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<210> 1 
<211> 513 
<212> PRT 
<213> Homo sapiens 
 
<400> 1 
Met Gly Ala Ala Ala Lys Leu Ala Phe Ala Val Phe Leu Ile Ser Cys  
1               5                   10                  15       
 
 
Ser Ser Gly Ala Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Phe  
            20                  25                  30           
 
 
Phe Asn Ala Asn Trp Glu Lys Asp Arg Thr Asn Gln Thr Gly Val Glu  
        35                  40                  45               
 
 
Pro Cys Tyr Gly Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp  
    50                  55                  60                   
 
 
Lys Asn Ile Ser Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu  
65                  70                  75                  80   
 
 
Asp Asp Ile Asn Cys Tyr Asp Arg Thr Asp Cys Val Glu Lys Lys Asp  
                85                  90                  95       
 
 
Ser Pro Glu Val Tyr Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu  
            100                 105                 110          
 
 
Lys Phe Ser Tyr Phe Pro Glu Met Glu Val Thr Gln Pro Thr Ser Asn  
        115                 120                 125              
 
 
Pro Val Thr Pro Lys Pro Pro Tyr Tyr Asn Ile Leu Leu Tyr Ser Leu  
    130                 135                 140                  
 
 
Val Pro Leu Met Leu Ile Ala Gly Ile Val Ile Cys Ala Phe Trp Val  



145                 150                 155                 160  
 
 
Tyr Arg His His Lys Met Ala Tyr Pro Pro Val Leu Val Pro Thr Gln  
                165                 170                 175      
 
 
Asp Pro Gly Pro Pro Pro Pro Ser Pro Leu Leu Gly Leu Lys Pro Leu  
            180                 185                 190          
 
 
Gln Leu Leu Glu Val Lys Ala Arg Gly Arg Phe Gly Cys Val Trp Lys  
        195                 200                 205              
 
 
Ala Gln Leu Leu Asn Glu Tyr Val Ala Val Lys Ile Phe Pro Ile Gln  
    210                 215                 220                  
 
 
Asp Lys Gln Ser Trp Gln Asn Glu Tyr Glu Val Tyr Ser Leu Pro Gly  
225                 230                 235                 240  
 
 
Met Lys His Glu Asn Ile Leu Gln Phe Ile Gly Ala Glu Lys Arg Gly  
                245                 250                 255      
 
 
Thr Ser Val Asp Val Asp Leu Trp Leu Ile Thr Ala Phe His Glu Lys  
            260                 265                 270          
 
 
Gly Ser Leu Ser Asp Phe Leu Lys Ala Asn Val Val Ser Trp Asn Glu  
        275                 280                 285              
 
 
Leu Cys His Ile Ala Glu Thr Met Ala Arg Gly Leu Ala Tyr Leu His  
    290                 295                 300                  
 
 
Glu Asp Ile Pro Gly Leu Lys Asp Gly His Lys Pro Ala Ile Ser His  
305                 310                 315                 320  
 
 
Arg Asp Ile Lys Ser Lys Asn Val Leu Leu Lys Asn Asn Leu Thr Ala  
                325                 330                 335      
 
 
Cys Ile Ala Asp Phe Gly Leu Ala Leu Lys Phe Glu Ala Gly Lys Ser  
            340                 345                 350          
 
 
Ala Gly Asp Thr His Gly Gln Val Gly Thr Arg Arg Tyr Met Ala Pro  
        355                 360                 365              
 
 
Glu Val Leu Glu Gly Ala Ile Asn Phe Gln Arg Asp Ala Phe Leu Arg  
    370                 375                 380                  
 
 
Ile Asp Met Tyr Ala Met Gly Leu Val Leu Trp Glu Leu Ala Ser Arg  
385                 390                 395                 400  



 
 
Cys Thr Ala Ala Asp Gly Pro Val Asp Glu Tyr Met Leu Pro Phe Glu  
                405                 410                 415      
 
 
Glu Glu Ile Gly Gln His Pro Ser Leu Glu Asp Met Gln Glu Val Val  
            420                 425                 430          
 
 
Val His Lys Lys Lys Arg Pro Val Leu Arg Asp Tyr Trp Gln Lys His  
        435                 440                 445              
 
 
Ala Gly Met Ala Met Leu Cys Glu Thr Ile Glu Glu Cys Trp Asp His  
    450                 455                 460                  
 
 
Asp Ala Glu Ala Arg Leu Ser Ala Gly Cys Val Gly Glu Arg Ile Thr  
465                 470                 475                 480  
 
 
Gln Met Gln Arg Leu Thr Asn Ile Ile Thr Thr Glu Asp Ile Val Thr  
                485                 490                 495      
 
 
Val Val Thr Met Val Thr Asn Val Asp Phe Pro Pro Lys Glu Ser Ser  
            500                 505                 510          
 
 
Leu  
     
 
 
<210> 2 
<211> 115 
<212> PRT 
<213> Homo sapiens 
 
<400> 2 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Phe Phe Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Lys Asp Arg Thr Asn Gln Thr Gly Val Glu Pro Cys Tyr Gly  
            20                  25                  30           
 
 
Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp Lys Asn Ile Ser  
        35                  40                  45               
 
 
Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Arg Thr Asp Cys Val Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Tyr Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Lys Phe Ser Tyr  



                85                  90                  95       
 
 
Phe Pro Glu Met Glu Val Thr Gln Pro Thr Ser Asn Pro Val Thr Pro  
            100                 105                 110          
 
 
Lys Pro Pro  
        115  
 
 
<210> 3 
<211> 100 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Polipéptido 
      sintético 
 
<400> 3 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Phe Phe Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Lys Asp Arg Thr Asn Gln Thr Gly Val Glu Pro Cys Tyr Gly  
            20                  25                  30           
 
 
Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp Lys Asn Ile Ser  
        35                  40                  45               
 
 
Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Arg Thr Asp Cys Val Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Tyr Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Lys Phe Ser Tyr  
                85                  90                  95       
 
 
Phe Pro Glu Met  
            100  
 
 
<210> 4 
<211> 1539 
<212> DNA 
<213> Homo sapiens 
 
<400> 4 
atgggagctg ctgcaaagtt ggcgtttgcc gtctttctta tctcctgttc ttcaggtgct       
60 
 
atacttggta gatcagaaac tcaggagtgt cttttcttta atgctaattg ggaaaaagac      
120 
 



agaaccaatc aaactggtgt tgaaccgtgt tatggtgaca aagataaacg gcggcattgt      
180 
 
tttgctacct ggaagaatat ttctggttcc attgaaatag tgaaacaagg ttgttggctg      
240 
 
gatgatatca actgctatga caggactgat tgtgtagaaa aaaaagacag ccctgaagta      
300 
 
tatttttgtt gctgtgaggg caatatgtgt aatgaaaagt tttcttattt tccggagatg      
360 
 
gaagtcacac agcccacttc aaatccagtt acacctaagc caccctatta caacatcctg      
420 
 
ctctattcct tggtgccact tatgttaatt gcggggattg tcatttgtgc attttgggtg      
480 
 
tacaggcatc acaagatggc ctaccctcct gtacttgttc caactcaaga cccaggacca      
540 
 
cccccacctt ctccattact aggtttgaaa ccactgcagt tattagaagt gaaagcaagg      
600 
 
ggaagatttg gttgtgtctg gaaagcccag ttgcttaacg aatatgtggc tgtcaaaata      
660 
 
tttccaatac aggacaaaca gtcatggcaa aatgaatacg aagtctacag tttgcctgga      
720 
 
atgaagcatg agaacatatt acagttcatt ggtgcagaaa aacgaggcac cagtgttgat      
780 
 
gtggatcttt ggctgatcac agcatttcat gaaaagggtt cactatcaga ctttcttaag      
840 
 
gctaatgtgg tctcttggaa tgaactgtgt catattgcag aaaccatggc tagaggattg      
900 
 
gcatatttac atgaggatat acctggccta aaagatggcc acaaacctgc catatctcac      
960 
 
agggacatca aaagtaaaaa tgtgctgttg aaaaacaacc tgacagcttg cattgctgac     
1020 
 
tttgggttgg ccttaaaatt tgaggctggc aagtctgcag gcgataccca tggacaggtt     
1080 
 
ggtacccgga ggtacatggc tccagaggta ttagagggtg ctataaactt ccaaagggat     
1140 
 
gcatttttga ggatagatat gtatgccatg ggattagtcc tatgggaact ggcttctcgc     
1200 
 
tgtactgctg cagatggacc tgtagatgaa tacatgttgc catttgagga ggaaattggc     
1260 
 
cagcatccat ctcttgaaga catgcaggaa gttgttgtgc ataaaaaaaa gaggcctgtt     
1320 
 



ttaagagatt attggcagaa acatgctgga atggcaatgc tctgtgaaac cattgaagaa     
1380 
 
tgttgggatc acgacgcaga agccaggtta tcagctggat gtgtaggtga aagaattacc     
1440 
 
cagatgcaga gactaacaaa tattattacc acagaggaca ttgtaacagt ggtcacaatg     
1500 
 
gtgacaaatg ttgactttcc tcccaaagaa tctagtcta                            
1539 
 
 
<210> 5 
<211> 345 
<212> DNA 
<213> Homo sapiens 
 
<400> 5 
atacttggta gatcagaaac tcaggagtgt cttttcttta atgctaattg ggaaaaagac       
60 
 
agaaccaatc aaactggtgt tgaaccgtgt tatggtgaca aagataaacg gcggcattgt      
120 
 
tttgctacct ggaagaatat ttctggttcc attgaaatag tgaaacaagg ttgttggctg      
180 
 
gatgatatca actgctatga caggactgat tgtgtagaaa aaaaagacag ccctgaagta      
240 
 
tatttttgtt gctgtgaggg caatatgtgt aatgaaaagt tttcttattt tccggagatg      
300 
 
gaagtcacac agcccacttc aaatccagtt acacctaagc caccc                      
345 
 
 
<210> 6 
<211> 115 
<212> PRT 
<213> Homo sapiens 
 
 
<220> 
<221> MOD_RES 
<222> (45)..(45) 
<223> Cualquier aminoácido 
 
<400> 6 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Phe Phe Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Lys Asp Arg Thr Asn Gln Thr Gln Val Glu Pro Cys Tyr Gly  
            20                  25                  30           
 
 
Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp Xaa Asn Ile Ser  
        35                  40                  45               
 



 
Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Arg Thr Asp Cys Val Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Tyr Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Lys Phe Ser Thr  
                85                  90                  95       
 
 
Phe Pro Glu Met Glu Val Thr Gln Pro Thr Ser Asn Pro Val Thr Pro  
            100                 105                 110          
 
 
Lys Pro Pro  
        115  
 
 
<210> 7 
<211> 115 
<212> PRT 
<213> Ovis aries 
 
 
<220> 
<221> MOD_RES 
<222> (45)..(45) 
<223> Cualquier aminoácido 
 
<220> 
<221> MOD_RES 
<222> (114)..(114) 
<223> Cualquier aminoácido 
 
<400> 7 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Phe Tyr Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Arg Asp Arg Thr Asn Arg Thr Gly Val Glu Ser Cys Tyr Gly  
            20                  25                  30           
 
 
Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp Xaa Asn Ile Ser  
        35                  40                  45               
 
 
Gly Ser Ile Asp Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Arg Thr Asp Cys Ile Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Tyr Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Arg Phe Ser Thr  
                85                  90                  95       
 



 
Phe Pro Glu Met Glu Val Thr Gln Pro Thr Ser Asn Pro Val Thr Pro  
            100                 105                 110          
 
 
Lys Xaa Pro  
        115  
 
 
<210> 8 
<211> 115 
<212> PRT 
<213> Desconocido 
 
<220> 
<223> Descripción de desconocido:  
      sp. mol 
 
 
<220> 
<221> MOD_RES 
<222> (45)..(45) 
<223> Cualquier aminoácido 
 
<220> 
<221> MOD_RES 
<222> (113)..(113) 
<223> Cualquier aminoácido 
 
<400> 8 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Phe Phe Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Arg Asp Arg Thr Asn Gln Thr Gly Val Glu Pro Cys Tyr Gly  
            20                  25                  30           
 
 
Asp Lys Asp Lys His Arg His Cys Phe Ala Thr Trp Xaa Asn Ile Ser  
        35                  40                  45               
 
 
Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Arg Thr Asp Cys Ile Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Tyr Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Lys Phe Ser Thr  
                85                  90                  95       
 
 
Phe Pro Glu Met Glu Val Thr Gln Pro Thr Ser Asn Pro Val Thr Pro  
            100                 105                 110          
 
 
Xaa Ala Pro  
        115  
 



 
<210> 9 
<211> 115 
<212> PRT 
<213> Mus sp. 
 
 
<220> 
<221> MOD_RES 
<222> (45)..(45) 
<223> Cualquier aminoácido 
 
<220> 
<221> MOD_RES 
<222> (68)..(68) 
<223> Cualquier aminoácido 
 
<400> 9 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Phe Phe Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Arg Asp Arg Thr Asn Gln Thr Gly Val Glu Pro Cys Tyr Gly  
            20                  25                  30           
 
 
Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp Xaa Asn Ile Ser  
        35                  40                  45               
 
 
Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Xaa Thr Asp Cys Ile Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Tyr Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Lys Phe Ser Thr  
                85                  90                  95       
 
 
Phe Pro Glu Met Glu Val Thr Gln Pro Thr Ser Asn Pro Val Thr Pro  
            100                 105                 110          
 
 
Lys Pro Pro  
        115  
 
 
<210> 10 
<211> 115 
<212> PRT 
<213> Gallus gallus 
 
 
<220> 
<221> MOD_RES 
<222> (45)..(45) 
<223> Cualquier aminoácido 
 



<220> 
<221> MOD_RES 
<222> (113)..(113) 
<223> Cualquier aminoácido 
 
<400> 10 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Tyr Tyr Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Lys Asp Lys Thr Asn Arg Ser Gly Ile Glu Pro Cys Tyr Gly  
            20                  25                  30           
 
 
Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp Xaa Asn Ile Ser  
        35                  40                  45               
 
 
Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Arg Asn Asp Cys Ile Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Phe Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Arg Phe Phe Thr  
                85                  90                  95       
 
 
Phe Pro Glu Met Glu Val Thr Gln Pro Thr Ser Asn Pro Val Thr Pro  
            100                 105                 110          
 
 
Xaa Pro Pro  
        115  
 
 
<210> 11 
<211> 225 
<212> PRT 
<213> Homo sapiens 
 
<400> 11 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
1               5                   10                  15       
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
            20                  25                  30           
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
        35                  40                  45               
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
    50                  55                  60                   
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  



65                  70                  75                  80   
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
                85                  90                  95       
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
            100                 105                 110          
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
        115                 120                 125              
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
    130                 135                 140                  
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
145                 150                 155                 160  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
                165                 170                 175      
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
            180                 185                 190          
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
        195                 200                 205              
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
    210                 215                 220                  
 
 
Lys  
225  
 
 
<210> 12 
<211> 223 
<212> PRT 
<213> Homo sapiens 
 
<400> 12 
Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val  
1               5                   10                  15       
 
 
Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr  
            20                  25                  30           
 
 
Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu  
        35                  40                  45               
 
 



Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys  
    50                  55                  60                   
 
 
Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val Ser  
65                  70                  75                  80   
 
 
Val Leu Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys  
                85                  90                  95       
 
 
Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile  
            100                 105                 110          
 
 
Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro  
        115                 120                 125              
 
 
Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu  
    130                 135                 140                  
 
 
Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn  
145                 150                 155                 160  
 
 
Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser  
                165                 170                 175      
 
 
Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg  
            180                 185                 190          
 
 
Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu  
        195                 200                 205              
 
 
His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
    210                 215                 220              
 
 
<210> 13 
<211> 232 
<212> PRT 
<213> Homo sapiens 
 
<400> 13 
Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 



 
Val Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Lys Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   
 
 
Tyr Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr  
            180                 185                 190          
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Ile Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn Arg Phe Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210> 14 
<211> 279 
<212> PRT 
<213> Homo sapiens 
 
<400> 14 
Glu Leu Lys Thr Pro Leu Gly Asp Thr Thr His Thr Cys Pro Arg Cys  
1               5                   10                  15       
 
 
Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro  
            20                  25                  30           



 
 
Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro Glu  
        35                  40                  45               
 
 
Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro Ala Pro  
    50                  55                  60                   
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
65                  70                  75                  80   
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
                85                  90                  95       
 
 
Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Lys Trp Tyr Val Asp  
            100                 105                 110          
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
        115                 120                 125              
 
 
Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
    130                 135                 140                  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
145                 150                 155                 160  
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg  
                165                 170                 175      
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
            180                 185                 190          
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
        195                 200                 205              
 
 
Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu Asn Asn Tyr Asn  
    210                 215                 220                  
 
 
Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Ile Phe Ser  
                245                 250                 255      
 
 
Cys Ser Val Met His Glu Ala Leu His Asn Arg Phe Thr Gln Lys Ser  
            260                 265                 270          
 



 
Leu Ser Leu Ser Pro Gly Lys  
        275                  
 
 
<210> 15 
<211> 229 
<212> PRT 
<213> Homo sapiens 
 
<400> 15 
Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro Glu Phe  
1               5                   10                  15       
 
 
Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr  
            20                  25                  30           
 
 
Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val  
        35                  40                  45               
 
 
Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val  
    50                  55                  60                   
 
 
Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser  
65                  70                  75                  80   
 
 
Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu  
                85                  90                  95       
 
 
Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser  
            100                 105                 110          
 
 
Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro  
        115                 120                 125              
 
 
Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln  
    130                 135                 140                  
 
 
Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala  
145                 150                 155                 160  
 
 
Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr  
                165                 170                 175      
 
 
Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu  
            180                 185                 190          
 
 
Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser  
        195                 200                 205              



 
 
Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser  
    210                 215                 220                  
 
 
Leu Ser Leu Gly Lys  
225                  
 
 
<210> 16 
<211> 3 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Péptido 
      sintético 
 
<400> 16 
Gly Gly Gly  
1            
 
 
<210> 17 
<211> 4 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Péptido 
      sintético 
 
<400> 17 
Gly Gly Gly Gly  
1                
 
 
<210> 18 
<211> 5 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Péptido 
      sintético 
 
<400> 18 
Thr Gly Gly Gly Gly  
1               5    
 
 
<210> 19 
<211> 5 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Péptido 
      sintético 
 



<400> 19 
Ser Gly Gly Gly Gly  
1               5    
 
 
<210> 20 
<211> 4 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Péptido 
      sintético 
 
<400> 20 
Thr Gly Gly Gly  
1                
 
 
<210> 21 
<211> 4 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Péptido 
      sintético 
 
<400> 21 
Ser Gly Gly Gly  
1                
 
 
<210> 22 
<211> 5 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Péptido 
      sintético 
 
<400> 22 
Gly Gly Gly Gly Ser  
1               5    
 
 
<210> 23 
<211> 344 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Polipéptido 
      sintético 
 
<400> 23 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Phe Phe Asn Ala Asn  
1               5                   10                  15       
 
 



Trp Glu Lys Asp Arg Thr Asn Gln Thr Gly Val Glu Pro Cys Tyr Gly  
            20                  25                  30           
 
 
Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp Lys Asn Ile Ser  
        35                  40                  45               
 
 
Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Arg Thr Asp Cys Val Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Tyr Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Lys Phe Ser Tyr  
                85                  90                  95       
 
 
Phe Pro Glu Met Glu Val Thr Gln Pro Thr Ser Asn Pro Val Thr Pro  
            100                 105                 110          
 
 
Lys Pro Pro Thr Gly Gly Gly Thr His Thr Cys Pro Pro Cys Pro Ala  
        115                 120                 125              
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
    130                 135                 140                  
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
145                 150                 155                 160  
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
                165                 170                 175      
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
            180                 185                 190          
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
        195                 200                 205              
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
    210                 215                 220                  
 
 
Leu Pro Val Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
225                 230                 235                 240  
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr  
                245                 250                 255      
 
 
Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser  



            260                 265                 270          
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
        275                 280                 285              
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr  
    290                 295                 300                  
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
305                 310                 315                 320  
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
                325                 330                 335      
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
            340                  
 
 
<210> 24 
<211> 21 
<212> PRT 
<213> Apis sp. 
 
<400> 24 
Met Lys Phe Leu Val Asn Val Ala Leu Val Phe Met Val Val Tyr Ile  
1               5                   10                  15       
 
 
Ser Tyr Ile Tyr Ala  
            20       
 
 
<210> 25 
<211> 22 
<212> PRT 
<213> Homo sapiens 
 
<400> 25 
Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly  
1               5                   10                  15       
 
 
Ala Val Phe Val Ser Pro  
            20           
 
 
<210> 26 
<211> 20 
<212> PRT 
<213> Homo sapiens 
 
<400> 26 
Met Gly Ala Ala Ala Lys Leu Ala Phe Ala Val Phe Leu Ile Ser Cys  
1               5                   10                  15       
 
 



Ser Ser Gly Ala  
            20   
 
 
<210> 27 
<211> 369 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Polipéptido 
      sintético 
 
<400> 27 
Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly  
1               5                   10                  15       
 
 
Ala Val Phe Val Ser Pro Gly Ala Ala Ile Leu Gly Arg Ser Glu Thr  
            20                  25                  30           
 
 
Gln Glu Cys Leu Phe Phe Asn Ala Asn Trp Glu Lys Asp Arg Thr Asn  
        35                  40                  45               
 
 
Gln Thr Gly Val Glu Pro Cys Tyr Gly Asp Lys Asp Lys Arg Arg His  
    50                  55                  60                   
 
 
Cys Phe Ala Thr Trp Lys Asn Ile Ser Gly Ser Ile Glu Ile Val Lys  
65                  70                  75                  80   
 
 
Gln Gly Cys Trp Leu Asp Asp Ile Asn Cys Tyr Asp Arg Thr Asp Cys  
                85                  90                  95       
 
 
Val Glu Lys Lys Asp Ser Pro Glu Val Tyr Phe Cys Cys Cys Glu Gly  
            100                 105                 110          
 
 
Asn Met Cys Asn Glu Lys Phe Ser Tyr Phe Pro Glu Met Glu Val Thr  
        115                 120                 125              
 
 
Gln Pro Thr Ser Asn Pro Val Thr Pro Lys Pro Pro Thr Gly Gly Gly  
    130                 135                 140                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
145                 150                 155                 160  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                165                 170                 175      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            180                 185                 190          
 



 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        195                 200                 205              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
    210                 215                 220                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
225                 230                 235                 240  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Val Pro Ile Glu Lys  
                245                 250                 255      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            260                 265                 270          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        275                 280                 285              
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    290                 295                 300                  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
305                 310                 315                 320  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                325                 330                 335      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            340                 345                 350          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        355                 360                 365              
 
 
Lys  
     
 
 
<210> 28 
<211> 1114 
<212> DNA 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Polinucleótido 
      sintético 
 
<400> 28 
atggatgcaa tgaagagagg gctctgctgt gtgctgctgc tgtgtggagc agtcttcgtt       
60 



 
tcgcccggcg ccgctatact tggtagatca gaaactcagg agtgtctttt tttaatgcta      
120 
 
attgggaaaa agacagaacc aatcaaactg gtgttgaacc gtgttatggt gacaaagata      
180 
 
aacggcggca ttgttttgct acctggaaga atatttctgg ttccattgaa tagtgaaaca      
240 
 
aggttgttgg ctggatgata tcaactgcta tgacaggact gattgtgtag aaaaaaaaga      
300 
 
cagccctgaa gtatatttct gttgctgtga gggcaatatg tgtaatgaaa agttttctta      
360 
 
ttttccggag atggaagtca cacagcccac ttcaaatcca gttacaccta agccacccac      
420 
 
cggtggtgga actcacacat gcccaccgtg cccagcacct gaactcctgg ggggaccgtc      
480 
 
agtcttcctc ttccccccaa aacccaagga caccctcatg atctcccgga cccctgaggt      
540 
 
cacatgcgtg gtggtggacg tgagccacga agaccctgag gtcaagttca actggtacgt      
600 
 
ggacggcgtg gaggtgcata atgccaagac aaagccgcgg gaggagcagt acaacagcac      
660 
 
gtaccgtgtg gtcagcgtcc tcaccgtcct gcaccaggac tggctgaatg gcaaggagta      
720 
 
caagtgcaag gtctccaaca aagccctccc agtccccatc gagaaaacca tctccaaagc      
780 
 
caaagggcag ccccgagaac cacaggtgta caccctgccc ccatcccggg aggagatgac      
840 
 
caagaaccag gtcagcctga cctgcctggt caaaggcttc tatcccagcg acatcgccgt      
900 
 
ggagtgggag agcaatgggc agccggagaa caactacaag accacgcctc ccgtgctgga      
960 
 
ctccgacggc tccttcttcc tctatagcaa gctcaccgtg gacaagagca ggtggcagca     
1020 
 
ggggaacgtc ttctcatgct ccgtgatgca tgaggctctg cacaaccact acacgcagaa     
1080 
 
gagcctctcc ctgtctccgg gtaaatgaga attc                                 
1114 
 
 
<210> 29 
<211> 9 
<212> PRT 
<213> Secuencia artificial 
 



<220> 
<223> Descripción de la secuencia artificial: Péptido 
      sintético 
 
<400> 29 
Ile Leu Gly Arg Ser Glu Thr Gln Glu  
1               5                    
 
 
<210> 30 
<211> 329 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Polipéptido 
      sintético 
 
<400> 30 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Phe Phe Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Lys Asp Arg Thr Asn Gln Thr Gly Val Glu Pro Cys Tyr Gly  
            20                  25                  30           
 
 
Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp Lys Asn Ile Ser  
        35                  40                  45               
 
 
Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Arg Thr Asp Cys Val Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Tyr Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Lys Phe Ser Tyr  
                85                  90                  95       
 
 
Phe Pro Glu Met Thr Gly Gly Gly Thr His Thr Cys Pro Pro Cys Pro  
            100                 105                 110          
 
 
Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys  
        115                 120                 125              
 
 
Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val  
    130                 135                 140                  
 
 
Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr  
145                 150                 155                 160  
 
 
Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu  
                165                 170                 175      



 
 
Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His  
            180                 185                 190          
 
 
Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys  
        195                 200                 205              
 
 
Ala Leu Pro Val Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln  
    210                 215                 220                  
 
 
Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met  
225                 230                 235                 240  
 
 
Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro  
                245                 250                 255      
 
 
Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn  
            260                 265                 270          
 
 
Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu  
        275                 280                 285              
 
 
Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val  
    290                 295                 300                  
 
 
Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln  
305                 310                 315                 320  
 
 
Lys Ser Leu Ser Leu Ser Pro Gly Lys  
                325                  
 
 
<210> 31 
<211> 115 
<212> PRT 
<213> Homo sapiens 
 
<400> 31 
Gly Arg Gly Glu Ala Glu Thr Arg Glu Cys Ile Tyr Tyr Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Leu Glu Arg Thr Asn Gln Ser Gly Leu Glu Arg Cys Glu Gly  
            20                  25                  30           
 
 
Glu Gln Asp Lys Arg Leu His Cys Tyr Ala Ser Trp Arg Asn Ser Ser  
        35                  40                  45               
 
 
Gly Thr Ile Glu Leu Val Lys Lys Gly Cys Trp Leu Asp Asp Phe Asn  



    50                  55                  60                   
 
 
Cys Tyr Asp Arg Gln Glu Cys Val Ala Thr Glu Glu Asn Pro Gln Val  
65                  70                  75                  80   
 
 
Tyr Phe Cys Cys Cys Glu Gly Asn Phe Cys Asn Glu Arg Phe Thr His  
                85                  90                  95       
 
 
Leu Pro Glu Ala Gly Gly Pro Glu Val Thr Tyr Glu Pro Pro Pro Thr  
            100                 105                 110          
 
 
Ala Pro Thr  
        115  
 
 
<210> 32 
<211> 225 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Polipéptido 
      sintético 
 
<400> 32 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
1               5                   10                  15       
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
            20                  25                  30           
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
        35                  40                  45               
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
    50                  55                  60                   
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
65                  70                  75                  80   
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
                85                  90                  95       
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
            100                 105                 110          
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
        115                 120                 125              
 
 



Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
    130                 135                 140                  
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
145                 150                 155                 160  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
                165                 170                 175      
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
            180                 185                 190          
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
        195                 200                 205              
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
    210                 215                 220                  
 
 
Lys  
225  
 
 
<210> 33 
<211> 223 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Polipéptido 
      sintético 
 
<400> 33 
Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser Val  
1               5                   10                  15       
 
 
Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr  
            20                  25                  30           
 
 
Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu  
        35                  40                  45               
 
 
Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys  
    50                  55                  60                   
 
 
Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val Ser  
65                  70                  75                  80   
 
 
Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys  
                85                  90                  95       
 



 
Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile  
            100                 105                 110          
 
 
Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro  
        115                 120                 125              
 
 
Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu  
    130                 135                 140                  
 
 
Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn  
145                 150                 155                 160  
 
 
Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser  
                165                 170                 175      
 
 
Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg  
            180                 185                 190          
 
 
Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu  
        195                 200                 205              
 
 
His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
    210                 215                 220              
 
 
<210> 34 
<211> 232 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Polipéptido 
      sintético 
 
<400> 34 
Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro Ala  
1               5                   10                  15       
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
            20                  25                  30           
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
        35                  40                  45               
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Lys Trp Tyr Val  
    50                  55                  60                   
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
65                  70                  75                  80   



 
 
Tyr Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr Val Leu His Gln  
                85                  90                  95       
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
            100                 105                 110          
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro  
        115                 120                 125              
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr  
    130                 135                 140                  
 
 
Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser  
145                 150                 155                 160  
 
 
Asp Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu Asn Asn Tyr  
                165                 170                 175      
 
 
Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr  
            180                 185                 190          
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Ile Phe  
        195                 200                 205              
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn Arg Phe Thr Gln Lys  
    210                 215                 220                  
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
225                 230          
 
 
<210> 35 
<211> 229 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Polipéptido 
      sintético 
 
<400> 35 
Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro Glu Phe  
1               5                   10                  15       
 
 
Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr  
            20                  25                  30           
 
 
Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val  



        35                  40                  45               
 
 
Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val  
    50                  55                  60                   
 
 
Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser  
65                  70                  75                  80   
 
 
Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu  
                85                  90                  95       
 
 
Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser  
            100                 105                 110          
 
 
Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro  
        115                 120                 125              
 
 
Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln  
    130                 135                 140                  
 
 
Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala  
145                 150                 155                 160  
 
 
Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr  
                165                 170                 175      
 
 
Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu  
            180                 185                 190          
 
 
Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser  
        195                 200                 205              
 
 
Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser  
    210                 215                 220                  
 
 
Leu Ser Leu Gly Lys  
225                  
 
 
<210> 36 
<211> 115 
<212> PRT 
<213> Bos taurus 
 
 
<220> 
<221> MOD_RES 
<222> (45)..(45) 
<223> Cualquier aminoácido 



 
<220> 
<221> MOD_RES 
<222> (113)..(113) 
<223> Cualquier aminoácido 
 
<400> 36 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Phe Tyr Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Arg Asp Arg Thr Asn Arg Thr Gly Val Glu Ser Cys Tyr Gly  
            20                  25                  30           
 
 
Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp Xaa Asn Ile Ser  
        35                  40                  45               
 
 
Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Arg Thr Asp Cys Ile Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Tyr Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Arg Phe Ser Thr  
                85                  90                  95       
 
 
Phe Pro Glu Met Glu Val Thr Gln Pro Thr Ser Asn Pro Val Thr Pro  
            100                 105                 110          
 
 
Xaa Pro Pro  
        115  
 
 
<210> 37 
<211> 115 
<212> PRT 
<213> Tyto alba 
 
 
<220> 
<221> MOD_RES 
<222> (45)..(45) 
<223> Cualquier aminoácido 
 
<220> 
<221> MOD_RES 
<222> (113)..(113) 
<223> Cualquier aminoácido 
 
<400> 37 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Tyr Tyr Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Lys Asp Lys Thr Asn Arg Ser Gly Ile Glu Pro Cys Tyr Gly  



            20                  25                  30           
 
 
Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp Xaa Asn Ile Ser  
        35                  40                  45               
 
 
Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Arg Asn Asp Cys Ile Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Phe Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Arg Phe Phe Thr  
                85                  90                  95       
 
 
Phe Pro Glu Met Glu Val Thr Gln Pro Thr Ser Asn Pro Val Thr Pro  
            100                 105                 110          
 
 
Xaa Pro Pro  
        115  
 
 
<210> 38 
<211> 115 
<212> PRT 
<213> Myotis davidii 
 
 
<220> 
<221> MOD_RES 
<222> (45)..(45) 
<223> Cualquier aminoácido 
 
<400> 38 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Phe Tyr Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Arg Asp Lys Thr Asn Arg Thr Gly Ile Glu Pro Cys Tyr Gly  
            20                  25                  30           
 
 
Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp Xaa Asn Ile Ser  
        35                  40                  45               
 
 
Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Lys Thr Asp Cys Ile Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Tyr Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Arg Phe Ser Thr  
                85                  90                  95       



 
 
Phe Pro Glu Met Glu Val Thr Gln Pro Thr Ser Asn Pro Val Thr Pro  
            100                 105                 110          
 
 
Lys Pro Pro  
        115  
 
 
<210> 39 
 
<400> 39 
000 
 
 
<210> 40 
 
<400> 40 
000 
 
 
<210> 41 
<211> 343 
<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: Polipéptido 
      sintético 
 
<400> 41 
Ile Leu Gly Arg Ser Glu Thr Gln Glu Cys Leu Phe Phe Asn Ala Asn  
1               5                   10                  15       
 
 
Trp Glu Lys Asp Arg Thr Asn Gln Thr Gly Val Glu Pro Cys Tyr Gly  
            20                  25                  30           
 
 
Asp Lys Asp Lys Arg Arg His Cys Phe Ala Thr Trp Lys Asn Ile Ser  
        35                  40                  45               
 
 
Gly Ser Ile Glu Ile Val Lys Gln Gly Cys Trp Leu Asp Asp Ile Asn  
    50                  55                  60                   
 
 
Cys Tyr Asp Arg Thr Asp Cys Val Glu Lys Lys Asp Ser Pro Glu Val  
65                  70                  75                  80   
 
 
Tyr Phe Cys Cys Cys Glu Gly Asn Met Cys Asn Glu Lys Phe Ser Tyr  
                85                  90                  95       
 
 
Phe Pro Glu Met Glu Val Thr Gln Pro Thr Ser Asn Pro Val Thr Pro  
            100                 105                 110          
 
 
Lys Pro Pro Thr Gly Gly Gly Thr His Thr Cys Pro Pro Cys Pro Ala  



        115                 120                 125              
 
 
Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
    130                 135                 140                  
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
145                 150                 155                 160  
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
                165                 170                 175      
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
            180                 185                 190          
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
        195                 200                 205              
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
    210                 215                 220                  
 
 
Leu Pro Val Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
225                 230                 235                 240  
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr  
                245                 250                 255      
 
 
Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser  
            260                 265                 270          
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
        275                 280                 285              
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr  
    290                 295                 300                  
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
305                 310                 315                 320  
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
                325                 330                 335      
 
 
Ser Leu Ser Leu Ser Pro Gly  
            340              
 
 
<210> 42 
<211> 6 



<212> PRT 
<213> Secuencia artificial 
 
<220> 
<223> Descripción de la secuencia artificial: 
      6xhis tag sintético 
 
<400> 42 
His His His His His His  
1               5        
 
 
 
 
 
 
 
 
 
 
 
 
 
 


