BLASTN 2.14.1+

Reference: Zheng Zhang, Scott Schwartz, Lukas Wagner, and
Webb Miller (2000), "A greedy algorithm for aligning DNA
sequences", J Comput Biol 2000; 7(1-2):203-14.

RID: H9BWDVXY114

Query= SEQ ID NO: 1

Length=2808

Sequences producing significant alignments: (:Eggi ValEe
Query 91029 SEQ ID NO: 3 4189 0.0
Query 91030 SEQ ID NO: 4 4150 0.0
Query 91028 SEQ ID NO: 2 4045 0.0
Query 91031 SEQ ID NO: 5 4012 0.0

ALIGNMENTS
>Query_ 91029 SEQ ID NO: 3
Length=2808

Score = 4189 bits (2268), Expect = 0.0
Identities = 2630/2810 (94%), Gaps = 4/2810 (0%)
Strand=Plus/Plus

Query 1 ATGGCTTTCCTGTGGCTGCTGAGCTGCTGGGCTCTGCTGGGCACCACCTTTGGGCTGCTG
IIII|IIII|IIIIII||I|| LETEEEETEET T e e
Sbjct 1 CTTTCCTGTGGCTGCTGTCTTGTTGGGCTCTGCTGGGCACCACCTTTGGCCTGCTG
Query 61  GTGCCTAGGGAGCTGTCTGG-GTCTAGCCCTGTGCTGGAGGAGACTCACCCTGCCCATCA
LECEE TEEEEETEE e Fee e e e e e e e e P s e
Sbjct 61  GTGCCCAGGGAGCTGTCTGGCAGC-AGCCCTGTGCTGGAGGAGACCCACCCTGCTCATCA
Query 120  GCAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCTCAGGCCCACCCTGGCAGGCCCAGGGC
IIII|IIII|IIIIII||I||||I||IIIIIII LECEE TEEEEEEE T T
Sbjct 120 GCCTGGCCCCAGGGATGCCCAGGCTCACCCTGGGAGACCCAGGGC
Query 180  TGTGCCCACCCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGC
LECCEEEEE PEECETTEE T e e e e e e e e e e e e
Sbjct 188  TGTGCCCACTCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCTCCTGACAAGGC

Max

Ident

947%

93%

93%

92%

60

60
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179
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239
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Query

240

240

300

300

360

360

420

420

480

480

540

540

600

600

660

660

720

720

780

780

840

840

900

900

960

CATTACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTACATTCCAGCTAAGCAGGGCCT

LEEEEEECETE e e e Lee e e e L
TATCACCCAGGAGCAGTGTGAGGCCAGGGGGTGCTGCTACATTCCTGCTAAGCAGGGCCT

GCAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTcccccccAGCTATCCTAGCTATAA

IIII|IIII|IIIIII||I| |||I||IIIIIIIIIII|IIII| LLEEE T
CTGGTGCTTCTTCCCCCCCTCTTATCCCAGCTATAA

ACTGGAGAACCTGAGCAGCTCTGAGATGGGCTATACTGCCACCCTGACTAGGACTACTCC

LECECEEEECETEEE T e e e e e e T e e e e Tl e
GCTGGAGAACCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACCACTCC

CACCTTTTTTCCTAAGGATATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAA

LECEEE TEEEE FEEEEEEE PEeer CEEr e e e e e e e e e e e
CACCTTCTTTCCCAAGGATATTCTGACTCTGAGGCTGGATGTGATGATGGAGACTGAGAA

CAGGCTGCACTTCACTATTAAGGACCCTGCCAATAGGAGGTATGAAGTGCCTCTGGAGAC

LECCEELEECETTEC e e e ee e e e e e e e e e e e e teeer Ferrr |
CAGGCTGCACTTCACTATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCCCTGGAGAC

TCCTCATGTGCACTCTAGGGCCCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCC

LELETTTTTT LT AR AR AR RRARARRAy
TCCTCATGTGCATAGCAGGGCCCCTTCTCCTCTGTATTCTGTGGAGTTCTCTGAGGAGCC

CTTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGC

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIIIIIII||||I|
GTGGC

CCCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACAT

IIII|IIII|IIIIII||I NRLARNRRARARLARER ARERRARARRANRANN
ACCAGTTCCTGCAGCTGAGCACTTCTCTGCCCAGCCAGTACAT

CACTGGGCTGGCTGAGCATCTGAGCCCTCTGATGCTGAGCACCTCTTGGACCAGGATCAC

LECECETPECETEEC T e e e e CEee e e e e e e e e e e
TACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCTCTTGGACCAGGATCAC

CCTGTGGAATAGGGATCTGGCCCCCACCCCTGGGGCTAATCTGTATGGCTCTCATCCCTT

LECCEEEEE PR TEEEEE e COre e e Ler e e e eer e
CCTGTGGAACAGGGACCTGGCCCCCACTCCTGGGGCTAACCTGTATGGCTCTCACCCCTT

CATGGATGTGGTGCTGCAGCCCTCTCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCT

LECECETPECEETEE e e e e teeeer e e e e e ey |
TATGGATGTGGTGCTGCAGCCCTCTCCAGCCCTGTCTTGGAGGAGCACTGGGGGCATTCT
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719

779

779

839
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Sbjct

960

1020

1020

1080

1080

1139

1139

1199

1199

1259

1259

1319

1319

1379

1379

1439

1439

1499

1499

1559

1559

1619

1619

1679

1679

GGATGTGTACATTTTCCTGGGGCCTGAACCCAAGTCTGTGGTGCAGCAGTACCTGGATGT

GGTGGGCTACCCCTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGG

LECCCEEEEEEET e TEEEEE e e e e teee e T e e ey
GGTGGGCTACCCCTTCATGCCCCCCTATTGGGGGCTGGGGTTTCACCTGTGCAGGTGGGG

GTATT-CTTCTACTGCTATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCTCACTTCC

L0 F PP TEEEEE e e e e e e e e e e e e T
CTACAGCAGC - ACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCATTTCC

CCCTGGATGTGCAGTGGAATGACCTGGACTATATGGACTCTAGGAGGGATTTCACCTTCA

IIII|IIII|IIIII LECEEEEEETET T T ARERRARERRARARARY
GTGGAATGACCTGGACTACATGGATAGCAGGAGGGATTTCACCTTCA

ACAAGGATGGCTTCAGGGACTTCCCTGCTATGGTCCAGGAGCTGCATCAGGGGGGCAGGA

LECCCEEEECETEEE T Ceeer teeee Ceer e e Peeee e
ACAAGGATGGCTTCAGGGACTTTCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGA

GGTACATGATGATTGTGGACCCTGCCATCAGCAGCTCTGGCCCTGCTGGCAGCTATAGGC

LECE PEEEEEEEEC T e e teee e ee e e e e e e e e eer 10 1
GGTATATGATGATTGTGGACCCTGCTATCAGCAGCTCTGGCCCTGCTGGCTCTTACAGGC

CCTATGATGAGGGCCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGGCAGCCCCTGA

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIII LLEET T
ATCACTAATGAAACTGGCCAGCCTCTGA

TTGGCAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAACCCCACTGCTCTGG

LECCEEEEEE TEECEEEEE TR e e e e e e i i teee e 1
TTGGCAAGGTCTGGCCTGGCTCTACTGCCTTCCCTGATTTTACTAACCCCACTGCCCTGG

CCTGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCTTTTGATGGCATGTGGA

IIII|IIII|IIIIII||I||||I||IIIIIIII ARNRRARRRRARRRRRRAA Y
TGGTGGCTGAGTTCCATGATCAGGTGCCTTTTGATGGCATGTGGA

TTGACATGAATGAGCCCAGCAACTTCATCAGGGGCTCTGAGGATGGGTGCCCCAATAATG

LECE PPEEEEEE T TEEEEEEE e Ce e e e e e Peeeerrr 1
TTGATATGAATGAACCAAGCAACTTCATCAGAGGCTCTGAGGATGGCTGCCCCAACAATG

AGCTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACTA

LECCEEEEEEEEEC T e e e e e e e e e e tee e e e |
AGCTGGAGAACCCCCCCTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACCA

TTTGTGCCAGCTCTCACCAGTTCCTGAGCACCCACTACAACCTGCACAATCTGTATGGCC

LECEEEE e PEEEEEEE e e e e e ter e Ferrr i
TTTGTGCTAGCAGCCACCAGTTCCTGAGCACCCACTACAATCTGCACAACCTGTATGGCC

TGACTGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCCTTTG

LECCEEE CEEEPECET e COEe e e e e e e e e e e e e e e e 1|
TGACTGAAGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCTTTTG
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1739

1739

1799

1799

1859

1859

1919

1919

1979

1979

2039

2039

2099

2099

2159

2159

2219

2219

2279

2279

2339

2339

2399

2399

2459

TGATCTCTAGAAGCACCTTTGCTGGCCATGGGAGGTATGCTGGCCACTGGACTGGGGATG

TGATCAGCAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATG

TGTGGAGCTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACCTGC

TGTGGAGCAGCTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATTCTGCAGTTTAACCTGC

TGGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAAGAGC

TGGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAGGAGC

TGTGTGTGAGGTGGACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACAGCC

GACCCAGCTGGGGGCCTTTTATCCCTTCATGAGGAACCACAACAGCC

TGCTGAGCCTGCCTCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGGA

GAGCCTGCCTCAGGAGCCCTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGGA

AGGCCCTGACCCTGAGGTATGCTCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGCCC

AGGCCCTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTATACCCTGTTCCACCAGGCCC

ATGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTCCTGGAGTTTCCTAAGGATAGCAGCA

CCAGGCCCCTGTTCCTGGAGTTCCCCAAGGACAGCAGCA

CCTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATTACCCCTGTGCTGC

CCTGGACTGTGGATCATCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCTGC

AGGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACTTGGTATGACCTGCAGA

AGGCTGGCAAGGCTGAGGTCACTGGCTACTTCCCTCTGGGCACCTGGTATGACCTGCAGA

CTGTGCCTGTGGAAGCCCTGGGCAGCCTGCCTcceccccccTGCTGCCCCCAGGGAGCCTG

CTGTGCCTGTGGAGGCTCTGGGCAGCCTGCCCCCCCCCCCTGCTGCTCCCAGGGAGCCTG

CCATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCCCTGGACACCATTAATGTGC

CAGTGGGTGACCCTGCCTGCTCCCCTGGACACCATCAATGTGC

ATCTGAGGGCTGGGTATATTATCCCCCTGCAGGGGCCTGGGCTGACTACCACTGAGAGCA

ACCTGAGGGCTGGCTACATTATCCCCCTGCAGGGCCCAGGGCTGACTACCACTGAGAGCA

GGCAGCAGCCTATGGCCCTGGCTGTGGCTCTGACTAAggggggggaggccaggggggagc
FCEEEee e teee e eeer e e e teeee e e e e
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>Query 91030
Length=

Score =

2459

2519

2519

2579

2579

2639

2639

2699

2699

2759

2759

2808

Identities
Strand=Plus/Plus

Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

1

1

61

61

121

121

181

181

241

241

GACAGCAGCCCATGGCTCTGGCTGTGGCCCTGACCAAGGGGGGGGAAGCTAGGGGGGAGC

ggagaggegggCCTACACCCAGGTGA

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIII LT
TGTTCTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGGGGGGCCTATACCCAGGTGA

TTTTCCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGGG

L LLEEEEEE TEECEEEE T T e e e e e e Ferrr i
TCTTCCTGGCTAGGAACAACACCATTGTCAATGAGCTGGTGAGGGTGACTTCTGAGGGGG

CTGGCCTGCAGCTGCAGAAAGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGC

LELE PEEEEETEECE e PEEEE e e e e e e e e e e e Feeee e
CTGGGCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCTCCCCAGCAGGTGC

TGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGATA

LECCCEEEECETEEC P e e e e e e ee e e e e e e e e e e e e e e
TGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGACA

TTTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

TCTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

SEQ ID NO: 4

4150 bits (2247), Expect = 0.0

2624/2811 (93%), Gaps = 6/2811 (0%)

ATGGCTTTCCTGTGGCTGCTGAGCTGCTGGGCTCTGCTGGGCACCACCTTTGGGCTGCTG

LECEE TECCEETECE e EEE e e e Pee e e 1
ATGGCCTTCCTGTGGCTGCTGTCTTGCTGGGCTCTGCTGGGGACCACCTTTGGCCTGCTG

GTGCCTAGGGAGCTGTCTGGGTCTAGCCCTGTGCTGGAGGAGACTCACCCTGCCCATCAG

LELE TEEEEEE et teeee CeEe e e e L e
GTCCCCAGGGAGCTGTCTGGCTCTTCTCCTGTCCTGGAGGAGACCCACCCTGCCCACCAG

CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCTCAGGCCCACCCTGGCAGGCCCAGGGCT

LECCCELECEETTECET e e e e e e Lo e e e e e e e e e
CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGCT

GTGCCCACCCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGCC

IIII|IIII|IIIIII||I|||| LCCEEEEEEEEEEE T e e e
CACCCAGTGTGATGTGCCTCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGCC

ATTACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTACATTCCAGCTAAGCAGGGCCTG

LEEEEEEEEEEC T e e e e e e e e e e e e Ty
ATCACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTATATCCCTGCCAAGCAGGGCCTG

2518
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2638
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2698

2758
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301

301

361

361

421

421

481

481

541

541

601

601

661

661

721

721

781

781

841

841

901

901

961

961

1021

CAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTcccccccAGCTATCCTAGCTATAAA

LECCEEEE TEEEECETEEEr e e e e e teeeet L e e
CAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTTCCCCCCTCTTATCCTAGCTATAAG

CTGGAGAACCTGAGCAGCTCTGAGATGGGCTATACTGCCACCCTGACTAGGACTACTCCC

IIII|IIII|IIIIII||I||||I||III LEFEEEEEEEE T e 1 1
AGCAGCTCTGAGATGGGGTACACTGCCACCCTGACCAGGACCACCCCC

ACCTTTTTTCCTAAGGATATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

LELE T TP PR e e e e e e e e e e e e e e e e e
ACTTTCTTCCCTAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAT

AGGCTGCACTTCACTATTAAGGACCCTGCCAATAGGAGGTATGAAGTGCCTCTGGAGACT

LECCEECEEEE LV CEEEE e Ceee e e e e L e e
AGGCTGCACTTTACTATCAAGGACCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGACC

CCTCATGTGCACTCTAGGGCCCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCCC

LECEEEEEEE TEVEEEEEE T e e eer eee e e e e e
CCCCATGTGCATTCTAGGGCCCCCAGCCCCCTGTACTCTGTGGAGTTCTCTGAGGAGCCC

TTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGCC

LECCCELTEEEEEECE e TEEr e e e e eee e e Pee e e e e
TTTGGGGTGATTGTGAGGAGACAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGCT

CCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACATC

LECCEEET TEREECEET T T e v e e e e e e e e e e e e e e |
CCCCTGTTTTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACATC

ACTGGGCTGGCTGAGCATCTGAGCCCTCTGATGCTGAGCACCTCTTGGACCAGGATCACC

LECCCEEEEEEEEEC e FEree e teere e e e e Feer e ey
ACTGGGCTGGCTGAGCACCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCACC

CTGTGGAATAGGGATCTGGCCCCCACCCCTGGGGCTAATCTGTATGGCTCTCATCCCTTT

LECCEEEE TEEEECEEE e 10 PEeee e 1 teee e e e e
CTGTGGAACAGGGATCTGGCTCCTACCCCTGGGGCCAACCTGTATGGCTCTCACCCCTTT

TACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTTCTGCTGAACAGCAATGCC

IIII|IIII|IIIIII||I ||||I||IIIIIIIIIII|III RNRRRRARARRANNN
GGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGCT

ATGGATGTGGTGCTGCAGCCCTCTCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCTG

IIII|IIII|IIIIII||I|| LECELECEEEEEEEe e T e
ATGTGGTGCTGCAGCCCAGCCCTGCCCTGAGCTGGAGGTCTACTGGGGGCATCCTG

GATGTGTACATCTTCCTGGGCCCTGAGCCCAAGTCTGTGGTCCAGCAGTATCTGGATGTG

LECCCECTEEEETE PR TEEe e e e e e e e e e Pee e e trerrr |
GATGTGTACATCTTTCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGTG

GTGGGCTACCCCTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGG
LECEEEEE T PEEEEE R e e e e e e e e e e e e e e e e e e e e e e e e e e e e
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1021

1081

1081

1140

1140

1200

1200

1260

1260

1319

1319

1379

1379

1439

1439

1499

1499

1559

1559

1619

1619

1678

1678

1738

1738

GTGGGCTATCCTTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGC

TA-TTCTTCTACTGCTATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCTCACTTCCC

L0 L P TEEEEEr e FEEEEEE e e e e
TACAGCAGC - ACTGCCATCACCAGACAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC

CCTGGATGTGCAGTGGAATGACCTGGACTATATGGACTCTAGGAGGGATTTCACCTTCAA

IIII|IIII|IIIII LECEEECCEEEEE e T Feeee e Teerree 1
GTGGAATGACCTGGACTACATGGACAGCAGGAGGGACTTCACCTTTAA

CAAGGATGGCTTCAGGGACTTCCCTGCTATGGTCCAGGAGCTGCATCAGGGGGGCAGGAG

LECCCEEEECEE FEEEEEE e e Lo tee e e e e e e e
CAAGGATGGCTTTAGGGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAG

GTACATGATGATTGTGGACCCTGCCATCAGCAGCTCTGGCCCTGCTGGCAGC-TATAGGC

GTACATGATGATTGTGGACCCAGCCATCAGCAGCTCTGGGCCTGCTGG-GTCTTACAGGC

CCTATGATGAGGGCCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGGCAGCCCCTGA

IIII|IIII|IIIIII||I| LECLEEEEEEE TP PR TEe PR
CCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGA

TTGGCAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAACCCCACTGCTCTGG

TTGGCAAGGTGTGGCCTGGGAGCACTGCCTTCCCTGATTTTACCAACCCCACTGCCCTGG

CCTGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCTTTTGATGGCATGTGGA

CCTGGTGGGAGGATATGGTGGCTGAGTTTCATGACCAGGTGCCCTTTGATGGCATGTGGA

TTGACATGAATGAGCCCAGCAACTTCATCAGGGGCTCTGAGGATGGGTGCCCCAATAATG

IIII|IIII|IIIIII||I||| LECECETECEETEE e e 11
CATGAATGAGCCCAGCAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATG

AGCTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACTA

LECCCEEEEE T TEEEEEEE e e e e e e e e e e e e e e e e e e e
AGCTGGAGAATCCTCCCTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCA

TTTGTGCCAGCT-CTCACCAGTTCCTGAGCACCCACTACAACCTGCACAATCTGTATGGC

TCTGTGCC-TCTAGCCACCAGTTCCTGAGCACCCACTATAACCTGCATAACCTGTATGGC

CTGACTGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCCTTT

TGAGGCCATTGCCAGCCATAGAGCCCTGGTGAAGGCCAGAGGGACCAGGCCCTTT

GTGATCTCTAGAAGCACCTTTGCTGGCCATGGGAGGTATGCTGGCCACTGGACTGGGGAT

GTGATCTCTAGGAGCACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGAT
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GTGTGGAGCTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACCTG

IIII|IIII|IIIII I||I||||I||IIIIIIIIIII| ARRRRRRARERRAREANY
AGCAGCTGGCCAGCTCTGTGCCAGAGATCCTGCAGTTCAACCTG

CTGGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAAGAG

LECCCECEEEE TECEEEEE T e e e e e e e e e e e T
CTGGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAATACCTCTGAAGAG

CTGTGTGTGAGGTGGACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACAGC

LECCEEEECEETTECEr PEEE e e e e v tee e e e e ey
CTGTGTGTGAGGTGGACTCAGCTGGGGGCCTTCTATCCCTTCATGAGGAACCACAACAGC

CTGCTGAGCCTGCCTCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGG

LECEEE TR PEEEEEer e FEEE e e e Feer e e
CTGCTGTCTCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCTCAGCAGGCTATGAGG

AAGGCCCTGACCCTGAGGTATGCTCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGCC

IIII|IIII|IIIIII||I|||| LECEPEEEEET TEEEEEE T e
CCTGACCCTGAGGTATGCCCTGCTGCCCCATCTGTACACCCTGTTCCACCAGGCC

CATGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTCCTGGAGTTTCCTAAGGATAGCAGC

LECCCELEECETEECE e e e e e e ee e tee e e T e 1
CATGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTTCTGGAGT TTCCCAAGGACAGCAGC

ACCTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATTACCCCTGTGCTG

LECCEEEEEEEETEC e FEEEE e e e e e e e tee e e e e ey
ACCTGGACTGTGGACCATCAGCTGCTGTGGGGGGAGGCTCTGCTGATTACCCCTGTGCTG

CAGGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACTTGGTATGACCTGCAG

IIII|IIII|IIIIII||I LLCEEEE TEEEEEEETT e FEEE e e e
AAGGCTGAGGTGACTGGGTACTTCCCCCTGGGGACTTGGTATGACCTGCAG

ACTGTGCCTGTGGAAGCCCTGGGCAGCCTGCCTccccccccTGCTGCCCCCAGGGAGCCT

LECCCELEECETEEE e CEEEe e e e tere e e e e e trerrr
ACTGTGCCTGTGGAAGCTCTGGGCAGCCTGCCCCCACCCCCTGCTGCCCCTAGGGAGCCT

GCCATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCCCTGGACACCATTAATGTG

IIII|IIII|IIIIII||I ||||I||IIIIIIIIIII|III NRERRRRRRERARENY
AGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGTG

CATCTGAGGGCTGGGTATATTATCCCCCTGCAGGGGCCTGGGCTGACTACCACTGAGAGC

LELPEEEEEEEE e PEEEe TEEe e e e e tere e e T
CACCTGAGGGCTGGCTATATCATCCCCCTGCAGGGCCCTGGGCTGACCACCACTGAGAGC

AGGCAGCAGCCTATGGCCCTGGCTGTGGCTCTGACTAAggggggggaggccaggggegag

LECCEECEEEE TECEEEEEEEE e LEEE e e e e e e e e e
AGGCAGCAGCCCATGGCCCTGGCTGTGGCCCTGACTAAGGGGGGGGAGGCCAGGGGGGAG

ctgttctgggatgatggggagagcctggaggtgctggagaggggggCCTACACCCAGGTG

1857

1857

1917

1917

1977

1977

2037

2037

2097

2097

2157

2157

2217

2217

2277

2277

2337

2337

2397

2397

2457

2457

2517

2517

2577



Sbjct
Query
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>Query_ 91028
Length=

Score

Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

2518

2578

2578

2638

2638

2698

2698

2758

2758

2808

CTGTTCTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGAGGGGCCTACACCCAGGTG

ATTTTCCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGG

LU TEEEEEEECEE e e e e e e e e e e e e e e e e e
ATCTTTCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACTTCTGAGGGG

GCTGGCCTGCAGCTGCAGAAAGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTG

IIII|IIII|IIIIII||I| LECEEECCETEEEEC R C e e e e ey
GGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTG

CTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGAT

IIII|IIII|IIIIII||I|| LECEPEECEEEEEEE e 10 e
GCAATGGGGTGCCTGTGTCTAACTTCACCTACAGCCCTGATACTAAGGTGCTGGAT

ATTTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

LELTECEEEEEEC T e e e e ee e e e Teee e e e
ATCTGTGTGAGCCTGCTGATGGGGGAGCAGTTTCTGGTGAGCTGGTGCTGA 2808

SEQ ID NO: 2

= 4045 bits (2190), Expect = 0.0
Identities
Strand=Plus/Plus

1

61

61

121

121

181

181

241

241

301

301

2603/2809 (93%), Gaps = 2/2809 (0%)

ATGGCTTTCCTGTGGCTGCTGAGCTGCTGGGCTCTGCTGGGCACCACCTTTGGGCTGCTG

LECCEECECEEET e eeeee e Ceeee e e L 1
ATGGCTTTCCTGTGGCTGCTGTCTTGCTGGGCCCTGCTGGGGACTACCTTTGGCCTGCTG

GTGCCTAGGGAGCTGTCTGGGTCTAGCCCTGTGCTGGAGGAGACTCACCCTGCCCATCAG

LECEE TEEEE TECEEEEe TEEEEe e PEeEe e e e L e eer
GTGCCCAGGGAACTGTCTGGCTCTAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG

CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCTCAGGCCCACCCTGGCAGGCCCAGGGCT

LECCEEEEE TECEEEEEEE e Lo e e e e e e e e e e e e
CAGGGGGCTTCTAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCAAGGGCT

GTGCCCACCCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGCC

LECCCEEEEEET VT e e e et e teeee PR e e
GTGCCCACCCAGTGTGATGTGCCCCCCAACTCTAGATTTGATTGTGCCCCTGATAAGGCC

ATTACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTACATTCCAGCTAAGCAGGGCCTG

LECEELEECEEEEC T e tee e e e e e e e e L e |
ATCACCCAGGAGCAGTGTGAGGCTAGGGGCTGCTGCTACATCCCTGCTAAGCAGGGCCTG

CAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTcccccccAGCTATCCTAGCTATAAA

LECCEEED TEEEEEEETE T T e e e e e e ey I
CAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTCCCCCCCAGCTATCCCTCTTACAAG

2577

2637

2637

2697

2697

2757

2757

120

120

180

180

240

240

300

300

360

360
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Query
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Query
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Query
Sbjct
Query
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Query
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Query
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Query
Sbjct
Query
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Query

361

361

421

421

481

481

541

541

601

601

661

661

721

721

781

781

841

841

901

901

961

961

1021

1021

1081

CTGGAGAACCTGAGCAGCTCTGAGATGGGCTATACTGCCACCCTGACTAGGACTACTCCC

LECCEEEE TEEEECEET T e e e Lo e e e e e T e
CTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACTACTCCC

ACCTTTTTTCCTAAGGATATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

LECEE T T TECEE PEEEE T e e e e e e e e e
ACCTTCTTCCCCAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

AGGCTGCACTTCACTATTAAGGACCCTGCCAATAGGAGGTATGAAGTGCCTCTGGAGACT

LECCEEEE TP 0 PEEer TEeeer e Ceee e e e L e e
AGGCTGCATTTCACCATCAAGGATCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGACC

CCTCATGTGCACTCTAGGGCCCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCCC

AR, LECCCEED TERPEEETTETE e 1
CCCCATGTGCACAGCAGGGCTCCTTCTCCCCTGTACTCTGTGGAGTTCTCTGAGGAACCC

TTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGCC

IIII|IIII|IIIII I||I||||I||IIIIIIIIIII| ARRRRRRERARRAR AN
GGAGGCAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGCC

CCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACATC

LECCCEPPECETEECEE PEEE e 1 LEEEE THETTTTETTT
CCCCTGTTCTTTGCTGATCAGTTCCTGCAGCTGTCCACTTCTCTGCCTAGCCAGTACATC

ACTGGGCTGGCTGAGCATCTGAGCCCTCTGATGCTGAGCACCTCTTGGACCAGGATCACC

LECCCELPECETEECE e CEEEE e e e e e e e e e e e e e e e T i
ACTGGGCTGGCTGAGCACCTGAGCCCTCTGATGCTGAGCACCTCTTGGACTAGGATCACC

CTGTGGAATAGGGATCTGGCCCCCACCCCTGGGGCTAATCTGTATGGCTCTCATCCCTTT

LECEEEEE TEEEE PEECEEE e e e e v teee et 1 1|
CTGTGGAACAGGGACCTGGCCCCCACCCCTGGGGCCAACCTGTATGGCAGCCACCCCTTC

TACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTTCTGCTGAACAGCAATGCC

LETEEEECETEC T e e e e e e ee e e e e e Pee e T
TATCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAATAGCAATGCT

ATGGATGTGGTGCTGCAGCCCTCTCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCTG

IIII|IIII|IIIIII||I|| LECEEEEEE TEEEEEEE R e
ATGTGGTGCTGCAGCCCAGCCCTGCCCTGTCTTGGAGGAGCACTGGGGGCATCCTG

GATGTGTACATCTTCCTGGGCCCTGAGCCCAAGTCTGTGGTCCAGCAGTATCTGGATGTG

LECCCECEEEE TECEEEE e TEEEEE e e e e e e Peeee e trerrr |
GATGTGTACATTTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGTG

GTGGGCTACCCCTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGG

LECCCEPEECEETE PR Toeee TEEEr e e e e e e e e e
GTGGGCTACCCCTTCATGCCTCCCTACTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGC

TATTCTTCTACTGCTATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCTCACTTCCCC
| LECEEEEE TEEEEEEEE P e e e e Fee e e e e P

420

420

480

480

540

540

600

600

660

660

720

720

780

780

840

840

900

900

960

960

1020

1020

1080

1080

1140



Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

1081

1141

1141

1201

1201

1261

1261

1321

1321

1381

1381

1441

1441

1501

1501

1561

1561

1621

1621

1681

1681

1741

1741

1801

1801

TACAGCTCTACTGCCATCACCAGGCAGGTGGTGGAGAATATGACCAGGGCCCACTTCCCC

CTGGATGTGCAGTGGAATGACCTGGACTATATGGACTCTAGGAGGGATTTCACCTTCAAC

LECCEETTCCETEEC T e e e e Leee e e e e e e T
CTGGATGTGCAGTGGAATGACCTGGACTACATGGACTCTAGGAGGGACTTCACCTTCAAT

AAGGATGGCTTCAGGGACTTCCCTGCTATGGTCCAGGAGCTGCATCAGGGGGGCAGGAGG

LECCEECEEEEETE PEEEEe e Peeer Ceee e e e e e e e e e
AAGGATGGCTTCAGAGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAGG

TACATGATGATTGTGGACCCTGCCATCAGCAGCTCTGGCCCTGCTGGCAGCTATAGGCCC

IIII|IIII|IIIIII||I||||I LECEEE TEEEEEETTE e 1 e
GTGGACCCTGCCATCAGCTCTTCTGGCCCTGCTGGCTCTTACAGGCCC

TATGATGAGGGCCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGGCAGCCCCTGATT

LECCEEEEEEEETEC T e e e teeer teeee PEeee e e ey
TATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGGCAGCCCCTGATT

GGCAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAACCCCACTGCTCTGGCC

LEEEEEEEETE VT e e e e e e e e e e e e e e T Ty
GGGAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAATCCTACTGCCCTGGCC

TGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCTTTTGATGGCATGTGGATT

IIII|IIII|IIIIII||I ||||I||IIIIIIIIIII|III NRARRRRRRRRRARENY
CTGAGTTCCATGACCAGGTGCCCTTTGATGGCATGTGGATT

GACATGAATGAGCCCAGCAACTTCATCAGGGGCTCTGAGGATGGGTGCCCCAATAATGAG

LECEEEEEEEEEe et PEEEEr e e e e e e e e Lee e e
GACATGAATGAGCCCTCTAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGAG

CTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACTATT

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIIIIIII||| I
CACCCTGCAGGCTGCCACCATC

TGTGCCAGCTCTCACCAGTTCCTGAGCACCCACTACAACCTGCACAATCTGTATGGCCTG

LECLE TECCEETEC R E T e e e e e e e teee e e T ey
TGTGCTAGCTCTCACCAGTTCCTGAGCACCCACTACAATCTGCATAACCTGTATGGCCTG

ACTGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCCTTTGTG

LECCEEEEEEEEEECET e e e e e e e e e tee e Ty
ACTGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCTAGGGGCACCAGGCCCTTTGTG

ATCTCTAGAAGCACCTTTGCTGGCCATGGGAGGTATGCTGGCCACTGGACTGGGGATGTG

LECEEEE TP PEEEEEEE e FEEE e e Pee e e ey
ATTTCTAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGGCACTGGACTGGGGATGTG

TGGAGCT-CTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACCTGCT

LEE 00 TEEEEETTET T NRRRRRAR RN AR ARy
TGG-TCTAGCTGGGAGCAGCTGGCTTCTTCTGTGCCTGAGATCCTGCAGTTCAACCTGCT

1140

1200

1200

1260

1260

1320

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620

1680

1680

1740

1740

1800

1800

1859

1859
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1860

1860

1920

1920

1980

1980

2040

2040

2100

2100

2160

2160

2220

2220

2280

2280

2340

2340

2400

2400

2460

2460

2520

2520

2580

GGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAAGAGCT

LECCEECEE PEEEVEEEEEE T e e Peee e e e e teerr 1
GGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGGTTCCTGGGCAACACTTCTGAGGAGCT

GTGTGTGAGGTGGACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACAGCCT

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIIIIIII||||I|
AGCCT

GCTGAGCCTGCCTCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGGAA

AR R RN O R RN AR AR AR NR ARy
GCTGAGCCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCCCAGCAGGCCATGAGGAA

GGCCCTGACCCTGAGGTATGCTCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGCCCA

IIII|IIII|IIIIII||I|| LCCETECCETEEEEE T e |
CTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGCCCA

TGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTCCTGGAGTTTCCTAAGGATAGCAGCAC

IIII|IIII|IIIIII||I LEEEEE TEEEETEEEEE e 1 TE |11
GCTGGGGAGACTGTGGCTAGGCCTCTGTTCCTGGAGTTCCCCAAGGACTCTAGCAC

CTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATTACCCCTGTGCTGCA

LECCEECEECEEEEE T e e e e e e e e e e e e e e e e i Peer i
CTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACTCCTGTGCTGCA

GGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACTTGGTATGACCTGCAGAC

LECEEE TEEEEEEE T e e Cere e e e e T e e ey
GGCTGGGAAGGCTGAGGTGACTGGCTATTTCCCCCTGGGCACCTGGTATGACCTGCAGAC

TGTGCCTGTGGAAGCCCTGGGCAGCCTGCCTccccccccTGCTGCCCCCAGGGAGCCTGC

LECCCEREEEEE LEEEEEe e Peeee e teer e e e e e e e e e |
TGTGCCTGTGGAGGCCCTGGGGAGCCTGCCCCCCCCCCCTGCTGCCCCCAGGGAGCCTGC

CATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCCCTGGACACCATTAATGTGCA

LECCCELECCETEECEE e e e e e e e e e e e Leerer teeee Ferrr
CATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGATACCATCAATGTGCA

TCTGAGGGCTGGGTATATTATCCCCCTGCAGGGGCCTGGGCTGACTACCACTGAGAGCAG

LECECEEEEEE T e e Peee e e T teeee e feeerr
CCTGAGGGCTGGCTACATCATTCCCCTGCAGGGCCCTGGCCTGACCACTACTGAGTCTAG

GCAGCAGCCTATGGCCCTGGCTGTGGCTCTGACTAAggggggggaggccaggggggaget

LECCCEEEE PEEECETEEEE e teee e tee e e e e Feer i
GCAGCAGCCCATGGCCCTGGCTGTGGCCCTGACCAAGGGGGGGGAGGCTAGGGGGGAGCT

gttctgggatgatggggagagcctggaggtgctggagaggggggCCTACACCCAGGTGAT

LU TECEEEEEEECE T e e e e e e e e ee e e e e e e e e e e e Feer i
GTTTTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGGGGGGCCTACACTCAGGTGAT

TTTCCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGGGC
LECECEEEEEEEE e FEEE e e e e e e e e e e e e e e e e e e e e e e e e e e e e

1919

1919

1979

1979

2039

2039

2099

2099

2159

2159

2219

2219

2279

2279

2339

2339

2399

2399

2459

2459

2519

2519

2579

2579

2639



Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

>Query_ 91031
Length=
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2580

2640

2640

2700

2700

2760

2760

2808

CTTCCTGGCCAGGAACAATACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGGGC

TGGCCTGCAGCTGCAGAAAGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGCT

LECCCELEECETEEE e TEEE e e e e e e e e e e e e e e e e e e e e e
TGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGCT

GAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGATAT

IIII|IIII|IIIIII||I LECEEEEEEEEEEE PR TR e
CTGTGAGCAACTTCACCTATAGCCCTGATACCAAGGTGCTGGATAT

TTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

IIII|IIII|IIIIII||I||||I ||IIIIIIIIIII|IIII|IIIIII
TGGTGAGCTGGTGCTGA 2808

SEQ ID NO: 5

= 4012 bits (2172), Expect = 0.0
Identities
Strand=Plus/Plus

1

1

61

61

121

121

181

181

241

241

301

301

361

361

2601/2813 (92%), Gaps = 10/2813 (0%)

ATGGCTTTCCTGTGGCTGCTGAGCTGCTGGGCTCTGCTGGGCACCACCTTTGGGCTGCTG

LECEE T TEEEECEEE e CEEee e Ceee e Peeee e e
ATGGCCTTTCTGTGGCTGCTGTCCTGCTGGGCCCTGCTGGGGACCACCTTTGGCCTGCTG

GTGCCTAGGGAGCTGTCTGGGTCTAGCCCTGTGCTGGAGGAGACTCACCCTGCCCATCAG

LECEE TECCEEEEE e teeee Feeee e e e L e rer
GTGCCCAGGGAGCTGTCTGGGAGCAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG

CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCTCAGGCCCACCCTGGCAGGCCCAGGGCT

LECCEEEE TEEEECEEEEEE e TEee e Ceee e e e e e e e e
CAGGGGGCCAGCAGGCCTGGCCCTAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGCT

GTGCCCACCCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGCC

LECEE TEEEEEEETEE e 1 LECCCETTEETE TR
GTGCCTACCCAGTGTGATGTGCCACCCAATTCTAGGTTTGACTGTGCTCCTGACAAGGCC

ATTACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTACATTCCAGCTAAGCAGGGCCTG

LU TEEEEEEEE et teeee PEeer e Peeer Ty
ATCACTCAGGAGCAGTGTGAAGCTAGGGGGTGCTGCTACATCCCAGCCAAGCAGGGCCTG

CAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTcccccccAGCTATCCTAGCTATAAA

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIII LEEETTTT |
TTCTTCCCCCCCAGCTACCCTAGCTACAAG

CTGGAGAACCTGAGCAGCTCTGAGATGGGCTATACTGCCACCCTGACTAGGACTACTCCC

LECCEEEE TEEEECEET TR T e et teee e teeer 1|
CTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCTACCCTGACCAGGACCACTCCT

2639

2699

2699

2759

2759

120

120

180

180

240

240

300

300

360

360

420

420



Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct

Query

421

421

481

481

541

541

601

601

661

661

721

721

781

781

841

841

901

901

961

961

1021

1021

1081

1081

1140

ACCTTTTTTCCTAAGGATATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

ACCTTCTTCCCCAAGGACATCCTGACTCTGAGGCTGGATGTCATGATGGAGACTGAAAAT

AGGCTGCACTTCACTATTAAGGACCCTGCCAATAGGAGGTATGAAGTGCCTCTGGAGACT

AGGCTGCACTTCACCATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCTCTGGAGACC

CCTCATGTGCACTCTAGGGCCCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCCC

CCCCATGTGCATAGCAGGGCTCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCCC

TTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGCC

TTTGGGGTCATTGTGAGGAGACAGCTGGATGGGAGGGTGCTGCTGAACACTACTGTGGCT

CCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACATC

GACCAGTTCCTGCAGCTGTCTACCAGCCTGCCCAGCCAGTACATC

ACTGGGCTGGCTGAGCATCTGAGCCCTCTGATGCTGAGCACCTCTTGGACCAGGATCACC

ACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCACT

CTGTGGAATAGGGATCTGGCCCCCACCCCTGGGGCTAATCTGTATGGCTCTCATCCCTTT

CTGTGGAACAGGGATCTGGCCCCCACTCCTGGGGCCAACCTGTATGGGAGCCATCCCTTC

TACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTTCTGCTGAACAGCAATGCC

GGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGCC

ATGGATGTGGTGCTGCAGCCCTCTCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCTG

ATGGATGTGGTGCTGCAGCCTAGCCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCTG

GATGTGTACATCTTCCTGGGCCCTGAGCCCAAGTCTGTGGTCCAGCAGTATCTGGATGTG

GATGTCTACATCTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTATCTGGATGTG

GTGGGCTACCCCTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGG

GTGGGGTATCCCTTCATGCCCCCCTACTGGGGCCTGGGCTTTCACCTGTGCAGGTGGGGC

TA-TTCTTCTACTGCTATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCTCACTTCCC

TACAGCAGC-ACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC

CCTGGATGTGCAGTGGAATGACCTGGACTATATGGACTCTAGGAGGGATTTCACCTTCAA

480

480

540

540

600

600

660

660

720

720

780

780

840

840

900

900

960

960

1020

1020

1080

1080

1139

1139

1199
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1140

1200

1200

1260

1260

1319

1319

1379

1379

1439

1439

1499

1499

1559

1559

1619

1619

1679

1679

1739

1739

1796

1796

1856

1856

TCTGGATGTGCAGTGGAATGACCTGGACTATATGGATTCTAGGAGAGACTTTACTTTTAA

CAAGGATGGCTTCAGGGACTTCCCTGCTATGGTCCAGGAGCTGCATCAGGGGGGCAGGAG

LECCCEEEECEEEECE e PEee e L teee e e e e
CAAGGATGGCTTCAGGGAT TTCCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAG

GTACATGATGATTGTGGACCCTGCCATCAGCAGCTCTGGCCCTGCTGGCAGC-TATAGGC

IIII|IIII|IIIIII||I||||I RN R A
ATGATTGTGGACCCTGCTATTAGCAGCTCTGGCCCTGCTGG-GTCTTACAGGC

CCTATGATGAGGGCCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGGCAGCCCCTGA

L LEEEEEEEEEEEC T e e e e tee e T HEee ey
CTTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGA

TTGGCAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAACCCCACTGCTCTGG

LECCCEEEEEEEE e Fere e e e e e e e e e e e e e e e 1
TTGGCAAGGTGTGGCCTGGCAGCACTGCCTTCCCTGACTTCACCAACCCCACTGCCCTGG

CCTGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCTTTTGATGGCATGTGGA

IIII|IIII|IIIIII||I| |||I||IIIIIIIIIII|IIII| LELEEEED T
GTTCCATGACCAGGTGCCCTTTGATGGGATGTGGA

TTGACATGAATGAGCCCAGCAACTTCATCAGGGGCTCTGAGGATGGGTGCCCCAATAATG

LECECECEEEEEEEe e Fee e e e e e Leee e e Peeeee e
TTGACATGAATGAGCCCTCTAACTTCATCAGGGGGTCTGAGGATGGCTGCCCCAACAATG

AGCTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACTA

LECCEEEEEEEETEC T e e e e e e e e e e tee e e ey
AGCTGGAGAACCCCCCCTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACTA

TTTGTGCCAGCTCTCACCAGTTCCTGAGCACCCACTACAACCTGCACAATCTGTATGGCC

| 1T LECEEEEEEEE TEEEEEEE e o Feree e T
TCTGTGCTTCTTCTCACCAGTTTCTGAGCACCCACTATAATCTGCACAACCTGTATGGCC

TGACTGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCCTTTG

IIII|IIII|IIIIII||I||| LECCCETPECETEEE T e Feerrrr
TGAGGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACCAGGCCCTTTG

TGATCTCTAG-AAG-C-ACCTTTGCTGGCCATGGGAGGTATGCTGGCCACTGGACTGGGG
LELEE 0 T 0 0 TEEEEE e Fee e e e e e e e

TGATC---AGCAGGTCTACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGG

ATGTGTGGAGCTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACC

LECEEEEE TEEVEEEEEEE e e e e e e e e e e e e e e e
ATGTGTGGTCTTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACC

TGCTGGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAAG

LECCCECEECET TEEEEE T e e e e ee e e e e e e e
TGCTGGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCTTTCTGGGCAACACCTCTGAGG
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AGCTGTGTGTGAGGTGGACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACA

IIII|IIII|IIIIII||I||||I||IIIIIIII LECEE TEEEETTETETTETT T
GGACCCAGCTGGGGGCCTTTTACCCCTTCATGAGGAACCACAATA

GCCTGCTGAGCCTGCCTCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGA

LECCEEPEECET e TEEEEE e e e e e e e e e e e e e e e e
GCCTGCTGAGCCTGCCCCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGA

GGAAGGCCCTGACCCTGAGGTATGCTCTGCTGCCCCACCTGTACACCCTGTTCCACCAGG

LECECEEEEEEET PEEEEEEE e TEee e e teeer teee e THErrr
GGAAGGCCCTGACTCTGAGGTATGCCCTGCTGCCCCATCTGTATACCCTGTTTCACCAGG

CCCATGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTCCTGGAGTTTCCTAAGGATAGCA

IIII|IIII|IIIIII||I||||I| LECEE TEEEE TEEEEEEE THEETT T
GCTGGGGAGACTGTGGCTAGGCCTCTGTTTCTGGAGTTCCCTAAGGACTCTA

GGAGGCCCTGCTGATTACCCCTGTGC
RERRRRARRRR AR ARy
GGAGGCCCTGCTGATCACCCCTGTGC

GCACCTGGACTGTGGACCAC
|11

CAGCTGCTGTGGGG
ARERRARERRARNR LEEETTETETTTT T
GCACCTGGACTGTGGACCACCAGCTGCTGTGGGG

TGCAGGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACTTGGTATGACCTGC

LECECELPECEEEECE T e e e e e e e e e e e e e e Perer e
TGCAGGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACCTGGTATGACCTGC

AGACTGTGCCTGTGGAAGCCCTGGGCAGCCTGCCTcceccccccTGCTGCCCCCAGGGAGC

LECCCELEECETTEeE PEEEee e Teee e ee e e e e e e e e e e e
AGACTGTGCCTGTGGAGGCCCTGGGGAGCCTGCCTCCCCCCCCTGCTGCCCCCAGGGAGC

CTGCCATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCCCTGGACACCATTAATG

LECCEEE 0 TEECEEEEE T r e e e e e e e tee e e
CTGCCATTCATTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATG

TGCATCTGAGGGCTGGGTATATTATCCCCCTGCAGGGGCCTGGGCTGACTACCACTGAGA

LEEE CEEEEEET e e Feee e e e e e e P o Ly
TGCACCTGAGGGCTGGGTACATCATCCCCCTGCAGGGCCCTGGCCTGACCACCACTGAGA

GCAGGCAGCAGCCTATGGCCCTGGCTGTGGCTCTGACTAAggggggggaggccaggeess

LECCCEEEEEEET PEEEEEE P e e e e e P e e e e ey
GCAGGCAGCAGCCCATGGCCCTGGCTGTGGCTCTGACCAAGGGGGGGGAGGCCAGGGGGG

ggatgatggggagagcctggaggtgctggagaggggggCCTACACCCAGG

IIII|IIII|IIIIII||I|||| RN AR ARy
TTCTGGGATGATGGGGAGTCTCTGGAGGTGCTGGAGAGGGGGGCCTACACCCAGG

TGATTTTCCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGG

LEEE P LEEEEEEEE e e PEE e e e e e e e e e e e e e e
TGATCTTTCTGGCCAGGAACAATACTATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGG

GGGCTGGCCTGCAGCTGCAGAAAGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGG
LECEEEEEEEEEEE PR e Fe e e e e e ee e e e e e e e e e e e e e e e e e
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GGGCTGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGG

TGCTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGG

LLLEEEEEEEEEEE T e e e e e e e e e et P ey
TCCTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACTCTCCTGACACCAAGGTGCTGG

ATATTTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

LLLEEEEEer PP e e e e e e e e e e
ACATTTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808
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