
LISTADO DE SECUENCIAS 

 
<ST26SequenceListing dtdVersion="V1_3" fileName="peptidos.xml" 

softwareName="WIPO Sequence" softwareVersion="2.3.0" productionDate="2023-

11-07"> 

<ApplicantFileReference>7473247</ApplicantFileReference> 

<EarliestPriorityApplicationIdentification> 

<IPOfficeCode>CO</IPOfficeCode> 

<ApplicationNumberText>7473247</ApplicationNumberText> 

<FilingDate/> 

</EarliestPriorityApplicationIdentification> 

<ApplicantName languageCode="es">Universidad del Quindio</ApplicantName> 

<InventorName languageCode="es">Germán Alberto Téllez 

Ramírez</InventorName> 

<InventorNameLatin>German Alberto Tellez Ramirez</InventorNameLatin> 

<InventionTitle languageCode="en">NEWLY DESIGNED PEPTIDES WITH 

ANTIBACTERIAL, ANTIFUNGAL, ANTIPARASITIC, ANTITUMORAL, HEALING, AND 

IMMUNOMODULATORY CHARACTERISTICS</InventionTitle> 

<SequenceTotalQuantity>41</SequenceTotalQuantity> 

<SequenceData sequenceIDNumber="1"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q2"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

<INSDFeature> 

<INSDFeature_key>MUTAGEN</INSDFeature_key> 

<INSDFeature_location>1</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier id="q5"> 

<INSDQualifier_name>note</INSDQualifier_name> 

<INSDQualifier_value>equal to =Arg OR Lys OR 

Gly</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 



</INSDFeature> 

<INSDFeature> 

<INSDFeature_key>MUTAGEN</INSDFeature_key> 

<INSDFeature_location>4</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier id="q6"> 

<INSDQualifier_name>note</INSDQualifier_name> 

<INSDQualifier_value>equal to =Arg OR 

Lys</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

<INSDFeature> 

<INSDFeature_key>MUTAGEN</INSDFeature_key> 

<INSDFeature_location>8</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier id="q7"> 

<INSDQualifier_name>note</INSDQualifier_name> 

<INSDQualifier_value>equal to =PHe OR 

Ile</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

<INSDFeature> 

<INSDFeature_key>MUTAGEN</INSDFeature_key> 

<INSDFeature_location>9</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier id="q8"> 

<INSDQualifier_name>note</INSDQualifier_name> 

<INSDQualifier_value>equal to =Glu OR Leu OR 

Lys</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

<INSDFeature> 

<INSDFeature_key>MUTAGEN</INSDFeature_key> 

<INSDFeature_location>15</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier id="q9"> 

<INSDQualifier_name>note</INSDQualifier_name> 

<INSDQualifier_value>equal to =Ile OR 

Val</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

<INSDFeature> 

<INSDFeature_key>MUTAGEN</INSDFeature_key> 

<INSDFeature_location>17</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier id="q10"> 



<INSDQualifier_name>note</INSDQualifier_name> 

<INSDQualifier_value>equal to =GL OR Lys OR 

Leu</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

<INSDFeature> 

<INSDFeature_key>MUTAGEN</INSDFeature_key> 

<INSDFeature_location>18</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier id="q11"> 

<INSDQualifier_name>note</INSDQualifier_name> 

<INSDQualifier_value>equal to =His OR 

Lys</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

<INSDFeature> 

<INSDFeature_key>MUTAGEN</INSDFeature_key> 

<INSDFeature_location>21</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier id="q12"> 

<INSDQualifier_name>note</INSDQualifier_name> 

<INSDQualifier_value>equal to =Glu OR Leu OR 

Lys</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>XSKXWRKXXKRVKKXFXXTKXAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="2"> 

<INSDSeq> 

<INSDSeq_length>22</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..22</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q14"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 



</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKVFEHTKEA</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="3"> 

<INSDSeq> 

<INSDSeq_length>22</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..22</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q16"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>RSKKWRKIEKRVKKIFEKTKEA</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="4"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q18"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 



</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFEHTKEAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="5"> 

<INSDSeq> 

<INSDSeq_length>22</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..22</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q20"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>KSKRWRKFEKRVKKIFEKTKEA</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="6"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q22"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>KSKRWRKFEKRVKKIFEKTKEAK</INSDSeq_sequence> 



</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="7"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q24"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>KSKRWRKFEKRVKKIFEKFKEAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="8"> 

<INSDSeq> 

<INSDSeq_length>22</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..22</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q26"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>KSKRWRKFEKRVKKIFEHTKEA</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 



<SequenceData sequenceIDNumber="9"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q28"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>KSKRWRKFEKRVKKIFEHTKEAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="10"> 

<INSDSeq> 

<INSDSeq_length>22</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..22</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q30"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFEKTKEA</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="11"> 

<INSDSeq> 



<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q32"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFEKTKEAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="12"> 

<INSDSeq> 

<INSDSeq_length>22</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..22</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q34"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFEHTKEA</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="13"> 

<INSDSeq> 

<INSDSeq_length>20</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 



<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..20</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q36"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFEHTK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="14"> 

<INSDSeq> 

<INSDSeq_length>17</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..17</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q38"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFE</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="15"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 



<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q40"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFKHTKLAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="16"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q42"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFEHTKLAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="17"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 



<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q44"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFEHTKKAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="18"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q46"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFKHTKKAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="19"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 



<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q48"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFLHTKLAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="20"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q50"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFKKRVKKIFEHTKLAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="21"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 



<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q52"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFKKRVKKIFKHTKLAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="22"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q56"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFLKRVKKIFLHTKEAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="23"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 



<INSDQualifier id="q58"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFKHTKEAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="24"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q60"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFLHTKEAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="25"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q62"> 

<INSDQualifier_name>organism</INSDQualifier_name> 



<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKKIFLHTKKAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="26"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q64"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFKKRVKKIFLHTKLAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="27"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q66"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 



</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFLKRVKKIFEHTKEAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="28"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q68"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFLKRVKKIFKHTKLAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="29"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q70"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 



</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFLKRVKKIFLHTKKAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="30"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q72"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFLKRVKKIFEHTKKAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="31"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q74"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFLKRVKKIFEHTKLAK</INSDSeq_sequence> 



</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="32"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q76"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFLKRVKKIFLHTKLAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="33"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q78"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFKKRVKKIFEHTKKAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 



<SequenceData sequenceIDNumber="34"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q80"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFKKRVKKIFEHTKEAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="35"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q82"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFKKRVKKIFKHTKKAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="36"> 

<INSDSeq> 



<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q84"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFKKRVKKIFLHTKKAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="37"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q86"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFLKRVKKIFKHTKKAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="38"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 



<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q88"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFLKRVKKIFKHTKEAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="39"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q90"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFKKRVKKIFLHTKEAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="40"> 

<INSDSeq> 

<INSDSeq_length>23</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 



<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q92"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFKKRVKKIFKHTKEAK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="41"> 

<INSDSeq> 

<INSDSeq_length>14</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..14</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q94"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>synthetic construct</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>GSKRWRKFEKRVKK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

</ST26SequenceListing> 

 

 


