCTGGCC

TGGTGGGAGGATATGGTGGCTGAGTTTCATGACCAGGTGCCCTTTGATGGCATGTGGATT

LECCEECEEEE TECEEEEE T e TEEEr e e e e e e e e e |
TGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCCTTTGATGGCATGTGGATT

GACATGAATGAGCCCAGCAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGAG

LECEEEEEEEEEEr FEEEE e e e e e e e e e e e e e e e e e ey
GACATGAATGAGCCCTCTAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGAG

CTGGAGAATCCTCCCTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCATC

LECCEEEE T PECEEEEEEE e e e e e e e e e e e e e e e |
CTGGAGAACCCCCCCTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCATC

TGTGCCTCTAGC-CACCAGTTCCTGAGCACCCACTATAACCTGCATAACCTGTATGGCCT

LT L LEEEEEEEEE e e e e ey
TGTGC - TAGCTCTCACCAGTTCCTGAGCACCCACTACAATCTGCATAACCTGTATGGCCT

GACTGAGGCCATTGCCAGCCATAGAGCCCTGGTGAAGGCCAGAGGGACCAGGCCCTTTGT

IIII|IIII|IIIIII||I LEE PEEEEEEE e 1t PEEE e
GAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCTAGGGGCACCAGGCCCTTTGT

GATCTCTAGGAGCACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATGT

LEE TECEEEEETEr TEEEEEE T e e e e e e e T e e ey
GATTTCTAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGGCACTGGACTGGGGATGT

GTGGAGCT-CTTGGGAGCAGCTGGCCAGCTCTGTGCCAGAGATCCTGCAGTTCAACCTGC

LEEE 10 TEEEEETET T LECCEED TP TR
GTGG- TCTAGCTGGGAGCAGCTGGCTTCTTCTGTGCCTGAGATCCTGCAGTTCAACCTGC

TGGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAATACCTCTGAAGAGC

IIII|IIII|IIIIII||I||||I||IIIIIIII LECLEEEEEEE T T T
TGGGGGCTGATGTGTGTGGGT TCCTGGGCAACACTTCTGAGGAGC
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TGTGTGTGAGGTGGACTCAGCTGGGGGCCTTCTATCCCTTCATGAGGAACCACAACAGCC

LECCEELPECETEEE e TEEEE e e e e Teee e e e e e e
TGTGTGTGAGGTGGACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACAGCC

TGCTGTCTCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCTCAGCAGGCTATGAGGA

LECEE LEEEEECETT T e e e e e e e tee e T
TGCTGAGCCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCCCAGCAGGCCATGAGGA

AGGCCCTGACCCTGAGGTATGCCCTGCTGCCCCATCTGTACACCCTGTTCCACCAGGCCC

LECCCECEECETEEE T e e e e e e Lo e e e e e e e
AGGCCCTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGCCC

ATGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTTCTGGAGTTTCCCAAGGACAGCAGCA

IIII|IIII|IIIIII||I| LEPEEEE TR PEEEEEE e T T
GGCTGGGGAGACTGTGGCTAGGCCTCTGTTCCTGGAGTTCCCCAAGGACTCTAGCA

CCTGGACTGTGGACCATCAGCTGCTGTGGGGGGAGGCTCTGCTGATTACCCCTGTGCTGC

LECCCECEECETEEEE TEEEEE e e e ee e Teee e e Ferrrrr |
CCTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACTCCTGTGCTGC

AGGCTGGCAAGGCTGAGGTGACTGGGTACTTCCCCCTGGGGACTTGGTATGACCTGCAGA

LECCEEE PEEEEECEET e et teee e e e i tee e ey
AGGCTGGGAAGGCTGAGGTGACTGGCTATTTCCCCCTGGGCACCTGGTATGACCTGCAGA

CTGTGCCTGTGGAAGCTCTGGGCAGCCTGCCCCCACCCCCTGCTGCCCCTAGGGAGCCTG

LECCEELEEEEEE T PEeee FOre e e Cere e e e Ferrrrr |
CTGTGCCTGTGGAGGCCCTGGGGAGCCTGCCCCCCCCCCCTGCTGCCCCCAGGGAGCCTG

CCATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGTGC

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|III LELETETTTTT
TGCCTGCCCCTCTGGATACCATCAATGTGC

ACCTGAGGGCTGGCTATATCATCCCCCTGCAGGGCCCTGGGCTGACCACCACTGAGAGCA

LECCEECEECETEEeE TEeEe COrr e e e er tere et e
ACCTGAGGGCTGGCTACATCATTCCCCTGCAGGGCCCTGGCCTGACCACTACTGAGTCTA

GGCAGCAGCCCATGGCCCTGGCTGTGGCCCTGACTAAggggggggaggccaggggggagc

IIII|IIII|IIIIII||I||||I||IIIIIIII ARNRRNRERRAR AR
CCCTGGCTGTGGCCCTGACCAAGGGGGGGGAGGCTAGGGGGGAGC

tgttctgggatgatggggagagcctggaggtgctggagagaggggCCTACACCCAGGTGA

LECE PEEEEEETECE TR e e e e e e e e e e ter e e 1|
TGTTTTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGGGGGGCCTACACTCAGGTGA

TCTTTCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACTTCTGAGGGGG

LELE PEEECEEEEE T PR e e e e e e e e e e Ferrr i
TCTTCCTGGCCAGGAACAATACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGGG

CTGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGC
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CTGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGC 2698

TGAGCAATGGGGTGCCTGTGTCTAACTTCACCTACAGCCCTGATACTAAGGTGCTGGATA 2758

TGAGCAATGGGGTGCCTGTGAGCAACTTCACCTATAGCCCTGATACCAAGGTGCTGGATA 2758

TCTGTGTGAGCCTGCTGATGGGGGAGCAGTTTCTGGTGAGCTGGTGCTGA 2808

TTTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808



