BLASTN 2.14.1+

Reference: Zheng Zhang, Scott Schwartz, Lukas Wagner, and
Webb Miller (2000), "A greedy algorithm for aligning DNA
sequences", J Comput Biol 2000; 7(1-2):203-14.

RID: H9C75187114

Query= SEQ ID NO: 3

Length=2808

Score E

Sequences producing significant alignments: (Bits) Value
Query_ 120568 SEQ ID NO: 1 4189 0.0
Query_ 120570 SEQ ID NO: 4 4050 0.0
Query_ 120569 SEQ ID NO: 2 4034 0.0
Query_ 120571 SEQ ID NO: 5 3995 0.0
ALIGNMENTS

>Query_ 120568 SEQ ID NO: 1

Length=2808

Score = 4189 bits (2268), Expect = 0.0

Identities = 2630/2810 (94%), Gaps = 4/2810 (0%)

Strand=Plus/Plus
Query 1 ATGGCTTTCCTGTGGCTGCTGTCTTGTTGGGCTCTGCTGGGCACCACCTTTGGCCTGCTG

IIII|IIII|IIIIII||I|| LU TEEEEEEEEEE e e e Ferrr

Sbjct 1 CTTTCCTGTGGCTGCTGAGCTGCTGGGCTCTGCTGGGCACCACCTTTGGGCTGCTG

Query 61 GTGCCCAGGGAGCTGTCTGGCAGC-AGCCCTGTGCTGGAGGAGACCCACCCTGCTCATCA

LECEE TEECEETEE e FEeee e e e e e e e e e P e e
Sbjct 61  GTGCCTAGGGAGCTGTCTGG-GTCTAGCCCTGTGCTGGAGGAGACTCACCCTGCCCATCA

Query 120  GCAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCTCACCCTGGGAGACCCAGGGC

IIII|IIII|IIIIII||I||||I||IIIIIII LECEE TEEEEEEE T T
Sbjct 120 GCCTGGCCCCAGGGATGCTCAGGCCCACCCTGGCAGGCCCAGGGC

Query 180  TGTGCCCACTCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCTCCTGACAAGGC

LECCEEEEE PEEECETTEE T e e e e e e e e e e e e e e Heer e
Sbjct 188  TGTGCCCACCCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGC
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TATCACCCAGGAGCAGTGTGAGGCCAGGGGGTGCTGCTACATTCCTGCTAAGCAGGGCCT

LETEEEEECETE e e e Leer e e e e L e
CATTACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTACATTCCAGCTAAGCAGGGCCT

GCAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTcccccccTCTTATCCCAGCTATAA

IIII|IIII|IIIIII||I| |||I||IIIIIIIIIII|IIII| LLEEE T
CTGGTGCTTCTTCCCCCCCAGCTATCCTAGCTATAA

GCTGGAGAACCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACCACTCC

LECECEEEECETEEC T e e e e e et e ee e e e e T r e
ACTGGAGAACCTGAGCAGCTCTGAGATGGGCTATACTGCCACCCTGACTAGGACTACTCC

CACCTTCTTTCCCAAGGATATTCTGACTCTGAGGCTGGATGTGATGATGGAGACTGAGAA

LECEEE TEEEE FEEEEEE e Peere CeEr e e e e e e e e e e e
CACCTTTTTTCCTAAGGATATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAA

CAGGCTGCACTTCACTATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCCCTGGAGAC

LECCEELEECETEEC e TEee e e e e e e e e e e e e e e e teeer Feerr
CAGGCTGCACTTCACTATTAAGGACCCTGCCAATAGGAGGTATGAAGTGCCTCTGGAGAC

TCCTCATGTGCATAGCAGGGCCCCTTCTCCTCTGTATTCTGTGGAGTTCTCTGAGGAGCC

LELETTTTTT LT AR RN RRARARRAy
TCCTCATGTGCACTCTAGGGCCCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCC

CTTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGC

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIIIIIII||||I|
GTGGC

CCCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACTTCTCTGCCCAGCCAGTACAT

IIII|IIII|IIIIII||I NRLARNRRARARLARER ARERRARARRANRANN
ACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACAT

TACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCTCTTGGACCAGGATCAC

LECECETPECETEEE T e e e Peee e e e e e e e e e e e e
CACTGGGCTGGCTGAGCATCTGAGCCCTCTGATGCTGAGCACCTCTTGGACCAGGATCAC

CCTGTGGAACAGGGACCTGGCCCCCACTCCTGGGGCTAACCTGTATGGCTCTCACCCCTT

LECCEEEEE PR TEEEEEE e Cre e e Ler e e e ee s e
CCTGTGGAATAGGGATCTGGCCCCCACCCCTGGGGCTAATCTGTATGGCTCTCATCCCTT

TATGGATGTGGTGCTGCAGCCCTCTCCAGCCCTGTCTTGGAGGAGCACTGGGGGCATTCT

LECECETEECETTEE e e e teeeer e e e e e ey |
CATGGATGTGGTGCTGCAGCCCTCTCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCT
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GGATGTGTACATCTTCCTGGGCCCTGAGCCCAAGTCTGTGGTCCAGCAGTATCTGGATGT

GGTGGGCTACCCCTTCATGCCCCCCTATTGGGGGCTGGGGTTTCACCTGTGCAGGTGGGG

LECCEECEEEEET e TEEEEE e e e eee e e T e ey
GGTGGGCTACCCCTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGG

CTACAGCAGC-ACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCATTTCC

L0 D PP TEEEEEEEEEE e e e e e e e e e e e T
GTATT-CTTCTACTGCTATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCTCACTTCC

CCCTGGATGTGCAGTGGAATGACCTGGACTACATGGATAGCAGGAGGGATTTCACCTTCA

IIII|IIII|IIIII LECEEEETETET T T ARERRARERRARARARY
GTGGAATGACCTGGACTATATGGACTCTAGGAGGGATTTCACCTTCA

ACAAGGATGGCTTCAGGGACTTTCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGA

LECCCEEEECETEEE T e Ceeer teeee Ceere e e Peeee e
ACAAGGATGGCTTCAGGGACTTCCCTGCTATGGTCCAGGAGCTGCATCAGGGGGGCAGGA

GGTATATGATGATTGTGGACCCTGCTATCAGCAGCTCTGGCCCTGCTGGCTCTTACAGGC

LU EEEEEEEEC T e e teee e ee e e e e e e e eer 10 1
GGTACATGATGATTGTGGACCCTGCCATCAGCAGCTCTGGCCCTGCTGGCAGCTATAGGC

CCTATGATGAGGGCCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGCCAGCCTCTGA

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIII LT T
ATCACTAATGAAACTGGGCAGCCCCTGA

TTGGCAAGGTCTGGCCTGGCTCTACTGCCTTCCCTGATTTTACTAACCCCACTGCCCTGG

LECCEEEEEE TEECEEEEE TR e e et teee e 1
TTGGCAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAACCCCACTGCTCTGG

CCTGGTGGGAGGACATGGTGGCTGAGTTCCATGATCAGGTGCCTTTTGATGGCATGTGGA

IIII|IIII|IIIIII||I||||I||IIIIIIII ARNRRARRRRARRRRRRAA Y
TGGTGGCTGAGTTCCATGACCAGGTGCCTTTTGATGGCATGTGGA

TTGATATGAATGAACCAAGCAACTTCATCAGAGGCTCTGAGGATGGCTGCCCCAACAATG

LECE PEEEEEEE T TEEEEE e e Ceeee e e e e Peeeeerl 1
TTGACATGAATGAGCCCAGCAACTTCATCAGGGGCTCTGAGGATGGGTGCCCCAATAATG

AGCTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACCA

LECCEEEEEEEETEC T e e e e e e e e e e e teee e e e eer |
AGCTGGAGAACCCCCCCTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACTA

TTTGTGCTAGCAGCCACCAGTTCCTGAGCACCCACTACAATCTGCACAACCTGTATGGCC

LECEEEE e TEEEEEE e e e e e e ter e Ferrr i
TTTGTGCCAGCTCTCACCAGTTCCTGAGCACCCACTACAACCTGCACAATCTGTATGGCC

TGACTGAAGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCTTTTG

LECEEEE CEEEEECETE e COEe e e e e e e e e e e e e e e e e e 1|
TGACTGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCCTTTG
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TGATCAGCAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATG

TGATCTCTAGAAGCACCTTTGCTGGCCATGGGAGGTATGCTGGCCACTGGACTGGGGATG

TGTGGAGCAGCTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATTCTGCAGTTTAACCTGC

TGTGGAGCTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACCTGC

TGGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAGGAGC

TGGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAAGAGC

TGTGTGTGAGGTGGACCCAGCTGGGGGCCTTTTATCCCTTCATGAGGAACCACAACAGCC

GACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACAGCC

TGCTGAGCCTGCCTCAGGAGCCCTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGGA

GAGCCTGCCTCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGGA

AGGCCCTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTATACCCTGTTCCACCAGGCCC

AGGCCCTGACCCTGAGGTATGCTCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGCCC

ATGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTCCTGGAGTTCCCCAAGGACAGCAGCA

CCAGGCCCCTGTTCCTGGAGTTTCCTAAGGATAGCAGCA

CCTGGACTGTGGATCATCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCTGC

CCTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATTACCCCTGTGCTGC

AGGCTGGCAAGGCTGAGGTCACTGGCTACTTCCCTCTGGGCACCTGGTATGACCTGCAGA

AGGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACTTGGTATGACCTGCAGA

CTGTGCCTGTGGAGGCTCTGGGCAGCCTGccceccccccccTGCTGCTCCCAGGGAGCCTG

CTGTGCCTGTGGAAGCCCTGGGCAGCCTGCCTCCCCCCCCTGCTGCCCCCAGGGAGCCTG

CCATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCTCCCCTGGACACCATCAATGTGC

CAGTGGGTGACCCTGCCTGCCCCCCTGGACACCATTAATGTGC

ACCTGAGGGCTGGCTACATTATCCCCCTGCAGGGCCCAGGGCTGACTACCACTGAGAGCA

ATCTGAGGGCTGGGTATATTATCCCCCTGCAGGGGCCTGGGCTGACTACCACTGAGAGCA

GACAGCAGCCCATGGCTCTGGCTGTGGCCCTGACCAAggggggggaagctaggggggagc
FCEEEee e teee e eeer e e e teeee e e e e
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Sbjct 2459 GGCAGCAGCCTATGGCCCTGGCTGTGGCTCTGACTAAGGGGGGGGAGGCCAGGGGGGAGC

Query 2519 ggagaggegggCCTATACCCAGGTGA

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIII LT
Sbjct 2519 TGTTCTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGGGGGGCCTACACCCAGGTGA

Query 2579 TCTTCCTGGCTAGGAACAACACCATTGTCAATGAGCTGGTGAGGGTGACTTCTGAGGGGG

LLCEEEEEE TEEEEEEEE T TEe e e e e e e e Ferrr i
Sbjct 2579 TTTTCCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGGG

Query 2639 C(CTGGGCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCTCCCCAGCAGGTGC

LECE EEEEETEECE e FEEE e e e e e e e e e e e e e Feeee e
Sbjct 2639 CTGGCCTGCAGCTGCAGAAAGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGC

Query 2699 TGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGACA

LECCCEEEECETEEC P e e e e e e ee e e e e e e e e e e e e e e
Sbjct 2699 TGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGATA

Query 2759 TCTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

LR TEEEEEEE T T e e ey
Sbjct 2759 TTTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

>Query_ 120570 SEQ ID NO: 4
Length=2808

Score = 4050 bits (2193), Expect = 0.0
Identities = 2604/2809 (93%), Gaps = 2/2809 (0%)
Strand=Plus/Plus

Query 1 ATGGCTTTCCTGTGGCTGCTGTCTTGTTGGGCTCTGCTGGGCACCACCTTTGGCCTGCTG

LECEE TEECEETECE T e PEeee e e e e Pee e e e ey
Sbjct 1 ATGGCCTTCCTGTGGCTGCTGTCTTGCTGGGCTCTGCTGGGGACCACCTTTGGCCTGCTG

Query 61 GTGCCCAGGGAGCTGTCTGGCAGCAGC-CCTGTGCTGGAGGAGACCCACCCTGCTCATCA

LETEEEEEEEE e 0 b PEeEr e e e e e |
Sbjct 61  GTCCCCAGGGAGCTGTCTGGC-TCTTCTCCTGTCCTGGAGGAGACCCACCCTGCCCACCA

Query 120  GCAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCTCACCCTGGGAGACCCAGGGC

LECCCELEECETEEC T e e e e e ee e e Lo e 10 Feerr
Sbjct 120  GCAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGC

Query 180  TGTGCCCACTCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCTCCTGACAAGGC

LECCEEEEE PEEEEEE e FEEEE e e e e e e Peee ey
Sbjct 188  TGTGCCCACCCAGTGTGATGTGCCTCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGC

Query 240  TATCACCCAGGAGCAGTGTGAGGCCAGGGGGTGCTGCTACATTCCTGCTAAGCAGGGCCT

LECECECEECETEEE T e e e e Fee e e Feeer T |
Sbjct 240  CATCACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTATATCCCTGCCAAGCAGGGCCT
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GCAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTcccccccTCTTATCCCAGCTATAA

LECCCEEEE PEEEVEEEEE TR e e e e ee e Ceee e e e e Ferrr |
GCAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTTCCCCCCTCTTATCCTAGCTATAA

GCTGGAGAACCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACCACTCC

IIII|IIII|IIIIII||I||||I||IIII AR RARERRARARRARN A
GAGCAGCTCTGAGATGGGGTACACTGCCACCCTGACCAGGACCACCCC

CACCTTCTTTCCCAAGGATATTCTGACTCTGAGGCTGGATGTGATGATGGAGACTGAGAA

LU TEEEE T FEEer T Peeee CeEr e e e e e e e e e e e e e
CACTTTCTTCCCTAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAA

CAGGCTGCACTTCACTATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCCCTGGAGAC

LECECETEEEE TEEEEEEEE e e e T e e e e e e 1
TAGGCTGCACTTTACTATCAAGGACCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGAC

TCCTCATGTGCATAGCAGGGCCCCTTCTCCTCTGTATTCTGTGGAGTTCTCTGAGGAGCC

LETEEEEEE T LELEEEE TEEEEEETE T
CCCCCATGTGCATTCTAGGGCCCCCAGCCCCCTGTACTCTGTGGAGTTCTCTGAGGAGCC

CTTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGC

LECCEELEECETEECEE e Ceeee e e e ee e e L e e e e e
CTTTGGGGTGATTGTGAGGAGACAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGC

CCCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACTTCTCTGCCCAGCCAGTACAT

LECECEET TEEEEEE T e e e ARERRARARRANRANN
TCCCCTGTTTTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACAT

TACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCTCTTGGACCAGGATCAC

LECECECPECEEEE e CEEe e e e e e e e e e L e i
CACTGGGCTGGCTGAGCACCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCAC

CCTGTGGAACAGGGACCTGGCCCCCACTCCTGGGGCTAACCTGTATGGCTCTCACCCCTT

LECCEECEEEEEEEr Teee et Ceeee e Pee e e e e e ey
CCTGTGGAACAGGGATCTGGCTCCTACCCCTGGGGCCAACCTGTATGGCTCTCACCCCTT

TTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTTCTGCTGAACAGCAATGC

IIII|IIII|IIIIII||I ||||I||IIIIIIIIIII|IIII ARERRRRARNRANR
GGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGC

TATGGATGTGGTGCTGCAGCCCTCTCCAGCCCTGTCTTGGAGGAGCACTGGGGGCATTCT

IIII|IIII|IIIIII||I| L e e P P
GATGTGGTGCTGCAGCCCAGCCCTGCCCTGAGCTGGAGGTCTACTGGGGGCATCCT

GGATGTGTACATTTTCCTGGGGCCTGAACCCAAGTCTGTGGTGCAGCAGTACCTGGATGT

LECCEEEEEEEE L0 TEEEEE e Lo e e e e e e e e e e ey
GGATGTGTACATCTTTCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGT

GGTGGGCTACCCCTTCATGCCCCCCTATTGGGGGCTGGGGTTTCACCTGTGCAGGTGGGG
LECEEEEEE EE e TEEe e e e e e e e e e tee e e e e e e
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GGTGGGCTATCCTTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGG

CTACAGCAGCACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCATTTCCC

LECEELECCETECEE e e Feee e ee e e e e e e e e e e e e e 1
CTACAGCAGCACTGCCATCACCAGACAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC

CCTGGATGTGCAGTGGAATGACCTGGACTACATGGATAGCAGGAGGGATTTCACCTTCAA

IIII|IIII|IIIIII||I||||I||IIIIIIIIII LECECETEEE TEEETTTT |
GAATGACCTGGACTACATGGACAGCAGGAGGGACTTCACCTTTAA

CAAGGATGGCTTCAGGGACTTTCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAG

LECCCEEEECEE FEEEEE e PEeEe e ee e e e e e e e e
CAAGGATGGCTTTAGGGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAG

GTATATGATGATTGTGGACCCTGCTATCAGCAGCTCTGGCCCTGCTGGCTCTTACAGGCC

LEETECEEEEETEC T e o FEeee e e e e e Fee e PEerrr ey
GTACATGATGATTGTGGACCCAGCCATCAGCAGCTCTGGGCCTGCTGGGTCTTACAGGCC

CTATGATGAGGGCCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGCCAGCCTCTGAT

IIII|IIII|IIIIII||I LECEEECCEEE TEEEE FEEer TEer e e 1
CCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGAT

TGGCAAGGTCTGGCCTGGCTCTACTGCCTTCCCTGATTTTACTAACCCCACTGCCCTGGC

LELLEETE T LCCEEECCETEEEEC e Ty
TGGCAAGGTGTGGCCTGGGAGCACTGCCTTCCCTGATTTTACCAACCCCACTGCCCTGGC

CTGGTGGGAGGACATGGTGGCTGAGTTCCATGATCAGGTGCCTTTTGATGGCATGTGGAT

LECCEEEEEEEE FVEEEE e e et teee e Feee e ey
CTGGTGGGAGGATATGGTGGCTGAGTTTCATGACCAGGTGCCCTTTGATGGCATGTGGAT

TGATATGAATGAACCAAGCAACTTCATCAGAGGCTCTGAGGATGGCTGCCCCAACAATGA

LEETEEEEEEE L0 TEEeE PR e PEEE e e e e e e e e ey
TGACATGAATGAGCCCAGCAATTTCATCAGGGGC TCTGAGGATGGCTGCCCCAACAATGA

GCTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACCAT

LECCCEEEE T LEEEEEEEEE e e e e e e T e ey
GCTGGAGAATCCTCCCTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCAT

TTGTGCTAGCAGCCACCAGTTCCTGAGCACCCACTACAATCTGCACAACCTGTATGGCCT

|11 LECEEECEECEETEE T e e et e
CTGTGCCTCTAGCCACCAGTTCCTGAGCACCCACTATAACCTGCATAACCTGTATGGCCT

GACTGAAGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCTTTTGT

LECEEE TECEEEECEEE e Feeee e e e e e e 1 i teeer i
GACTGAGGCCATTGCCAGCCATAGAGCCCTGGTGAAGGCCAGAGGGACCAGGCCCTTTGT

GATCAGCAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATGT

LEEE TEEEEEEE TEEEEEEEEE T e e e e e e e e ey
GATCTCTAGGAGCACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATGT
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GTGGAGCAGCTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATTCTGCAGTTTAACCTGCT

LECCEEE PEEEEEEEEE T e e e e teeee T e
GTGGAGCTCTTGGGAGCAGCTGGCCAGCTCTGTGCCAGAGATCCTGCAGTTCAACCTGCT

GGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAGGAGCT

LECCEEEEE PEEEVEEE P e e e ee e e e e e e teee e s 1
GGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAATACCTCTGAAGAGCT

GTGTGTGAGGTGGACCCAGCTGGGGGCCTTTTATCCCTTCATGAGGAACCACAACAGCCT

LECCEEEEEEEETEr TEEEEE e e Eee e e e e e e e e e ey
GTGTGTGAGGTGGACTCAGCTGGGGGCCTTCTATCCCTTCATGAGGAACCACAACAGCCT

GCTGAGCCTGCCTCAGGAGCCCTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGGAA

LEEE TEEEE LEEEEEEE e FEEE e e e T ey
GCTGTCTCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCTCAGCAGGCTATGAGGAA

GGCCCTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTATACCCTGTTCCACCAGGCCCA

IIII|IIII|IIIIII||I||||I||IIIIIII ARRSARRRARARRARNRAR Y
GGTATGCCCTGCTGCCCCATCTGTACACCCTGTTCCACCAGGCCCA

TGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTCCTGGAGTTCCCCAAGGACAGCAGCAC

LECCCLCEEEEEEC TR E e e e e tee e e Teee e e ey
TGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTTCTGGAGTTTCCCAAGGACAGCAGCAC

CTGGACTGTGGATCATCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCTGCA

LECCEEEEEEEE CEEEEEE e e e e e e e ee e Peee e e T i
CTGGACTGTGGACCATCAGCTGCTGTGGGGGGAGGCTCTGCTGATTACCCCTGTGCTGCA

GGCTGGCAAGGCTGAGGTCACTGGCTACTTCCCTCTGGGCACCTGGTATGACCTGCAGAC

LECCEEEEEEETT e teee e Peeeeeer teeer e Feee e ey
GGCTGGCAAGGCTGAGGTGACTGGGTACTTCCCCCTGGGGACT TGGTATGACCTGCAGAC

TGTGCCTGTGGAGGCTCTGGGCAGCCTGeccccccccccTGCTGCTCCCAGGGAGCCTGC

LECCEECEEEEE COEEEEEE T e e e tee e e e i Peer i |
TGTGCCTGTGGAAGCTCTGGGCAGCCTGCCCCCACCCCCTGCTGCCCCTAGGGAGCCTGC

CATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCTCCCCTGGACACCATCAATGTGCA

IIII|IIII|IIIIII||I||||I||IIIIIIIIII ARRRERARRARARARN
CCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGTGCA

CCTGAGGGCTGGCTACATTATCCCCCTGCAGGGCCCAGGGCTGACTACCACTGAGAGCAG

LECCEELEEEETEEr 1 FEee e e e e e Ceeeee e teer e
CCTGAGGGCTGGCTATATCATCCCCCTGCAGGGCCCTGGGCTGACCACCACTGAGAGCAG

ACAGCAGCCCATGGCTCTGGCTGTGGCCCTGACCAAggggggggaagctaggggggaget
LECCEEEECEEEEE CEere e e e e e e tee e e e e e e tere e
GCAGCAGCCCATGGCCCTGGCTGTGGCCCTGACTAAGGGGGGGGAGGCCAGGGGGGAGCT

gttctgggatgatggggagagcctggaggtgctggagaggggggCCTATACCCAGGTGAT

1859

1859

1919

1919

1979

1979

2039

2039

2099

2099

2159

2159

2219

2219

2279

2279

2339

2339

2399

2399

2459

2459

2519

2519

2579



Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

2520

2580

2580

2640

2640

2700

2700

2760

2760

GTTCTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGAGGGGCCTACACCCAGGTGAT

CTTCCTGGCTAGGAACAACACCATTGTCAATGAGCTGGTGAGGGTGACTTCTGAGGGGGC

LU TEEEE PEEEEEEEEE e e Ceee e e e e e e e e e e
CTTTCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACTTCTGAGGGGGC

TGGGCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCTCCCCAGCAGGTGCT

LEE TEEEEEEEEEE T e e e e e e e e e e e e e e T e
TGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGCT

GAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGACAT

IIII|IIII|IIIIII||I LECEEECCETEEEEC e 1 P et 1
GAGCAATGGGGTGCCTGTGTCTAACTTCACCTACAGCCCTGATACTAAGGTGCTGGATAT

CTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

LECEEEE PEEVEEEE T e e PEer e e e
CTGTGTGAGCCTGCTGATGGGGGAGCAGTTTCTGGTGAGCTGGTGCTGA 2808

>Query_120569 SEQ ID NO: 2

Length=

Score

Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

2808

= 4034 bits (2184), Expect = 0.0
Identities
Strand=Plus/Plus

1

1

61

61

121

121

181

181

241

241

301

301

2600/2808 (93%), Gaps = 0/2808 (0%)

ATGGCTTTCCTGTGGCTGCTGTCTTGTTGGGCTCTGCTGGGCACCACCTTTGGCCTGCTG

LECCEELPECETEECE T e e teeer Ceee e et e i |
ATGGCTTTCCTGTGGCTGCTGTCTTGCTGGGCCCTGCTGGGGACTACCTTTGGCCTGCTG

GTGCCCAGGGAGCTGTCTGGCAGCAGCCCTGTGCTGGAGGAGACCCACCCTGCTCATCAG

LECCCEEEEEE PEEEeeeer teeee Feeee e e e e e e e 1
GTGCCCAGGGAACTGTCTGGCTCTAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG

CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCTCACCCTGGGAGACCCAGGGCT

LECCEEEEE PECEEEEEET e e e ee e e teee e 10 1 1
CAGGGGGCTTCTAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCAAGGGCT

GTGCCCACTCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCTCCTGACAAGGCT

LECCEEEE TEEEECEE e e et teeee Peeer teeer 1
GTGCCCACCCAGTGTGATGTGCCCCCCAACTCTAGATTTGATTGTGCCCCTGATAAGGCC

ATCACCCAGGAGCAGTGTGAGGCCAGGGGGTGCTGCTACATTCCTGCTAAGCAGGGCCTG

IIII|IIII|IIIIII||I LECE PEEEE TEEEEEEEE e FEEET T
CCAGGAGCAGTGTGAGGCTAGGGGCTGCTGCTACATCCCTGCTAAGCAGGGCCTG

CAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTcccccccTCTTATCCCAGCTATAAG

LECCEEEE TEEEECETE T e e e e e e e e e e et 1
CAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTCCCCCCCAGCTATCCCTCTTACAAG

2579

2639

2639

2699

2699

2759

2759

60

60

120

120

180

180

240

240

300

300

360

360
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Query
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Query
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Query
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Query
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Query
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Query
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Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct

Query

361

361

421

421

481

481

541

541

601

601

661

661

721

721

781

781

841

841

901

901

961

961

1021

1021

1081

CTGGAGAACCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACCACTCCC

LECCEEEE TEPEECEETEE TR e e e e e e e e e e e e e e e e e e
CTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACTACTCCC

ACCTTCTTTCCCAAGGATATTCTGACTCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

LECCEEEE TEPEECEE e Teeee TEEEE e e e e e e e e
ACCTTCTTCCCCAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

AGGCTGCACTTCACTATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCCCTGGAGACT

LECCEEEE TR PEEEEEEr TEEEEr e FEee e e e e e e s trerrr |
AGGCTGCATTTCACCATCAAGGATCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGACC

CCTCATGTGCATAGCAGGGCCCCTTCTCCTCTGTATTCTGTGGAGTTCTCTGAGGAGCCC

LECEEEEEEE TECEEEEr TEEeEe e Leeer tEee e e e e e
CCCCATGTGCACAGCAGGGCTCCTTCTCCCCTGTACTCTGTGGAGTTCTCTGAGGAACCC

TTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGCC

IIII|IIII|IIIII I||I||||I||IIIIIIIIIII| ARRRRRRERARRAR AN
GGAGGCAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGCC

CCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACTTCTCTGCCCAGCCAGTACATT

LECCEEEPCCETEEC e L e e ee e e Leee e e e T
CCCCTGTTCTTTGCTGATCAGTTCCTGCAGCTGTCCACTTCTCTGCCTAGCCAGTACATC

ACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCTCTTGGACCAGGATCACC

LECCCELPECETEECEr CEEee e CEerr e e e e e e e e e e e e T i
ACTGGGCTGGCTGAGCACCTGAGCCCTCTGATGCTGAGCACCTCTTGGACTAGGATCACC

CTGTGGAACAGGGACCTGGCCCCCACTCCTGGGGCTAACCTGTATGGCTCTCACCCCTTT

IIII|IIII|IIIIII||I||||I LEEEEEEEE TP T
AGGGACCTGGCCCCCACCCCTGGGGCCAACCTGTATGGCAGCCACCCCTTC

TACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTTCTGCTGAACAGCAATGCT

LECEEEEEEEEEEC T e e e e e e e e e e e e Pee e rerr T
TATCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAATAGCAATGCT

ATGGATGTGGTGCTGCAGCCCTCTCCAGCCCTGTCTTGGAGGAGCACTGGGGGCATTCTG

IIII|IIII|IIIIII||I|| LETEEEEEEEEEE T e ey 1
ATGTGGTGCTGCAGCCCAGCCCTGCCCTGTCTTGGAGGAGCACTGGGGGCATCCTG

GATGTGTACATTTTCCTGGGGCCTGAACCCAAGTCTGTGGTGCAGCAGTACCTGGATGTG

IIII|IIII|IIIIII||I||||I|| AR RRRARRRRNRARRARARAA
ATTTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGTG

GTGGGCTACCCCTTCATGCCCCCCTATTGGGGGCTGGGGTTTCACCTGTGCAGGTGGGGC

LECCELCEECEETEC e teeee teeer teeer e Peeee e e ey
GTGGGCTACCCCTTCATGCCTCCCTACTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGC

TACAGCAGCACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCATTTCCCC
LECEEE TEEEEEEEE PR e e e e e e e e tee e e e e e e e

420

420
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480
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600

600

660
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720

720

780

780

840
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Query
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Query
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1081

1141

1141

1201

1201

1261

1261

1321

1321

1381

1381

1441

1441

1501

1501

1561

1561

1621

1621

1681

1681

1741

1741

1801

1801

TACAGCTCTACTGCCATCACCAGGCAGGTGGTGGAGAATATGACCAGGGCCCACTTCCCC

CTGGATGTGCAGTGGAATGACCTGGACTACATGGATAGCAGGAGGGATTTCACCTTCAAC

LECCEETEECETTEC T ey LECEEEEE THEEETTTTT
CTGGATGTGCAGTGGAATGACCTGGACTACATGGACTCTAGGAGGGACTTCACCTTCAAT

AAGGATGGCTTCAGGGACTTTCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAGG

LECCEEEEEEEETE PR TEEEEE e e e e e e e e Fee e e ey
AAGGATGGCTTCAGAGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAGG

TATATGATGATTGTGGACCCTGCTATCAGCAGCTCTGGCCCTGCTGGCTCTTACAGGCCC

LEPEEEEEEEEEC e e e et Feee e e e e e e
TACATGATGATTGTGGACCCTGCCATCAGCTCTTCTGGCCCTGCTGGCTCTTACAGGCCC

TATGATGAGGGCCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGCCAGCCTCTGATT

LECCEUEEEEEETEC T e e e teeer teeee Peeee Teer 1
TATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGGCAGCCCCTGATT

GGCAAGGTCTGGCCTGGCTCTACTGCCTTCCCTGATTTTACTAACCCCACTGCCCTGGCC

LEEEEE TEEEEVEET TP E e e e e v e e e Ty
GGGAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAATCCTACTGCCCTGGCC

TGGTGGGAGGACATGGTGGCTGAGTTCCATGATCAGGTGCCTTTTGATGGCATGTGGATT

IIII|IIII|IIIIII||I LECELPEEETEEE TEEEEEE e FEEEE e e
GGTGGCTGAGTTCCATGACCAGGTGCCCTTTGATGGCATGTGGATT

GATATGAATGAACCAAGCAACTTCATCAGAGGCTCTGAGGATGGCTGCCCCAACAATGAG

AR O R A R RN AR A AR NR AR RNy
GACATGAATGAGCCCTCTAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGAG

CTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACCATT

IIII|IIII|IIIIII||I ||||I||IIIIIIIIIII|III ARERRRRARRRRARNY
TGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCATC

TGTGCTAGCAGCCACCAGTTCCTGAGCACCCACTACAATCTGCACAACCTGTATGGCCTG

LECCEEEEE TECEEEEEEE e T e e e e Fee e e e ey
TGTGCTAGCTCTCACCAGTTCCTGAGCACCCACTACAATCTGCATAACCTGTATGGCCTG

ACTGAAGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCTTTTGTG

LECLE TEEEEEEECETE e TR e e e e e e e teee e Teeer i
ACTGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCTAGGGGCACCAGGCCCTTTGTG

ATCAGCAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATGTG

| LECECEEEECEEEEEE T EE e e e e e e e T e e |
ATTTCTAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGGCACTGGACTGGGGATGTG

TGGAGCAGCTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATTCTGCAGTTTAACCTGCTG

LEE THEEETTET LT LECCVEEEEEEETE TR T
TGGTCTAGCTGGGAGCAGCTGGCTTCTTCTGTGCCTGAGATCCTGCAGTTCAACCTGCTG

1140
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Query

1861

1861

1921

1921

1981

1981

2041

2041

2101

2101

2161

2161

2221

2221

2281

2281

2341

2341

2401

2401

2461

2461

2521

2521

2581

GGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAGGAGCTG

LECCEEET TEEEECET e e e e Ceee e e e Tere e |
GGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGGTTCCTGGGCAACACTTCTGAGGAGCTG

TGTGTGAGGTGGACCCAGCTGGGGGCCTTTTATCCCTTCATGAGGAACCACAACAGCCTG

IIII|IIII|IIIIII||I||||I||III VLD TEEEETEEE T
ACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACAGCCTG

CTGAGCCTGCCTCAGGAGCCCTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGGAAG

LECECEEEEEE TECEEEE e PEEe e e e e e e e e e e ey
CTGAGCCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCCCAGCAGGCCATGAGGAAG

GCCCTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTATACCCTGTTCCACCAGGCCCAT

IIII|IIII|IIIII I||I||||I||IIIIIIIIIII| ARRRRNRARERRARE Y
ATGCCCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGCCCAT

GTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTCCTGGAGTTCCCCAAGGACAGCAGCACC

IIII|IIII|IIIIII||I| LECEE CVEEPEEEE R E e e e e
GCTGGGGAGACTGTGGCTAGGCCTCTGTTCCTGGAGTTCCCCAAGGACTCTAGCACC

TGGACTGTGGATCATCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCTGCAG

LECECECEEEE 0 PEEEEEEE e e e e e e e e e T i
TGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACTCCTGTGCTGCAG

GCTGGCAAGGCTGAGGTCACTGGCTACTTCCCTCTGGGCACCTGGTATGACCTGCAGACT

LECEE TECCEEEECEE FEEre e Teeer Ceee e e e e e e e e
GCTGGGAAGGCTGAGGTGACTGGCTATTTCCCCCTGGGCACCTGGTATGACCTGCAGACT

GTGCCTGTGGAGGCTCTGGGCAGCCTGeccceccccccccTGCTGCTCCCAGGGAGCCTGCC

LECCCUEEEEEETE PR TEEEEE e e e e e e L e e ey
GTGCCTGTGGAGGCCCTGGGGAGCCTGCCCCCCCCCCCTGCTGCCCCCAGGGAGCCTGCC

ATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCTCCCCTGGACACCATCAATGTGCAC

LECCELCPEEEETEC T e e e e e e e v teeee Feer e ey
ATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGATACCATCAATGTGCAC

CTGAGGGCTGGCTACATTATCCCCCTGCAGGGCCCAGGGCTGACTACCACTGAGAGCAGA

LECECELPECET e e teee e e e e e v teee e e feeerr
CTGAGGGCTGGCTACATCATTCCCCTGCAGGGCCCTGGCCTGACCACTACTGAGTCTAGG

CAGCAGCCCATGGCTCTGGCTGTGGCCCTGACCAAggggggggaagctaggggggagetg

LECCEECEEEEEEE PEPEEEEE e e e e e e e e L e e ey
CAGCAGCCCATGGCCCTGGCTGTGGCCCTGACCAAGGGGGGGGAGGCTAGGGGGGAGCTG

ttctgggatgatggggagagcctggaggtgctggagaggggggCCTATACCCAGGTGATC

LELTECEEEEEEEC T e e e e e e e e e e e e e e e 1 P |
TTTTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGGGGGGCCTACACTCAGGTGATC
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2581

2641

2641

2701

2701

2761

2761

TTCCTGGCCAGGAACAATACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGGGCT

GGGCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCTCCCCAGCAGGTGCTG

LELPEEEEEEET T e e e e e e e e e e e e e e e e e ey
GGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTGCTG

AGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGACATC

IIII|IIII|IIIIII||I LECELPEEETEEE TEEEEETE FEEEEE ey
TGTGAGCAACTTCACCTATAGCCCTGATACCAAGGTGCTGGATATT

TGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

LECEEE TEEEEVEET T T e e e e ey
TGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

>Query_120571 SEQ ID NO: 5

Length=

Score

Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

2808

= 3995 bits (2163), Expect = 0.0
Identities
Strand=Plus/Plus

1

1

61

61

121

121

181

181

241

241

301

301

361

361

2596/2811 (92%), Gaps = 6/2811 (0%)

ATGGCTTTCCTGTGGCTGCTGTCTTGTTGGGCTCTGCTGGGCACCACCTTTGGCCTGCTG

LECEE T TEEEECEET et teeer Ceee e Peeee ey
ATGGCCTTTCTGTGGCTGCTGTCCTGCTGGGCCCTGCTGGGGACCACCTTTGGCCTGCTG

GTGCCCAGGGAGCTGTCTGGCAGCAGCCCTGTGCTGGAGGAGACCCACCCTGCTCATCAG

LECCCEEEECETEEC e teee e Ceeee e e e e e e e e e e e s 1 1
GTGCCCAGGGAGCTGTCTGGGAGCAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG

CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCTCACCCTGGGAGACCCAGGGCT

LECCEEEE TEEEECETEE e EEe e e e e teee e 10 terrerir
CAGGGGGCCAGCAGGCCTGGCCCTAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGCT

GTGCCCACTCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCTCCTGACAAGGCT

LECEE T TEEEEEEE T 1 RNRRRRERRRRARRRRAR Ay
GTGCCTACCCAGTGTGATGTGCCACCCAATTCTAGGTTTGACTGTGCTCCTGACAAGGCC

ATCACCCAGGAGCAGTGTGAGGCCAGGGGGTGCTGCTACATTCCTGCTAAGCAGGGCCTG

LECEE TEECEEEEC e i PEee e e e v e e T ey
ATCACTCAGGAGCAGTGTGAAGCTAGGGGGTGCTGCTACATCCCAGCCAAGCAGGGCCTG

CAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTcccccccTCTTATCCCAGCTATAAG

IIII|IIII|IIIIII||I| |||I||IIIIIIIIIII|IIII LT T T
GCCCTGGTGCTTCTTCCCCCCCAGCTACCCTAGCTACAAG

CTGGAGAACCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACCACTCCC

LECCEEEE TEEEECEETEE TR e e e ee e tee e e e e e
CTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCTACCCTGACCAGGACCACTCCT

2640

2700

2700

2760

2760

120

120

180

180

240

240

300

300
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Query

421

421

481

481

541

541

600

600

660

660

720

720

780

780

840

840

900

900

960

960

1020

1020

1080

1080

1140

ACCTTCTTTCCCAAGGATATTCTGACTCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

ACCTTCTTCCCCAAGGACATCCTGACTCTGAGGCTGGATGTCATGATGGAGACTGAAAAT

AGGCTGCACTTCACTATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCCCTGGAGACT

AGGCTGCACTTCACCATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCTCTGGAGACC

CCTCATGTGCATAGCAGGGC-CCCTTCTCCTCTGTATTCTGTGGAGTTCTCTGAGGAGCC

CCCCATGTGCATAGCAGGGCTCCCAGC-CCCCTGTATTCTGTGGAGTTCTCTGAGGAGCC

CTTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGC

CTTTGGGGTCATTGTGAGGAGACAGCTGGATGGGAGGGTGCTGCTGAACACTACTGTGGC

CCCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACTTCTCTGCCCAGCCAGTACAT

TCCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGTCTACCAGCCTGCCCAGCCAGTACAT

TACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCTCTTGGACCAGGATCAC

CACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCAC

CCTGTGGAACAGGGACCTGGCCCCCACTCCTGGGGCTAACCTGTATGGCTCTCACCCCTT

TCTGTGGAACAGGGATCTGGCCCCCACTCCTGGGGCCAACCTGTATGGGAGCCATCCCTT

TTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTTCTGCTGAACAGCAATGC

CTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGC

TATGGATGTGGTGCTGCAGCCCTCTCCAGCCCTGTCTTGGAGGAGCACTGGGGGCATTCT

CATGGATGTGGTGCTGCAGCCTAGCCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCT

GGATGTGTACATTTTCCTGGGGCCTGAACCCAAGTCTGTGGTGCAGCAGTACCTGGATGT

GGATGTCTACATCTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTATCTGGATGT

GGTGGGCTACCCCTTCATGCCCCCCTATTGGGGGCTGGGGTTTCACCTGTGCAGGTGGGG

GGTGGGGTATCCCTTCATGCCCCCCTACTGGGGCCTGGGCTTTCACCTGTGCAGGTGGGG

CTACAGCAGCACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCATTTCCC

CTACAGCAGCACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC

CCTGGATGTGCAGTGGAATGACCTGGACTACATGGATAGCAGGAGGGATTTCACCTTCAA
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1140

1200

1200

1260

1260

1320

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620

1679

1679

1739

1739

1799

1799

1858

1858

TCTGGATGTGCAGTGGAATGACCTGGACTATATGGATTCTAGGAGAGACTTTACTTTTAA

CAAGGATGGCTTCAGGGACTTTCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAG

LECCCEPEECEEEECE et Ceeee e e ee e e e e e e e e e e e e e
CAAGGATGGCTTCAGGGAT TTCCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAG

GTATATGATGATTGTGGACCCTGCTATCAGCAGCTCTGGCCCTGCTGGCTCTTACAGGCC

LEE TECEECEEEECE T Cee e e e e e e e e e e e PEer e
GTACATGATGATTGTGGACCCTGCTATTAGCAGCTCTGGCCCTGCTGGGTCTTACAGGCC

CTATGATGAGGGCCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGCCAGCCTCTGAT

LECECECEECETEEC T e e e e teeee FEeer s 1|
TTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGAT

TGGCAAGGTCTGGCCTGGCTCTACTGCCTTCCCTGATTTTACTAACCCCACTGCCCTGGC

LECCEEEEE PEEEE e HEeee e e e e e T e e ey
TGGCAAGGTGTGGCCTGGCAGCACTGCCTTCCCTGACT TCACCAACCCCACTGCCCTGGC

CTGGTGGGAGGACATGGTGGCTGAGTTCCATGATCAGGTGCCTTTTGATGGCATGTGGAT

IIII|IIII|IIIIII||I LECEEEEEETEETE PR Tt
TGGTGGCTGAGTTCCATGACCAGGTGCCCTTTGATGGGATGTGGAT

TGATATGAATGAACCAAGCAACTTCATCAGAGGCTCTGAGGATGGCTGCCCCAACAATGA

LEETEEEETTT LECEEEEEEEE T PEEEEEEE T
TGACATGAATGAGCCCTCTAACTTCATCAGGGGGTCTGAGGATGGCTGCCCCAACAATGA

GCTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACCAT

LECCCELEECETEECE T e e e e e e e e e e e e e e e e e ey |
GCTGGAGAACCCCCCCTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACTAT

TTGTGCTAGCAGC-CACCAGTTCCTGAGCACCCACTACAATCTGCACAACCTGTATGGCC

LECEEE T FEEEEEr e PEEEE e FEEEe e e e e
CTGTGCTT-CTTCTCACCAGTTTCTGAGCACCCACTATAATCTGCACAACCTGTATGGCC

TGACTGAAGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCTTTTG

LECCEEE CEEEEECETEEEEE e e e e e e e e e e e e e e e e e Ferer 1|
TGACTGAGGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACCAGGCCCTTTG

TGATCAGCAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATG

LECEEEEEEEE T8 TEEEEEEE T e e e e e e e e e e e e |
TGATCAGCAGGTCTACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATG

TGTGGAGCAGC-TGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATTCTGCAGTTTAACCTG

LECEE 0 TEEEEEEEEE T e e e e e L ey
TGTGGT-CTTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACCTG

CTGGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAGGAG

LECCEECEEEE TECEEEEEE T e e e e e e tee e e e e e ey
CTGGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCTTTCTGGGCAACACCTCTGAGGAG
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CTGTGTGTGAGGTGGACCCAGCTGGGGGCCTTTTATCCCTTCATGAGGAACCACAACAGC

IIII|IIII|IIIIII||I||||I||IIIIIIIII ARERRNRRRRARARRARNA Y
ACCCAGCTGGGGGCCTTTTACCCCTTCATGAGGAACCACAATAGC

CTGCTGAGCCTGCCTCAGGAGCCCTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGG

LECCEEEEECETEE PEEEEEer TEEEE e e e e e e e e e e e e
CTGCTGAGCCTGCCCCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGG

AAGGCCCTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTATACCCTGTTCCACCAGGCC

LECCCECEEEE TECEEEEE T e e e e ter e e e e trerrr |
AAGGCCCTGACTCTGAGGTATGCCCTGCTGCCCCATCTGTATACCCTGTTTCACCAGGCC

CATGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTCCTGGAGTTCCCCAAGGACAGCAGC

IIII|IIII|IIIIII||I|||| LECEE CEEEE TEEEEEE e treeer 1
GGCTGGGGAGACTGTGGCTAGGCCTCTGTTTCTGGAGT TCCCTAAGGACTCTAGC

ACCTGGACTGTGGATCATCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCTG

LECCEEECECETTE 0 PEEEE e e e e e e e e e e e e e e e e e |
ACCTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCTG

CAGGCTGGCAAGGCTGAGGTCACTGGCTACTTCCCTCTGGGCACCTGGTATGACCTGCAG

LECCEELEEEETEECEE e teee e ee e e e ter e e e e e e e
CAGGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACCTGGTATGACCTGCAG

ACTGTGCCTGTGGAGGCTCTGGGCAGCCTGcccccccccccTGCTGCTCCCAGGGAGCCT

LECCEECPEEEETEC e Feeer eee e Cere e e e e T ey
ACTGTGCCTGTGGAGGCCCTGGGGAGCCTGCCTCCCCCCCCTGCTGCCCCCAGGGAGCCT

GCCATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCTCCCCTGGACACCATCAATGTG

LECEE L0 TEPEECETEEE e e e e e e e e Pee e e e ey
GCCATTCATTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGTG

CACCTGAGGGCTGGCTACATTATCCCCCTGCAGGGCCCAGGGCTGACTACCACTGAGAGC

LECCEEEEEEEETE PR TEEEEr e e e e e Peeee TeEer ey
CACCTGAGGGCTGGGTACATCATCCCCCTGCAGGGCCCTGGCCTGACCACCACTGAGAGC

AGACAGCAGCCCATGGCTCTGGCTGTGGCCCTGACCAAggggggggaagctaggggggag

LELEECEECETTEEE e CEEe e Leee e e e e e e e
AGGCAGCAGCCCATGGCCCTGGCTGTGGCTCTGACCAAGGGGGGGGAGGCCAGGGGGGAG

ggatgatggggagagcctggaggtgctggagaggggggCCTATACCCAGGTG

IIII|IIII|IIIIII||I|| LECEEEEEETEEEEC T e Teerrr
TCTGGGATGATGGGGAGTCTCTGGAGGTGCTGGAGAGGGGGGCCTACACCCAGGTG

ATCTTCCTGGCTAGGAACAACACCATTGTCAATGAGCTGGTGAGGGTGACTTCTGAGGGG

LECEETEEEE PECEEEE e 1 e Feee e e e e e e e trerrr |
ATCTTTCTGGCCAGGAACAATACTATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGG
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GCTGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTC

CTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGAC

LECECEEEEEEEEEC T e e e e e e e e et e e e e e ey
CTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACTCTCCTGACACCAAGGTGCTGGAC

ATCTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

LELTEEEEVEET T e e ee e e e e e e e e e e e
ATTTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808
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