BLASTN 2.14.1+

Reference: Zheng Zhang, Scott Schwartz, Lukas Wagner, and
Webb Miller (2000), "A greedy algorithm for aligning DNA
sequences", J Comput Biol 2000; 7(1-2):203-14.

RID: HO9CFRBF4114

Query= SEQ ID NO: 5

Length=2808

Sequences producing significant alignments: (22323 ValEe
Query 34893 SEQ ID NO: 2 4117 0.0
Query 34895 SEQ ID NO: 4 4056 0.0
Query 34892 SEQ ID NO: 1 4012 0.0
Query 34894 SEQ ID NO: 3 3995 0.0

ALIGNMENTS
>Query_34893 SEQ ID NO: 2

Length=2808

Score

= 4117 bits (2229), Expect = 0.0
Identities = 2619/2812 (93%), Gaps = 8/2812 (0%)
Strand=Plus/Plus

Query 1 ATGGCCTTTCTGTGGCTGCTGTCCTGCTGGGCCCTGCTGGGGACCACCTTTGGCCTGCTG
LECLE T TEEEECEET e PEEEEC e e e L e ey
Sbjct 1 ATGGCTTTCCTGTGGCTGCTGTCTTGCTGGGCCCTGCTGGGGACTACCTTTGGCCTGCTG
Query 61  GTGCCCAGGGAGCTGTCTGGGAGCAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG
LECETEEEETE TEETTTT LECELECCETEEEEC T e e e
Sbjct 61  GTGCCCAGGGAACTGTCTGGCTCTAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG
Query 121  CAGGGGGCCAGCAGGCCTGGCCCTAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGCT
LETETLT LECEEECCEEE TECEEEEEEE e e e e e e e e e
Sbjct 121  CAGGGGGCTTCTAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCAAGGGCT
Query 181  GTGCCTACCCAGTGTGATGTGCCACCCAATTCTAGGTTTGACTGTGCTCCTGACAAGGCC
LECEE TECCEEEECEEE e teeee Peeer teee Peeer Teeer 1
Sbjct 181  GTGCCCACCCAGTGTGATGTGCCCCCCAACTCTAGATTTGATTGTGCCCCTGATAAGGCC

Max
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93%

92%

92%

60

60

120

120

180

180

240

240



Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct

Query

241

241

301

301

360

360

420

420

480

480

540

540

600

600

660

660

720

720

780

780

840

840

900

900

960

ATCACTCAGGAGCAGTGTGAAGCTAGGGGGTGCTGCTACATCCCAGCCAAGCAGGGCCTG

LECEE TEECEEEEC T Toeeee e Peeee e e e e Ty
ATCACCCAGGAGCAGTGTGAGGCTAGGGGCTGCTGCTACATCCCTGCTAAGCAGGGCCTG

CAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTcccccccAGCTA-CCCTAGCTACAA

CAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTCCCCCCCAGCTATCCCT-CTTACAA

GCTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCTACCCTGACCAGGACCACTCC

LECCCELEECEEEEC T e e e e e e e e e e et e e e et
GCTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACTACTCC

TACCTTCTTCCCCAAGGACATCCTGACTCTGAGGCTGGATGTCATGATGGAGACTGAAAA

LECECLEPECETEE T e e Peee e e e e Feee ey |
CACCTTCTTCCCCAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAA

TAGGCTGCACTTCACCATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCTCTGGAGAC

LECECEEE TEEEEEE TR CEee e Tere e e e e e e ey
CAGGCTGCATTTCACCATCAAGGATCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGAC

CCCCCATGTGCATAGCAGGGCTCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCC

RN AR LECLCEEE TEEEEEETE ey |
CCCCCATGTGCACAGCAGGGCTCCTTCTCCCCTGTACTCTGTGGAGTTCTCTGAGGAACC

CTTTGGGGTCATTGTGAGGAGACAGCTGGATGGGAGGGTGCTGCTGAACACTACTGTGGC

LECCEEEEE PEEVEEEE e Ceeee e e teee e Leer e e Ferrr
CTTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGC

TCCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGTCTACCAGCCTGCCCAGCCAGTACAT

LECECETPECEEEE T TP e eerr 1 LELEE THETTTTET T
CCCCCTGTTCTTTGCTGATCAGTTCCTGCAGCTGTCCACTTCTCTGCCTAGCCAGTACAT

CACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCAC

LECCEEEPEEEET e teee e Lo e e e e s 1 e
CACTGGGCTGGCTGAGCACCTGAGCCCTCTGATGCTGAGCACCTCTTGGACTAGGATCAC

TCTGTGGAACAGGGATCTGGCCCCCACTCCTGGGGCCAACCTGTATGGGAGCCATCCCTT

LECECEEEEEET T PEEEEE e e CEeee e e e e e e e et e 1|
CCTGTGGAACAGGGACCTGGCCCCCACCCCTGGGGCCAACCTGTATGGCAGCCACCCCTT

CTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGC

LEE TEEEECEEEEE T e e e e e e e e e e e e e e e e e Feerr |
CTATCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAATAGCAATGC

CATGGATGTGGTGCTGCAGCCTAGCCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCT

LECECETPECETT e teee e et e e e e e e
TATGGATGTGGTGCTGCAGCCCAGCCCTGCCCTGTCTTGGAGGAGCACTGGGGGCATCCT
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960

1020

1020

1080

1080

1140

1140

1200

1200

1260

1260

1320

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620

1680

1680

GGATGTGTACATTTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGT

GGTGGGGTATCCCTTCATGCCCCCCTACTGGGGCCTGGGCTTTCACCTGTGCAGGTGGGG

LECCEE TE PEEEVEEEE e PEEEEE e e e e T e e ey
GGTGGGCTACCCCTTCATGCCTCCCTACTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGG

CTACAGCAGCACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC

LECEEEE FEEECEEE TR e e e e et e e e e e
CTACAGCTCTACTGCCATCACCAGGCAGGTGGTGGAGAATATGACCAGGGCCCACTTCCC

TCTGGATGTGCAGTGGAATGACCTGGACTATATGGATTCTAGGAGAGACTTTACTTTTAA

LECECETEECETEEC T e e e e e eeeee e teerer i 1
CCTGGATGTGCAGTGGAATGACCTGGACTACATGGACTCTAGGAGGGACTTCACCTTCAA

CAAGGATGGCTTCAGGGATTTCCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAG

LECECECEECETEE 0 PEEEE e e e e e e e e e e e te e e e
TAAGGATGGCTTCAGAGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAG

GTACATGATGATTGTGGACCCTGCTATTAGCAGCTCTGGCCCTGCTGGGTCTTACAGGCC

IIII|IIII|IIIIII||I||||I LELEE TP TP
ATGATTGTGGACCCTGCCATCAGCTCTTCTGGCCCTGCTGGCTCTTACAGGCC

TTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGAT

LECECELEECETEEEE T e e e e e e e e e e e e e e e e e T e |
CTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGGCAGCCCCTGAT

TGGCAAGGTGTGGCCTGGCAGCACTGCCTTCCCTGACTTCACCAACCCCACTGCCCTGGC

LEE TECEEEEEEEr e HEeEe e e e e e e i Py
TGGGAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAATCCTACTGCCCTGGC

CTGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCCTTTGATGGGATGTGGAT

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIIIII LT
CAGGTGCCCTTTGATGGCATGTGGAT

TGACATGAATGAGCCCTCTAACTTCATCAGGGGGTCTGAGGATGGCTGCCCCAACAATGA

IIII|IIII|IIIIII||I|| LCCEEEEEEEE TEVEEEEE T e
ATGAATGAGCCCTCTAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGA

GCTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACTAT

LECCCELEECETEECE T e e e e e e e ee e e e e e e T e e eeen |
GCTGGAGAACCCCCCCTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCAT

CTGTGCTTCTTCTCACCAGTTTCTGAGCACCCACTATAATCTGCACAACCTGTATGGCCT

LECEEEE PEEEEEEE e PEEe e e e Peeeee e e e
CTGTGCTAGCTCTCACCAGTTCCTGAGCACCCACTACAATCTGCATAACCTGTATGGCCT

GACTGAGGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACCAGGCCCTTTGT

IIII|IIII|IIIIII||I|| LCCEEECCETEEEEEE P EE e e |
GAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCTAGGGGCACCAGGCCCTTTGT
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1797
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GAT--C-AGCAGGTCTACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGA

L et fe R e e e e ey
GATTTCTAGGA-G-C-ACTTTTGCTGGCCATGGCAGGTATGCTGGGCACTGGACTGGGGA

TGTGTGGTCTTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACCT

LECEETEEE TP ARERRARARRARARRARNRRAR ARy
TGTGTGGTCTAGCTGGGAGCAGCTGGCTTCTTCTGTGCCTGAGATCCTGCAGTTCAACCT

GCTGGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCTTTCTGGGCAACACCTCTGAGGA

LECCELTECET VT e e e ee e v ee e o0 L e e e Ferrr |
GCTGGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGGT TCCTGGGCAACACTTCTGAGGA

GCTGTGTGTGAGGTGGACCCAGCTGGGGGCCTTTTACCCCTTCATGAGGAACCACAATAG

IIII|IIII|IIIIII||I||||I||IIIIIII LECEE TEEEEEEETEEEET T |
GACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACAG

CCTGCTGAGCCTGCCCCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAG

IIII|IIII|IIIIII||I||||I LEE - LEEEEEEEEEEE e
AGCCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCCCAGCAGGCCATGAG

GAAGGCCCTGACTCTGAGGTATGCCCTGCTGCCCCATCTGTATACCCTGTTTCACCAGGC

LECCCEEEEEEE LVEEEEEE P e e e e Peeee Feee e ey
GAAGGCCCTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTACACCCTGTTCCACCAGGC

CCATGTGGCTGGGGAGACTGTGGCTAGGCCTCTGTTTCTGGAGTTCCCTAAGGACTCTAG

IIII|IIII|IIIIII||I||||I||IIIIIIIIII LECCEETEEEE TR
ACTGTGGCTAGGCCTCTGTTCCTGGAGTTCCCCAAGGACTCTAG

CACCTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCT

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIIIII LI
GAGGCCCTGCTGATCACTCCTGTGCT

GCAGGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACCTGGTATGACCTGCA

LECCEEEEE PEEECEEEEE T e EE e e e e e e e e e
GCAGGCTGGGAAGGCTGAGGTGACTGGCTATTTCCCCCTGGGCACCTGGTATGACCTGCA

GACTGTGCCTGTGGAGGCCCTGGGGAGCCTGCCTccccccccTGCTGCCCCCAGGGAGCC

IIII|IIII|IIIIII||I||||I||IIIIIII ARARRARARRARARRARARRARN
AGGCCCTGGGGAGCCTGCCCCCCCCCCCTGCTGCCCCCAGGGAGCC

TGCCATTCATTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGT

LECEEE TE PEEEETEEEE T e e e e e e e e e e e e e e Hee e
TGCCATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGATACCATCAATGT

GCACCTGAGGGCTGGGTACATCATCCCCCTGCAGGGCCCTGGCCTGACCACCACTGAGAG

LECCCEEEECETEEr TEEEEee e Ceee e e e e e e e e e e e e e e e e
GCACCTGAGGGCTGGCTACATCATTCCCCTGCAGGGCCCTGGCCTGACCACTACTGAGTC

CAGGCAGCAGCCCATGGCCCTGGCTGTGGCTCTGACCAAgg gccag
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>Query_34895

2457

2517

2517

2577

2577

2637

2637

2697

2697

2757

2757

Length=2808

TAGGCAGCAGCCCATGGCCCTGGCTGTGGCCCTGACCAAGGGGGGGGAGGCTAGGGGGGA

gctgttctgggatgatggggagtctctggaggtgctggagaggggggCCTACACCCAGGT
LECEEE CEEEEEEE e tee e e e e e e e e e e e e e e e ey

GCTGTTTTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGGGGGGCCTACACTCAGGT

GATCTTTCTGGCCAGGAACAATACTATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGG

GATCTTCCTGGCCAGGAACAATACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGG

CCTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACTCTCCTGACACCAAGGTGCTGGA

GCTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTATAGCCCTGATACCAAGGTGCTGGA
CATTTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

TATTTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

SEQ ID NO: 4

Score = 4056 bits (2196), Expect = 0.0
Identities = 2605/2809 (93%), Gaps = 2/2809 (0%)
Strand=Plus/Plus
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61

120
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180
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ATGGCCTTTCTGTGGCTGCTGTCCTGCTGGGCCCTGCTGGGGACCACCTTTGGCCTGCTG

ATGGCCTTCCTGTGGCTGCTGTCTTGCTGGGCTCTGCTGGGGACCACCTTTGGCCTGCTG

GTGCCCAGGGAGCTGTCTGGGAGCAGC-CCAGTGCTGGAGGAGACCCACCCTGCCCACCA

GTCCCCAGGGAGCTGTCTGG-CTCTTCTCCTGTCCTGGAGGAGACCCACCCTGCCCACCA

GCAGGGGGCCAGCAGGCCTGGCCCTAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGC

GCAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGC

TGTGCCTACCCAGTGTGATGTGCCACCCAATTCTAGGTTTGACTGTGCTCCTGACAAGGC

TGTGCCCACCCAGTGTGATGTGCCTCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGC

CATCACTCAGGAGCAGTGTGAAGCTAGGGGGTGCTGCTACATCCCAGCCAAGCAGGGCCT

CATCACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTATATCCCTGCCAAGCAGGGCCT
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360

360
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600
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660
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720
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780

840

840

900

900

960

960

1020

GCAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTcccccccAGCTACCCTAGCTACAA

LECCCEEEE PECEVEEE e e e e e e e teeeer 1t PEerre e 1
GCAGGGGGCTCAGATGGGCCAGCCCTGGTGCTTCTTTCCCCCCTCTTATCCTAGCTATAA

GCTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCTACCCTGACCAGGACCACTCC

LECCEEEEE PEEECEEEE e e e eee e Fee e e e e ey |
GCTGGAGAACCTGAGCAGCTCTGAGATGGGGTACACTGCCACCCTGACCAGGACCACCCC

TACCTTCTTCCCCAAGGACATCCTGACTCTGAGGCTGGATGTCATGATGGAGACTGAAAA

LETEEEEEEE PEEEE e PEeE e e e e Feer ey
CACTTTCTTCCCTAAGGACATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAA

TAGGCTGCACTTCACCATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCTCTGGAGAC

LECCEEEEEEEE L0 TEEEEE e tee e e e e e e e ey
TAGGCTGCACTTTACTATCAAGGACCCTGCCAACAGGAGGTATGAGGTGCCTCTGGAGAC

CCCCCATGTGCATAGCAGGGCTCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCC

LECCCECEEEEEr Feee e CECEe e e e e PEeE e e e e e ey
CCCCCATGTGCATTCTAGGGCCCCCAGCCCCCTGTACTCTGTGGAGTTCTCTGAGGAGCC

CTTTGGGGTCATTGTGAGGAGACAGCTGGATGGGAGGGTGCTGCTGAACACTACTGTGGC

LECCEEEEE PEEVEEE T e e e e e teee e Lee e e e Ferrr
CTTTGGGGTGATTGTGAGGAGACAGCTGGATGGCAGGGTCCTGCTGAACACCACTGTGGC

TCCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGTCTACCAGCCTGCCCAGCCAGTACAT

LECCEEEEE PEEECEEEEE e e e e e e Feee e e e e e e e
TCCCCTGTTTTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACAT

CACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCAC

LECCEECECCETEEE e TEEE e e e e e e e e e e e e e e e e
CACTGGGCTGGCTGAGCACCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCAC

TCTGTGGAACAGGGATCTGGCCCCCACTCCTGGGGCCAACCTGTATGGGAGCCATCCCTT

LECECEEEEEEEE e 1 t8 PEEEe e e e | LT
CCTGTGGAACAGGGATCTGGCTCCTACCCCTGGGGCCAACCTGTATGGCTCTCACCCCTT

CTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGC

LECECETTECETEEC T e e e e e e e e e e e e e e e e e e e e
TTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGC

CATGGATGTGGTGCTGCAGCCTAGCCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCT

LECECECPECETEE e Teee e e e e e e et i |
TATGGATGTGGTGCTGCAGCCCAGCCCTGCCCTGAGCTGGAGGTCTACTGGGGGCATCCT

GGATGTCTACATCTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTATCTGGATGT

LELEEE PEEEEEEE TEEEEEE T e e e e e e e e e e e e Feeerrr
GGATGTGTACATCTTTCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTACCTGGATGT

GGTGGGGTATCCCTTCATGCCCCCCTACTGGGGCCTGGGCTTTCACCTGTGCAGGTGGGG
LECEEE TEEEE e TEEEE e e e e et e e e e e e e e e e e e e e e
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1020

1080

1080

1140

1140

1200

1200

1260

1260

1320

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620

1680

1680

1740

1740

GGTGGGCTATCCTTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGG

CTACAGCAGCACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC

LECCEECECCETECEE e FEee e e e e e e e e e e e e e e e
CTACAGCAGCACTGCCATCACCAGACAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC

TCTGGATGTGCAGTGGAATGACCTGGACTATATGGATTCTAGGAGAGACTTTACTTTTAA

LECECETTECETTE T E e er i LECEE TR T T
CCTGGATGTGCAGTGGAATGACCTGGACTACATGGACAGCAGGAGGGACTTCACCTTTAA

CAAGGATGGCTTCAGGGATTTCCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAG

LECCCEEEECEE FEEer TEEE e e e ee e e e e e e e e e e
CAAGGATGGCTTTAGGGACTTCCCTGCCATGGTGCAGGAGCTGCATCAGGGGGGCAGGAG

GTACATGATGATTGTGGACCCTGCTATTAGCAGCTCTGGCCCTGCTGGGTCTTACAGGCC

LECCEELTECEEEC e e e teeeee e e Lo e e e
GTACATGATGATTGTGGACCCAGCCATCAGCAGCTCTGGGCCTGCTGGGTCTTACAGGCC

TTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGAT

LECECELEECETTEC T e e e e e e e e e e e e e e e e e e e e
CTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGAT

TGGCAAGGTGTGGCCTGGCAGCACTGCCTTCCCTGACTTCACCAACCCCACTGCCCTGGC

LECCEELEECETEEC e TEee e e e e e ee e o0 L e e e e e
TGGCAAGGTGTGGCCTGGGAGCACTGCCTTCCCTGATTTTACCAACCCCACTGCCCTGGC

CTGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCCTTTGATGGGATGTGGAT

LECCEECEECEE FVEEEEEE e Lo e e e e e e e e e Feerr
CTGGTGGGAGGATATGGTGGCTGAGTTTCATGACCAGGTGCCCTTTGATGGCATGTGGAT

TGACATGAATGAGCCCTCTAACTTCATCAGGGGGTCTGAGGATGGCTGCCCCAACAATGA

LECCEVEEEEEEe e o0 PEEer e PEee e e e e e e e ey
TGACATGAATGAGCCCAGCAATTTCATCAGGGGCTCTGAGGATGGCTGCCCCAACAATGA

GCTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACTAT

LECCEEEEE P LEEEEEE T e e e ee e e e e e Toee e ey |
GCTGGAGAATCCTCCCTATGTGCCTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACCAT

CTGTGCTTCTTCTCACCAGTTTCTGAGCACCCACTATAATCTGCACAACCTGTATGGCCT

LECEEE T PP PEEe e e e e e e Leeer T e
CTGTGCCTCTAGCCACCAGTTCCTGAGCACCCACTATAACCTGCATAACCTGTATGGCCT

GACTGAGGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACCAGGCCCTTTGT

IIII|IIII|IIIIII||I LECEE CEEEEEEEE et Teer e
AGGCCATTGCCAGCCATAGAGCCCTGGTGAAGGCCAGAGGGACCAGGCCCTTTGT

GATCAGCAGGTCTACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATGT

LEEE T FEEEEEEEEE e E e e e e e e |
GATCTCTAGGAGCACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATGT
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GTGGTCTTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACCTGCT

LEEE DECEEEEEET T e e e e e e Ceee e e e e e e e
GTGGAGCTCTTGGGAGCAGCTGGCCAGCTCTGTGCCAGAGATCCTGCAGTTCAACCTGCT

GGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCTTTCTGGGCAACACCTCTGAGGAGCT

IIII|IIII|IIIIII||I||||I||IIIIIIIIII LECEEET TEEEEEET T
GGGGCTGATGTGTGTGGCTTCCTGGGCAATACCTCTGAAGAGCT

GTGTGTGAGGTGGACCCAGCTGGGGGCCTTTTACCCCTTCATGAGGAACCACAATAGCCT

LECCEEEEEEEETEr TR e e e e v tee e e e e e e e e
GTGTGTGAGGTGGACTCAGCTGGGGGCCTTCTATCCCTTCATGAGGAACCACAACAGCCT

GCTGAGCCTGCCCCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGGAA

LEEE PEEEEEEE e oee - FeEe e e e e e T ey
GCTGTCTCTGCCCCAGGAGCCCTACAGCTTCTCTGAGCCTGCTCAGCAGGCTATGAGGAA

GGCCCTGACTCTGAGGTATGCCCTGCTGCCCCATCTGTATACCCTGTTTCACCAGGCCCA

LECCEECEE PEEECEET T e e e e e e e tee e teerr e
GGCCCTGACCCTGAGGTATGCCCTGCTGCCCCATCTGTACACCCTGTTCCACCAGGCCCA

TGTGGCTGGGGAGACTGTGGCTAGGCCTCTGTTTCTGGAGTTCCCTAAGGACTCTAGCAC

LECCELEEEEEEEC e teeee Cere e e e e i teeeer e
TGTGGCTGGGGAGACTGTGGCCAGGCCCCTGTTTCTGGAGTTTCCCAAGGACAGCAGCAC

CTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCTGCA

LECCELEPEEEEEEr TEEEEE e e e e e Pee e T e ey
CTGGACTGTGGACCATCAGCTGCTGTGGGGGGAGGCTCTGCTGATTACCCCTGTGCTGCA

GGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACCTGGTATGACCTGCAGAC

IIII|IIII|IIIIII||I LECEE PEEEEEEEE e 1 TR
AAGGCTGAGGTGACTGGGTACTTCCCCCTGGGGACTTGGTATGACCTGCAGAC

TGTGCCTGTGGAGGCCCTGGGGAGCCTGCCTccccccccTGCTGCCCCCAGGGAGCCTGC

LECCELEEEEEE L0 Teee Peeeee et teee e e e e Teee ey
TGTGCCTGTGGAAGCTCTGGGCAGCCTGCCCCCACCCCCTGCTGCCCCTAGGGAGCCTGC

CATTCATTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGTGCA

LEE T TECEEEECETE T e e e e e e e e e e e e e e
CATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGTGCA

CCTGAGGGCTGGGTACATCATCCCCCTGCAGGGCCCTGGCCTGACCACCACTGAGAGCAG

LECCEECEEEEE L0 TEEEEEE e e e e e Cee e e e e ey
CCTGAGGGCTGGCTATATCATCCCCCTGCAGGGCCCTGGGCTGACCACCACTGAGAGCAG

GCAGCAGCCCATGGCCCTGGCTGTGGCTCTGACCAAggggggggaggccaggggggaget

LECCCELECCETEECET e et tee e e e e e e e e
GCAGCAGCCCATGGCCCTGGCTGTGGCCCTGACTAAGGGGGGGGAGGCCAGGGGGGAGCT

ggatgatggggagtctctggaggtgctggagaggggggCCTACACCCAGGTGAT
IIII|IIII|IIIIII||I LECEEECEEEEE T FEE e e e

1859

1859

1919

1919

1979

1979

2039

2039

2099

2099

2159

2159

2219

2219

2279

2279

2339

2339

2399

2399

2459

2459

2519

2519

2579
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>Query_ 34892
Length=

Score

Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query

Sbjct

2520

2580

2580

2640

2640

2700

2700

2760

2760

2808

GTTCTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGAGGGGCCTACACCCAGGTGAT

CTTTCTGGCCAGGAACAATACTATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGGGC

LECCTECEECETEEE e tr Peeee e e e e e e e e e e e e PEer i
CTTTCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACTTCTGAGGGGGC

TGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGGTCCT

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIIIIIIIII|||| |
CACTGCCCCCCAGCAGGTGCT

GAGCAATGGGGTGCCTGTGAGCAACTTCACCTACTCTCCTGACACCAAGGTGCTGGACAT

IIII|IIII|IIIIII||I LECEEEECEEEE PR T PP ree 1
GAGCAATGGGGTGCCTGTGTCTAACTTCACCTACAGCCCTGATACTAAGGTGCTGGATAT

TTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

LECEEE TEEEEEE P e ey
CTGTGTGAGCCTGCTGATGGGGGAGCAGTTTCTGGTGAGCTGGTGCTGA 2808

SEQ ID NO: 1

= 4012 bits (2172), Expect = 0.0
Identities
Strand=Plus/Plus

1

61

61

121

121

181

181

241

241

301

301

2601/2813 (92%), Gaps = 10/2813 (0%)

ATGGCCTTTCTGTGGCTGCTGTCCTGCTGGGCCCTGCTGGGGACCACCTTTGGCCTGCTG

LECEE L0 TEEEEEEET e CEre e Ceeee e Pee e e e
ATGGCTTTCCTGTGGCTGCTGAGCTGCTGGGCTCTGCTGGGCACCACCTTTGGGCTGCTG

GTGCCCAGGGAGCTGTCTGGGAGCAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG

LECEE TEECEETEE e teeee Feee e e e Fee e e
GTGCCTAGGGAGCTGTCTGGGTCTAGCCCTGTGCTGGAGGAGACTCACCCTGCCCATCAG

CAGGGGGCCAGCAGGCCTGGCCCTAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGCT

LECCEEEE TEEEECETTEEE e Eee e Ceee e e e e e e e |
CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCTCAGGCCCACCCTGGCAGGCCCAGGGCT

GTGCCTACCCAGTGTGATGTGCCACCCAATTCTAGGTTTGACTGTGCTCCTGACAAGGCC

LECEE TEEEEEEEEEE e 1 LECCCETTEEETE TEEEEETTETT
GTGCCCACCCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCCCCTGACAAGGCC

ATCACTCAGGAGCAGTGTGAAGCTAGGGGGTGCTGCTACATCCCAGCCAAGCAGGGCCTG

LU TEEEEEEEE et teeee PEEEe e Peeer Ty
ATTACCCAGGAGCAGTGTGAGGCCAGGGGCTGCTGCTACATTCCAGCTAAGCAGGGCCTG

CAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTcccccccAGCTACCCTAGCTACAAG

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|IIII LEEETTTT |
TTCTTCCCCCCCAGCTATCCTAGCTATAAA

2579

2639

2639

2699

2699

2759

2759

120

120

180

180

240

240

300

300

360

360



Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct
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Query

361

361

421

421

481

481

541

541

601

601

661

661

721

721

781

781

841

841

901

901

961

961

1021

1021

1081

CTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCTACCCTGACCAGGACCACTCCT

LECCEEEE TEEEECEET T T e e e e teee e teeer 1
CTGGAGAACCTGAGCAGCTCTGAGATGGGCTATACTGCCACCCTGACTAGGACTACTCCC

ACCTTCTTCCCCAAGGACATCCTGACTCTGAGGCTGGATGTCATGATGGAGACTGAAAAT

LECEE 0T TECEE PEEE e TEEEE e e e Pee e e 1
ACCTTTTTTCCTAAGGATATCCTGACCCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

AGGCTGCACTTCACCATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCTCTGGAGACC

LECCCECEECEETE 0 PEEEE e e e ee e e e e e L e e e
AGGCTGCACTTCACTATTAAGGACCCTGCCAATAGGAGGTATGAAGTGCCTCTGGAGACT

CCCCATGTGCATAGCAGGGCTCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCCC

L LT LECEE TEEEEETEE T T T e e e e e e ey
CCTCATGTGCACTCTAGGGCCCCCAGCCCCCTGTATTCTGTGGAGTTCTCTGAGGAGCCC

TTTGGGGTCATTGTGAGGAGACAGCTGGATGGGAGGGTGCTGCTGAACACTACTGTGGCT

LECCEEEE TEREECEEE e TEECEr e Lo e e e e e e e T i
TTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGCC

CCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGTCTACCAGCCTGCCCAGCCAGTACATC

LECCCELPECEPEEC T e e e e e tee e e e e e e e |
CCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACCAGCCTGCCCAGCCAGTACATC

ACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCACT

IIII|IIII|IIIIII||I| LECEEE TEEPEEEE e FEer e
GCTGAGCATCTGAGCCCTCTGATGCTGAGCACCTCTTGGACCAGGATCACC

CTGTGGAACAGGGATCTGGCCCCCACTCCTGGGGCCAACCTGTATGGGAGCCATCCCTTC

LECCEEEE TEEECETEC e e CEreeeer i Peerrny LT
CTGTGGAATAGGGATCTGGCCCCCACCCCTGGGGCTAATCTGTATGGCTCTCATCCCTTT

TACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGCC

LECCEELEEEEEEC T e e e e e e e e e Pee e e e ey
TACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTTCTGCTGAACAGCAATGCC

ATGGATGTGGTGCTGCAGCCTAGCCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCTG

IIII|IIII|IIIIII||I| LECELECEEEEEEEC T e e
GATGTGGTGCTGCAGCCCTCTCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCTG

GATGTCTACATCTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTATCTGGATGTG

LECEE TECEEETECEEE e TEECE e e e e e e e e Cee e e e e |
GATGTGTACATCTTCCTGGGCCCTGAGCCCAAGTCTGTGGTCCAGCAGTATCTGGATGTG

GTGGGGTATCCCTTCATGCCCCCCTACTGGGGCCTGGGCTTTCACCTGTGCAGGTGGGGC

LECEE T TP PEEEEEE e PEEEr e e e Pee e e e
GTGGGCTACCCCTTTATGCCCCCCTATTGGGGCCTGGGCTTCCACCTGTGCAGGTGGGGG

TACAGCAGC - ACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC
L N N RN RN AR A AN RN AR RN IR AN

420

420

480

480

540

540

600

600

660

660

720

720

780

780

840

840

900

900

960

960

1020

1020

1080

1080

1139
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Query
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Query
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Query
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1081

1140

1140

1200

1200

1260

1260

1319

1319

1379

1379

1439

1439

1499

1499

1559

1559

1619

1619

1679

1679

1739

1739

1796

1796

TA-TTCTTCTACTGCTATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCTCACTTCCC

TCTGGATGTGCAGTGGAATGACCTGGACTATATGGATTCTAGGAGAGACTTTACTTTTAA

LECECETEECETEE T e e e ee e e e eee e e e i 1|
CCTGGATGTGCAGTGGAATGACCTGGACTATATGGACTCTAGGAGGGATTTCACCTTCAA

CAAGGATGGCTTCAGGGATTTCCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAG

LECCCEPEECEPEECE e PEee et teee e e e
CAAGGATGGCTTCAGGGACTTCCCTGCTATGGTCCAGGAGCTGCATCAGGGGGGCAGGAG

GTACATGATGATTGTGGACCCTGCTATTAGCAGCTCTGGCCCTGCTGG-GTCTTACAGGC

IIII|IIII|IIIIII||I||||I RN R A e A
ATGATTGTGGACCCTGCCATCAGCAGCTCTGGCCCTGCTGGCAGC- TATAGGC

CTTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGA

L LEEEEEEEEEEC T e e e tee e P P e
CCTATGATGAGGGCCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGGCAGCCCCTGA

TTGGCAAGGTGTGGCCTGGCAGCACTGCCTTCCCTGACTTCACCAACCCCACTGCCCTGG

IIII|IIII|IIIIII||I| LECCCETTEEETET T e e e 1|
GCAAGGTGTGGCCTGGCTCTACTGCCTTCCCTGACTTCACCAACCCCACTGCTCTGG

CCTGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCCTTTGATGGGATGTGGA

IIII|IIII|IIIIII||I| |||I||IIIIIIIIIII|IIII| LELEETED T
GTTCCATGACCAGGTGCCTTTTGATGGCATGTGGA

TTGACATGAATGAGCCCTCTAACTTCATCAGGGGGTCTGAGGATGGCTGCCCCAACAATG

LECECECEEEEEE e Fer e e e e Feee e e e Peeeee e
TTGACATGAATGAGCCCAGCAACTTCATCAGGGGCTCTGAGGATGGGTGCCCCAATAATG

AGCTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACTA

IIII|IIII|IIIIII||I| |||I||IIIIIIIIIII|IIII| RRRRNRARRARINY
CTGGGGTGGTGGGGGGCACCCTGCAGGCTGCCACTA

TCTGTGCTTCTTCTCACCAGTTTCTGAGCACCCACTATAATCTGCACAACCTGTATGGCC

| 1T LECEEEEEEEE TEEEEEEE e e e FEEer e T
TTTGTGCCAGCTCTCACCAGTTCCTGAGCACCCACTACAACCTGCACAATCTGTATGGCC

TGACTGAGGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACCAGGCCCTTTG

LECCEEEECEEEECE T Cere e e e e e e e e e e e e e e Ferrrr i |
TGACTGAGGCCATTGCCAGCCACAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCCTTTG

TGATC---AGCAGGTCTACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGG

LELEE 0T 0 F TEEEEEEE e e e Cee e e e e e e
TGATCTCTAG-AAG-C-ACCTTTGCTGGCCATGGGAGGTATGCTGGCCACTGGACTGGGG

ATGTGTGGTCTTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACC

LECEEEEE TEEVEEEEEEE e e e e e e e e e e e e e e e
ATGTGTGGAGCTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACC

1139

1199

1199

1259

1259

1318

1318

1378

1378

1438

1438

1498

1498

1558

1558

1618

1618

1678

1678

1738

1738

1795

1795

1855

1855
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Query
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Query
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Query
Sbjct
Query
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Query
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Query

1856

1856

1916

1916

1976

1976

2036

2036

2096

2096

2156

2156

2216

2216

2276

2276

2336

2336

2396

2396

2456

2456

2516

2516

2576

TGCTGGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCTTTCTGGGCAACACCTCTGAGG

LECCCECEECEE TEEEEEE e e e e ee e e e er e e e e
TGCTGGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAAG

AGCTGTGTGTGAGGTGGACCCAGCTGGGGGCCTTTTACCCCTTCATGAGGAACCACAATA

IIII|IIII|IIIIII||I||||I||IIIIIIII LECEE TEEEETTETETTET LT
GGACCCAGCTGGGGGCCTTCTACCCTTTCATGAGGAACCACAACA

GCCTGCTGAGCCTGCCCCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGA

LECCEELEECETTEEE TEEEEE e e e e e e e e e e e e e e e |
GCCTGCTGAGCCTGCCTCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGA

GGAAGGCCCTGACTCTGAGGTATGCCCTGCTGCCCCATCTGTATACCCTGTTTCACCAGG

LEEECEEEEEEEE PEEEEEEr e TEEe e teeer teee e T
GGAAGGCCCTGACCCTGAGGTATGCTCTGCTGCCCCACCTGTACACCCTGTTCCACCAGG

CCCATGTGGCTGGGGAGACTGTGGCTAGGCCTCTGTTTCTGGAGTTCCCTAAGGACTCTA

IIII|IIII|IIIIII||I||||I| LECEE TEEEE TEEEEEEE THEEET T
GCTGGGGAGACTGTGGCCAGGCCCCTGTTCCTGGAGTTTCCTAAGGATAGCA

GCACCTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGC

LECCCELTECETTECET e e e e e e e e e e e e e e e Ferrr e
GCACCTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATTACCCCTGTGC

TGCAGGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACCTGGTATGACCTGC

IIII|IIII|IIIIII||I||||I||IIIIIIIIIII|IIII|III LETETTTTTTT
ACTTCCCCCTGGGCACTTGGTATGACCTGC

AGACTGTGCCTGTGGAGGCCCTGGGGAGCCTGCCTcceccccccTGCTGCCCCCAGGGAGC

LECCCEEEECETTEeE TEEEee e Teee e ee e e e e e e e e e e e e e
AGACTGTGCCTGTGGAAGCCCTGGGCAGCCTGCCTCCCCCCCCTGCTGCCCCCAGGGAGC

CTGCCATTCATTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATG

LECCEEE 0 TEECEEEEE T r e e e e e e e e teee e 1
CTGCCATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCCCTGGACACCATTAATG

TGCACCTGAGGGCTGGGTACATCATCCCCCTGCAGGGCCCTGGCCTGACCACCACTGAGA

LECE LEEEEEET e e Feee e e e e e e Feeer teeer Ferr ey
TGCATCTGAGGGCTGGGTATATTATCCCCCTGCAGGGGCCTGGGCTGACTACCACTGAGA

GCAGGCAGCAGCCCATGGCCCTGGCTGTGGCTCTGACCAAggggggggaggccagggess

LECCCEEEEEEET PEEEEEE P e e e e Feee e e e e e ey
GCAGGCAGCAGCCTATGGCCCTGGCTGTGGCTCTGACTAAGGGGGGGGAGGCCAGGGGGG

ggatgatggggagtctctggaggtgctggagaggggggCCTACACCCAGG

IIII|IIII|IIIIII||I|||| RN AR ARy
AGCTGTTCTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGGGGGGCCTACACCCAGG

TGATCTTTCTGGCCAGGAACAATACTATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGG
LECE D PEEEEEE R e PeE e e e e e e e e e e e e e e e e

1915

1915

1975

1975

2035

2035

2095

2095

2155

2155

2215

2215

2275

2275

2335

2335

2395

2395

2455

2455

2515

2515

2575

2575

2635
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2576

2636

2636

2696

2696

2756

2756

2808

TGATTTTCCTGGCCAGGAACAACACCATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGG

GGGCTGGCCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGG

LECCCELEECETEEC T COEr e e e e e e e e e e e e e e e e
GGGCTGGCCTGCAGCTGCAGAAAGTGACTGTGCTGGGGGTGGCCACTGCCCCCCAGCAGG

TCCTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACTCTCCTGACACCAAGGTGCTGG

LLLEEEEEE T EC T e e e e e e e e e P e ey
TGCTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGG

ACATTTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

LLLEEEEEer FEEE e e e e e e e e e e e e e
ATATTTGTGTGAGCCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

SEQ ID NO: 3

= 3995 bits (2163), Expect = 0.0
Identities
Strand=Plus/Plus

1

61

61

121

121

181

181

241

241

301

301

361

361

2596/2811 (92%), Gaps = 6/2811 (0%)

ATGGCCTTTCTGTGGCTGCTGTCCTGCTGGGCCCTGCTGGGGACCACCTTTGGCCTGCTG

LECEE T TEEEECEEE e o teeer Ceeee e Pee e e ey
ATGGCTTTCCTGTGGCTGCTGTCTTGTTGGGCTCTGCTGGGCACCACCTTTGGCCTGCTG

GTGCCCAGGGAGCTGTCTGGGAGCAGCCCAGTGCTGGAGGAGACCCACCCTGCCCACCAG

LECCCEEEECETEEC e teee e Ceeee e e e e e e e e e e e s 1 1
GTGCCCAGGGAGCTGTCTGGCAGCAGCCCTGTGCTGGAGGAGACCCACCCTGCTCATCAG

CAGGGGGCCAGCAGGCCTGGCCCTAGGGATGCCCAGGCCCACCCTGGCAGGCCCAGGGCT

LECCEEEE TEEEECEEEEEE e TEEe e e e e teee e 1 terrerrr
CAGGGGGCTAGCAGGCCTGGCCCCAGGGATGCCCAGGCTCACCCTGGGAGACCCAGGGCT

GTGCCTACCCAGTGTGATGTGCCACCCAATTCTAGGTTTGACTGTGCTCCTGACAAGGCC

LECEE 0 THEEEEEE T 1 RNRRRRERRRRARRRRAR Ay
GTGCCCACTCAGTGTGATGTGCCCCCCAACAGCAGGTTTGACTGTGCTCCTGACAAGGCT

ATCACTCAGGAGCAGTGTGAAGCTAGGGGGTGCTGCTACATCCCAGCCAAGCAGGGCCTG

LECEE TEECEEEEC et Eee e e e e e e e e Ty
ATCACCCAGGAGCAGTGTGAGGCCAGGGGGTGCTGCTACATTCCTGCTAAGCAGGGCCTG

CAGGGGGCCCAGATGGGCCAGCCCTGGTGCTTCTTcccccccAGCTACCCTAGCTACAAG

IIII|IIII|IIIIII||I| |||I||IIIIIIIIIII|IIII LT T T
GCCCTGGTGCTTCTTCCCCCCCTCTTATCCCAGCTATAAG

CTGGAGAATCTGAGCAGCTCTGAGATGGGCTACACTGCTACCCTGACCAGGACCACTCCT

LECCEEEE TEEEECEET T T e e e e ee e e tee e e e e e
CTGGAGAACCTGAGCAGCTCTGAGATGGGCTACACTGCCACCCTGACCAGGACCACTCCC

2635

2695

2695

2755

2755

120

120

180

180

240

240

300

300

360

360

420

420
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Query

421

421

481

481

541

541

600

600

660

660

720

720

780

780

840

840

900

900

960

960

1020

1020

1080

1080

1140

ACCTTCTTCCCCAAGGACATCCTGACTCTGAGGCTGGATGTCATGATGGAGACTGAAAAT

ACCTTCTTTCCCAAGGATATTCTGACTCTGAGGCTGGATGTGATGATGGAGACTGAGAAC

AGGCTGCACTTCACCATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCTCTGGAGACC

AGGCTGCACTTCACTATCAAGGACCCTGCCAATAGGAGGTATGAGGTGCCCCTGGAGACT

CCCCATGTGCATAGCAGGGCTCCCAGC-CCCCTGTATTCTGTGGAGTTCTCTGAGGAGCC

CCTCATGTGCATAGCAGGGC-CCCTTCTCCTCTGTATTCTGTGGAGTTCTCTGAGGAGCC

CTTTGGGGTCATTGTGAGGAGACAGCTGGATGGGAGGGTGCTGCTGAACACTACTGTGGC

CTTTGGGGTGATTGTGAGGAGGCAGCTGGATGGCAGGGTGCTGCTGAACACCACTGTGGC

TCCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGTCTACCAGCCTGCCCAGCCAGTACAT

CCCCCTGTTCTTTGCTGACCAGTTCCTGCAGCTGAGCACTTCTCTGCCCAGCCAGTACAT

CACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCAGCTGGACCAGGATCAC

TACTGGGCTGGCTGAGCATCTGAGCCCCCTGATGCTGAGCACCTCTTGGACCAGGATCAC

TCTGTGGAACAGGGATCTGGCCCCCACTCCTGGGGCCAACCTGTATGGGAGCCATCCCTT

CCTGTGGAACAGGGACCTGGCCCCCACTCCTGGGGCTAACCTGTATGGCTCTCACCCCTT

CTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTCCTGCTGAACAGCAATGC

TTACCTGGCCCTGGAGGATGGGGGCTCTGCCCATGGGGTGTTTCTGCTGAACAGCAATGC

CATGGATGTGGTGCTGCAGCCTAGCCCTGCCCTGAGCTGGAGGAGCACTGGGGGCATCCT

TATGGATGTGGTGCTGCAGCCCTCTCCAGCCCTGTCTTGGAGGAGCACTGGGGGCATTCT

GGATGTCTACATCTTCCTGGGGCCTGAGCCCAAGTCTGTGGTGCAGCAGTATCTGGATGT

GGATGTGTACATTTTCCTGGGGCCTGAACCCAAGTCTGTGGTGCAGCAGTACCTGGATGT

GGTGGGGTATCCCTTCATGCCCCCCTACTGGGGCCTGGGCTTTCACCTGTGCAGGTGGGG

GGTGGGCTACCCCTTCATGCCCCCCTATTGGGGGCTGGGGTTTCACCTGTGCAGGTGGGG

CTACAGCAGCACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCACTTCCC

CTACAGCAGCACTGCCATCACCAGGCAGGTGGTGGAGAACATGACCAGGGCCCATTTCCC

TCTGGATGTGCAGTGGAATGACCTGGACTATATGGATTCTAGGAGAGACTTTACTTTTAA

480

480

540

540

599

599

659

659

719

719

779

779

839

839

899

899

959

959

1019

1019

1079

1079

1139

1139

1199
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1140

1200

1200

1260

1260

1320

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620

1679

1679

1739

1739

1799

1799

1858

1858

CCTGGATGTGCAGTGGAATGACCTGGACTACATGGATAGCAGGAGGGATTTCACCTTCAA

CAAGGATGGCTTCAGGGATTTCCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAG

LECCCEEEECEEEEC e tr CEeee e e e e e e e e e e e e e e e e
CAAGGATGGCTTCAGGGACTTTCCTGCCATGGTGCAGGAGCTGCACCAGGGGGGCAGGAG

GTACATGATGATTGTGGACCCTGCTATTAGCAGCTCTGGCCCTGCTGGGTCTTACAGGCC

LEE TECEEEEEEEC T e Ce e e e e e e e e e e e PEer e |
GTATATGATGATTGTGGACCCTGCTATCAGCAGCTCTGGCCCTGCTGGCTCTTACAGGCC

TTATGATGAGGGCCTGAGGAGGGGGGTGTTCATCACCAATGAGACTGGCCAGCCCCTGAT

LECEEECEECETEEEE T e e e teeer teeee FEeer el 1r |
CTATGATGAGGGCCTGAGGAGGGGGGTGTTTATCACTAATGAAACTGGCCAGCCTCTGAT

TGGCAAGGTGTGGCCTGGCAGCACTGCCTTCCCTGACTTCACCAACCCCACTGCCCTGGC

LECCEEEEE PEEEEee e HEeEe e e e e P e ey
TGGCAAGGTCTGGCCTGGCTCTACTGCCTTCCCTGATTTTACTAACCCCACTGCCCTGGC

CTGGTGGGAGGACATGGTGGCTGAGTTCCATGACCAGGTGCCCTTTGATGGGATGTGGAT

IIII|IIII|IIIIII||I LECEEEEEETEEEE PEEEEEer TEer et
TGGTGGCTGAGTTCCATGATCAGGTGCCTTTTGATGGCATGTGGAT

TGACATGAATGAGCCCTCTAACTTCATCAGGGGGTCTGAGGATGGCTGCCCCAACAATGA

LEE TEEEETTT LECEPEEEEEE T PEEEEETE e
TGATATGAATGAACCAAGCAACTTCATCAGAGGCTCTGAGGATGGCTGCCCCAACAATGA

GCTGGAGAACccccccTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACTAT

LECCCELEECETEECE T e e e e e e e e e e e e e e e e e e ey |
GCTGGAGAACCCCCCCTATGTGCCTGGGGTGGTGGGGGGCACTCTGCAGGCTGCCACCAT

CTGTGCTT-CTTCTCACCAGTTTCTGAGCACCCACTATAATCTGCACAACCTGTATGGCC

LECEEE T FEEEEEr e PEEEE e e FEEEr e e e e
TTGTGCTAGCAGC-CACCAGTTCCTGAGCACCCACTACAATCTGCACAACCTGTATGGCC

TGACTGAGGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACCAGGCCCTTTG

LECCEEE CEEEPECETE e e e e e e e e e e e e e e e e e Ferrr 1|
TGACTGAAGCCATTGCCAGCCATAGGGCCCTGGTGAAGGCCAGGGGCACTAGGCCTTTTG

TGATCAGCAGGTCTACCTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATG

LECCEEEEEEE 10 TEEEEEECEE e e e e e e e e e e e |
TGATCAGCAGGAGCACTTTTGCTGGCCATGGCAGGTATGCTGGCCACTGGACTGGGGATG

TGTGGT-CTTCTTGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATCCTGCAGTTCAACCTG

LECEE 0 0 TECEEEEEETEEE T e e e e e e Fee e ey
TGTGGAGCAGC - TGGGAGCAGCTGGCCAGCTCTGTGCCTGAGATTCTGCAGTTTAACCTG

CTGGGGGTGCCTCTGGTGGGGGCTGATGTGTGTGGCTTTCTGGGCAACACCTCTGAGGAG

LECCEECEEEE TEVEEEEEE T e e e e e tee e e e e ey
CTGGGGGTGCCCCTGGTGGGGGCTGATGTGTGTGGCTTCCTGGGCAACACCTCTGAGGAG
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CTGTGTGTGAGGTGGACCCAGCTGGGGGCCTTTTACCCCTTCATGAGGAACCACAATAGC

IIII|IIII|IIIIII||I||||I||IIIIIIIII ARERRNRRRRARARRARN A
ACCCAGCTGGGGGCCTTTTATCCCTTCATGAGGAACCACAACAGC

CTGCTGAGCCTGCCCCAGGAGCCTTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGG

LECCEEEEECEEEE PEEEEEer CEEEE e e e e e e e e e e e
CTGCTGAGCCTGCCTCAGGAGCCCTACTCTTTCTCTGAGCCTGCCCAGCAGGCCATGAGG

AAGGCCCTGACTCTGAGGTATGCCCTGCTGCCCCATCTGTATACCCTGTTTCACCAGGCC

LECCEECEEEE TECEEEEE T e e e e ter e e e e e trerrr |
AAGGCCCTGACCCTGAGGTATGCCCTGCTGCCCCACCTGTATACCCTGTTCCACCAGGCC

CATGTGGCTGGGGAGACTGTGGCTAGGCCTCTGTTTCTGGAGTTCCCTAAGGACTCTAGC

IIII|IIII|IIIIII||I|||| LECEE CEEEE TEEEEEE e treeer 1
GGCTGGGGAGACTGTGGCCAGGCCCCTGTTCCTGGAGT TCCCCAAGGACAGCAGC

ACCTGGACTGTGGACCACCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCTG

LECCEEECECEETE 0 PEEEE e e e e e e e e e e e e e e e e |
ACCTGGACTGTGGATCATCAGCTGCTGTGGGGGGAGGCCCTGCTGATCACCCCTGTGCTG

CAGGCTGGCAAGGCTGAGGTGACTGGCTACTTCCCCCTGGGCACCTGGTATGACCTGCAG

LECCEELEEEETEECEE e Teee e ee e e e ter e e e e e e e
CAGGCTGGCAAGGCTGAGGTCACTGGCTACTTCCCTCTGGGCACCTGGTATGACCTGCAG

ACTGTGCCTGTGGAGGCCCTGGGGAGCCTGCCTccccccccTGCTGCCCCCAGGGAGCCT

LECCEEEPEEEETECEr Feeer teee e Ceee e e e T ey
ACTGTGCCTGTGGAGGCTCTGGGCAGCCTGCCCCCCCCCCCTGCTGCTCCCAGGGAGCCT

GCCATTCATTCTGAGGGCCAGTGGGTGACCCTGCCTGCCCCTCTGGACACCATCAATGTG

LECEE T TEPEECETEEE T e e e e e e Pee e e e ey
GCCATCCACTCTGAGGGCCAGTGGGTGACCCTGCCTGCTCCCCTGGACACCATCAATGTG

CACCTGAGGGCTGGGTACATCATCCCCCTGCAGGGCCCTGGCCTGACCACCACTGAGAGC

LECCEEEEEEEETE PR TEEEEr e e e e e Peeee Teerr ey
CACCTGAGGGCTGGCTACATTATCCCCCTGCAGGGCCCAGGGCTGACTACCACTGAGAGC

AGGCAGCAGCCCATGGCCCTGGCTGTGGCTCTGACCAAggggggggaggccaggggegag

LELEECEECETTEE e CEEr e Leee e e e e e e e
AGACAGCAGCCCATGGCTCTGGCTGTGGCCCTGACCAAGGGGGGGGAAGCTAGGGGGGAG

ggatgatggggagtctctggaggtgctggagaggggggCCTACACCCAGGTG

IIII|IIII|IIIIII||I|| LECEEECEETEEEEC T e Teerrerr
TCTGGGATGATGGGGAGAGCCTGGAGGTGCTGGAGAGGGGGGCCTATACCCAGGTG

ATCTTTCTGGCCAGGAACAATACTATTGTGAATGAGCTGGTGAGGGTGACCTCTGAGGGG

LECEETEEEE PECEEEE e 1 teeee Feeee e e e e e e e e trerrr |
ATCTTCCTGGCTAGGAACAACACCATTGTCAATGAGCTGGTGAGGGTGACTTCTGAGGGG
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GCTGGGCTGCAGCTGCAGAAGGTGACTGTGCTGGGGGTGGCCACTGCTCCCCAGCAGGTG

CTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACTCTCCTGACACCAAGGTGCTGGAC

LECECEEEEEEETEC T e e e e e e e e et e e e e e ey
CTGAGCAATGGGGTGCCTGTGAGCAACTTCACCTACAGCCCTGACACCAAGGTGCTGGAC

ATTTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808

LETEEEEVEET T e e e e e e e e e e e e e e
ATCTGTGTGTCTCTGCTGATGGGGGAGCAGTTCCTGGTGAGCTGGTGCTGA 2808
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