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Fecha de produccion: 27-09-2022
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Titulo de la invencion: Moléculas de ARN

Cantidad total de secuencias: 318
Secuencias:

Numero de secuencias (ID): 1

Longitud: 623

Tipo de molécula: AA

Ubicacion de caracteristicas/Calificadores:

- fuente, 1.623
> mol_type, proteina
> organismo: virus de varicela zoster

Residuos:

MGTVNKPVVG VLMGFGIITG TLRITNPVRA SVLRYDDFHI DEDKLDTNSV
YEPYYHSDHA 60

ESSWVNRGES SRKAYDHNSP YIWPRNDYDG FLENAHEHHG VYNQGRGIDS
GERLMQPTQM 120



SAQEDLGDDT GIHVIPTLNG DDRHKIVNVD QRQYGDVFKG DLNPKPQGQR
LIEVSVEENH 180

PFTLRAPIQR IYGVRYTETW SFLPSLTCTG DAAPAIQHIC LKHTTCFQDV
VVDVDCAENT 240

KEDQLAEISY RFQGKKEADQ PWIVVNTSTL FDELELDPPE IEPGVLKVLR
TEKQYLGVYI 300

WNMRGSDGTS TYATFLVTWK GDEKTRNPTP AVTPQPRGAE FHMWNYHSHV
FSVGDTFSLA 360

MHLQYKIHEA PFDLLLEWLY VPIDPTCQPM RLYSTCLYHP NAPQCLSHMN
SGCTFTSPHL 420

AQRVASTVYQ NCEHADNYTA YCLGISHMEP SFGLILHDGG TTLKFVDTPE
SLSGLYVFVV 480

YFNGHVEAVA YTVVSTVDHF VNAIEERGFP PTAGQPPATT KPKEITPVNP
GTSPLIRYAA 540

WTGGLAAVVL LCLVIFLICT AKRMRVKAYR VDKSPYNQSM YYAGLPVDDF
EDSESTDTEE 600

EFGNAIGGSH GGSSYTVYID KTR 623

Numero de secuencias (ID): 2
Longitud: 546
Tipo de molécula: AA
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.546
> mol_type, proteina
> organismo: constructo sintético
Residuos:
MGTVNKPVVG VLMGFGIITG TLRITNPVRA SVLRYDDFHI DEDKLDTNSV
YEPYYHSDHA 60
ESSWVNRGES SRKAYDHNSP YIWPRNDYDG FLENAHEHHG VYNQGRGIDS
GERLMQPTQM 120
SAQEDLGDDT GIHVIPTLNG DDRHKIVNVD QRQYGDVFKG DLNPKPQGQR
LIEVSVEENH 180



PFTLRAPIQR IYGVRYTETW SFLPSLTCTG DAAPAIQHIC LKHTTCFQDV
VVDVDCAENT 240

KEDQLAEISY RFQGKKEADQ PWIVVNTSTL FDELELDPPE IEPGVLKVLR
TEKQYLGVYI 300

WNMRGSDGTS TYATFLVTWK GDEKTRNPTP AVTPQPRGAE FHMWNYHSHV
FSVGDTFSLA 360

MHLQYKIHEA PFDLLLEWLY VPIDPTCQPM RLYSTCLYHP NAPQCLSHMN
SGCTFTSPHL 420

AQRVASTVYQ NCEHADNYTA YCLGISHMEP SFGLILHDGG TTLKFVDTPE
SLSGLYVFVV 480

YFNGHVEAVA YTVVSTVDHF VNAIEERGFP PTAGQPPATT KPKEITPVNP
GTSPLIRYAA 540

WTGGLA 546

Numero de secuencias (ID): 3
Longitud: 623
Tipo de molécula: AA
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.623
> mol_type, proteina
> organismo: constructo sintético
Residuos:
MGTVNKPVVG VLMGFGIITG TLRITNPVRA SVLRYDDFHI DEDKLDTNSV
YEPYYHSDHA 60
ESSWVNRGES SRKAYDHNSP YIWPRNDYDG FLENAHEHHG VYNQGRGIDS
GERLMQPTQM 120
SAQEDLGDDT GIHVIPTLNG DDRHKIVNVD QRQYGDVFKG DLNPKPQGQR
LIEVSVEENH 180
PFTLRAPIQR IYGVRYTETW SFLPSLTCTG DAAPAIQHIC LKHTTCFQDV
VVDVDCAENT 240
KEDQLAEISY RFQGKKEADQ PWIVVNTSTL FDELELDPPE IEPGVLKVLR
TEKQYLGVYI 300



WNMRGSDGTS TYATFLVTWK GDEKTRNPTP AVTPQPRGAE FHMWNYHSHV
FSVGDTFSLA 360

MHLQYKIHEA PFDLLLEWLY VPIDPTCQPM RLYSTCLYHP NAPQCLSHMN
SGCTFTSPHL 420

AQRVASTVYQ NCEHADNYTA YCLGISHMEP SFGLILHDGG TTLKFVDTPE
SLSGLYVFVV 480

YFNGHVEAVA YTVVSTVDHF VNAIEERGFP PTAGQPPATT KPKEITPVNP
GTSPLIRYAA 540

WTGGLAAVVL LCLVIFLICT AKRMRVKAYR VDKSPYNQSM YAAGLPVDDF
EDSESTDTEE 600

EFGNAIGGSH GGSSYTVYID KTR 623

Numero de secuencias (ID): 4

Longitud: 581

Tipo de molécula: AA

Ubicacion de caracteristicas/Calificadores:

- fuente, 1.581
> mol_type, proteina
> organismo: constructo sintético

Residuos:

MGTVNKPVVG VLMGFGIITG TLRITNPVRA SVLRYDDFHI DEDKLDTNSV
YEPYYHSDHA 60

ESSWVNRGES SRKAYDHNSP YIWPRNDYDG FLENAHEHHG VYNQGRGIDS
GERLMQPTQM 120

SAQEDLGDDT GIHVIPTLNG DDRHKIVNVD QRQYGDVFKG DLNPKPQGQR
LIEVSVEENH 180

PFTLRAPIQR IYGVRYTETW SFLPSLTCTG DAAPAIQHIC LKHTTCFQDV
VVDVDCAENT 240

KEDQLAEISY RFQGKKEADQ PWIVVNTSTL FDELELDPPE IEPGVLKVLR
TEKQYLGVYI 300

WNMRGSDGTS TYATFLVTWK GDEKTRNPTP AVTPQPRGAE FHMWNYHSHV
FSVGDTFSLA 360



MHLQYKIHEA PFDLLLEWLY VPIDPTCQPM RLYSTCLYHP NAPQCLSHMN
SGCTFTSPHL 420

AQRVASTVYQ NCEHADNYTA YCLGISHMEP SFGLILHDGG TTLKFVDTPE
SLSGLYVFVV 480

YFNGHVEAVA YTVVSTVDHF VNAIEERGFP PTAGQPPATT KPKEITPVNP
GTSPLIRYAA 540

WTGGLAAVVL LCLVIFLICT AKRMRVKAYR VDKSPYNQSM Y 581

Numero de secuencias (ID): 5

Longitud: 538

Tipo de molécula: AA

Ubicacion de caracteristicas/Calificadores:

- fuente, 1.538
> mol_type, proteina
> organismo: constructo sintético

Residuos:

MGTVNKPVVG VLMGFGIITG TLRITNPVRA SVLRYDDFHI DEDKLDTNSV
YEPYYHSDHA 60

ESSWVNRGES SRKAYDHNSP YIWPRNDYDG FLENAHEHHG VYNQGRGIDS
GERLMQPTQM 120

SAQEDLGDDT GIHVIPTLNG DDRHKIVNVD QRQYGDVFKG DLNPKPQGQR
LIEVSVEENH 180

PFTLRAPIQR IYGVRYTETW SFLPSLTCTG DAAPAIQHIC LKHTTCFQDV
VVDVDCAENT 240

KEDQLAEISY RFQGKKEADQ PWIVVNTSTL FDELELDPPE IEPGVLKVLR
TEKQYLGVYI 300

WNMRGSDGTS TYATFLVTWK GDEKTRNPTP AVTPQPRGAE FHMWNYHSHV
FSVGDTFSLA 360

MHLQYKIHEA PFDLLLEWLY VPIDPTCQPM RLYSTCLYHP NAPQCLSHMN
SGCTFTSPHL 420

AQRVASTVYQ NCEHADNYTA YCLGISHMEP SFGLILHDGG TTLKFVDTPE
SLSGLYVFVV 480



YFNGHVEAVA YTVVSTVDHF VNAIEERGFP PTAGQPPATT KPKEITPVNP
GTSPLIRY 538

Numero de secuencias (ID): 6

Longitud: 608

Tipo de molécula: AA

Ubicacion de caracteristicas/Calificadores:

- fuente, 1.608
> mol_type, proteina
> organismo: constructo sintético

Residuos:

MGTVNKPVVG VLMGFGITG TLRITNPVRA SVLRYDDFHI DEDKLDTNSV
YEPYYHSDHA 60

ESSWVNRGES SRKAYDHNSP YIWPRNDYDG FLENAHEHHG VYNQGRGIDS
GERLMQPTQM 120

SAQEDLGDDT GIHVIPTLNG DDRHKIVNVD QRQYGDVFKG DLNPKPQGQR
LIEVSVEENH 180

PFTLRAPIQR IYGVRYTETW SFLPSLTCTG DAAPAIQHIC LKHTTCFQDV
VVDVDCAENT 240

KEDQLAEISY RFQGKKEADQ PWIVVNTSTL FDELELDPPE IEPGVLKVLR
TEKQYLGVYI 300

WNMRGSDGTS TYATFLVTWK GDEKTRNPTP AVTPQPRGAE FHMWNYHSHV
FSVGDTFSLA 360

MHLQYKIHEA PFDLLLEWLY VPIDPTCQPM RLYSTCLYHP NAPQCLSHMN
SGCTFTSPHL 420

AQRVASTVYQ NCEHADNYTA YCLGISHMEP SFGLILHDGG TTLKFVDTPE
SLSGLYVFVV 480

YFNGHVEAVA YTVVSTVDHF VNAIEERGFP PTAGQPPATT KPKEITPVNP
GTSPLIRYAA 540

WTGGLAAVVL LCLVIFLICT AKRMRVKAYR VDKSPYNQSM YYAGLPVGNA
IGGSHGGSSY 600

TVYIDKTR 608



Numero de secuencias (ID): 7

Longitud: 608

Tipo de molécula: AA

Ubicacion de caracteristicas/Calificadores:

- fuente, 1.608
> mol_type, proteina
> organismo: constructo sintético

Residuos:

MGTVNKPVVG VLMGFGITG TLRITNPVRA SVLRYDDFHI DEDKLDTNSV
YEPYYHSDHA 60

ESSWVNRGES SRKAYDHNSP YIWPRNDYDG FLENAHEHHG VYNQGRGIDS
GERLMQPTQM 120

SAQEDLGDDT GIHVIPTLNG DDRHKIVNVD QRQYGDVFKG DLNPKPQGQR
LIEVSVEENH 180

PFTLRAPIQR IYGVRYTETW SFLPSLTCTG DAAPAIQHIC LKHTTCFQDV
VVDVDCAENT 240

KEDQLAEISY RFQGKKEADQ PWIVVNTSTL FDELELDPPE IEPGVLKVLR
TEKQYLGVYI 300

WNMRGSDGTS TYATFLVTWK GDEKTRNPTP AVTPQPRGAE FHMWNYHSHV
FSVGDTFSLA 360

MHLQYKIHEA PFDLLLEWLY VPIDPTCQPM RLYSTCLYHP NAPQCLSHMN
SGCTFTSPHL 420

AQRVASTVYQ NCEHADNYTA YCLGISHMEP SFGLILHDGG TTLKFVDTPE
SLSGLYVFVV 480

YFNGHVEAVA YTVVSTVDHF VNAIEERGFP PTAGQPPATT KPKEITPVNP
GTSPLIRYAA 540

WTGGLAAVVL LCLVIFLICT AKRMRVKAAR VDKSPYNQSM YYAGLPVGNA
IGGSHGGSSY 600

TVYIDKTR 608

Numero de secuencias (ID): 8



Longitud: 573

Tipo de molécula: AA

Ubicacion de caracteristicas/Calificadores:

- fuente, 1.573
> mol_type, proteina
> organismo: constructo sintético

Residuos:

MGTVNKPVVG VLMGFGIITG TLRITNPVRA SVLRYDDFHI DEDKLDTNSV
YEPYYHSDHA 60

ESSWVNRGES SRKAYDHNSP YIWPRNDYDG FLENAHEHHG VYNQGRGIDS
GERLMQPTQM 120

SAQEDLGDDT GIHVIPTLNG DDRHKIVNVD QRQYGDVFKG DLNPKPQGQR
LIEVSVEENH 180

PFTLRAPIQR IYGVRYTETW SFLPSLTCTG DAAPAIQHIC LKHTTCFQDV
VVDVDCAENT 240

KEDQLAEISY RFQGKKEADQ PWIVVNTSTL FDELELDPPE IEPGVLKVLR
TEKQYLGVYI 300

WNMRGSDGTS TYATFLVTWK GDEKTRNPTP AVTPQPRGAE FHMWNYHSHV
FSVGDTFSLA 360

MHLQYKIHEA PFDLLLEWLY VPIDPTCQPM RLYSTCLYHP NAPQCLSHMN
SGCTFTSPHL 420

AQRVASTVYQ NCEHADNYTA YCLGISHMEP SFGLILHDGG TTLKFVDTPE
SLSGLYVFVV 480

YFNGHVEAVA YTVVSTVDHF VNAIEERGFP PTAGQPPATT KPKEITPVNP
GTSPLIRYAA 540

WTGGLAAVVL LCLVIFLICT AKRMRVKAAR VDK 573

Numero de secuencias (ID): 9

Longitud: 623

Tipo de molécula: AA

Ubicacion de caracteristicas/Calificadores:
- fuente, 1.623



> mol_type, proteina
> organismo: constructo sintético

Residuos:

MGTVNKPVVG VLMGFGITG TLRITNPVRA SVLRYDDFHI DEDKLDTNSV
YEPYYHSDHA 60

ESSWVNRGES SRKAYDHNSP YIWPRNDYDG FLENAHEHHG VYNQGRGIDS
GERLMQPTQM 120

SAQEDLGDDT GIHVIPTLNG DDRHKIVNVD QRQYGDVFKG DLNPKPQGQR
LIEVSVEENH 180

PFTLRAPIQR IYGVRYTETW SFLPSLTCTG DAAPAIQHIC LKHTTCFQDV
VVDVDCAENT 240

KEDQLAEISY RFQGKKEADQ PWIVVNTSTL FDELELDPPE IEPGVLKVLR
TEKQYLGVYI 300

WNMRGSDGTS TYATFLVTWK GDEKTRNPTP AVTPQPRGAE FHMWNYHSHV
FSVGDTFSLA 360

MHLQYKIHEA PFDLLLEWLY VPIDPTCQPM RLYSTCLYHP NAPQCLSHMN
SGCTFTSPHL 420

AQRVASTVYQ NCEHADNYTA YCLGISHMEP SFGLILHDGG TTLKFVDTPE
SLSGLYVFVV 480

YFNGHVEAVA YTVVSTVDHF VNAIEERGFP PTAGQPPATT KPKEITPVNP
GTSPLIRYAA 540

WTGGLAAVVL LCLVIFLICT AKRMRVKAAR VDKSPYNQSM YAAGLPVDDF
EDSESTDTEE 600

EFGNAIGGSH GGSSYTVYID KTR 623

Numero de secuencias (ID): 10
Longitud: 581
Tipo de molécula: AA
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.581
> mol_type, proteina

> organismo: constructo sintético
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Residuos:

MGTVNKPVVG VLMGFGIITG TLRITNPVRA SVLRYDDFHI DEDKLDTNSV
YEPYYHSDHA 60

ESSWVNRGES SRKAYDHNSP YIWPRNDYDG FLENAHEHHG VYNQGRGIDS
GERLMQPTQM 120

SAQEDLGDDT GIHVIPTLNG DDRHKIVNVD QRQYGDVFKG DLNPKPQGQR
LIEVSVEENH 180

PFTLRAPIQR IYGVRYTETW SFLPSLTCTG DAAPAIQHIC LKHTTCFQDV
VVDVDCAENT 240

KEDQLAEISY RFQGKKEADQ PWIVVNTSTL FDELELDPPE IEPGVLKVLR
TEKQYLGVYI 300

WNMRGSDGTS TYATFLVTWK GDEKTRNPTP AVTPQPRGAE FHMWNYHSHV
FSVGDTFSLA 360

MHLQYKIHEA PFDLLLEWLY VPIDPTCQPM RLYSTCLYHP NAPQCLSHMN
SGCTFTSPHL 420

AQRVASTVYQ NCEHADNYTA YCLGISHMEP SFGLILHDGG TTLKFVDTPE
SLSGLYVFVV 480

YFNGHVEAVA YTVVSTVDHF VNAIEERGFP PTAGQPPATT KPKEITPVNP
GTSPLIRYAA 540

WTGGLAAVVL LCLVIFLICT AKRMRVKAAR VDKSPYNQSM Y 581

Numero de secuencias (ID): 11
Longitud: 1246
Tipo de molécula: AA
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1246
> mol_type, proteina
> organismo: constructo sintético
Residuos:
MGTVNKPVVG VLMGFGITG TLRITNPVRA SVLRYDDFHI DEDKLDTNSV
YEPYYHSDHA 60
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ESSWVNRGES SRKAYDHNSP YIWPRNDYDG FLENAHEHHG VYNQGRGIDS
GERLMQPTQM 120

SAQEDLGDDT GIHVIPTLNG DDRHKIVNVD QRQYGDVFKG DLNPKPQGQR
LIEVSVEENH 180

PFTLRAPIQR IYGVRYTETW SFLPSLTCTG DAAPAIQHIC LKHTTCFQDV
VVDVDCAENT 240

KEDQLAEISY RFQGKKEADQ PWIVVNTSTL FDELELDPPE IEPGVLKVLR
TEKQYLGVYI 300

WNMRGSDGTS TYATFLVTWK GDEKTRNPTP AVTPQPRGAE FHMWNYHSHV
FSVGDTFSLA 360

MHLQYKIHEA PFDLLLEWLY VPIDPTCQPM RLYSTCLYHP NAPQCLSHMN
SGCTFTSPHL 420

AQRVASTVYQ NCEHADNYTA YCLGISHMEP SFGLILHDGG TTLKFVDTPE
SLSGLYVFVV 480

YFNGHVEAVA YTVVSTVDHF VNAIEERGFP PTAGQPPATT KPKEITPVNP
GTSPLIRYAA 540

WTGGLAAVVL LCLVIFLICT AKRMRVKAYR VDKSPYNQSM YYAGLPVDDF
EDSESTDTEE 600

EFGNAIGGSH GGSSYTVYID KTRMGTVNKP VVGVLMGFGI ITGTLRITNP
VRASVLRYDD 660

FHIDEDKLDT NSVYEPYYHS DHAESSWVNR GESSRKAYDH NSPYIWPRND
YDGFLENAHE 720

HHGVYNQGRG IDSGERLMQP TQMSAQEDLG DDTGIHVIPT LNGDDRHKIV
NVDQRQYGDV 780

FKGDLNPKPQ GQRLIEVSVE ENHPFTLRAP IQRIYGVRYT ETWSFLPSLT
CTGDAAPAIQ 840

HICLKHTTCF QDVVVDVDCA ENTKEDQLAE ISYRFQGKKE ADQPWIVVNT
STLFDELELD 900

PPEIEPGVLK VLRTEKQYLG VYIWNMRGSD GTSTYATFLV TWKGDEKTRN
PTPAVTPQPR 960

GAEFHMWNYH SHVFSVGDTF SLAMHLQYKI HEAPFDLLLE WLYVPIDPTC
QPMRLYSTCL 1020
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YHPNAPQCLS HMNSGCTFTS PHLAQRVAST VYQNCEHADN YTAYCLGISH
MEPSFGLILH 1080

DGGTTLKFVD TPESLSGLYV FVVYFNGHVE AVAYTVVSTV DHFVNAIEER
GFPPTAGQPP 1140

ATTKPKEITP VNPGTSPLIR YAAWTGGLAA VVLLCLVIFL ICTAKRMRVK
AYRVDKSPYN 1200

QSMYYAGLPV DDFEDSESTD TEEEFGNAIG GSHGGSSYTV YIDKTR 1246

Numero de secuencias (ID): 12
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, ADN gendémico

> organismo: Virus de varicela zoster
Residuos:
atggggacag ttaataaacc tgtggtgggg gtattgatgg ggttcggaat tatcacggga 60
acgttgcgta taacgaatcc ggtcagagca tccgtcttge gatacgatga ttttcacatc 120
gatgaagaca aactggatac aaactccgta tatgagcctt actaccattc agatcatgcg 180
gagtcttcat gggtaaatcg gggagagtct tcgcgaaaag cgtacgatca taactcacct 240
tatatatggc cacgtaatga ttatgatgga tttttagaga acgcacacga acaccatggg 300
gtgtataatc agggccgtgg tatcgatagc ggggaacggt taatgcaacc cacacaaatg 360
tctgcacagg aggatcttgg ggacgatacg ggcatccacg ttatccctac gttaaacgge 420
gatgacagac ataaaattgt aaatgtggac caacgtcaat acggtgacgt gtttaaagga 480
gatcttaatc caaaacccca aggccaaaga ctcattgagg tgtcagtgga agaaaatcac 540
ccgtttactt tacgcgcacc gattcagcgg atttatggag tccggtacac cgagacttgg 600
agctttttgce cgtcattaac ctgtacggga gacgcagcgce ccgcecatcca geatatatge 660
ttaaaacata caacatgctt tcaagacgtg gtggtggatg tggattgcgc ggaaaatact 720
aaagaggatc agttggccga aatcagttac cgttticaag gtaagaagga agcggaccaa 780
ccgtggattg ttgtaaacac gagcacactg tttgatgaac tcgaattaga cccccccgag 840
attgaaccgg gtgtcttgaa agtactticgg acagaaaaac aatacttggg tgtgtacatt 900
tggaacatgc gcggctccga tggtacgtct acctacgceca cgtttttggt cacctggaaa 960
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ggggatgaaa aaacaagaaa ccctacgccc gcagtaactc ctcaaccaag aggggctgag 1020
tttcatatgt ggaattacca ctcgcatgta ttttcagttg gtgatacgtt tagcttggca 1080
atgcatcttc agtataagat acatgaagcg ccatttgatt tgctgttaga gtggttgtat 1140
gtccccatcg atcctacatg tcaaccaatg cggttatatt ctacgtgttt gtatcatccc 1200
aacgcacccc aatgcctcte tcatatgaat tccggttgta catttacctc gccacattta 1260
gcccagcegtg ttgcaagcac agtgtatcaa aattgtgaac atgcagataa ctacaccgca 1320
tattgtctgg gaatatctca tatggagcct agctttggtc taatcttaca cgacgggggce 1380
accacgttaa agtttgtaga tacacccgag agtttgtcgg gattatacgt ttttgtggtg 1440
tattttaacg ggcatgttga agccgtagca tacactgttg tatccacagt agatcatttt 1500
gtaaacgcaa ttgaagagcg tggatttccg ccaacggccg gtcagccacc ggegactact 1560
aaacccaagg aaattacccc cgtaaacccc ggaacgtcac cacttatacg atatgccgca 1620
tggaccggag ggcttgcagc agtagtactt ttatgtctcg taatattttt aatctgtacg 1680
gctaaacgaa tgagggttaa agcctatagg gtagacaagt ccccgtataa ccaaagcatg 1740
tattacgctg gccttccagt ggacgatttc gaggactcgg aatctacgga tacggaagaa 1800
gagtttggta acgcgattgg agggagtcac gggggttcga gttacacggt gtatatagat 1860
aagacccgg 1869

Numero de secuencias (ID): 13
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacaggce 60
accctgegga tcaccaatcc tgtgegggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gcaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
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gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagcccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgctc ctgecatcca gcacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca gcetgtgacce ctcaacctag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagcctggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgctgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccee 1200
aacgctcccce agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagceac agtgtaccag aattgcgage acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcec tgatcctgca cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttcect ccaactgetg gacagcctcec tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggcctacaga gtggacaaga gcccttacaa ccagagcatg 1740
tactacgccg gectgectgt ggacgacttc gaggatagcg agagcaccga caccgaggag 1800
gagttcggca acgccattgg aggatctcac ggcggcagcea gctataccgt gtacatcgac 1860
aagacccgg 1869

Numero de secuencias (ID): 14
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
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> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggceat catcaccgge 60
accctgcgca tcaccaaccc cgtgegegec agegtgetge getacgacga cttccacate 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacageccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gecaccacgge 300
gtgtacaacc agggccgcegg catcgacage ggcgagcegcec tgatgcagec cacccagatg 360
agcgceccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cectgaacggce 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaaggge 480
gacctgaacc ccaagcccca gggccagcegce ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccc tgegegeccce catccagegce atctacggceg tgcgetacac cgagacctgg 600
agcttcctge ccagcectgac ctgcaccgge gacgecgecc ccgecatcca geacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcgce cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggatceg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccccecgag 840
atcgagcccg gegtgcetgaa ggtgcetgege accgagaagce agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcga cggcaccagce acctacgceca ccttcetggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccecc gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gecgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgctgcetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca geacctgect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggcetgca ccttcaccag cccccacctg 1260
gcccagcegceg tggccagcac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagcecc agcettcggcec tgatcetgca cgacggegge 1380
accaccctga agttcgtgga caccccecgag agectgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccgtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagceg cggcttcecee cccaccgecg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccce ggcaccagec ccctgatceg ctacgecgec 1620
tggaccggceg gectggeegce cgtggtgcetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgegcegtgaa ggcctaccge gtggacaaga geccctacaa ccagagceatg 1740
tactacgccg gectgeccgt ggacgacttc gaggacagcg agagcaccga caccgaggag 1800
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gagttcggca acgccatcgg cggcagcecac ggecggecagca getacaccgt gtacatcgac 1860
aagacccgc 1869

Numero de secuencias (ID): 15
Longitud: 1638
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1638

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggeat catcacagge 60
accctgegga tcaccaatcc tgtgcgggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gcaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacgge 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagcccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgctc ctgecatcca gcacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca getgtgacce ctcaacctag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagcctggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgctgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccce 1200
aacgctcccc agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
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gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcc tgatcctgea cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttcect ccaactgetg gacagcctcec tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgct 1620
tggacaggcg gactggct 1638

Numero de secuencias (ID): 16
Longitud: 1638
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1638

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggce gtgctgatgg gettcggceat catcaccgge 60
accctgcgca tcaccaaccc cgtgegcegec agegtgetge getacgacga cttccacate 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggce ttcctggaga acgecccacga gecaccacgge 300
gtgtacaacc agggccgcgg catcgacage ggcgagegcc tgatgcagec cacccagatg 360
agcgcccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacgge 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggccagcegc ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccce tgegegeccce catccagege atctacggeg tgegetacac cgagacctgg 600
agcttcctge ccagcectgac ctgcaccggce gacgecgcecce ccgecatcca geacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcgce cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggatceg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccccecgag 840
atcgagcccg gegtgctgaa ggtgctgege accgagaagc agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcega cggcaccagce acctacgeca ccttectggt gacctggaag 960
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ggcgacgaaa agacccgcaa ccccaccece gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gecgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgetgctgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca geacctgect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggcetgca ccttcaccag cccccacctg 1260
gcccagcegceg tggccagcac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcettcggcec tgatcetgeca cgacggegge 1380
accaccctga agttcgtgga caccccecgag agcctgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccgtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagceg cggcttccece cccaccgecg gecagceccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccce ggcaccagec ccctgateceg ctacgecgec 1620

tggaccggceg gectggcece 1638

Numero de secuencias (ID): 17
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggeat catcacagge 60
accctgcgga tcaccaatcc tgtgcgggcet agegtgetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gecaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagcccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttctge ccagectgac atgtaccggg gatgcecgcete ctgecatcca geacatttge 660
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ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca gcetgtgacce ctcaacctag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gegatacctt tagectggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgetgcetgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccee 1200
aacgctcccc agtgectgag ccacatgaat agcggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagceac agtgtaccag aattgcgage acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggec tgatcctgca cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttcect ccaactgetg gacagcctcec tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcc cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggcctacaga gtggacaaga gcccttacaa ccagagcatg 1740
tacgccgceceg gectgectgt ggacgacttc gaggatageg agagcaccga caccgaggag 1800
gagttcggca acgccattgg aggatctcac ggcggcagcea gctataccgt gtacatcgac 1860
aagacccgg 1869

Numero de secuencias (ID): 18
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggeat catcaccgge 60
accctgcegca tcaccaaccc cgtgcgcegcec agegtgcetge getacgacga cttccacatc 120
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gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gecaccacgge 300
gtgtacaacc agggccgcgg catcgacagce ggcgagegcc tgatgcagec cacccagatg 360
agcgcccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacgge 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggccagcegc ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccce tgegegeccce catccagege atctacggeg tgegetacac cgagacctgg 600
agcttcctge ccagcectgac ctgcaccggce gacgecgecce ccgecatcca geacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcge cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggatceg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccccecgag 840
atcgagcccg gegtgctgaa ggtgcetgege accgagaagce agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcega cggcaccagce acctacgceca ccttectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccecc gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgectgetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca geacctgect gtaccaccee 1200
aacgcccccc agtgcectgag ccacatgaac agcggcetgca ccttcaccag cccccacctg 1260
gcccagcegceg tggccagcac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcettcggcec tgatcetgca cgacggegge 1380
accaccctga agttcgtgga cacccccgag agectgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccgtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagcg cggcttcecee cccaccgecg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccc ggcaccagcc ccctgatceg ctacgecgec 1620
tggaccggceg gectggeege cgtggtgetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgegcegtgaa ggcctaccge gtggacaaga geccctacaa ccagagceatg 1740
tacgccgcceg gectgeeegt ggacgacttc gaggacageg agagcaccga caccgaggag 1800
gagttcggca acgccatcgg cggcagecac ggcggcagca getacaccgt gtacatcgac 1860
aagacccgc 1869

Numero de secuencias (ID): 19
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Longitud: 1743
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1743

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacagge 60
accctgegga tcaccaatcc tgtgcgggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gcaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggeg tgegcetatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgctc ctgecatcca gcacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca getgtgacce ctcaacctag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagectggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgetgga atggcetgtac 1140
gtgcccatcg atcctacctg ccagectatg cggctgtact ccacctgtct gtatcaccce 1200
aacgctcccc agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagceac agtgtaccag aattgcgage acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggec tgatcctgca cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
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gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgcet 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggcctacaga gtggacaaga gcccttacaa ccagagcatg 1740
tac 1743

Numero de secuencias (ID): 20
Longitud: 1743
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1743

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggce gtgctgatgg gettcggceat catcaccgge 60
accctgcgca tcaccaaccc cgtgegegec agegtgetge getacgacga cttccacate 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gcaccacgge 300
gtgtacaacc agggccgcegg catcgacage ggcgagcegcec tgatgcagec cacccagatg 360
agcgceccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacggce 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaaggge 480
gacctgaacc ccaagcccca gggccagcegce ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccce tgegegeccce catccagege atctacggeg tgegetacac cgagacctgg 600
agcttcctge ccagcectgac ctgcaccgge gacgecgecce ccgecatcca gecacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcgce cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggateg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccecceccgag 840
atcgagcccg gegtgcetgaa ggtgcetgege accgagaagce agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcga cggcaccagce acctacgceca ccttcectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccece gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
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atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgetgcetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gcacctgect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggctgea ccttcaccag cccccacctg 1260
gcccagcegceg tggecageac cgtgtaccag aactgcgagce acgecgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcttcggec tgatcctgeca cgacggegge 1380
accaccctga agttcgtgga caccccecgag agectgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccgtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagceg cggcttcecee cccaccgeeg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccc ggcaccagcc ccctgatceg ctacgecgec 1620
tggaccggceg gectggeegce cgtggtgcetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgegegtgaa ggcectaccge gtggacaaga geccctacaa ccagagcatg 1740
tac 1743

Numero de secuencias (ID): 21
Longitud: 1743
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1743

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggce gtgctgatgg gettcggceat catcaccgge 60
accctgcgca tcaccaaccc cgtgegegcec agegtgetge getacgacga cttccacate 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gecaccacgge 300
gtgtacaacc agggccgcegg catcgacage ggcgagcegcec tgatgcagec cacccagatg 360
agcgceccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacggce 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaaggge 480
gacctgaacc ccaagcccca gggccagcegce ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccce tgegegeccce catccagege atctacggeg tgegetacac cgagacctgg 600
agcttcctge ccagcectgac ctgcaccggce gacgecgcecce ccgecatcca geacatetge 660
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ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcgce cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggateg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccecceccgag 840
atcgagcccg gegtgcetgaa ggtgcetgege accgagaagce agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcga cggcaccagce acctacgceca ccttcetggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccece gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgetgcetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gcacctgect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggcetgca ccttcaccag cccccacctg 1260
gcccagcegceg tggecageac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcttcggec tgatcctgca cgacggegge 1380
accaccctga agttcgtgga caccccecgag agcctgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccgtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagceg cggcttccece cccaccgecg gecagceccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccce ggcaccagec ccctgateceg ctacgecgec 1620
tggaccggceg gectggeegce cgtggtgcetg ctgtgectgg tgattttcct aatatgcacc 1680
gccaagcgca tgegegtgaa ggcectaccge gtggacaaga geccctacaa ccagagcatg 1740
tac 1743

Numero de secuencias (ID): 22
Longitud: 1614
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1614
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggeat catcacagge 60
accctgcgga tcaccaatcc tgtgcgggcet agegtgetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
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tacatctggc cccggaacga ctacgatggc ttcctggaaa atgeccacga gecaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcgce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagcccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgcete ctgecatcca geacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca getgtgacce ctcaacctag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gegatacctt tagectggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgctgga atggctgtac 1140
gtgcccatceg atcctacctg ccagcectatg cggcetgtact ccacctgtet gtatcaccee 1200
aacgctcccc agtgectgag ccacatgaat agcggctgcea ccttcacaag ccctcacctg 1260
gctcagcgag tggccagceac agtgtaccag aattgcgage acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggec tgatcctgca cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcc tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttcect ccaactgetg gacagcctcec tgccaccacc 1560

aagcctaaag aaatcacacc cgtgaatccc ggcacaagcc cactgatcag atac 1614

Numero de secuencias (ID): 23
Longitud: 1614
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1614
> mol_type, otro ADN
> organismo: constructo sintético

Residuos:
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atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggceat catcaccgge 60
accctgcgca tcaccaaccc cgtgcgcegcec agegtgcetge getacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gcaccacgge 300
gtgtacaacc agggccgcegg catcgacage ggcgagcegcec tgatgcagec cacccagatg 360
agcgceccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cectgaacggce 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggccagcegc ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccc tgegegeccce catccagege atctacggceg tgcgetacac cgagacctgg 600
agcttcctge ccagectgac ctgcaccgge gacgeccgcecc ccgecatcca gcacatcetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcge cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggateg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccecceccgag 840
atcgagcccg gegtgcetgaa ggtgcetgege accgagaagce agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcga cggcaccagce acctacgceca ccttcectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccecc gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgctgetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gcacctgect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggctgcea ccttcaccag cccccacctg 1260
gcccagcegceg tggecageac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcttcggec tgatcctgeca cgacggegge 1380
accaccctga agttcgtgga caccccecgag agcctgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccgtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagcg cggcttcecee cccaccgecg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccc ggcaccagcc ccctgatceg ctac 1614

Numero de secuencias (ID): 24

Longitud: 1824

Tipo de molécula: ADN

Ubicacion de caracteristicas/Calificadores:
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- fuente, 1.1824

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggeat catcacagge 60
accctgegga tcaccaatcc tgtgcgggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gecaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacgge 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga agagaatcac 540
cccttcacac tgagagcccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgctc ctgccatcca gcacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca getgtgacce ctcaacctag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagecctggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgctgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccce 1200
aacgctcccce agtgectgag ccacatgaat agcggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcc tgatcctgea cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttcect ccaactgetg gacagcctcec tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
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gccaagcgga tgagagtgaa ggcctacaga gtggacaaga gcccttacaa ccagagcatg 1740
tactacgccg gectgectgt gggaaatgcec atcggaggat ctcacggegg cagcagctat 1800
accgtgtaca tcgacaagac ccgg 1824

Numero de secuencias (ID): 25
Longitud: 1824
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1824

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacagge 60
accctgegga tcaccaatcc tgtgcgggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gcaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacgge 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga agagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggeg tgegcetatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgctc ctgecatcca gcacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcgce cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca gcetgtgacce ctcaacctag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagcctggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgetgcetgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccce 1200
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aacgctcccce agtgectgag ccacatgaat agcggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcc tgatcctgea cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agcctgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggccgcecaga gtggacaaga geccttacaa ccagagcatg 1740
tactacgccg gectgectgt gggaaatgec atcggaggat ctcacggegg cagcagctat 1800
accgtgtaca tcgacaagac ccgg 1824

Numero de secuencias (ID): 26
Longitud: 1824
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1824

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggeat catcaccgge 60
accctgcgca tcaccaaccc cgtgegegec agegtgetge getacgacga cttccacate 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagecce 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gecaccacgge 300
gtgtacaacc agggccgcegg catcgacage ggcgagcegcec tgatgcagec cacccagatg 360
agcgceccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacggce 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggccagcegce ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccc tgegegeccc catccagege atctacggeg tgcgetacac cgagacctgg 600
agcttcctge ccagcectgac ctgcaccgge gacgecgecce ccgecatcca geacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcgce cgagaacacc 720
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aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggateg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccecceccgag 840
atcgagcccg gegtgctgaa ggtgctgege accgagaagc agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcga cggcaccagce acctacgceca ccttcectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccecc gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgetgctgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gcacctgcect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggctgea ccttcaccag cccccacctg 1260
gcccagcegceg tggecageac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcttcggec tgatcctgca cgacggegge 1380
accaccctga agttcgtgga cacccccgag agectgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccgtggcc tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagceg cggcttcecee cccaccgecg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccce ggcaccagec ccctgateceg ctacgecgec 1620
tggaccggceg gectggeegce cgtggtgcetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgcgegtgaa ggccgeccgce gtggacaaga geccctacaa ccagagcatg 1740
tactacgccg gectgecegt gggcaacgcec atcggeggcea geccacggegg cagcagcetac 1800

accgtgtaca tcgacaagac ccgc 1824

Numero de secuencias (ID): 27
Longitud: 1719
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1719
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggeat catcacagge 60
accctgcgga tcaccaatcc tgtgcgggcet agegtgetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
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tacatctggc cccggaacga ctacgatggc ttcctggaaa atgeccacga gecaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcgce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagcccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgcete ctgecatcca geacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca getgtgacce ctcaacctag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gegatacctt tagectggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgctgga atggctgtac 1140
gtgcccatceg atcctacctg ccagcectatg cggcetgtact ccacctgtet gtatcaccee 1200
aacgctcccc agtgectgag ccacatgaat agcggctgcea ccttcacaag ccctcacctg 1260
gctcagcgag tggccagceac agtgtaccag aattgcgage acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggec tgatcctgca cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcc tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttcect ccaactgetg gacagcctcec tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcc cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggccgcecaga gtggacaag 1719

Numero de secuencias (ID): 28
Longitud: 1719
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1719
> mol_type, otro ADN
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> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggceat catcaccgge 60
accctgcgca tcaccaaccc cgtgegegec agegtgetge getacgacga cttccacate 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacageccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gecaccacgge 300
gtgtacaacc agggccgcegg catcgacage ggcgagcegcec tgatgcagec cacccagatg 360
agcgceccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cectgaacggce 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaaggge 480
gacctgaacc ccaagcccca gggccagcegce ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccc tgegegeccce catccagegce atctacggceg tgcgetacac cgagacctgg 600
agcttcctge ccagcectgac ctgcaccgge gacgecgecc ccgecatcca geacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcgce cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggatceg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccccecgag 840
atcgagcccg gegtgcetgaa ggtgcetgege accgagaagce agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcga cggcaccagce acctacgceca ccttcetggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccecc gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gecgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgctgcetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca geacctgect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggcetgca ccttcaccag cccccacctg 1260
gcccagcegceg tggccagcac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagcecc agcettcggcec tgatcetgca cgacggegge 1380
accaccctga agttcgtgga caccccecgag agectgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccgtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagceg cggcttcecee cccaccgecg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccce ggcaccagec ccctgatceg ctacgecgec 1620
tggaccggceg gectggeegce cgtggtgcetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgcgcegtgaa ggecgeccge gtggacaag 1719
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Numero de secuencias (ID): 29
Longitud: 1719
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1719

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtcgtggge gtgctgatgg gettcggcat catcaccgge 60
accctgcgga tcaccaatcc tgtgcgggcec agegtgctga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtcaacag aggcgagtcc agccggaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgacggc ttcctggaaa atgcccacga gecaccacgge 300
gtgtacaacc agggcagagg catcgacagc ggcgagagac tgatgcagcc cacccagatg 360
agcgcccagg aagatctggg cgacgacacc ggcatccacg tgatccctac cctgaacgge 420
gacgaccggc acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggacagcegg ctgattgagg tgtccgtgga agagaaccac 540
cccttcaccc tgagagcccc tatccagegg atctacggeg tgcgctatac cgagacttgg 600
agcttcctge ccagectgac ctgtactgge gacgecgcte ctgeccatcca geacatctge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggacg tggactgcgc cgagaacacc 720
aaagaggacc agctggccga gatcagctac cggttccagg gcaagaaaga ggccgaccag 780
ccctggateg tcgtgaacac cagcaccctg ttcgacgagce tggaactgga ccectccegag 840
atcgaacccg gggtgctgaa ggtgetgcgg accgagaagce agtacctggg agtgtacatc 900
tggaacatgc ggggcagcga cggcacctct acctacgeca ccttectcgt gacctggaag 960
ggcgacgaga aaacccggaa ccctacccct gecgtgaccce ctcagectag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgacacctt ctcectggee 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgetgga atggcetgtac 1140
gtgcccatcg accctacctg ccagceccatg cggctgtact ccacctgtct gtaccaccee 1200
aacgcccctc agtgectgag ccacatgaat agcggctgcea ccttcaccag cectcacctg 1260
gctcagaggg tggccagcac cgtgtaccag aattgcgage acgccgacaa ctacaccgec 1320
tactgcctgg gcatcagcca catggaaccc agcettcggcec tgatcetgea cgatggegge 1380
accaccctga agttcgtgga cacccctgag tccetgageg gectgtacgt gttegtggtg 1440
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tacttcaacg gccacgtgga agccgtggcc tacaccgtgg tgtccaccgt ggaccacttc 1500
gtgaacgcca tcgaggaacg gggcttcect ccaactgcetg gacagcectcc tgeccaccacc 1560
aagcccaaag aaatcacccc tgtgaacccc ggcaccagcec cactgetgeg ctatgetget 1620
tggacaggcg gactggctgc tgtggtgctg ctgtgccteg tgattttcct gatctgcacc 1680
gccaagcgga tgagagtgaa ggccgcecaga gtggacaag 1719

Numero de secuencias (ID): 30
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggeat catcacagge 60
accctgcgga tcaccaatcc tgtgcgggcet agegtgetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gcaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttctge ccagectgac atgtaccggg gatgcecgcete ctgecatcca geacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca gcetgtgacce ctcaacctag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gegatacctt tagectggec 1080
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atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgetgcetgga atggcetgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccce 1200
aacgctcccc agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagceac agtgtaccag aattgcgage acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggec tgatcctgca cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggccgccaga gtggacaaga geccttacaa ccagagcatg 1740
tacgccgceceg gectgectgt ggacgacttc gaggatageg agagcaccga caccgaggag 1800
gagttcggca acgccattgg aggatctcac ggcggcagcea gctataccgt gtacatcgac 1860
aagacccgg 1869

Numero de secuencias (ID): 31
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggeat catcaccgge 60
accctgcegca tcaccaaccc cgtgcgcegcec agegtgcetge getacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gecaccacgge 300
gtgtacaacc agggccgcgg catcgacagce ggcgagegcc tgatgcagec cacccagatg 360
agcgcccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacgge 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggccagcegc ctgatcgagg tgagegtgga ggagaaccac 540
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cccttcaccce tgegegeccce catccagege atctacggeg tgegetacac cgagacctgg 600
agcttcctge ccagcectgac ctgcaccggce gacgecgcecce ccgecatcca geacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcgce cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggatceg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccccecgag 840
atcgagcccg gegtgctgaa ggtgctgege accgagaagc agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcega cggcaccagce acctacgeca ccttectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccece gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgctgetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca geacctgect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggcetgca ccttcaccag cccccacctg 1260
gcccagcegceg tggccagcac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagcecc agcettcggcec tgatcetgca cgacggegge 1380
accaccctga agttcgtgga cacccccgag agcctgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccegtggcc tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagceg cggcttccece cccaccgecg gecagceccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccce ggcaccagec ccctgateceg ctacgecgec 1620
tggaccggceg gectggeegce cgtggtgcetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgegcegtgaa ggecgeccge gtggacaaga geccctacaa ccagagcatg 1740
tacgccgcceg gectgeeegt ggacgacttc gaggacageg agagcaccga caccgaggag 1800
gagttcggca acgccatcgg cggcagecac ggcggcagca getacaccgt gtacatcgac 1860
aagacccgc 1869

Numero de secuencias (ID): 32
Longitud: 1743
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1743
> mol_type, otro ADN
> organismo: constructo sintético

Residuos:
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atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacagge 60
accctgegga tcaccaatcc tgtgcgggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gcaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggeg tgegcetatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgctce ctgecatcca gcacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca gcetgtgacce ctcaacctag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagecctggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgctgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccce 1200
aacgctcccce agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagceac agtgtaccag aattgcgage acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggec tgatcctgca cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggccgccaga gtggacaaga geccttacaa ccagagcatg 1740
tac 1743

Numero de secuencias (ID): 33
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Longitud: 1743
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1743

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggceat catcaccgge 60
accctgcegca tcaccaaccc cgtgcgcegcec agegtgcetge getacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gcaccacgge 300
gtgtacaacc agggccgcegg catcgacage ggcgagcegcec tgatgcagec cacccagatg 360
agcgceccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacggce 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaaggge 480
gacctgaacc ccaagcccca gggccagcegce ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccc tgegegceccc catccagege atctacggceg tgcgetacac cgagacctgg 600
agcttcctge ccagectgac ctgcaccgge gacgeccgcecc ccgecatcca gcacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcge cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggateg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccecceccgag 840
atcgagcccg gegtgcetgaa ggtgcetgege accgagaagce agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcga cggcaccagce acctacgceca ccttcectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccece gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgetgcetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gecacctgcect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggctgea ccttcaccag cccccacctg 1260
gcccagcegceg tggecageac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcttcggec tgatcctgeca cgacggegge 1380
accaccctga agttcgtgga caccccecgag agcctgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccgtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
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gtgaacgcca tcgaggagceg cggcttccee cccaccgecg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccc ggcaccagcc ccctgatceg ctacgecgec 1620
tggaccggceg gectggecge cgtggtgetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgcgegtgaa ggccgeccge gtggacaaga geccctacaa ccagagcatg 1740
tac 1743

Numero de secuencias (ID): 34
Longitud: 4331
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.4331

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggeat catcacagge 60
accctgcgga tcaccaatcc tgtgcgggcet agegtgetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gcaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagcccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttctge ccagectgac atgtaccggg gatgcecgcete ctgecatcca geacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca getgtgacce ctcaacctag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gegatacctt tagectggec 1080
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atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgetgcetgga atggcetgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccce 1200
aacgctcccc agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagceac agtgtaccag aattgcgage acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggec tgatcctgca cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggcctacaga gtggacaaga gcccttacaa ccagagcatg 1740
tactacgccg gectgectgt ggacgacttc gaggatagcg agagcaccga caccgaggag 1800
gagttcggca acgccattgg aggatctcac ggcggcagcea gctataccgt gtacatcgac 1860
aagacccggt gatgacccct cteccteeee ccecectaac gttactggece gaagecgcett 1920
ggaataaggc cggtgtgcgt ttgtctatat gttattttcc accatattgce cgtctttigg 1980
caatgtgagg gcccggaaac ctggcecectgt cticttgacg agcattccta ggggtctttc 2040
ccctctcgec aaaggaatge aaggtetgtt gaatgtcgtg aaggaagceag ttectctgga 2100
agcttcttga agacaaacaa cgtctgtagc gaccctttgc aggcagegga accecccacc 2160
tggcgacagg tgcctctgcg gccaaaagcec acgtgtataa gatacacctg caaaggeggce 2220
acaaccccag tgccacgttg tgagttggat agttgtggaa agagtcaaat ggctctcctc 2280
aagcgtattc aacaaggggc tgaaggatgc ccagaaggta ccccattgta tgggatctga 2340
tctggggcct cggtgcacat getttacatg tgtttagtcg aggttaaaaa aacgtctagg 2400
ccccccgaac cacggggacg tggttttect ttgaaaaaca cgatgataag cttgccacaa 2460
ccatgggcac tgtcaacaag ccggttgttg gggtgctcat ggggttcggce atcatcaccg 2520
gtacactcag gattacaaat cctgtacgcg cgagtgtctt gcggtacgac gatttccata 2580
tcgatgaaga taagctcgac acgaactccg tgtacgagcc ttattatcat tctgatcatg 2640
cggagtcgtc atgggtgaat cggggtgagt cttccaggaa ggcttatgat cataacagcc 2700
catacatatg gcctcgtaat gattatgacg gcttcctgga gaacgceccat gagcaccacg 2760
gtgtctataa ccaaggtcga gggatagact ctggggaaag gctgatgcag cctacccaga 2820
tgtcggcaca ggaggaccta ggggatgaca ctggcatcca tgtcatccce acgctcaatg 2880
gcgacgaccg ccataagatc gtgaatgtgg accagcggca gtacggggat gtcttcaaag 2940
gagaccttaa ccctaagccc caagggcagc ggttgataga ggtctcecgtt gaagaaaatc 3000
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atccctttac tctgegggct cccattcaac geatctatgg ggtccgctat actgagacgt 3060
ggtecttctt gececgtecctg acctgtacag gtgatgetge cceccgctatt cageatatat 3120
gcctcaagca tactacttgc tttcaggacg ttgtggtcga tgtcgattge gctgagaaca 3180
cgaaggagga tcagttagct gagatttcct atcggttcca gggtaaaaag gaggecgatc 3240
agccgtggat agtggtgaac acttcaaccc tattcgacga gcttgaattg gaccctceceg 3300
agatcgaacc cggcgtectg aaggttctga gaacagagaa gcagtatctt ggggtatata 3360
tctggaatat gcggggcagce gacggcacgt ccacctatge aaccttcttg gtgacatgga 3420
agggcgatga gaagacacgt aaccccactc cggctgtgac accacagccg cgaggcegcetg 3480
agttccacat gtggaattat cattcccatg tattcagtgt tggggatacg ttctctctgg 3540
ccatgcacct ccagtacaag atacacgagg cgccctttga tcttttactg gagtggctgt 3600
atgtgccaat cgatcctaca tgtcaaccga tgaggttgta ttccacttgt ttatatcacc 3660
caaacgctcc tcagtgtttg agtcatatga acagtggatg tacctttaca tcaccccatc 3720
tggcacagag ggtggcctcc acggtctatc agaattgtga acacgcagac aactatacag 3780
cctactgtct ggggatcagc cacatggagc ctagcttcgg getgatactc cacgacggtg 3840
ggaccacctt aaagttcgtg gatactcccg agtctttgag tggtctgtat gtgtttgtgg 3900
tttattttaa tggacacgtg gaggcggtgg cgtacacggt ggtcagcaca gttgaccact 3960
tcgtgaatgce catcgaggag cgggggttce cgectacgge tgggcaacca ccegctacca 4020
cgaagcccaa ggagattact cctgtgaatc ctgggacatc acctcttatc aggtacgccg 4080
cgtggaccgg tggcecttgee geagttgtte ttetgtgtct ggtgattttc ttgatctgca 4140
ccgcaaagcg gatgcgggtc aaggcttacc gggtcgacaa gagtccttac aatcagagta 4200
tgtactacgc gggcctcecg gtagacgact ttgaggactc tgagtcgacc gacacagaag 4260
aagaattcgg caacgccatc ggggggagcec atggtggcte ctcctacacg gtgtatattg 4320
ataagaccag g 4331

Numero de secuencias (ID): 35
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético

Residuos:
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atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacagge 60
accctgegga tcaccaatcc tgtgcgggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gcaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga agagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggeg tgegcetatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgctce ctgecatcca gcacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca gcetgtgacce ctcaacctag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagecctggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgctgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccce 1200
aacgctcccce agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagceac agtgtaccag aattgcgage acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggec tgatcctgca cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggcctacaga gtggacaaga gcccttacaa ccagagcatg 1740
tactacgccg gectgectgt ggacgacttc gaggatagcg agagcaccga caccgaggaa 1800
gagttcggca acgccattgg aggatctcac ggcggcagcea gctataccgt gtacatcgac 1860
aagacccgg 1869
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Numero de secuencias (ID): 36
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc cgtagtgggg gtcctgatgg ggttcgggat catcacgggg 60
actctgcgga tcactaatce ggttagggcc tetgtgetge getatgacga cttccacatt 120
gatgaggata agctggacac aaatagcgta tatgagccat attaccatag cgatcatgct 180
gagtcttcct gggtgaatag gggtgagtct tcccgcaagg cttatgatca caatagtcca 240
tacatctggc cccggaatga ctatgatggc tttcttgaga acgcccacga geatcatggt 300
gtttacaacc aggggcgcegg aattgacagt ggagagaggt tgatgcagcc tactcagatg 360
tccgctcagg aggatctggg cgacgacact ggtatccatg tgattccgac cttaaacggt 420
gatgaccggc ataagatcgt gaatgtggat caaaggcaat atggtgatgt gtttaagggg 480
gatcttaatc ctaaacctca aggacagagg ttgattgagg tctctgtgga ggaaaatcat 540
cctttcactc tgcgtgegec catacagaga atctatggag ttcgatacac cgaaacctgg 600
tettttctge ctagtctgac atgcactggg gacgecgcecc cggcegattca gecacatatge 660
ctgaagcata ccacctgctt ccaggacgtg gtggtggatg tggattgtgc cgagaatacc 720
aaggaggatc aactcgccga aatctcatac aggttccagg gcaagaagga ggccgaccag 780
ccgtggatcg tcgtcaatac aagtactctt tttgacgagc tggagctcga tccacctgag 840
atcgagccag gtgtgctgaa agtgttgegt actgaaaaac agtatctcgg agtttatatt 900
tggaacatga ggggctctga tggtacaagc acatacgcaa cctttctggt gacatggaaa 960
ggcgacgaga aaactcgtaa ccccacccect getgtgactc cacagectcg gggggecgag 1020
tttcacatgt ggaactacca ttctcacgtg tttagtgtgg gtgacacatt ttcccteget 1080
atgcacctgc agtacaagat ccatgaagcc ccctttgatc ttctgetgga gtggctctac 1140
gtgccgatag atccaacttg tcagcccatg aggttgtaca gtacgtgctt gtaccacccec 1200
aacgcccccc aatgtctgag ccatatgaac tccgggtgea cattcacgtc accccatctt 1260
gcccagcegtg ttgegtccac ggtgtatcag aactgcgagce acgcagataa ttacaccgec 1320
tattgccttg gecatctcaca catggaacct agttttggcec tgatcctcca tgacggegga 1380
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actactctca aattcgtgga tacccctgag tctctgtccg gectgtacgt gtttgttgta 1440
tacttcaacg gccatgtgga ggcetgtggceg tacactgttg tgagcactgt cgatcacttt 1500
gtgaatgcta tcgaggaaag aggctttcct ccgacagcetg gacagccgcc tgccaccact 1560
aagcccaagg agatcacacc tgtcaatccc ggaacctcge cactgataag gtatgccgec 1620
tggaccggceg gettggecge tgtggtgctt ttgtgtttag ttattttttt gatttgcact 1680
gcgaaacgca tgcgagttaa ggcataccgg gtggataagt cgccctacaa ccagtctatg 1740
tactatgccg ggctccecgt ggacgatttt gaggactcag agagcacgga cacagaggag 1800
gagttcggga acgcgatagg ggggtcccac ggggggtect cctacaccgt gtacatagac 1860
aagactcgg 1869

Numero de secuencias (ID): 37
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc ggttgttggg gtgctcatgg ggttcggceat catcaccggt 60
acactcagga ttacaaatcc tgtacgcgcg agtgtcttge ggtacgacga tttccatatc 120
gatgaagata agctcgacac gaactccgtg tacgagcctt attatcattc tgatcatgeg 180
gagtcgtcat gggtgaatcg gggtgagtct tccaggaagg cttatgatca taacagccca 240
tacatatggc ctcgtaatga ttatgacggc ttcctggaga acgcccatga gcaccacggt 300
gtctataacc aaggtcgagg gatagactct ggggaaaggc tgatgcagcc tacccagatg 360
tcggcacagg aggacctagg ggatgacact ggcatccatg tcatccccac gcetcaatgge 420
gacgaccgcc ataagatcgt gaatgtggac cagcggcagt acggggatgt cttcaaagga 480
gaccttaacc ctaagcccca agggcagegg ttgatagagg tctecgttga agaaaatcat 540
ccctttactce tgegggctcece cattcaacgce atctatgggg tcegctatac tgagacgtgg 600
tecttettge cgtecctgac ctgtacaggt gatgetgecc cegctattca geatatatge 660
ctcaagcata ctacttgctt tcaggacgtt gtggtcgatg tcgattgege tgagaacacg 720
aaggaggatc agttagctga gatttcctat cggttccagg gtaaaaagga ggccgatcag 780
ccgtggatag tggtgaacac ttcaacccta ttcgacgagc ttgaattgga ccctcccgag 840
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atcgaacccg gcgtcctgaa ggttctgaga acagagaagc agtatcttgg ggtatatatc 900
tggaatatgc ggggcagcga cggcacgtcc acctatgcaa ccttcttggt gacatggaag 960
ggcgatgaga agacacgtaa ccccactccg getgtgacac cacagccgceg aggcegcetgag 1020
ttccacatgt ggaattatca ttcccatgta ttcagtgttg gggatacgtt ctctctggec 1080
atgcacctcc agtacaagat acacgaggcg ccctttgatc ttttactgga gtggctgtat 1140
gtgccaatcg atcctacatg tcaaccgatg aggttgtatt ccacttgttt atatcaccca 1200
aacgctcctc agtgtttgag tcatatgaac agtggatgta cctttacatc accccatctg 1260
gcacagaggg tggcctccac ggtctatcag aattgtgaac acgcagacaa ctatacagcc 1320
tactgtctgg ggatcagcca catggagcct agcettcgggce tgatactcca cgacggtggg 1380
accaccttaa agttcgtgga tactcccgag tetttgagtg gtctgtatgt gtttgtggtt 1440
tattttaatg gacacgtgga ggcggtggcg tacacggtgg tcagcacagt tgaccacttc 1500
gtgaatgcca tcgaggagcg ggggttcccg cctacggcetg ggcaaccacce cgctaccacg 1560
aagcccaagg agattactcc tgtgaatcct gggacatcac ctcttatcag gtacgecgeg 1620
tggaccggtg gcecttgecgce agttgttctt ctgtgtctgg tgattttctt gatctgcace 1680
gcaaagcgga tgcgggtcaa ggcttaccgg gtcgacaaga gtccttacaa tcagagtatg 1740
tactacgcgg gcctcceggt agacgacttt gaggactctg agtcgaccga cacagaagaa 1800
gaattcggca acgccatcgg ggggagccat ggtggctect cctacacggt gtatattgat 1860
aagaccagg 1869

Numero de secuencias (ID): 38
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atggggacag ttaataaacc tgtggtgggg gtattgatgg ggttcggaat tatcacggga 60
acgttgcgta taacgaatcc ggtcagagca tcegtcttge gatacgatga ttttcacatc 120
gatgaagaca aactggatac aaactccgta tatgagcctt actaccattc agatcatgcg 180
gagtcttcat gggtaaatcg gggagagtct tcgcgaaaag cgtacgatca taactcacct 240
tatatatggc cacgtaatga ttatgatgga tttttagaga acgcacacga acaccatggg 300
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gtgtataatc agggccgtgg tatcgatagc ggggaacggt taatgcaacc cacacaaatg 360
tctgcacagg aggatctigg ggacgatacg ggcatccacg ttatccctac gttaaacgge 420
gatgacagac ataaaattgt aaatgtggac caacgtcaat acggtgacgt gtttaaagga 480
gatcttaatc caaaacccca aggccaaaga ctcattgagg tgtcagtgga agaaaatcac 540
ccgtttactt tacgcgcacc gattcagcgg atttatggag tccggtacac cgagacttgg 600
agctttttgce cgtcattaac ctgtacggga gacgcagcgce ccgcecatcca geatatatge 660
ttaaaacata caacatgctt tcaagacgtg gtggtggatg tggattgcgc ggaaaatact 720
aaagaggatc agttggccga aatcagttac cgttttcaag gtaagaagga agcggaccaa 780
ccgtggattg ttgtaaacac gagcacactg tttgatgaac tcgaattaga ccccccecgag 840
attgaaccgg gtgtcttgaa agtacttcgg acagaaaaac aatacttggg tgtgtacatt 900
tggaacatgc gcggcetececga tggtacgtct acctacgcca cgtttttggt cacctggaaa 960
ggggatgaaa aaacaagaaa ccctacgccc gcagtaactc ctcaaccaag aggggctgag 1020
tttcatatgt ggaattacca ctcgcatgta ttttcagttg gtgatacgtt tagcttggca 1080
atgcatcttc agtataagat acatgaagcg ccatttgatt tgctgttaga gtggttgtat 1140
gtccccatcg atcctacatg tcaaccaatg cggttatatt ctacgtgttt gtatcatccc 1200
aacgcacccc aatgcctctc tcatatgaat tccggttgta catttacctc gccacattta 1260
gcccagcegtg ttgcaagcac agtgtatcaa aattgtgaac atgcagataa ctacaccgca 1320
tattgtctgg gaatatctca tatggagcct agctttggtc taatcttaca cgacggggge 1380
accacgttaa agtttgtaga tacacccgag agtttgtcgg gattatacgt ttttgtggtg 1440
tattttaacg ggcatgttga agccgtagca tacactgttg tatccacagt agatcatttt 1500
gtaaacgcaa ttgaggaacg tggatttccg ccaacggcecg gtcagccacc ggcgactact 1560
aaacccaagg aaattacccc cgtaaacccc ggaacgtcac cacttatacg atatgccgca 1620
tggaccggag ggcttgcagc agtagtactt ttatgtctcg taatattttt aatctgtacg 1680
gctaaacgaa tgagggttaa agcctatagg gtagacaagt ccccgtataa ccaaagcatg 1740
tattacgctg gccttccagt ggacgatttc gaggactcgg aatctacgga tacggaagaa 1800
gagtttggta acgcgattgg agggagtcac gggggttcga gttacacggt gtatatagat 1860
aagacccgg 1869

Numero de secuencias (ID): 39

Longitud: 1869

Tipo de molécula: ADN

Ubicacion de caracteristicas/Calificadores:
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- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc ggttgttggg gtgctcatgg ggttcggceat catcaccggt 60
acactcagga ttacaaatcc tgtacgcgcg agtgtcttge ggtacgacga tttccatatc 120
gatgaagata agctcgacac gaactccgtg tacgagcctt attatcattc tgatcatgeg 180
gagtcgtcat gggtgaatcg gggtgagtct tccaggaagg cttatgatca taacagccca 240
tacatatggc ctcgtaatga ttatgacggc ttcctggaga acgcccatga gcaccacggt 300
gtctataacc aaggtcgagg gatagactct ggggaaaggc tgatgcagcc tacccagatg 360
tcggcacagg aggacctagg ggatgacact ggcatccatg tcatccccac getcaatgge 420
gacgaccgcc ataagatcgt gaatgtggac cagcggcagt acggggatgt cttcaaagga 480
gaccttaacc ctaagcccca agggcagegg ttgatagagg tctccgttga agaaaatcat 540
ccctttactce tgegggctcece cattcaacgce atctatgggg tcegctatac tgagacgtgg 600
tecttettge cgtecctgac ctgtacaggt gatgetgecc cegctattca geatatatge 660
ctcaagcata ctacttgctt tcaggacgtt gtggtcgatg tcgattgege tgagaacacg 720
aaggaggatc agttagctga gatttcctat cggttccagg gtaaaaagga ggccgatcag 780
ccgtggatag tggtgaacac ttcaacccta ttcgacgagc ttgaattgga ccctcccgag 840
atcgaacccg gcgtcctgaa ggttctgaga acagagaagce agtatcttgg ggtatatatc 900
tggaatatgc ggggcagcga cggcacgtcc acctatgcaa ccttcttggt gacatggaag 960
ggcgatgaga agacacgtaa ccccactccg getgtgacac cacagccgceg aggcegcetgag 1020
ttccacatgt ggaattatca ttcccatgta ttcagtgttg gggatacgtt ctctctggec 1080
atgcacctcc agtacaagat acacgaggcg ccctttgatc ttttactgga gtggctgtat 1140
gtgccaatcg atcctacatg tcaaccgatg aggttgtatt ccacttgttt atatcaccca 1200
aacgctcctc agtgtttgag tcatatgaac agtggatgta cctttacatc accccatctg 1260
gcacagaggg tggcctccac ggtctatcag aattgtgaac acgcagacaa ctatacagcc 1320
tactgtctgg ggatcagcca catggagcct agcettcgggce tgatactcca cgacggtggg 1380
accaccttaa agttcgtgga tactcccgag tetttgagtg gtctgtatgt gtttgtggtt 1440
tattttaatg gacacgtgga ggcggtggcg tacacggtgg tcagcacagt tgaccacttc 1500
gtgaatgcca tcgaggagcg ggggttcceg cctacggcetg ggcaaccacce cgctaccacg 1560
aagcccaagg agattactcc tgtgaatcct gggacatcac ctcttatcag gtacgecgeg 1620
tggaccggtg gcecttgecgce agttgttctt ctgtgtctgg tgattttctt gatctgcace 1680
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gcaaagcgga tgcgggtcaa ggcttaccgg gtcgacaaga gtccttacaa tcagagtatg 1740
tactacgcgg gcctceecggt agacgacttt gaggactctg agtcgaccga cacagaagaa 1800
gaattcggca acgccatcgg ggggagccat ggtggctect cctacacggt gtatattgat 1860
aagaccagg 1869

Numero de secuencias (ID): 40
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggtactg tgaataagcc tgtggtgggg gttctaatgg ggttcgggat catcactgga 60
acactgagga ttaccaatcc cgttagggcc tcegtgetge gttacgatga cttccacatc 120
gacgaggata agctggatac caattcagtt tatgagcctt actaccactc tgatcacgcc 180
gagagctctt gggtgaatcg gggggagtcc tctaggaaag cctatgatca taattctcca 240
tatatatggc caagaaatga ttatgatggt tttctggaga atgcacacga acatcacggc 300
gtttataacc aaggtcgtgg gattgactcg ggcgagcegtc tgatgcaacc cactcagatg 360
tccgcetcagg aagacctggg cgatgacact gggattcatg tgattccaac tettaatgge 420
gacgatcgcc ataagattgt gaatgtggat cagagacagt atggagatgt gtttaagggc 480
gatctgaatc cgaagcccca gggtcagaga ctcatcgaag tgagtgtgga ggaaaaccat 540
ccctttactc tgagggctcc gattcagcgce atctacggtg tgcgcetacac tgagacttgg 600
agtttcctge cgtctttgac ttgcacaggt gacgcetgecc ccgctattca geatatttge 660
ctcaagcaca caacatgctt ccaggatgtt gtggttgacg tggattgcgc agagaacacc 720
aaagaggatc aattggccga aatctcctat cgtttccaag gaaagaagga ggctgatcag 780
ccttggattg tggttaatac ctctaccttg ttcgatgagce tggagctcga tcctcctgag 840
atcgagcccg gegtgttgaa ggttctcagg actgagaagce agtatttggg ggtgtacatc 900
tggaatatgc ggggtagtga cggaacgtcc acctacgcca cttttcttgt gacctggaaa 960
ggcgatgaga agacacgtaa ccctacccct getgtgactc cacagccaag gggtgcggag 1020
ttccacatgt ggaattatca cagtcacgtg tttagcgttg gcgatacgtt cagtctggca 1080
atgcatctgc agtataagat acacgaggcg ccctttgatc ttctgctaga atggttgtat 1140
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gtcccaattg atccaacctg tcagectatg aggctgtaca geacttgtct gtaccatect 1200
aacgctcctc aatgtctttc gcacatgaac agtgggtgca ccttcacatc tccgeatctg 1260
gcgcagaggg tggcectccac cgtctatcag aattgcgaac acgccgataa ctataccgct 1320
tattgtctgg ggattagcca catggagcecc agetttgggce tgatcectgeca cgacggtggg 1380
acgactctga agtttgtgga cactccagag tctctcageg gtttgtacgt gttcgtggtg 1440
tatttcaatg ggcatgtcga ggccgtggcec tacaccgttg taagtactgt ggatcacttt 1500
gtgaatgcta tcgaggagcg tggcttcccg cccacggegg gacagecgcec tgeccacgacg 1560
aagcccaagg agatcactcc agtgaatcct ggtacatcgce ctttgatacg gtacgcagcec 1620
tggactggtg gtctggctgc tgtcgtgcte ttatgtctgg tgatctttct gatttgtact 1680
gctaagcgga tgcgagtgaa ggcttatcgg gtcgataaga geccatacaa tcagagcatg 1740
tactatgctg gtctcectgt ggatgatttt gaagatagtg agagcacaga cactgaggag 1800
gagtttggca atgccatcgg tggtagccac ggcggatctt cttacactgt ctatatcgac 1860
aagactcgt 1869

Numero de secuencias (ID): 41
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
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tcatttctge cctegcttac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 42
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:

atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
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acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctcc aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgecactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gcegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgeca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gcgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869
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Numero de secuencias (ID): 43
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgcetgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttetetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
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tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 44
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
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tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttetetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctettatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 45
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
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agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecce ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 46

Longitud: 1869

Tipo de molécula: ADN

Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
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> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgeca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagcccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
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tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 47
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgcte ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
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aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 48
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctee aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
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ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 49
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
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gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 50
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Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac gctatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgecactggt gacgcetgecc ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
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gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 51
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcectt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgccc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gcegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
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ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttetetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 52
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
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gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecce ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gecgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagcccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 53
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
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> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcttac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcceg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
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gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 54
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
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gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgecgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 55
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
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aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat cccecctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 56
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
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gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctcc aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gecgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaacccec cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 57
Longitud: 1869
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Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgcetgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
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aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 58
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctec aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgeggag 1020



72

ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat cccecctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 59
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ticttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
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gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaacccec cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 60
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN

> organismo: constructo sintético
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Residuos:

atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcectt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecc ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
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aagactcgg 1869

Numero de secuencias (ID): 61
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttetetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
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tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 62
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac gctatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgecactggt gacgcetgecc ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
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ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectcgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat cccecctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 63
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
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tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctee aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaacccec cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 64
Longitud: 1869
Tipo de molécula: ADN
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Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecc ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagcecccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
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tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 65
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcectt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
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atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 66
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcec tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
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ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttetetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaacccec cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 67
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético

Residuos:
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atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac gctatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgcte ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagee 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869



84

Numero de secuencias (ID): 68
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcageccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
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actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctettatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 69
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgcetgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
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atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gecgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 70
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
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gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 71

Longitud: 1869

Tipo de molécula: ADN

Ubicacion de caracteristicas/Calificadores:
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- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgcccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgcte ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaacccec cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcageec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
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gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 72
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
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gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 73
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
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tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tcccccggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgaccce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggctgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagcccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat cccecctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 74
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:

atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
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acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctcc aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgecactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gcegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagee 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869
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Numero de secuencias (ID): 75
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
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tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 76
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
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tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 77
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
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agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgcetgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gecgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggctgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 78

Longitud: 1869

Tipo de molécula: ADN

Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
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> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctcc aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaacccec cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
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tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 79
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac gctatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ticttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gcegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
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aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 80
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
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cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 81
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120



101

gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gcgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgecgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 82
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Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcectt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactggt gacgcetgecc ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgeca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
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gtgaacgcca ttgaggagcg ggggttcceg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 83
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcectt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
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ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 84
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
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gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecc ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gecgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtattg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 85
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
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> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgeca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
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gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 86
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgaccce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
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gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 87
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetcc aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
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aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgeca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 88
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
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gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctee aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tcccccggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gcgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 89
Longitud: 1869
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Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgcetgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcgceg tggcttccac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
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aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcageec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 90
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgaccce cacagecgeg tggggecgag 1020
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tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 91
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
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gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctcc aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcageccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 92
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN

> organismo: constructo sintético
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Residuos:

atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgcetgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat cccecctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
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aagacgagg 1869

Numero de secuencias (ID): 93
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctee aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
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tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 94
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgcetgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
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ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat cccecctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 95
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctitcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
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tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagcccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 96
Longitud: 1869
Tipo de molécula: ADN
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Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgcetgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gcgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
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tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 97
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ticttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctec aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgeca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
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atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 98
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
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ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 99
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético

Residuos:
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atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869
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Numero de secuencias (ID): 100
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgecactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgaccce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
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accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500

gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560

aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 101
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ticttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
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atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 102
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
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gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcageccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgecgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 103

Longitud: 1869

Tipo de molécula: ADN

Ubicacion de caracteristicas/Calificadores:



129

- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgctgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttccac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgcetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
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gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 104
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
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gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 105
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc cgtagtgggg gtcctgatgg ggttcgggat catcacgggg 60
actctgcgga tcactaatce ggttagggcc tetgtgetge getatgacga cttccacatt 120
gatgaggata agctggacac aaatagcgta tatgagccat attaccatag cgatcatgct 180
gagtcttcct gggtgaatag gggtgagtct tcccgcaagg cttatgatca caatagtcca 240
tacatctggc cccggaatga ctatgatggc tttcttgaga acgcccacga geatcatggt 300
gtttacaacc aggggcgcegg aattgacagt ggagagaggt tgatgcagcc tactcagatg 360
tccgctcagg aggatctggg cgacgacact ggtatccatg tgattccgac cttaaacggt 420
gatgaccggc ataagatcgt gaatgtggat caaaggcaat atggtgatgt gtttaagggg 480
gatcttaatc ctaaacctca aggacagagg ttgattgagg tctctgtgga ggaaaatcat 540
cctttcactc tgegtgecgece catacagaga atctatggag ttcgatacac cgaaacctgg 600
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tettttctge ctagtctgac atgcactggg gacgecgcecc cggcegattca gecacatatge 660
ctgaagcata ccacctgctt ccaggacgtg gtggtggatg tggattgtgc cgagaatacc 720
aaggaggatc aactcgccga aatctcatac aggttccagg gcaagaagga ggccgaccag 780
ccgtggatcg tcgtcaatac aagtactctt tttgacgagc tggagctcga tccacctgag 840
atcgagccag gtgtgctgaa agtgttgcgt actgaaaaac agtatctcgg agtttatatt 900
tggaacatga ggggctctga tggtacaagc acatacgcaa cctttctggt gacatggaaa 960
ggcgacgaga aaactcgtaa ccccacccect getgtgactc cacagectcg gggggecgag 1020
tttcacatgt ggaactacca ttctcacgtg tttagtgtgg gtgacacatt ttcccteget 1080
atgcacctgc agtacaagat ccatgaagcc ccctttgatc ttctgectgga gtggctctac 1140
gtgccgatag atccaacttg tcagcccatg aggttgtaca gtacgtgctt gtaccacccec 1200
aacgcccccc aatgtctgag ccatatgaac tccgggtgea cattcacgtc accccatctt 1260
gcccagegtg ttgegtecac ggtgtatcag aactgcgage acgcagataa ttacaccgec 1320
tattgccttg gecatctcaca catggaacct agttttggcec tgatcctcca tgacggegga 1380
actactctca aattcgtgga tacccctgag tctctgtccg gectgtacgt gtttgttgta 1440
tacttcaacg gccatgtgga ggctgtggceg tacactgttg tgagcactgt cgatcacttt 1500
gtgaatgcta tcgaggaaag aggctttcct ccgacagcetg gacagcecgcec tgccaccact 1560
aagcccaagg agatcacacc tgtcaatccc ggaacctcge cactgataag gtatgccgec 1620
tggaccggceg gettggecge tgtggtgctt ttgtgtttag ttattttttt gatttgcact 1680
gcgaaacgca tgcgagttaa ggcataccgg gtggataagt cgccctacaa ccagtctatg 1740
tactatgccg ggctccecgt ggacgatttt gaggactcag agagcacgga cacagaggag 1800
gagttcggga acgcgatagg ggggtcccac ggggggtect cctacaccgt gtacatagac 1860
aagactcgg 1869

Numero de secuencias (ID): 106
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:

atgggcactg tcaacaagcc cgtagtgggg gtcctgatgg gattcgggat catcacgggg 60
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actctgcgga tcactaatce ggttagggcc tetgtgetge getatgacga cttccacatt 120
gatgaggata agctggacac aaatagcgta tatgagccat attaccatag cgatcatgct 180
gagtcttcct gggtgaatag gggtgagtct tcccgcaagg cttatgatca caatagtcca 240
tacatctggc cccggaatga ctatgatggc tttcttgaga acgcccacga gcatcatggt 300
gtttacaacc aggggcgcegg aattgacagt ggagagaggt tgatgcagcc tactcagatg 360
tccgcetcagg aggatctggg cgacgacact ggtatccatg tgattccgac cttaaacggt 420
gatgaccggc ataagatcgt gaatgtggat caaaggcaat atggtgatgt gtttaagggg 480
gatcttaatc ctaaacctca aggacagagg ttgattgagg tctctgtgga ggaaaatcat 540
cctttcactc tgegtgegece catacagaga atctatggag ttcgatacac cgaaacctgg 600
tcttttctge ctagtctgac atgcactggg gacgccgege cggegattca gcacatatge 660
ctgaagcata ccacctgctt ccaggacgtg gtggtggatg tggattgtgc cgagaatacc 720
aaggaggatc aactcgccga aatctcatac aggttccagg gcaagaagga ggccgaccag 780
ccgtggatcg tcgtcaatac aagtactctt tttgacgagc tggagctcga tccacctgag 840
atcgagccag gtgtgctgaa agtgttgegt actgaaaaac agtatctcgg agtttatatt 900
tggaacatga ggggctctga tggtacaagc acatacgcaa cctttctggt gacatggaaa 960
ggcgacgaga aaactcgtaa ccccacccect getgtgactc cacagectcg gggggecgag 1020
tttcacatgt ggaactacca ttctcacgtg tttagtgtgg gtgacacatt ttccctcget 1080
atgcacctgc agtacaagat ccatgaagcc ccctttgatc ttctgetgga gtggcetctac 1140
gtgccgatag atccaacttg tcagcccatg aggttgtaca gtacgtgctt gtaccacccec 1200
aacgcccccc aatgtctgag ccatatgaac tccgggtgea cattcacgtc accccatctt 1260
gcccagcegtg ttgegtccac ggtgtatcag aactgcgagce acgcagataa ttacaccgec 1320
tattgccttg gcatctcaca catggaacct agttttggcec tgatcctcca tgacggcegga 1380
actactctca aattcgtgga tacccctgag tetctgtccg gectgtacgt gtttgttgta 1440
tacttcaacg gccatgtgga ggcetgtggceg tacactgttg tgagcactgt cgatcacttt 1500
gtgaatgcta tcgaggaaag aggctttcct ccgacagcetg gacagccgcc tgccaccact 1560
aagcccaagg agatcacacc tgtcaatccc ggaacctcgce cactgataag gtatgccgec 1620
tggaccggceg gettggecgce tgtggtgctt ttgtgtttag ttattttttt gatttgcact 1680
gcgaaacgca tgcgagttaa ggcataccgg gtggataagt cgccctacaa ccagtctatg 1740
tactatgccg ggctceecgt ggacgatttt gaggactcag agagcacgga cacagaggag 1800
gagttcggga acgcgatagg ggggtcccac ggggggtcect cctacaccgt gtacatagac 1860
aagactcgg 1869



134

Numero de secuencias (ID): 107
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggaaccg tcaacaagcc tgtggtggga gtcctaatgg ggttcggtat tatcacgggt 60
accctgagga tcaccaaccc cgttagggct tctgtectac getatgacga cttecatatc 120
gatgaagata aactagatac taatagcgtg tatgaaccgt actaccacag cgaccatgct 180
gagtcgtcgt gggtcaaccg gggtgaatct tctaggaagg cttacgatca taattctcca 240
tacatctggc caaggaatga ctatgatggt tttctcgaga acgcgcacga acatcacgge 300
gtttacaacc aggggcgcegg aattgatagt ggtgagaggt tgatgcaacc aactcagatg 360
tccgctcaag aagatttagg cgacgatact gggattcatg tgattccgac cttgaatgge 420
gatgaccgcc ataagatcgt gaatgtggat caaaggcaat acggtgatgt gtttaaagga 480
gatcttaatc caaagcctca aggtcagagg ctgattgagg tctctgtgga ggagaaccac 540
ccctttactc tgcgegegec tattcagagg atatatggeg ttcggtatac cgaaacttgg 600
tcgttectge ccagtctaac atgcaccggg gatgeggcte ccgcaatcca geatatttgt 660
ctgaagcata caacctgctt ccaggatgtg gtggtggatg ttgactgtgc agagaacact 720
aaggaggacc agcttgctga aatttcttat agatttcagg gcaagaaaga ggcggaccag 780
ccttggattg tcgttaacac gagtactttg tttgatgagt tggagctgga tccgectgag 840
attgaacctg gggtgctgaa agtgctgcge actgaaaagc agtatcttgg agtctatata 900
tggaacatga ggggcagcga tgggacaagc acgtatgcca cgtttctggt gacttggaag 960
ggcgacgaaa agaccagaaa cccgacccct getgtgacac cacagccgag aggggcggag 1020
tttcacatgt ggaattatca ttctcatgtg tttagtgtag gggacacctt ctcccteget 1080
atgcacttgc agtataagat ccacgaagcc ccattcgatc tgttgctgga gtggctttac 1140
gtgcccattg acccgacttg tcageccatg agactgtaca gtacctgttt gtaccatcce 1200
aatgcacccc aatgtctctc gcatatgaac tctggatgca ctttcacctc accccacctt 1260
gcccageggg tggectegac cgtgtaccag aactgcgagce acgcagataa ctacaccgec 1320
tattgcctag ggatctccca tatggaacct tegtttggat taattctcca tgatggeggg 1380
actactctta agtttgtcga cacccctgaa agtctgtcag gcctctacgt gttcgtggtg 1440
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tacttcaacg ggcatgtgga ggccgtggct tacaccgttg tgagcaccgt tgatcacttc 1500
gtgaacgcta tcgaggagag aggctttccg ccaacggctg gtcagccccce tgcaacaacc 1560
aagccaaagg agatcacacc cgtgaacccc ggcaccagcc ctttgatceg ttacgcagca 1620
tggaccgggg ggttggcagc tgtggtgctg ttgtgtctgg ttatcttect tatctgcacc 1680
gccaagcgga tgcgggtcaa ggegtaccgg gttgataaga gtccttacaa tcagtcaatg 1740
tactatgccg gacttcctgt cgacgacttt gaggattcag agtcaaccga cacagaggag 1800
gaattcggca atgcgatagg tggctcacac ggtggctcat cctataccgt gtatattgac 1860
aagactagg 1869

Numero de secuencias (ID): 108
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc tgtggttgga gtgctgatgg ggtttggtat aatcacaggt 60
accttgagga taaccaatcc tgttagggcc tctgtgctge getatgatga cttccacatt 120
gatgaggata aactagacac taacagcgtg tacgaaccat attaccatag cgaccatgcc 180
gagtcctcct gggtgaatag gggtgagtct tccaggaagg cctacgatca caatagtcca 240
tacatctggc cccggaatga ctatgatggc tttcttgaga acgcacacga gcatcacggt 300
gtttataacc agggtcgcgg aattgacagt ggtgagaggt tgatgcagcc tactcagatg 360
tccgcetcagg aggacttggg cgacgatact gggatccatg tcatcccgac cctgaacggt 420
gatgacagac ataagattgt gaatgtggac cagaggcagt atggcgatgt gtttaaaggg 480
gacctgaatc caaagcctca gggacagagg ctgattgagg tctctgtgga ggagaatcat 540
cccttcactce tgcgtgcetee cattcagaga atttacggceg ttcggtacac tgaaacttgg 600
tettttctge ctagtcttac atgtaccgga gacgcecgcetc cggecatcca gecacatatge 660
ctgaagcaca ccacctgctt ccaggatgtg gtggtggacg tggactgtgc agaaaacacc 720
aaggaagacc aacttgctga aatcagctac cggtttcagg gcaagaagga agcagaccaa 780
ccgtggattg tcgtcaacac atccactttg tttgacgagc tggagctgga tcctccecgag 840
atcgaacccg gcgtgctgaa agtgcttcgt actgaaaagc agtatctcgg agtttatatt 900



136

tggaacatga ggggtagtga cggtacaagc acgtatgcta cctttctggt gacttggaag 960
ggcgacgaga agacgcggaa ccctacccect getgtgacge cacagectag gggagecgag 1020
tttcacatgt ggaactacca ttctcacgtg tttagtgtgg gagatacgtt ttccctgget 1080
atgcacctcc agtacaagat ccacgaagcg cccttcgatce ttctgetgga gtggcetctac 1140
gtgcccatag atccaacttg tcagcccatg agattgtaca gtacatgect gtaccatcca 1200
aatgcccctc aatgtctgag ccatatgaac tctggatgcea ctttcacgtc accccatctt 1260
gcccagceggg ttgegtctac ggtgtaccag aactgtgaac acgcetgataa ttacaccgec 1320
tactgcctag ggatctccca tatggaacct agtttcggte taatcctcca tgacggegge 1380
accactctca agttcgtgga tacacctgaa agcctgagceg gtctctacgt gtttgttgtc 1440
tactttaacg ggcacgtaga ggccgtggct tacactgttg tgtcgaccgt cgatcatttt 1500
gtgaatgcga tcgaggagceg cgggtttcct ccgacagcecg gacagecccc tgccacgact 1560
aagcctaagg agattacccc tgtgaatcca ggaaccagtc ccctgattcg gtatgetgeg 1620
tggaccggceg gtctggcecgce tgtggtgctg ttgtgtctgg taatctttct tatttgcact 1680
gccaaacgca tgcgagtcaa ggcttatcgg gtggataagt cgccctacaa ccagtctatg 1740
tactatgccg gacttccegt ggacgatttt gaggactcag aatctacgga cacagaggag 1800
gagtttggga acgcgatagg aggatcccat gggggctect cctatactgt gtatatagat 1860
aagactcgt 1869

Numero de secuencias (ID): 109
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggaactg tcaataagcc tgtggtggga gtgctgatgg gattcggtat catcactgga 60
accctgagga tcaccaatcc cgttcgegct tetgtgcttc getatgacga tttccacate 120
gacgaagata agctagacac taacagcgtg tacgaaccgt actaccacag cgaccacgct 180
gagtcctctt gggtgaaccg gggtgaatct tctaggaagg cttacgacca taatagtcct 240
tacatctggc cacggaacga ctatgatggt ttcctcgaga acgcacacga gcatcatgge 300
gtttacaacc aggggcgcegg aattgacagc ggtgagaggt tgatgcagcc tacccaaatg 360
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tccgcetcagg aggatctggg agacgacacg ggtattcatg tgattccgac cttaaatgge 420
gacgatcgcc ataagatcgt gaatgtggat caaaggcaat atggtgatgt gtttaaaggt 480
gatcttaatc cgaaaccgca agggcagagg ttgattgagg tctctgttga ggagaaccac 540
cccttcacte tgegegctece aattcagegg atttacggag ttcggtacac ggagacttgg 600
tcttttctge ccagtctcac atgcacaggg gatgecgcte ctgccattca gcacatatgt 660
ctgaagcata caacatgctt tcaggatgtg gtggtggatg tggattgtgc agagaacact 720
aaggaagatc agcttgcaga gatttcatac aggtttcagg gcaagaaaga ggcagaccag 780
ccctggattg tcgtcaacac aagtacattg ttcgacgagce tggagcetgga tccgeccgaa 840
atcgagccag gggtgctgaa agtgctgecge acagaaaagce agtatctggg tgtttatata 900
tggaacatga ggggtagcga tggtaccagc acctatgcaa catttctggt gacctggaaa 960
ggtgacgaaa agaccagaaa ccccactccc getgtgacce cacagccacg gggagcggag 1020
tttcacatgt ggaattatca ttcccatgtg tttagtgtag gggacacttt ctcccteget 1080
atgcatctcc agtataagat ccatgaagca ccgtttgact tgttgctgga gtggctttac 1140
gtgcccattg atccaacttg tcagcccatg agattgtata gtacgtgcett gtaccatcce 1200
aatgcacccc agtgtctctc acatatgaac tccggatgta ctttcacgtc acctcacctt 1260
gcccageggg tggcettcgac cgtgtaccag aattgtgage acgeggataa ctacaccgec 1320
tattgccteg gtatctccca catggaacct agtttcggte tgattctcca tgatggegga 1380
actaccctta aattcgtgga cacccctgag agtctgtctg gectctatgt attcgtggtg 1440
tacttcaacg gacatgtgga ggccgtggceg tacactgttg tgagcaccgt ggaccacttc 1500
gtgaatgcga ttgaggaacg tggctttcce cctactgetg gtcagccccc tgectaccace 1560
aagcccaagg agatcacgcc cgtaaaccca ggaaccagcc ctectgattcg gtacgetgca 1620
tggaccggag gattggccgc agtggtgctg ctgtgtctgg ttattttcct tatttgcact 1680
gccaagcgga tgcgagttaa ggcctatcgg gttgataaat caccatacaa tcagtcaatg 1740
tactatgccg gactccccegt ggatgatttt gaggattcag agtcaaccga cacagaggag 1800
gagtttggga atgcgatagg agggagtcac ggtggctcct cctataccgt gtatattgac 1860
aagactagg 1869

Numero de secuencias (ID): 110

Longitud: 1869

Tipo de molécula: ADN

Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
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> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcactg tcaataagcc tgttgtaggg gtgttaatgg ggttcggtat catcacggga 60
acattgcgga ttactaaccc tgttagggct tctgtgetgce gcetatgatga ctttcacatc 120
gatgaagata aactagacac caacagcgtg tatgagccat actaccatag cgatcatgcc 180
gagtcaagtt gggtgaacag gggtgagtct tcccgaaagg cttacgatca taatagtcca 240
tatatctggc cacggaatga ctatgacggc tttttggaga acgcacacga gcatcacggt 300
gtttacaacc agggccgcegg cattgacagce ggtgagaggt tgatgcagcc aactcagatg 360
tccgctcagg aggatttggg cgacgacact gggatccatg tgattccgac cttaaatggg 420
gatgaccgcc ataagattgt gaatgtggac cagagacagt acggcgacgt ttttaagggc 480
gacctcaatc caaagcctca aggacagagg ctgattgagg tgtctgtgga ggagaaccac 540
cctttcactc tgegtgetee catccagaga atctatggceg ttcggtatac cgaaacttgg 600
tettttctge ctagtctgac atgtaccgga gacgcagcegce ctgcgattca gcacatatge 660
ctaaagcaca ccacctgctt tcaggatgtg gtggtggatg tggactgcge cgagaatacc 720
aaggaagacc aactcgctga gatctcttat aggtttcagg gcaagaaaga ggccgaccaa 780
ccgtggatcg tcgtcaacac aagtactttg tttgacgagc tggagctgga tccacctgag 840
atcgagcccg gegtgcetgaa agtgctecgt actgaaaaac agtaccttgg agtttatatt 900
tggaacatga gggggtcaga cgggacaagc acgtacgcta catttctggt gacttggaag 960
ggggatgaaa aaactcgaaa ccccaccccg getgtgactc cacagcectag gggggecgag 1020
tttcacatgt ggaactacca ttctcacgtg tttagtgtgg gagatacatt ttccctcget 1080
atgcacctcc agtataagat tcacgaagcc ccctttgatc tcctgetgga atggctctat 1140
gtgcccatag accccacttg ccageccatg aggcetgtact caacgtgctt ataccatcce 1200
aatgcccccc agtgtctcag ccacatgaac tctggatgcea cttttacgtc accccatctt 1260
gcccagceggg ttgettcaac ggtgtaccag aattgtgage acgccgataa ttacaccgec 1320
tactgtctcg gaatttccca catggaaccce agttttggcec tgatcctgca tgatggtgga 1380
acaacgctca agttcgtgga tacccctgag tegttgtceg gectatacgt gtttgttgtg 1440
tacttcaacg gacatgtgga ggccgtggca tacactgttg tgagcaccgt cgaccatttc 1500
gtgaatgcga tcgaggagag aggctttcct ccaaccgecg gacaaccccc tgeccacaacce 1560
aagcctaagg agatcacacc tgtgaatcct ggcacctccc cactgattcg gtacgcetget 1620
tggacaggcg gtctggecge tgtggtgcte ttgtgtttag ttattttcct tatttgcact 1680
gcgaagcgca tgcgggtgaa agcatatcgg gtggataagt cgccttacaa ccagagtatg 1740
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tactatgccg gactccctgt ggacgatttt gaggactcag aatccacgga caccgaggag 1800
gagtttggga acgctatagg agggtcccac gggggctcct cctataccgt ttacatagac 1860
aagactagg 1869

Numero de secuencias (ID): 111
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc agtggtgggg gtgctaatgg ggttcggtat catcacggga 60
acgttgagga tcacaaaccc tgttcgcgct tetgtgetge getatgatga cttccatatc 120
gatgaggata aactagatac aaatagcgtg tatgagccat actaccacag cgaccatgct 180
gagtcaagtt gggtcaatag gggtgagtct tcccgtaagg catatgacca caatagtcca 240
tacatctggc ctcggaatga ctatgatggg ttcctggaaa atgcccacga gecatcatggt 300
gtttacaacc agggtcgegg tattgacagt ggtgagaggc tgatgcagcc tactcagatg 360
tccgctcaag aggatctggg cgatgacacc ggcattcatg tgattccgac cttgaacggt 420
gatgaccggc acaagatcgt gaatgtggac cagaggcagt acggcgatgt gtttaagggce 480
gaccttaatc ccaagcctca aggccagagg ttgattgagg tgtctgtgga ggagaaccat 540
ccattcaccc tgcgtgctce cattcagaga atctatggag ttcggtatac cgaaacttgg 600
tcttttctge ctagtctgac atgtacgggt gatgecgcte cggcecattca gcacatatge 660
ctgaagcata ccacgtgttt tcaggacgta gtggttgatg tagactgtgc ggagaatacc 720
aaggaggacc agctcgccga gattagctat aggtttcagg gcaagaagga agcggaccaa 780
ccgtggattg tcgtcaatac cagtacactg tttgacgagc tggagttgga ccccceccgag 840
atcgaacccg gcgtgttaaa agtgcttcgt actgaaaagce agtatctcgg agtgtatata 900
tggaatatga ggggctccga tggtacaagc acatacgcta catttctggt gacatggaag 960
ggcgacgaga agaccagaaa ccccacccct getgtgacce cacagccaag gggggecgag 1020
tttcacatgt ggaattacca ttctcatgtg tttagtgtgg gggatacctt ctctctcget 1080
atgcaccttc agtacaagat tcacgaggcc ccctttgatc tcttactgga gtggcetctac 1140
gtgcccatag atccgacttg tcagcccatg agattgtaca gtacctgcett gtaccatccg 1200
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aacgcccccc aatgtctgtc tcatatgaac tctgggtgcea ctttcacgtc accacatctt 1260
gcccagceggg ttgegtccac ggtgtaccag aactgcgagce atgcagataa ttacactgee 1320
tactgtctag gcatcagcca catggagcect agtttcggtc tgattctgca tgatgggggce 1380
accactctca agttcgtgga tacgcctgag agcctaageg gtctttacgt gtttgttgtt 1440
tactttaacg gacacgtgga ggccgtggcc tacactgttg tgagcaccgt ggatcatttc 1500
gtgaacgcca tcgaggaaag aggctttcct ccaaccgetg gacagcecccc tgeccacaacc 1560
aagcctaagg agatcacccc tgtgaatccc gggacctcce cactgattcg gtatgccgcea 1620
tggacagggg gtttagcggc tgtggtgctg ttgtgtctag taatttttct tatttgcact 1680
gccaagcgga tgcgagtgaa ggcttatcgg gtggataaaa gtccctacaa tcagtctatg 1740
tactatgccg gacttcctgt tgacgacttt gaggactcag agtcgaccga cacagaggag 1800
gaatttggga acgcaatagg agggtctcac ggaggctcct cctatactgt gtatatagac 1860
aagactagg 1869

Numero de secuencias (ID): 112
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg tcaataagcc tgtggttggg gttttaatgg ggtttggtat cattactggg 60
acactcagga tcaccaatcc tgttagggcc tcagtgcetge getatgatga ctttcacatc 120
gatgaggata aactagatac caacagcgtg tatgaaccgt actaccacag cgaccatgct 180
gagagttcct gggtaaatcg cggtgaatct agccgcaagg cttatgatca taattctcca 240
tatatctggc cacggaatga ttatgatggc tttcttgaga acgcccacga gcaccacgga 300
gtctacaacc agggccgegg aattgacagt ggtgaacgtt tgatgcagcc cactcaaatg 360
tccgecccagg aggatctggg cgacgacact gggatccatg tgattccgac cttgaacggt 420
gacgaccggc ataagattgt gaatgtggat cagaggcagt atggcgacgt gttcaagggc 480
gaccttaatc ctaagcctca gggacagagg ttgattgagg tgtctgtgga ggaaaaccat 540
cctttcacac tgcgggctcce cattcagaga atctatggtg ttcggtatac cgaaacttgg 600
agctttctge ccagtctgac atgtaccggg gacgcecgcecc cggcecattca gcacatctge 660
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ctgaagcata cgacatgctt ccaggatgtg gtggtggatg tcgactgtgc cgagaatacc 720
aaggaggatc aactcgctga gatcagctat cgatttcagg gcaagaagga ggctgaccaa 780
ccgtggatcg tcgtcaatac aagtactcetg tttgacgagc tggagctcga tccacccgag 840
attgagcccg gegtgttgaa agtccttcgt acggagaagce agtacctcgg agtgtatatc 900
tggaacatgc gggggagcga cggtacaagt acgtacgcta ccttcctggt gacatggaaa 960
ggtgacgaga aaacaagaaa ccccacccct getgttactc cacagcctag gggtgetgag 1020
tttcacatgt ggaattacca cagccacgtg tttagtgtgg gagatacctt ctccctgget 1080
atgcatctcc agtacaagat ccacgaggct cccttcgatt tactgectgga gtggctctac 1140
gtgcctattg atccaacgtg tcaaccaatg agattgtaca gtacgtgctt gtatcacccc 1200
aacgcacccc aatgtctgtc tcatatgaat tctgggtgcea ctttcacatc tcceccatctt 1260
gcccageggg ttgectcaac ggtataccag aactgcgagce acgcagacaa ctacaccgec 1320
tactgcctgg gtatctcaca tatggaacct agtttcggcec tgattctcca tgacggegge 1380
actactctca aattcgtgga tacgcctgag agcctgagceg gtctctacgt gtttgttgtg 1440
tactttaacg gacacgtgga ggccgttgcc tacaccgttg tgagcaccgt ggaccacttc 1500
gtgaacgcga ttgaggaaag aggctttcct ccgaccgcetg gacagccccce tgccaccace 1560
aagcctaagg agattacacc cgtgaacccg ggaacctccce cactgattcg gtatgetget 1620
tggaccgggg ggctggecge cgtggtgctg ttgtgtetgg taatttttct tatttgcact 1680
gccaaacgca tgcgagtgaa ggcttatcga gtggataagt cgccttacaa tcagtcgatg 1740
tactatgctg gtctccctgt ggacgatttt gaggattcag aatccactga tacagaggag 1800
gaattcggga acgcgatagg agggtcccac ggggggtcgt cctataccgt gtacatagat 1860
aagactagg 1869

Numero de secuencias (ID): 113
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atgggcactg tcaataagcc agtagtgggg gtcctgatgg ggtttggtat tattactgge 60
acgctcagga taactaaccc tgtgagggcc tetgtgetge getatgacga ctttcacatc 120
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gatgaggaca aactagatac caacagcgtg tatgagccat actaccattc tgaccatgcg 180
gagagtagtt gggtgaatag gggtgagtct tcccgcaagg cttatgacca caatagtcca 240
tatatctggc ccagaaatga ctatgatggc tttcttgaga acgcccatga gcatcacggt 300
gtttacaacc agggccgcegg gattgacagt ggtgaaaggt tgatgcagcc tacccagatg 360
tctgcccagg aggacctggg cgacgacact gggatccatg ttattccgac tcttaatgge 420
gacgatcgtc acaagatcgt gaatgtggat cagaggcagt atggcgatgt gtttaagggt 480
gaccttaatc caaagcctca gggacagagg ttgattgagg tgtcggtgga ggaaaaccat 540
ccattcactc tccgtgeccc cattcagaga atctatggag tacggtatac cgagacttgg 600
tettttctge ccagtcttac gtgtaccggg gacgecgecce cggcecatcca geacatectge 660
ctgaagcata caacatgctt tcaggatgtg gtggtggacg tggattgtgc agagaacacc 720
aaggaggatc aactcgctga aatctcttac aggtttcagg gcaagaagga agcagaccaa 780
ccttggattg tcgtgaatac gagtactctg ttcgacgagce tggagcetcga tcctcccgag 840
atcgagcccg gegtgctgaa ggtgctacgt actgaaaaac agtatctcgg agtatatatt 900
tggaacatga gggggtcaga tggtacgtca acgtacgcta cttttctggt gacgtggaag 960
ggcgacgaga agactcgaaa tcccactccg gcagtgactc cacagectag gggagecgag 1020
tttcacatgt ggaactacca tagccacgtg tttagtgtgg gagatacgtt ttccttgget 1080
atgcacctcc agtataagat tcacgaggcc cccttcgatc ttttactgga gtggcetctac 1140
gtgcccattg atcccacttg tcagcectatg agactgtatt ctacgtgect gtatcatect 1200
aacgcccctc aatgtctcag ccatatgaat tctggatgca ctttcacgtc accccatctt 1260
gcccagceggg ttgegteccac ggtgtaccag aactgtgagce acgcagataa ttacaccgec 1320
tattgcctag gcatctcaca catggaacct tcattcggcc tgatcectgea tgatggtgge 1380
actaccctca agttcgtgga tacccctgag agcctgagtg gectatacgt gttegttgtc 1440
tacttcaatg gacatgtcga ggccgtggcec tacacagttg tgagcaccgt cgaccatttc 1500
gtgaatgcga tcgaggaaag agggtttcct ccaaccgetg gacaaccccc tgcgacaact 1560
aagcctaagg agatcacacc cgtgaatccc ggaacctcgc ccctgattcg ctacgeggec 1620
tggaccggceg gtctggcecgce ggtggttctg ctgtgtttag taatttttct catctgcacc 1680
gccaagcgga tgcgggtgaa ggcttaccgg gtggacaagt cgccttacaa ccagtctatg 1740
tactatgccg gattgcctgt ggacgatttt gaggactcag agtctacgga cacagaggag 1800
gagtttggga acgcgatagg agggtcccat gggggctect cctacaccgt gtacatagat 1860
aagactagg 1869

Numero de secuencias (ID): 114



143

Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaaacc agtggtgggg gtcctgatgg ggttcggtat catcacggga 60
acgttaagga taactaaccc cgtcagggcc tctgttctge gatatgatga cttccatatc 120
gacgaggata aactagatac caacagcgtg tatgagccat actaccacag cgatcatgct 180
gagtcatcct gggtgaacag gggtgaatct agccgcaagg cttatgatca taatagtcce 240
tatatttggc cacggaatga ctacgatggg tttcttgaga atgcccacga gcatcacggt 300
gtttacaacc agggccgagg gattgacagc ggagagaggc tgatgcagcc tactcagatg 360
agtgctcagg aggatctggg cgacgacact gggattcatg ttattccgac cttaaacggt 420
gatgaccggc ataagatcgt gaatgtggat caaaggcagt acggcgatgt gtttaagggc 480
gaccttaatc ccaaacctca ggggcagagg ttgattgagg tgtctgtgga ggagaaccac 540
cctttcacac tgcgggctcec cattcagaga atctatggag ttcggtacac cgaaacttgg 600
tcttttctge ccagtctgac atgcactgga gatgccgctc cagccattca gcacatctge 660
ctgaagcaca ccacctgttt ccaagacgtg gtggtggatg tagactgtgc cgagaatacc 720
aaggaggatc aacttgccga gatctcttac aggtttcagg gcaagaaaga ggccgaccaa 780
ccttggatcg tcgtgaacac gagtacttta ttcgatgaac tggagcetgga tccecectgag 840
attgagcccg gggttctgaa agtgcttaga actgaaaagce agtatctggg agtttatatc 900
tggaacatga gggggtccga tggtacgagc acgtacgcca cattcectggt gacatggaag 960
ggcgacgaga agaccagaaa ccccacccct getgtgacce cgcagectag gggggeggag 1020
tttcacatgt ggaattatca ttctcacgtg tttagcgtgg gagacacatt ttccctgget 1080
atgcaccttc agtacaagat tcacgaagcc ccttttgatc tcctgetgga atggcetctac 1140
gtgcccatag atccaacttg tcagccgatg agactgtaca gtacgtgcect gtatcatccc 1200
aacgctcccc agtgtctttc tcatatgaac tccggatgcea ctttcacgag tectcatctt 1260
gcccageggg ttgecteccac ggtgtaccag aactgtgage acgcagataa ttacactgee 1320
tactgccttg gcatctccca catggaacct agttttgggce tcatcctcca tgatggegge 1380
acaactctta agttcgtcga taccccggag agcctcagceg gtctctacgt gtttgttgtc 1440
tacttcaacg ggcatgtgga ggctgtggcc tacaccgtgg tgagcaccgt cgatcatttc 1500
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gtgaacgcga tcgaggaaag aggctttcct ccgaccgetg ggcagecccc tgeccacaacc 1560
aaacctaagg agattacacc tgtgaaccca gggacctctc cattgattcg gtatgctget 1620
tggaccggag gtctggeggc tgtggtcectg ttgtgtttag tgatatttct tatttgcaca 1680
gccaaacgca tgcgagtgaa ggcatatcge gtggataagt cgecttacaa ccagtctatg 1740
tactatgccg gcctcccegt ggacgatttt gaggactcag aatccacgga cacggaggag 1800
gagtttggca atgctatagg agggtctcac gggggctcct cctataccgt ctatatagac 1860
aagactcgg 1869

Numero de secuencias (ID): 115
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcactg tcaataagcc ggttgtgggce gtgttgatgg ggttcggtat catcactgga 60
acattgagga taacgaaccc tgtacgagcg tctgtgctgc gctatgacga cttccatatc 120
gatgaggata agctagatac taacagcgtc tatgagcctt attaccatag cgatcatgct 180
gagtcatcat gggtgaacag gggtgagtct tcccgcaagg cttatgatca taatagtcca 240
tacatctggc cacggaatga ctatgatggc tttctggaga atgcccacga gecatcacggt 300
gtttataacc agggccgegg aattgacagt ggtgagaggc ttatgcagcc tactcaaatg 360
tccgctcagg aggatctggg cgacgacact ggaatccatg tgattccgac tttaaatggt 420
gatgaccgcc ataagatcgt gaatgtggat cagaggcagt acggcgatgt atttaaggge 480
gaccttaacc ctaagccaca gggccagagg ttgattgagg tgtctgtgga ggaaaatcat 540
cctttcactc tgcgagctcc gattcagaga atctatggceg ttcgttacac cgaaacttgg 600
tecttectte ctagtctgac ctgcactggg gacgcetgcte ctgecatcca gecacatatge 660
ctgaagcaca cgacatgctt ccaggacgtg gtggtggatg tagattgtgc agagaacacc 720
aaggaggatc aactggctga gatctcatat aggtttcagg gaaagaagga ggcagatcag 780
ccttggatag tcgtcaacac gagtactctc tttgacgaac tcgagctgga tcctcccgag 840
atcgaaccgg gcgtgetgaa agtgcttcgt actgagaagce agtatctcgg agtttatatc 900
tggaatatga gggggtccga tggtaccagc acgtacgcaa cctttctggt gacatggaag 960
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ggcgacgaga agactagaaa ccccactcct getgtgacte ctcagectag gggggecgag 1020
tttcacatgt ggaattacca ttcccacgtg tttagtgtgg gagatacatt tagtctcget 1080
atgcacctcc agtacaagat tcacgaggcc ccctttgact tgctgetgga gtggcetttac 1140
gtgcccatag accccacttg tcaacccatg aggctgtata gtacctgect gtatcatcca 1200
aacgcccccc aatgectgag ccatatgaac tctggatgta cttttacaag tectcatctt 1260
gcccagceggg ttgcgagtac ggtgtatcag aactgcgage atgcagataa ttacactgec 1320
tattgcctag gaatctccca catggaacct agtttcggcec tgatcctgea tgacggtgga 1380
actactctta agttcgtgga tacccctgag agcectgageg gcectctatgt gttcgttgte 1440
tactttaacg gacacgtgga ggccgtggct tatacagttg tgagcaccgt tgaccatttc 1500
gtgaacgcga tcgaggagag aggctttcct ccgaccgcetg ggcagecccc tgeccacaacc 1560
aagcctaagg agatcactcc tgtgaacccg gggaccagcec cactgatccg atatgctgec 1620
tggaccggcg gtctggcage cgtggtgcetg ttgtgtttag ttatcttect catttgcact 1680
gcgaagcgca tgcgagtgaa ggcatatcgg gtggacaagt cgccctacaa tcagtctatg 1740
tactatgctg gactccctgt cgatgatttt gaggactcag aatctacaga cacagaggag 1800
gagttcggaa acgcgatagg tggatcccac ggggggtcta getatacegt ttacatagat 1860
aagactagg 1869

Numero de secuencias (ID): 116
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggtacgg tcaacaagcc tgtggtcggg gtgctgatgg ggttcggtat catcacggga 60
accttgagga tcacgaaccc tgttagggcec tctgtgctge ggtatgatga cttccacatc 120
gatgaagata agctggacac caacagtgtg tatgagccat attaccatag cgaccatgcc 180
gagtcatcct gggtgaatag gggcgaatct tccaggaagg cctatgatca taatagtcca 240
tatatctggc ccagaaatga ctatgatggc tttttggaga acgcccacga gcatcacggt 300
gtttacaacc agggccgcegg aattgactcc ggtgagaggt tgatgcagcc tactcagatg 360
tccgecccagg aggatctggg cgacgataca ggaatccatg ttattcctac cttaaacggt 420
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gacgaccggc ataagatagt gaatgtggat cagaggcagt acggcgatgt ttttaagggce 480
gaccttaatc caaaacctca gggtcagagg ttgattgagg tgtctgtgga ggagaaccat 540
cctttcactc tgcgagctce catccagegg atctatgggg ttcggtatac cgagacttgg 600
tcttttttge ctagtctgac atgtactgge gacgccgecc cggcecattca acacatatgt 660
ctgaagcata ccacctgctt ccaggacgtg gtggtggatg tagactgcgc agagaatact 720
aaggaggatc aactcgctga gatctcttac aggtttcagg gtaagaagga ggctgatcaa 780
ccgtggatag tcgtcaacac gagtactctg ttcgacgaac tggagctgga tccceccggag 840
atcgagcccg gggtgetgaa agtgcettcgt actgagaaac agtacctcgg agtttatatt 900
tggaacatga gggggtctga tggtacaagc acgtacgcta cctttctggt tacatggaag 960
ggcgacgaga agactagaaa tcccacccct getgtgactc cacagectag gggggccgag 1020
tttcacatgt ggaattatca ttctcacgtg tttagtgtgg gagatacatt tagtctgget 1080
atgcacctgc agtacaagat ccatgaagcc cccttcgatt tactgctgga gtggcetctac 1140
gtgcccatcg atccaacttg tcagccaatg agattgtaca gtacgtgcect gtaccatccec 1200
aacgcccctc agtgtttgag ccatatgaat tctggatgta cttttacgtc cccccatctc 1260
gcccagcegag ttgegtccac ggtgtaccag aactgtgage acgcagataa ttataccgec 1320
tactgtctgg gcatctcaca catggagcect agtttcgggc tgatccttca tgatggtgga 1380
accacactca agttcgtaga tacccccgaa tecttgageg gettgtacgt gttegttgta 1440
tacttcaacg gacatgtcga ggccgtggcec tacactgtcg tgagcaccgt tgatcatttc 1500
gtgaacgcga tcgaggagag ggggtttcct ccgacggcetg gacagecccece cgeccacaacce 1560
aagcctaagg agatcacgcc tgtcaatcca ggaacctcgce ccectgatacg gtatgecgcet 1620
tggaccggceg ggctecgeege cgtggtgttg ttgtgtttag ttatcttttt gatttgtact 1680
gccaagcgga tgcgagtcaa ggcatatcgg gtggataagt cgccctacaa tcagtctatg 1740
tattatgccg gactgectgt ggacgatttt gaggactcag agtctaccga tacggaggag 1800
gagttcggga acgccatagg agggtcccat gggggctcca gttataccgt gtatatagat 1860
aagactagg 1869

Numero de secuencias (ID): 117
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
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> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc tgtggtgggg gtcctgatgg ggttcgggat catcacaggg 60
acattgagga ttactaaccc tgttcgggcc tctgtgcetge getatgatga cttccatatc 120
gatgaggata aactggatac caacagcgtg tatgagccat attaccatag cgaccatgcc 180
gaatcatcct gggtgaatcg cggggagtca tctcgtaagg cttatgatca taatagtccg 240
tacatctggc ccagaaacga ttatgatggc tttcttgaga atgcccacga gcatcacggt 300
gtttacaacc agggccgcegg aattgacagt ggtgagaggt tgatgcagcc tactcagatg 360
tccgctcagg aggatctggg cgacgacact gggattcatg tgattccgac tttgaacggt 420
gatgaccggc ataaaatcgt gaatgtggat cagaggcagt acggcgatgt gtttaagggc 480
gatcttaatc caaagcctca gggacagagg ttgattgagg tgtccgtgga ggagaaccat 540
ccctttacgc tgecgtgcetce catacagaga atctatgggg ttcggtatac cgaaacttgg 600
agctttctce ctagtctgac atgtacgggce gacgcetgcete ccgcetatcca gecacatatgt 660
ctgaagcaca caacgtgctt ccaggacgtg gtggtggatg ttgactgtgc cgagaatacc 720
aaggaggacc aacttgcaga gatcagctac aggtttcagg gcaagaaaga ggcagaccag 780
ccgtggattg tcgtcaacac atctacgctg tttgacgaac tggagctcga tcctcctgag 840
attgagcccg gegtectgaa agtgcetgegt actgaaaagc agtacctcgg agtttatatt 900
tggaacatga ggggtagtga tggtaccagc acgtacgcta cgtttctggt gacatggaaa 960
ggcgacgaga agacacgaaa ccccacccct getgtgactc cacagccaag gggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg tttagtgtgg gecgatacatt ttctcteget 1080
atgcacctcc agtataagat ccatgaagca cctttcgatc tactactgga gtggctctac 1140
gtgcccatag atccaacctg tcagcccatg agattgtaca gtacgtgtct gtaccatcce 1200
aacgctcccc aatgtctgag tcatatgaac tetggttgta ctttcacgtc tccccatctc 1260
gcccagceggg ttgectccac ggtgtaccag aactgcgagce atgcagacaa ctacactgec 1320
tattgcctcg ggatctccca tatggagcct agtttcggge tcatcctcca tgatggegge 1380
accactctca aattcgtgga tactcctgag agcctgageg gectgtacgt gttcgtagtc 1440
tactttaacg gccatgtgga ggctgtggcc tacactgttg taagtactgt cgaccatttc 1500
gttaacgcaa tcgaggaaag gggctttccg ccgactgccg gacageccce cgeccacaaca 1560
aagcctaagg agatcacccc tgtgaacccce ggtacttcce cactgattcg gtatgetget 1620
tggactggcg gtctggecge agtegtgcetg ttgtgtttag taatttttct gatttgtaca 1680
gccaaaagga tgcgagtgaa agcttatcga gtggacaagt cgccttacaa ccagtcaatg 1740
tactatgccg gactccctgt tgatgatttt gaggactcag aatctaccga caccgaggag 1800
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gagtttggga acgcgatagg aggctctcac ggggggtcat cctacactgt gtacatagat 1860
aagactcgg 1869

Numero de secuencias (ID): 118
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggactg tcaacaaacc cgtggtcgga gtgctgatgg ggttcggtat tatcacgggg 60
actctccgga taactaaccc tgttcgcgcec tecgtgetge gttatgatga cttccacate 120
gatgaggaca aactagacac caactctgtg tatgagccat actaccacag cgaccatgct 180
gagtcatctt gggtcaatag gggagagtct tccagaaagg cttatgatca taacagtcca 240
tatatctggc cccggaatga ttatgatggc tttctggaga acgcccacga geatcacggt 300
gtttacaacc agggccgcegg aattgacagt ggtgagagat tgatgcagcc tactcaaatg 360
tccgeccagg aggatctggg cgatgacacg gggatccatg tgattccgac cctgaatggt 420
gacgaccgcc ataagatcgt gaatgtggat cagaggcaat acggcgacgt gttcaagggc 480
gaccttaatc cgaagcctca gggccagagg ttgattgagg tgtctgtgga ggagaaccat 540
cctttcactc tgegtgctee catccagaga atctatggag ttcggtatac cgaaacttgg 600
tcttttctge ctagtctgac ctgtaccggg gatgccgecce ccgecatcca gecacatatge 660
ctgaagcaca ccacgtgctt tcaggacgtg gtggtggatg tagattgtgc agagaatacc 720
aaggaggatc agctcgctga gatctcttat aggtttcagg gtaagaagga ggctgatcag 780
ccttggatcg tcgtcaacac gtccactcetg tttgacgagce tggagcetgga tectccecgag 840
atcgagcctg gegtgetgaa ggtgcettcgt actgagaaac agtatctcgg agtctatatc 900
tggaacatga gggggtcgga cggtacaagc acgtacgcta catttctggt gacatggaag 960
ggcgacgaga agactagaaa cccgactccc getgtgactc cacagcccag gggtgecgag 1020
tttcacatgt ggaattatca ttctcacgtg tttagtgtgg gagatacatt tagtctcgcet 1080
atgcacctcc agtacaagat tcacgaagcc cccttcgate tgctactgga gtggctctac 1140
gtgcccattg atccaacttg tcagccgatg agactgtaca gtacgtgcect gtatcaccca 1200
aacgctcccc agtgtctaag ccatatgaac tctggatgcea ccttcacatc cceccatctt 1260
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gcccagceggg ttgcttctac ggtgtatcag aactgtgage acgccgacaa ttacaccgec 1320
tattgcctag gcatcagcca catggaaccc tcgttcggac tgatcctcca tgatggtgga 1380
actactctca aattcgtgga cacgcctgag agcctgageg gectgtacgt gtttgttgtg 1440
tactttaacg gacatgtgga ggccgtagct tacaccgttg tgagcaccgt cgatcatttc 1500
gtgaacgcga tcgaggagag aggatttccc ccgaccgetg gacagecccc tgccaccaca 1560
aagcctaagg agatcacacc cgtgaatcca ggcacatccc cattgattcg gtatgctgca 1620
tggaccggceg gtctggecgce cgtggtgctg ctttgtctgg taattttect gatttgtact 1680
gctaagcgca tgcgagttaa ggcataccgg gttgacaagt ccccatacaa tcagtctatg 1740
tactatgccg ggcttcctgt cgacgatttt gaggactcag aatcgaccga cacagaggag 1800
gagttcggga acgcgatagg tgggtcccac gggggctect cctacaccgt gtacatagat 1860
aagactcga 1869

Numero de secuencias (ID): 119
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tcaacaagcc cgtggtggga gtcctgatgg gattcggtat tatcactgge 60
accctcagga tcaccaatcc cgtcagggct tctgtectac getatgacga tttccacatc 120
gatgaagaca agctggacac taatagcgtg tatgaaccat actaccacag cgaccatgcg 180
gagtcatcat gggtcaaccg gggcgagtct tctaggaaag cctacgatca taatagtcca 240
tacatctggc cacggaatga ctatgatggt tttttggaaa acgctcatga gcatcacgge 300
gtttacaacc aggggcgggg aattgacagt ggtgagaggt tgatgcagcc tactcagatg 360
tccgcetcagg aggatctggg cgacgacact ggcattcatg tgattccgac cttgaacgge 420
gacgaccgcc acaagatcgt gaatgtggac caacggcaat atggtgatgt gtttaaaggg 480
gatctgaatc caaagcctca aggacagagg ctgattgagg tctctgtgga ggagaaccat 540
cctttcactc tgcgegctce aattcagagg atctacggag ttcggtatac cgaaacttgg 600
tegttectge ccagtetcac atgcaccggg gatgcetgcte cagegatcca geacatttge 660
ctcaagcata caacttgctt ccaggatgtg gttgtggatg tggactgtgc agagaacacc 720
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aaagaggacc agctggctga gatctcttac agatttcagg gcaagaagga ggctgaccag 780
ccatggatcg tggttaacac ctctaccctg ttcgatgaac tggagcttga tcctcccgaa 840
atcgaaccag gggtgctgaa agtgctgcga acagaaaagc agtatctcgg ggtatacata 900
tggaacatga ggggtagcga tgggaccagc acgtatgcaa cgttcctggt gacttggaag 960
ggcgacgaaa agacacggaa ccccacgcct getgtgacce cacagcectag aggcgecggag 1020
ttccacatgt ggaattacca ttctcatgtc tttagcgtag gggacacatt ctcactggcet 1080
atgcacttac agtataagat ccatgaagcc ccattcgatc tcctgetgga gtggctttac 1140
gtgcccattg acccaacttg ccagcccatg cgtctgtata gcacctgctt gtaccacccc 1200
aatgcacccc aatgtttgtc ccatatgaac tctggatgca ccttcacttc accacacctt 1260
gcccageggg tegectctac cgtgtaccag aactgcgagce atgcagataa ttacaccgec 1320
tattgcctag gcatctccca tatggaacct agtttcggcec tgatcctgea tgacggcgga 1380
accactctta agttcgtcga tacccctgaa agecctgageg gectctatgt gtttgttgtg 1440
tattttaacg gacatgtgga ggccgtggct tacaccgttg tgagcaccgt tgatcacttc 1500
gtgaacgcga tcgaagaacg tggttttcct cctacggcetg gtcagccccc agctaccacce 1560
aagcccaagg agattaccce cgtgaacccet gggacgtcce ccetgatceg gtatgetgee 1620
tggaccgggg gcttggecgce agtggtgctg ttgtgtctgg ttatcttect gatttgcacc 1680
gctaagcgca tgcgagtcaa ggcectatcgg gttgataaga gtccttacaa ccagtcaatg 1740
tactatgccg gactccctgt ggatgatttt gaagattcag agtcaacgga cacagaggag 1800
gaattcggca atgcaatagg agggtctcat ggaggctcct cttataccgt gtacattgac 1860
aagactagg 1869

Numero de secuencias (ID): 120
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atgggcactg tcaataagcc agtcgtgggt gtgctcatgg ggttcggtat tatcacggga 60
acactgcgca taacaaaccc tgttagggca tctgtgctge getatgacga cttccacatc 120
gacgaggata aactagatac caacagcgtg tatgaaccat attaccatag cgaccatgct 180



151

gagtcaagtt gggtgaatag gggtgagtct tcccgcaagg cttatgatca taatagtcca 240
tacatctggc cccggaatga ctatgatggc tttcttgaga atgctcacga gecatcacggt 300
gtttacaatc aaggccgegg gattgacagt ggcgagcgtc tgatgcagcec aactcagatg 360
tccgctcagg aggatctggg cgacgacact gggattcatg ttatcccgac attaaacggt 420
gatgaccggc ataagatcgt gaacgtggat cagaggcagt acggcgatgt gtttaagggc 480
gaccttaatc ctaagcctca gggacagagg ctgattgagg tgtctgtgga ggaaaaccat 540
cctttcactc tgegtgctcece cattcagaga atatatggtg ttcggtatac tgaaacttgg 600
tettttctge ctagtctgac atgcactgga gacgecgctc cggcecattca gcacatatge 660
ctgaagcata ccacctgctt ccaggatgtg gtggttgatg tcgactgtgc agagaatacc 720
aaggaggatc aactcgccga gatctcctac aggtttcagg gcaagaagga ggcagaccag 780
ccgtggattg tcgtcaacac aagtaccttg tttgacgagc tggagctcga tcctectgag 840
attgagcccg gegtgttgaa agtgcettcgt acagagaagc agtatctcgg agtgtatatc 900
tggaacatga ggggttccga tggtacttct acgtacgcca catttctggt gacatggaag 960
ggcgacgaga aaactcgaaa tcccacacct getgtgactc cacagcectag gggggcetgag 1020
tttcatatgt ggaattacca ttctcatgtg tttagtgtgg gagatacctt ttcccteget 1080
atgcacctcc agtacaagat tcacgaggcc cccttcgatce ttctactgga gtggctctac 1140
gtgcccattg atccaacttg tcagcccatg agactgtaca gtacgtgect gtatcatccg 1200
aacgcccctc aatgtttatc acatatgaat tctggatgca ctttcacttc tccccatctc 1260
gcccageggg ttgecatccac ggtgtatcag aactgcgagce atgcagataa ttacaccgec 1320
tattgcctgg ggatctcgea catggaacce agtttcggec tgatcctcca tgatggegga 1380
actacactca agttcgtgga cactcctgag agcctgtcgg gectatacgt gtttgttgtc 1440
tactttaacg ggcatgtaga ggccgtggcc tatactgtcg tgagcaccgt agatcatttt 1500
gtgaatgcga tcgaggaaag aggctttcce ccgaccgcag geccagcecccce tgccacaacc 1560
aagcctaagg agattactcc tgtgaacccc ggtacatcac cactgattcg gtatgctgec 1620
tggaccggag gtctggecge cgtggtgcetg ttatgtttag tgatcttttt gatttgcacc 1680
gcaaagcgga tgcgagtgaa agcgtatcgg gtggataagt cgccctacaa ccagtctatg 1740
tactatgccg gactcccetgt ggatgattit gaggattcag aatccaccga cacagaggag 1800
gagtttggga acgcgatcgg agggtcccac gggggctect cctataccgt gtacatagat 1860
aagactcgg 1869

Numero de secuencias (ID): 121
Longitud: 1869
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Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcacag tgaacaagcc agtggtaggc gtgctgatgg gcettcggcat catcactgga 60
accttgcgga tcacaaaccc cgtgagggcc agegtcctge gttacgatga cttccacatc 120
gacgaggaca agctggacac taacagtgta tacgagccat attaccactc cgatcatgca 180
gagagttcct gggtgaatcg cggggagagce agccggaagg cttatgacca caactctcce 240
tacatctggc cccggaacga ctatgatggce ttcctggaga acgcccacga gcaccacggg 300
gtgtataacc aggggcgtgg catagattcc ggggagaggc tgatgcagcc tacccagatg 360
tccgecccagg aagatctcgg ggatgatact ggaatccacg tgattccaac cctgaacggg 420
gacgaccggc acaagatcgt caacgtggat cagcgccaat atggcgacgt ttttaagggg 480
gacctgaacc ccaagcctca gggccagaga ctcattgagg tgtcagtgga ggaaaaccac 540
cccttcaccc tcecgegceacc tatccagegt atttatgggg tgegttacac cgagacttgg 600
agctttctge caagtctcac ctgcacagge gacgcegecce cagctataca geatatttgt 660
ctgaagcata caacatgctt ccaagacgtg gtggtggacg tcgactgtgc agaaaacacc 720
aaggaggatc agcttgctga aatctcttac cgatttcagg gtaagaagga ggctgatcag 780
ccttggattg tggtgaacac gagcacccta tttgatgagc tggagctgga ccctcccgag 840
atcgagcccg gggtgcetgaa agttctccge acggagaagce agtacctcgg ggtctatatc 900
tggaatatga gaggctctga cgggacctct acatacgcta cgtttctcgt cacctggaaa 960
ggtgacgaga agactcggaa ccccacccca getgtgactc cacagcccag gggtgeggag 1020
ttccacatgt ggaattacca ttcacacgtg ttctctgtgg gggacacatt cagecttgec 1080
atgcatctgc agtataaaat tcacgaggcc ccctttgacc tgctgctgga gtggctgtat 1140
gtgcccatag acccgacctg tcagcccatg agactgtact caacatgcect ctaccatcca 1200
aacgcaccac agtgcctgag ccacatgaat tcgggctgca cttttaccag ccctcacctg 1260
gctcagaggg tggcctcaac agtgtaccag aactgcgagce acgcagataa ttacactgeg 1320
tattgtttgg gtatcagtca tatggagccc agtttcgggc tcattctgca tgacggagge 1380
actaccctca agttcgtgga tactcccgag agcettgageg gectctacgt gttegttgtt 1440
tacttcaacg gacacgtgga ggccgtggceg tacaccgtag tgtccacagt ggatcacttc 1500
gtgaacgcca ttgaggagcg gggcttcceg cccaccgecg gecagcectee ggcaaccacg 1560
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aagccgaagg agataactcc cgttaatccec gggacgtccc ctttgataag gtatgcageg 1620
tggaccggag gtctggecge ggtggtgcte ctetgtctgg tgattttctt gatttgcacc 1680
gccaagcgga tgcgagtcaa ggcatacagg gtggacaagt caccctacaa tcagagtatg 1740
tactacgccg ggctccctgt ggatgacttt gaggactccg aatcaaccga cactgaggag 1800
gagttcggca acgccatcgg agggagccac ggcggctegt catacactgt gtacatcgac 1860
aaaactcgg 1869

Numero de secuencias (ID): 122
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggtaccg tgaataagcc cgtggtaggc gtgctcatgg gctttggtat aattaccgge 60
acactgcgga ttacaaatcc tgtgcgtgcc agcgtcctga gatacgatga cttccacatc 120
gacgaggaca agctggatac aaacagcgtc tatgagccat attaccacag cgatcatgec 180
gaatcctcct gggtgaatag gggggagtca agccgcaagg cgtacgacca taactcccee 240
tacatctggc cccggaatga ctatgacggg ttcctggaga acgeccatga gecaccatgga 300
gtgtacaacc agggacgcgg catagattct ggggagaggc tgatgcagcc tacacagatg 360
tccgeccagg aggatttggg agatgatacc gggattcacg tgatccecac tttaaacggg 420
gacgatcgcc acaagatcgt caacgtggat caaagacaat acggtgacgt cttcaagggg 480
gacttgaatc ccaagcctca gggccagcegg ctgatcgagg taagegtgga ggagaaccat 540
cccttcacct tgcgggctee catccagegg atctacgggg tacgatacac cgagacttgg 600
agttttctgce caagtctcac atgcacaggc gacgccgcecc ccgecatcca geatatttge 660
ttgaagcata caacatgttt ccaggatgtg gtggtggacg tcgactgtgc agaaaatacc 720
aaggaagatc agctggctga gatttcttac cgcttccagg gtaagaaaga ggccgatcag 780
ccttggatcg ttgtcaacac gagtaccctg tttgacgagc tggaacttga tccgccagag 840
atagagcccg gggtcttgaa ggttctccge acggaaaaac agtacctggg agtgtacatc 900
tggaacatga ggggttccga cgggacctcg acctatgcca ccttcctggt gacctggaag 960
ggggacgaga agacgcggaa ccccacceceg getgtcacce cgcageceecg gggageggag 1020
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tttcacatgt ggaactacca ctcccacgtg ttttccgtgg gggatacctt ctetcettget 1080
atgcatttgc agtacaagat acacgaggcc cccttcgate tgctgctgga gtggctgtat 1140
gtgcccattg atcctacttg tcagccgatg cggctgtata gcacctgect ttaccacccc 1200
aacgccccac agtgtctgag ccatatgaac tcgggctgta cttttactag cccgcacttg 1260
gctcagaggg tggccagtac agtgtaccaa aactgtgaac acgctgacaa ctacaccgeg 1320
tattgtctgg gcatcagcca catggagccc agttttgggc tcattcttca cgatggggge 1380
accaccctca aatttgtgga tacccctgag agcttgageg gectgtatgt gttcgttgtg 1440
tacttcaacg gacacgtgga ggccgtggcg tacacagtgg tcagcacagt tgaccacttc 1500
gtgaacgcca ttgaggagcg tgggttcceg cccaccgecg gecagectee tgcgaccacg 1560
aagccgaagg agatcacccc tgtgaaccca gggacgtctc cactgattcg ctatgctgeg 1620
tggacaggag gcctggecge ggtggtgcte ctetgecttg tgattttttt gatttgcacc 1680
gcaaagcgga tgcgagtcaa agcttatagg gtggataagt ccccctacaa tcaatccatg 1740
tattacgccg ggctgeccgt cgatgacttt gaggattccg agtccacaga cactgaggag 1800
gagttcggca acgccatcgg cggcagcecac ggtgggtcat cttatactgt ttacattgac 1860

aaaacaaga 1869

Numero de secuencias (ID): 123
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaataagcc agtggtagga gtgttgatgg gcttcggceat tatcactgge 60
accttgcgca tcacaaaccc tgtgcgagec agcgtcctgce gttacgatga cttccacatc 120
gacgaggaca agctggatac gaatagcgtg tatgagccat attaccactc cgatcatgca 180
gagtcctect gggtgaacag gggggagtct agccggaagg cttacgacca caattccece 240
tacatctggc cccggaacga ttatgacggg ttcctggaga acgcccatga geatcatgga 300
gtgtataacc agggacgcgg catcgattcc ggggagceggc tcatgcagcec tacccagatg 360
tccgecccagg aggacctcgg ggatgatace gggatccacg tgattccaac cctgaatggg 420
gacgatcggc acaagatcgt caacgtggat caacgccaat atggcgatgt tttcaaaggg 480
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gatcttaacc ctaagcccca gggccagegg ctaatcgagg tgagtgtgga ggagaaccat 540
ccattcacct tgagagcccc gatccagegt atctatgggg tgcgttatac tgagacttgg 600
tcattcctge cgagtcttac ctgcaccggt gatgccgecce cagctataca acacatatgt 660
ctcaagcata ccacatgctt tcaggacgtg gtggttgatg ttgactgtgc agagaacacc 720
aaggaggatc agcttgcaga gatttcttac cgctttcagg gtaagaagga ggctgatcag 780
ccttggatcg tggtgaacac gagcaccctg tttgatgagc tggagctgga ccctccggag 840
attgaacccg gggtgttgaa ggtgctgcge accgagaaac aatacctcgg ggtgtatatc 900
tggaatatga gggggtccga cgggacctcc acatatgcca cttttctcgt cacctggaaa 960
ggtgacgaga agacccggaa ccctaccccce getgtgacce cacagecgeg gggtgeggag 1020
tttcacatgt ggaactatca tagccacgtg ttctcggtgg gegatacctt cagcctggea 1080
atgcacctgc agtacaagat acacgaggcc ccctttgatc tcetgttgga gtggcetgtat 1140
gtgcccatcg accccacatg ccagectatg cggttgtact ccacctgect gtaccatcct 1200
aacgcaccac agtgcttgag ccatatgaat tcgggctgca ctttcaccag ccctcatctg 1260
gcccagaggg tggcctcaac agtgtaccaa aactgtgaac acgctgacaa ttacactgeg 1320
tattgcctgg gtattagcca tatggagcect agttttgggce tcattctgca tgacggtgge 1380
acaaccctca agttcgtgga cacccccgag agcttgagcg gectctacgt gttegttgtg 1440
tacttcaatg gacacgtgga ggccgtggceg tataccgtag tgtcaactgt agaccacttc 1500
gttaacgcca tagaggagcg cggcttcceg cccaccgecg gecagectece tgccaccaca 1560
aagccgaagg agatcacccc agttaatcct gggacgtctc ccctcattcg gtacgecgeg 1620
tggacaggag gcttggccge ggtggtgctce ctetgtetgg ttatattttt gatctgcacc 1680
gccaagcgga tgcgggtcaa ggcatacagg gtggacaagt caccctacaa ccagtccatg 1740
tactacgccg ggctccctgt tgatgacttt gaggactccg aatctaccga cactgaggag 1800
gagttcggga atgccatcgg cgggagecac ggcggcagta gttatactgt ctacatcgat 1860
aagacacgg 1869

Numero de secuencias (ID): 124
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN

> organismo: constructo sintético
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Residuos:

atggggacgg tgaataagcc ggtggtaggc gtgctcatgg gcttcggtat cattaccggg 60
accctgcegca tcactaatcc tgtgcgggec agegtgetge gttacgatga cttccacate 120
gacgaggata agctggacac aaatagcgtc tatgagccgt actaccacag tgatcatgcc 180
gaatcctcct gggtgaatag gggagagtca tctcgtaagg cgtacgacca taactctccc 240
tacatctggc cccggaatga ctatgacggg ttcctggaga acgeccatga gecaccatgga 300
gtgtataacc aggggcgcegg catagattcc ggggagaggc tgatgcagec tacacaaatg 360
tcagcccagg aggatttggg agatgacact gggattcacg tgatccctac cctcaatgge 420
gacgatcggc ataagatcgt caacgtcgac cagcgccaat atggcgacgt ttttaagggg 480
gacttgaacc ccaagcctca ggggcagcegc ctgattgagg tgagegtgga ggagaaccat 540
cctttcacge tgcgggceccce catccagegg atctacgggg tacggtacac tgagacttgg 600
agttttctgc caagtctcac ctgcacaggc gacgccgceac ctgccattca gcacatatge 660
ctgaagcaca ccacgtgctt tcaggatgtg gtggtggacg tcgattgtgc agagaatacc 720
aaggaggatc agctcgccga gatttcttac cgcttccagg gtaagaaaga ggctgatcaa 780
ccttggatcg tggtcaacac gagtaccctg tttgacgagt tggagcttga tccacccgag 840
atcgagccgg gggtgttgaa ggtgctccge acggagaagce agtacttggg cgtgtacatc 900
tggaacatga gggggtccga cgggacctct acttatgcaa cttttctcgt cacctggaag 960
ggtgacgaga aaacgcggaa tcccacgecc geggtgacce cccaacceecg gggggeggag 1020
ttccacatgt ggaactacca ctcacatgtg ttctcggtgg gggatacctt ttctctggec 1080
atgcacctcc agtacaagat ccacgaggca ccctttgatc tgectgetgga gtggctgtac 1140
gtccccattg accccacttg tcagectatg aggctgtaca gtacatgtct gtatcaccce 1200
aacgcccccc agtgectgag ccacatgaac tcgggcetgta catttacaag cccgcacctg 1260
gcccagaggg tggectcgac agtgtaccaa aactgcgage acgcagacaa ctacactgeg 1320
tactgccttg ggatctccca catggagccc agtttcgggc tcattcttca cgatggagga 1380
accaccctca aattcgtgga cacccctgag agcttgtceg gtetctacgt gttegttgtg 1440
tacttcaacg gacacgtgga ggccgtggceg tacacagtgg tctctacagt ggaccatttt 1500
gtgaacgcca tagaggagcg tggttttcca cccaccgecg gecagcectcee tgccaccacg 1560
aagccgaagg agatcacccc tgtgaatcca ggcacatctce ctctgatceg ctacgetgeg 1620
tggacaggag gcttggccgce ggtggtgcte ctetgectag tgatctttct tatctgtacc 1680
gcaaagcgga tgcgggtgaa agcttacagg gtagacaagt cccectacaa tcagtccatg 1740
tattacgccg ggctgccagt cgatgacttc gaggattctg aaagcacaga caccgaggag 1800
gagttcggca atgcgattgg gggtagccac gggggttcca gttatactgt ctacatagac 1860
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aagaccaga 1869

Numero de secuencias (ID): 125
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtcggce gtgctcatgg getteggtat cattaccgge 60
acgctgagga tcactaaccc tgtgcgtgcec agegtcectge gatatgatga ctttcatatc 120
gacgaggaca agctggatac aaacagcgtc tatgagccat attaccattc cgatcatgcc 180
gaatcttcct gggtgaatcg gggggagtca agccgcaagg catacgacca caactccccc 240
tacatttggc cccggaatga ctacgacggg ttcctggaga atgcccatga acatcatggg 300
gtgtacaacc aggggcgegg catcgattcc ggggagaggc tgatgcagcece tacacaaatg 360
tccgeccagg aggatttggg cgatgatace gggatccacg tgatccccac cctgaatggg 420
gacgatcgac acaagatcgt caacgtggat cagcgccaat acggcgacgt attcaagggg 480
gatttgaatc ccaaaccgca gggtcagcgg ctgatcgagg ttagcgttga ggagaaccat 540
ccttttaccc tgegggcegcec catccagegg atttacgggg tgcgatatac tgagacttgg 600
agtttcctece caagtctcac ctgcacaggce gacgecgcecc cagecatcca geatatctge 660
ctgaagcata caacttgctt ccaggatgtg gtggtggacg tcgactgtgc agaaaacacc 720
aaggaggatc agctcgcetga gatctcttac cgcettccaag gtaagaagga ggctgatcag 780
ccttggatcg tggtcaacac cagcaccctg tttgatgagc tggagctcga tcctccegag 840
atcgagcccg gggtgttgaa ggtgcetccge accgagaaac agtatctggg cgtctatata 900
tggaatatga gggggtccga cgggacgtct acctacgcaa catttctegt cacctggaag 960
ggagatgaga aaacgcgtaa tccgactccc getgtgaccc cacagceccag aggggcetgag 1020
tttcacatgt ggaactacca ttcacatgtt ttctcggtgg gggacacctt ctctctggca 1080
atgcacctcc agtacaagat ccacgaggcc ccctttgate tgctgctgga atggctgtac 1140
gtgccgatcg acccgacatg tcagccgatg aggctgtact ctacatgtct ttaccatcca 1200
aatgctcccc agtgtctgag ccacatgaac tcgggctgta ctttcacaag cccgceatetg 1260
gctcagaggg tggcgagcac agtctaccaa aactgcgaac acgcagataa ttacacageg 1320
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tactgcctcg gecatcagceca tatggagccc agtttcgggc tcattctcca cgatggaggg 1380
accaccctca agttcgtgga cactccagag agtctctcag gtctctacgt gttcgttgtg 1440
tactttaatg gacacgtgga ggccgtggceg tatacagtgg tctctacggt ggaccacttc 1500
gtgaacgcca ttgaggagcg ggggttccca cctacagccg gecagcectce ggeccaccacg 1560
aagccgaagg agattacccc tgtgaatcca gggacgtctc cactgatccg ctacgcgget 1620
tggaccggag gcttggecgce tgttgtgcte ctetgecttg tgatcttttt gatttgcacc 1680
gcgaagcgga tgcgggtcaa agcttacagg gtggacaagt ccccctacaa ccagtcgatg 1740
tactacgccg ggcetgeccagt cgatgacttt gaggactccg agtccacaga cactgaggag 1800
gagttcggca acgcgatcgg cggtagccac ggcgggtcta getatacagt gtacatcgac 1860
aagaccaga 1869

Numero de secuencias (ID): 126
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcaccg tcaacaaacc agtggtagga gtgctgatgg gattcggcat tatcactggg 60
accctgegca tcacaaaccc ggtgegcegcc tetgttctga ggtacgatga cttccacate 120
gacgaggaca agctcgacac taattctgtg tatgagccat actatcactc tgatcatgca 180
gaatcctcct gggtgaatag gggggagtct agccggaagg catatgacca caattcccce 240
tacatctggc cccggaacga ctacgacggg ttcctggaga acgeccatga gcatcatgge 300
gtgtacaacc aggggcgcegg catcgattcc ggggaacggce tgatgcagcec tacccagatg 360
tccgecccagg aggacctcgg ggacgatace ggaatccacg ttatccccac actgaatggg 420
gacgatcgcc acaagatcgt taacgtggat cagcgccaat atggcgacgt atttaagggg 480
gatctgaacc ccaaacctca gggccagegg ctaattgagg tgagtgtgga ggagaatcac 540
cccttcacct tgagggctce catccagegt atctatgggg tgegttacac cgagacttgg 600
tectttetge caagtctcac ctgcacaggce gatgccgcecc ccgecatcca geatatttgt 660
ctgaagcata ccacatgctt ccaagacgtg gtggtggacg tcgactgtgc agaaaacacc 720
aaggaggatc agcttgccga gatttcttac cgcttccagg gtaagaagga agcagatcaa 780
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ccttggatcg tggtaaacac gagcaccctt tttgatgagc tggagcetgga tcctcccgaa 840
atcgaacctg gggtgctgaa ggtgctccge actgagaagce aatacctggg ggtgtacatc 900
tggaatatga gaggttccga tgggacctct acatacgcca cttttctcgt cacctggaaa 960
ggtgacgaga agacgaggaa ccccacccct getgttactc cacagccaag gggtgecggag 1020
ttccacatgt ggaactacca cagtcatgtt ttctcggtgg gggacacctt cagcctggeg 1080
atgcacctgc aatacaaaat ccatgaggcc ccctttgatc tcctgetgga gtggctttat 1140
gtacccatag acccgacatg ccagcccatg agattgtaca gcacttgtct gtatcatcca 1200
aacgcacctc agtgcctgag ccacatgaat tcgggcetgcea cctttaccag cccgceatetg 1260
gctcagaggg ttgcctcaac ggtgtatcag aactgtgagc acgcagataa ttacaccgeg 1320
tattgcttgg gcatcagcca catggagccg tcattcggge tecattctgea tgacgggggg 1380
actaccctca agtttgtgga caccccagaa agcttgageg gcctctacgt gttcgttgtt 1440
tacttcaacg gacatgtgga ggctgtggceg tacaccgtag tgtccacggt ggaccacttc 1500
gtgaacgcca ttgaggagcg cgggttcceg cccaccgecg gecagcectcee tgeccaccace 1560
aagccgaaag aaatcacccc agtgaatcct gggacgagcec cactgattcg gtacgctgeg 1620
tggacaggag gcctggcetgc ggtggtgctce ctetgtetgg taatattttt gatctgcacec 1680
gccaagcgga tgcgggtcaa agcatatagg gtggacaaga gtccctacaa ccagtcgatg 1740
tattacgccg ggctccctgt cgatgacttt gaagactccg agtctaccga cacggaggag 1800
gagttcggca acgccatcgg cggaagtcat ggtggcagtt cttacactgt atacatcgac 1860
aagacacgg 1869

Numero de secuencias (ID): 127
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atgggtacgg ttaataagcc ggtggtcggg gtgctgatgg ggttcgggat catcaccggg 60
acgctgcgca ttacaaatcc agtgcgcegceg tecgtectge gttacgatga ctttcacatc 120
gacgaggaca agctggatac aaacagcgtg tacgagccat attaccactc tgatcacgcc 180
gagtcctcct gggtgaatag gggggaatcg agtcgcaaag cgtacgacca caattctcce 240
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tatatctggc cccggaacga ctatgacggg ttcctggaga acgcccatga gcatcatgga 300
gtgtataacc aggggcgcegg catagattcg ggggagaggc tgatgcagec gacccagatg 360
tctgcccagg aggacctggg cgacgacact ggcatccacg tgatcccgac cctcaacggg 420
gacgatcgtc acaagatcgt caacgtggac cagcggcagt acggtgacgt gttcaagggg 480
gacctcaacc cgaagcccca ggggceagegg cttattgagg tgtcagtgga ggaaaatcat 540
ccattcaccc tccgagceccce aattcagegg atctatgggg ttcggtacac ggagacgtgg 600
agttttctge caagtctgac ctgcacgggc gatgcecgcecc ctgcaatcca geatatttge 660
ttgaaacaca ctacatgctt tcaggatgtg gtggttgatg tcgactgtgc agagaacact 720
aaggaggatc agcttgccga gatttcttac cgcttccagg gcaagaagga ggctgatcag 780
ccttggatcg tggtgaacac gtccaccctg tttgatgagc tcgagcttga tectcccgag 840
atcgagcccg gggtgctgaa ggtgctccge accgagaagce agtacctggg ggtgtacatc 900
tggaacatgc gggggtcgga cgggacttct acgtacgcga ccttecttgt gacctggaag 960
ggcgacgaga agacccgtaa tccgaccecc gecagtgacac cccagectcg gggggeggaa 1020
tttcatatgt ggaactatca ctcccacgtg ttctcggtgg gggacacctt cagtcttgca 1080
atgcacctcc agtataagat ccacgaggct ccctttgatc tcttgctgga gtggcetgtat 1140
gtgcctattg accccacatg ccagccaatg agactgtatt ctacgtgtct ctatcatccc 1200
aacgctcctc aatgcctgtc ccatatgaac agtgggtgta cctttacatc cccccacctg 1260
gcccagegtg ttgetagcac ggtgtaccag aattgtgaac acgccgataa ctatacggeg 1320
tattgcctgg gcattagcca catggagccc tecttcggec tgattetgca cgacggagge 1380
acgacgctca agttcgtgga tacccctgag agcttgageg gectcetacgt gttcgtggtg 1440
tattttaacg gacacgtgga ggccgtggceg tacacagtgg tcagcacggt cgaccacttt 1500
gtgaacgcca ttgaggagcg tgggtttcca cccaccgeag gecagecccc tgccaccacg 1560
aagccaaagg agattacccc agtaaaccct gggactagtc ccttgatccg ctacgctgeg 1620
tggacaggcg ggctggecge ggtggtgetg ctgtgtetgg teatttttet tatctgcacg 1680
gctaagcgca tgcgggtgaa ggcttaccgg gttgacaagt ccccctataa tcagagcatg 1740
tactacgccg gtctgeeggt cgatgacttt gaagatagtg agtccactga cactgaggag 1800
gagttcggca atgccatcgg cgggtcacac ggcggctcct cgtatactgt ctatatcgac 1860
aagacccgc 1869

Numero de secuencias (ID): 128
Longitud: 1869
Tipo de molécula: ADN



161

Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggaccg tgaataagcc ggtggtaggg gtgctcatgg ggttcggtat cattaccggt 60
actctgcgca ttactaaccc tgtgegtget agtgtcctee ggtacgatga cttccacatc 120
gacgaggaca agctggacac taacagcgta tatgagccct actaccactc cgatcacgec 180
gagtcctect gggtgaatag gggggagtca tcccgcaagg cctatgacca taactctece 240
tatatctggc cccggaatga ctatgacgga ttcctggaga acgcccatga geatcatggg 300
gtgtataacc aggggcgcgg aatagactcc ggggagaggc tgatgcagcc tacccagatg 360
tccgeccagg aggatcettgg cgatgatacc ggcattcacg tcatccccac cetcaatgge 420
gacgatcgtc acaagatcgt caatgtggac cagcgccaat atggcgatgt tttcaagggg 480
gacctcaatc ccaagcccca aggacagcgg ctgattgagg tcagcgtgga ggaaaaccat 540
cccttcaccce ttcgggctece catccagegg atctacggtg tacgatatac tgagacttgg 600
tcattcctgce caagtctcac atgcacaggce gacgccgcecc cagccatcca gecacatatge 660
ctgaagcaca ccacgtgctt ccaggatgtg gtggtggacg tggactgtgc agaaaacacc 720
aaggaggatc agctcgccga gatttcttac cgcetttcaag gtaagaagga agctgatcag 780
ccttggatcg tggtcaacac gagtacactg tttgacgagc tggagctgga ccccecccgaa 840
atcgagccag gggtgctgaa ggtactccge accgagaaac agtacctggg agtctacatt 900
tggaacatga gggggagcga cgggacgtcg acttacgcaa catttctcgt gacctggaag 960
ggtgacgaga agacgcggaa tccgactcce geggtcacce ctcagecteg tggecgcagag 1020
ttccatatgt ggaactacca ctcgcatgtg ttctcggtgg gggatacctt cagtctcget 1080
atgcacctcc agtacaagat ccacgaggca cccttcgatc tgetgectgga gtggctgtac 1140
gtgccgatag acccgacatg tcagcctatg aggctgtatt ctacatgect ctaccaccca 1200
aatgccccac agtgtctgag ccacatgaac tcgggctgta cttttaccag cccgceatetg 1260
gctcagaggg tggctagcac agtttaccag aactgtgagc acgcagataa ttacactgeg 1320
tactgccttg gcatcagcca tatggagecc agtttcgggce tcatactcca cgatggaggg 1380
accaccctca agttcgtgga tacacctgag agcttgtccg gectctacgt gttcgttgta 1440
tacttcaacg gacacgtgga ggccgtggeg tacacagtgg tctctacagt ggaccacttc 1500
gtgaacgcca ttgaagaaag ggggttcccc cccaccgecg gecagcectee tgecaccacg 1560
aagcctaagg agatcacccc tgtgaaccca gggacgtctc cacttatccg ctacgetgeg 1620
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tggacaggag gtctggcggc ggtggtattg ctctgecteg tgatcttttt gatttgcacc 1680
gccaagcgga tgcgggtcaa ggcttataga gtggacaagt ctccctacaa tcaatccatg 1740
tactacgctg ggctgccagt ggatgacttt gaggactccg aatccacaga tacggaggag 1800
gagttcggca atgcgatcgg cggcagccac ggaggttect cctatactgt ctacattgac 1860
aagacccgc 1869

Numero de secuencias (ID): 129
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggaccg tgaataagcc cgtggtaggce gtgctcatgg gettcggtat catcacaggt 60
actctgcgcea ttacaaaccc tgtacgcgca agtgtcctac gctacgatga ttttcacatc 120
gatgaggaca agttggacac caactcagtc tatgagccgt attaccactc cgatcacgcc 180
gagtcttcct gggtgaacag gggggagtct agtaggaagg cctacgatca caactccece 240
tacatctggc cccggaatga ctacgacggg ttcctggaga acgcacatga gcatcatgge 300
gtgtataacc aggggcgcegg tattgattcc ggggagaggc tgatgcagcc cacgcagatg 360
tctgcccagg aggacctecgg cgatgatacg ggcattcatg ttatccccac cctaaatgge 420
gatgaccgcc acaagatcgt gaacgtggat cagcgccaat atggggacgt ttttaagggg 480
gacttgaacc ccaagcctca gggccagegg ctgatcgagg tcagtgtgga ggaaaaccac 540
cccttcacce tgagggcegcec catccagega atttacgggg tacgatatac tgagacttgg 600
agctttctac cctegctcac ctgcacagge gacgcecgecc ccgecattca geatatatge 660
ctgaagcata caacatgctt ccaggatgtg gtggtggacg tcgactgtgc agaaaacacc 720
aaggaggatc agctcgccga aatttcttac cgtttccagg gtaagaagga ggctgatcaa 780
ccttggatcg tggtaaacac gagtaccctg tttgacgagc tggagctcga tcctccagag 840
atcgagcctg gggtgttgaa ggttctccge accgagaagc agtacctggg agtgtatatt 900
tggaacatga gggggtcgga cgggacctct acttatgcca ccttectegt cacctggaag 960
ggtgacgaga agacccggaa cccgacceca getgtaacce cacageccceg gggagcagag 1020
ttccatatgt ggaactacca ctcccatgtce ttctcggtgg gggatacctt ctectctaget 1080
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atgcatctcc agtacaagat ccatgaggct cccttcgate ttctgetgga gtggcetgtat 1140
gtgcccatcg acccgacatg tcagccaatg agactgtact ctacatgtct ctaccatcca 1200
aacgccccac aatgtctgag ccacatgaat tcgggctgta cttttaccag ccctcacctg 1260
gctcagaggg tggcctcaac agtgtatcag aactgcgagce acgcagataa ttacactgec 1320
tactgcctcg gecatcageca tatggagccc tcatttgggc tcatccttca cgatggagga 1380
accacgctga agttcgtgga cacacctgag agcttgagcg gectctacgt gttegttgtt 1440
tacttcaacg gacacgtaga ggccgtggcg tacactgtgg tttccacggt ggaccacttc 1500
gtcaacgcca tcgaggagag aggatttcct cccaccgecg gecagcectce tgccacaacg 1560
aaaccgaagg agatcacacc tgtcaatcca ggcacgtctc ctttgatccg atacgetgeg 1620
tggacaggag gcttggccgc ggtggtactg ctectgcecttg tgatctttct gatctgcacc 1680
gccaagcgga tgcgggtcaa ggcttacagg gtagacaagt ccccctataa tcagtccatg 1740
tattacgccg ggctgccagt ggatgacttt gaggactccg aatccactga cacagaggag 1800
gagttcggca acgctatcgg cggcagccac ggcggatcat cttatactgt ctacatagac 1860
aagaccaga 1869

Numero de secuencias (ID): 130
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggaccg tgaataagcc tgtggtgggc gtgctcatgg gctttggtat aatcaccggg 60
acactgagga ttaccaaccc tgtgcgagcc agcgtcctga ggtacgatga ctttcacatc 120
gacgaggaca agctggatac taacagcgtc tatgagccgt actaccactc cgaccacgcc 180
gaatcctcct gggtgaacag gggggagtca agccgcaagg catatgacca taactccccc 240
tacatctggc cccggaatga ttacgacggce ttcctggaga acgceccatga gecatcatggg 300
gtctataacc agggccgcegg catcgattcc ggggagaggce tgatgcagcec tacacagatg 360
tccgeccagg aggatttggg cgatgacacc ggaattcacg taatccccac tctcaatggt 420
gatgatcgcc acaagatcgt caacgtggac cagcgccaat atggcgacgt gtttaagggg 480
gacttgaacc ccaagcctca ggggcagcegg ctgattgagg tgagcgtgga ggagaaccat 540
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cccttcacge ttcgggceacc gatccagegce atttatgggg tacgatacac tgagacctgg 600
tettttctge caagtctcac ctgcacagga gacgcecgecc cagecattca geatatatge 660
ctgaagcaca caacctgctt ccaggatgtg gtggtggacg tcgactgtgc agagaacacc 720
aaggaggatc agcttgccga gatttcttac cgcttccagg gtaagaagga ggcetgatcag 780
ccgtggatcg tcgtgaacac gagtaccctg tttgatgagce tggagcttga tectectgag 840
atcgagcccg gegtgttgaa ggtactccge accgagaagce agtacttggg agtgtacatt 900
tggaacatga ggggttccga tgggacctct acatatgcga cttttctcgt cacctggaaa 960
ggtgacgaga aaacgcggaa tcccaccccec getgtcacce cgcagecgeg cggggetgag 1020
tttcatatgt ggaactatca ttcccacgtc ttctcggtgg gagatacctt ctcacttgca 1080
atgcatctcc agtacaagat ccacgaggcc ccctttgatc tgctgetgga gtggttgtac 1140
gtgcccattg acccaacatg tcagccgatg agactgtact ctacatgtct ctaccaccct 1200
aacgcccctc agtgtctgag ccacatgaac tcgggctgta catttaccag cccgcatctg 1260
gctcagaggg tggccagcac agtgtatcag aactgcgaac acgcagacaa ttacactgeg 1320
tactgccttg gcatcagcca tatggagcecc tegtttgggce tcatecttca cgatggaggg 1380
actaccctca agttcgtgga cacccctgag agcttgtceg gtctctacgt gtttgttgtt 1440
tacttcaacg gacatgtgga ggccgtggceg tacacagtgg tatctactgt ggaccacttc 1500
gtgaacgcca ttgaggagcg ggggtttccc cccaccgecg gecagecccce tgccaccacg 1560
aagcccaagg agattacccc tgtgaatcca gggacgtctc cactcatccg ctacgetgeg 1620
tggacagggg gccttgcggce ggtggtgctg ctitgecttg tgatcttttt gatctgcacec 1680
gccaagcgga tgcgggtcaa agcttatagg gtggacaagt ccccctataa tcagtccatg 1740
tattacgccg ggctgccagt cgatgatttt gaggattccg aatcgacaga caccgaggag 1800
gagtttggca acgccatcgg cggcagccac ggtgggtcat cctacactgt ttacattgac 1860
aagacgaga 1869

Numero de secuencias (ID): 131
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético

Residuos:
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atgggcaccg tgaacaagcc agtggtgggc gtcctgatgg gcettcgggat tatcactgge 60
acgttgcgca taacgaaccc tgtgcgcegct agegtcectge gttacgatga ctttcacatc 120
gacgaggata agctcgatac caacagtgtg tatgagccct attaccacag tgatcacgct 180
gaatcctcct gggtgaacag gggggagtcc agccggaagg cttatgacca caattccece 240
tacatctggc cccggaatga ttatgatggg ttcctggaga atgcccatga acaccatgga 300
gtgtataacc aggggcgcegg gatcgattcc ggggaacggce tgatgcagec aacccagatg 360
tccgecccagg aagatctcgg ggacgatacc ggaatccatg tgatccctac cctgaatggg 420
gacgatcgac acaagatcgt caacgtggat caacgccaat atggcgatgt atttaagggg 480
gatctcaacc ccaagccgca gggccagcegg ctcatcgagg tgagegtgga ggagaatcac 540
cccttcacct tgagggcetce gatccagege atctatgggg tgegttacac tgagacttgg 600
tecttettge caagtcettac ctgcacaggce gatgcagccec ctgctattca gecacatttgt 660
ctcaagcata ccacatgctt ccaagacgtc gtggtggatg tcgactgtgc agagaacacc 720
aaggaggatc agcttgccga gataagctac cgctttcagg gcaagaagga ggctgatcag 780
ccttggatcg tggtgaacac gagcaccctg ttcgatgagce tggaactgga cccceccegag 840
atcgagcccg gggtgctgaa ggtgctccge actgagaage agtacctcgg ggtgtacatc 900
tggaatatgc gggggtccga cgggacctce acatacgceca cttttctcgt cacctggaag 960
ggtgacgaga agacccggaa ccctacaccg geegtgactc cacagccccg gggtgcagag 1020
ttccacatgt ggaattacca tagccacgtg ttctcggtgg gggacacttt cagcctggea 1080
atgcatctgc aatacaagat ccacgaggcc ccctttgatc tgctgctgga gtggctgtat 1140
gtgccaatag acccaacatg tcagccaatg agactgtact ctacatgtct ctatcatcca 1200
aacgctcctc agtgcctgag ccacatgaac tcgggctgcea catttactag cccgeatctg 1260
gcacaaaggg tggcctcaac agtgtaccag aactgcgagc acgcagataa ttacactgcg 1320
tattgcttgg gcattagcca catggagccc tetttcggge tcatectcca tgacggggge 1380
acaacgctca agttcgtgga cacccccgag agcttgagcg gectctacgt gttcgttgta 1440
tacttcaacg gacacgtaga ggccgtggcg tatacggtag tgtctacagt ggatcacttc 1500
gtgaacgcca ttgaggagcg cggctttccg cccaccgecg gecagecccc tgetaccacg 1560
aagccgaaag aaataacacc ggtgaatccg gggacctccc cactcatceg gtacgccgeg 1620
tggacagggg gcttggccgce ggtggtgcetg ctetgtetgg tgattttett gatctgcace 1680
gcaaagcgga tgcgggttaa ggcatatagg gtggacaaaa gtccctataa ccagtcaatg 1740
tactacgccg ggctecctgt tgacgacttc gaggactccg agtccaccga cacggaggag 1800
gagttcggaa acgccatcgg cgggtcacac gggggctcat catacactgt atatatcgac 1860
aaaacacgg 1869
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Numero de secuencias (ID): 132
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcactg tgaataaacc agtggtcgga gtgctgatgg gcettcggcat cattactggt 60
accctgcgca taaccaaccc tgtgegcgcec agcegtectge gttatgatga ctttcacatc 120
gacgaggaca agctggacac caacagtgtc tatgagccat attatcattc cgatcatgca 180
gaatcttcct gggtgaacag gggggagtct agccggaagg catacgacca caactccccc 240
tacatctggc ccaggaacga ctacgacggg ttcctggaga acgcccacga acaccacggg 300
gtgtataacc aggggcgtgg gatcgattct ggcgaacggce tgatgcagcc gacccagatg 360
tccgeccagg aggacctcgg ggatgatacc ggcatccacg tgattccaac cctgaatggg 420
gacgatcggc ataagatcgt caacgtggat caacgccagt atggcgacgt gtttaagggg 480
gatctgaacc ctaagccaca gggccagcegg ctcatcgagg tgtctgtgga ggagaaccac 540
ccattcacct tgagagctcc gatccagegt atttatgggg tgcgttatac tgagacttgg 600
tetttcetge caagtcttac ctgcacaggce gatgccgecc cagccattca geatatatgt 660
ctgaagcata cgacctgctt ccaagacgtg gtggtggacg tcgactgtge agagaatacc 720
aaggaggacc agcttgccga gatttcttac cggtttcagg gtaagaagga agctgatcag 780
ccttggatcg tggtaaacac gagcaccctg ttcgatgagce tggagcetgga ccctcccgag 840
atcgaacccg gggtgctgaa ggttctccge accgagaaac aatacctggg ggtgtacatt 900
tggaatatga gaggctccga tgggacctct acatacgcca cctttctcgt cacctggaaa 960
ggtgacgaga agaccaggaa cccgactccg gctgtgactc cacagcccag gggtgeggag 1020
ttccacatgt ggaattatca ttcccatgtg ttctcggtgg gggatacctt cagectgget 1080
atgcacctgc agtacaaaat ccacgaggcg ccctttgatc tcctgttigga atggcetgtac 1140
gtgcctattg acccaacatg tcagcctatg agattgtaca gtacatgtct gtatcatccc 1200
aacgcgcctc agtgtctgag ccacatgaac tcgggcetgca cttttaccag cccccatctg 1260
gctcagaggg ttgcgtcaac agtgtaccaa aactgcgaac acgcagacaa ctacactgeg 1320
tattgcctgg geattageca catggagcct agtttcgggce tecattctgea tgatgggggg 1380
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actacgctca agttcgtgga caccccagag agcttgagceg gcectctacgt gttegttgtg 1440
tatttcaatg gacacgtgga ggccgtggceg tacacggtag tgtcgacagt ggaccacttt 1500
gtgaacgcca tagaggagcg cgggtttccg cccaccgegg gtcagcectcece tgcaaccacg 1560
aagccaaagg agatcacgcc agtgaatccg ggcacgagcc cactgattcg ctacgctgcet 1620
tggacaggag gcttggccgc ggtggtgctce ctetgectgg taatcttttt gatctgcacec 1680
gccaagcgga tgcgggtgaa agcttaccgg gtagacaagt ccccctacaa ccagtcgatg 1740
tactacgccg ggctceccgt tgacgacttt gaggactcag agtctaccga cacagaggag 1800
gagttcggca acgccatcgg ggggtcccac ggtggcagcea gttacacggt atacatcgac 1860
aaaacacgg 1869

Numero de secuencias (ID): 133
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggaccg tgaataagcc cgtggtgggt gtgctcatgg gctttggtat tattaccggt 60
actctcagga ttaccaatcc tgtgcgtgcc tcagtcctge gttacgatga ctttcacatc 120
gacgaggaca agctggacac aaacagcgtc tatgagccct actaccacag tgatcacgcc 180
gaatcctcct gggtgaatcg gggggagtcc agccgcaagg cttatgacca caactccccc 240
tacatctggc cccggaacga ctatgacggc ttcctggaga acgcccatga gcaccatgge 300
gtgtataacc agggtcgcgg tattgattcc ggggagaggc tgatgcagcc tacacagatg 360
tccgecccagg aggatttggg tgatgacact ggcattcacg taatccccac tctgaatggg 420
gacgatcgcc ataagattgt caatgtggat cagcgccaat atggtgatgt gtttaagggg 480
gatttgaatc ctaagcctca ggggcagcegg ctgattgagg tgtcagtgga ggagaatcac 540
ccattcaccc tccgggceacc catccagcegce atttacgggg tgcgatacac tgagacttgg 600
agtttccttc caagtctcac ctgcacaggce gatgccgecc ccgecatcca geatatatge 660
ctgaagcaca ctacatgctt ccaggatgtg gtggtggacg ttgactgtgc agaaaacaca 720
aaggaggatc agctcgccga aatttcttac cgcttccagg gtaagaagga ggctgatcag 780
ccttggatcg tggtgaacac gagcaccctg tttgatgagc tggagcttga tcctectgag 840
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atcgagcctg gggtgctgaa ggtgttgcge accgagaagce agtacctagg ggtctacatt 900
tggaatatga gggggtccga cgggacctct acatatgcca cttttctggt cacctggaag 960
ggagacgaga agacccggaa tccaaccccc getgtgacac cacagccacg gggggcetgag 1020
ttccacatgt ggaactacca ttcacacgtg ttctcggtgg gegacacctt ctetettgca 1080
atgcatctgc agtataagat ccacgaggcc cccttcgacc tectgetgga gtggctgtac 1140
gtgccaatag accctacatg tcagccgatg agactgtact ctacatgtct ctaccacccc 1200
aacgctccac agtgtctgag ccacatgaac tcgggctgta cttttactag cccgeatctg 1260
gcgcagaggg tggccagceac ggtgtaccag aactgcgagce acgcagataa ctataccgct 1320
tactgcttgg ggatcagcca tatggagccc tccttcgggce tgatcctcca cgatggggge 1380
acaaccctca aattcgtcga cacccctgag agcttgageg gtctgtatgt gttcgttgta 1440
tacttcaacg gacacgtgga ggccgttgcg tacacagtgg tcagcacagt ggatcacttc 1500
gtgaacgcca ttgaggagcg tgggtttcca cccaccgetg gecagcectee tgccaccace 1560
aagccgaagg agatcacccc cgtgaacccg gggacgtctc cactaattcg gtatgctgeg 1620
tggacaggag gcttggccgc ggtggtgctce ctetgecttg tgatattttt gatttgtact 1680
gccaagcgga tgcgggtcaa agcttacagg gtggacaagt ccccctacaa ccagageatg 1740
tattacgccg ggctgccagt cgatgacttt gaggattccg aatccacaga cactgaggag 1800
gaattcggca acgcgatcgg tggtagtcac ggtgggtcat cttatactgt ctacattgac 1860
aagaccaga 1869

Numero de secuencias (ID): 134
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atgggaacag tcaataaacc cgtagtaggt gtgctgatgg gcttcggaat catcactggt 60
acattgagga tcactaatcc agtccgagct teegttctge ggtatgatga ttttcacatc 120
gatgaggaca agctggatac aaactcggtt tatgagccgt actatcacag cgatcacgct 180
gagtcatctt gggtgaacag gggagagtct tcccggaagg cttacgacca taactccceg 240
tacatctggc caagaaatga ctatgatggc tttctggaga acgctcacga acatcacggt 300
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gtgtataacc agggcagagg catcgattca ggcgagaggc tgatgcagcc aacgcagatg 360
tctgcgcagg aggacctggg agatgacact ggtatacatg tcatccccac ccttaacggg 420
gatgatcggc acaagatcgt taacgttgat cagcgccaat acggcgacgt gtttaaagge 480
gatctgaacc cgaaacccca agggcagagg ctgatcgagg tgtccgtgga ggagaatcat 540
ccctttacct tgcgegceacce catccagagg atctatggtg tcaggtacac cgagacatgg 600
tectttetge catctectgac ctgcaccgga gacgcetgecce cggcecatcca geacatctge 660
ctgaagcata cgacatgctt ccaggacgtg gtcgtggatg tagattgcgc cgagaacacg 720
aaggaggacc aactcgctga aatttcttac agattccagg gaaagaaaga agcagatcag 780
ccatggatcg tggttaacac ctctactctt tttgacgagc ttgagctcga tcctcctgag 840
atcgagcccg gagttctcaa agtgctaagg acagagaaac agtacttggg tgtgtatatt 900
tggaacatgc gtggcagcga cggtacatct acctatgcca cttttctggt cacatggaag 960
ggggatgaaa agacccgaaa ccctaccccc getgtgactc cacagectcg cggcgcagag 1020
tttcatatgt ggaattacca ttcacacgta ttcagcgtag gagacacctt ctcactagcg 1080
atgcatctac agtataagat ccacgaggct ccattcgatc tactcctgga gtggttgtat 1140
gttcccatceg atcctacttg tcagccgatg agactgtatt ccacatgtct ttaccatcct 1200
aatgccccgc agtgtctgag ccatatgaac agtggctgta ctttcacaag tccecatctg 1260
gcgcagaggg tggctagcac agtatatcag aactgtgaac acgctgataa ctataccgec 1320
tattgtcttg gtatatcaca catggaacct tccttcgggce tgatattgca cgacggagge 1380
actacgttga aatttgttga cactcccgaa agtcttagtg gactctacgt gtttgtggtt 1440
tatttcaacg gacacgtcga ggctgtggca tatacagtgg tgtccacggt ggatcacttc 1500
gtgaatgcta tagaggagcg tggcttcect cctacggegg ggcagcecccec tgecaccace 1560
aagcccaagg agatcactce cgtgaaccct ggaaccagcc ctttgattcg gtatgctgca 1620
tggaccgggg gcttagcagc tgtcgtgctg ttatgectgg ttatattttt aatctgtacc 1680
gccaagcgga tgcgggtgaa agegtatagg gtggacaaga gtccttataa tcaatcaatg 1740
tattacgccg ggctccecgt tgatgatttc gaggacagceg agagtaccga caccgaggag 1800
gagtttggta acgccattgg cggttcacac ggcgggtctt cttatacagt gtatatcgac 1860
aaaacccgc 1869

Numero de secuencias (ID): 135

Longitud: 1869

Tipo de molécula: ADN

Ubicacion de caracteristicas/Calificadores:
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- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggaacag tcaataaacc tgtggtgggc gtgctgatgg gcettcggcat cattaccggt 60
acactgcgca ttactaaccc agtccgagcet agtgtgttga gatatgatga ttttcacata 120
gatgaggata agctggacac aaactcggtt tacgagcctt actatcacag cgaccatgct 180
gaatcatctt gggtgaacag gggagagtct tcacggaagg cttatgatca caactcccct 240
tatatttggc caagaaatga ttacgacggc tttctggaga atgcccacga acatcacggt 300
gtgtataacc agggccgagg catcgattca ggagagaggc tgatgcagcc aacccagatg 360
tctgcacagg aggatctggg agatgacact ggaatccatg tgatccctac cctcaacggt 420
gacgaccggc acaagatcgt taacgttgat cagcgtcaat acggggacgt cttcaaaggc 480
gaccttaacc cgaagccaca ggggcagagg ctgatcgaag tatccgtgga ggaaaaccat 540
ccatttacct tgcgggcacc gattcagaga atctatggag tgaggtacac ggaaacttgg 600
tcttttctge ctagtctgac ctgcaccggg gacgcetgcte ctgccataca gecacatctgt 660
ctcaaacata caacctgctt ccaggacgtc gttgtcgatg tagactgcgc cgaaaataca 720
aaggaggatc agctggctga gattagctac aggttccagg ggaaaaaaga ggctgaccaa 780
ccatggatcg tggttaacac ttctactctc tttgacgaac ttgagctcga tcctectgag 840
atcgagcccg gagttctcaa ggtgctgcga acagagaagce agtacttggg ggtttatatc 900
tggaatatgc gtggcagcga cggtacatcc acctacgcaa ctttectggt cacatggaag 960
ggggacgaaa aaacccggaa tcctaccecg getgtgactc cacagcectag aggggcagag 1020
tttcacatgt ggaattacca ttctcacgtg ttctctgtag gggatacctt ttcgctaget 1080
atgcatctcc aatataagat tcacgaggcc ccatttgatc ttctgctgga gtggttgtac 1140
gttccgatcg accccacgtg tcagccgatg agattgtatt ctacctgtct ttatcatccg 1200
aatgctcccc agtgtttatc tcacatgaac tccgggtgta cttttactag tccacatctg 1260
gcccagagag tggccagtac agtatatcag aactgcgagce atgctgacaa ttacacagcet 1320
tactgccttg gtatctcaca catggagcct tcattcgggce tcattctgca cgatggagge 1380
accacgctga agtttgttga cactcccgaa agcectttctg gectttacgt gtttgtggtg 1440
tatttcaatg gacacgtgga ggcagtggca tacacagtgg tcagcacggt tgatcatttt 1500
gtgaatgcca tcgaggagcg tggttttcct cctacggcag ggcagcctcce tgcaactace 1560
aagccaaagg agattacacc ggtcaaccca ggaaccagcc cattgatccg gtatgecgct 1620
tggaccgggg ggttggcagc tgtagttctg ctttgcctgg ttatattttt gatttgcacc 1680
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gcaaagcgaa tgcgggttaa agcctacagg gtggacaaaa gtccttataa ccagtcaatg 1740
tattatgcgg gcctceecggt ggatgatttc gaagatageg agagcaccga tacagaggag 1800
gagtttggta atgcaatagg gggttcccac ggcggaagct cttatacagt gtatattgac 1860
aaaaccagg 1869

Numero de secuencias (ID): 136
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggaacag tgaataaacc cgtcgtcgga gtgcttatgg gtttcgggat catcactggt 60
accttgagga ttaccaaccc tgtccgtgct tcggtcttaa gatatgatga tttccatatt 120
gacgaggata agctggatac gaactcggtt tacgagccat actaccacag cgatcacgct 180
gagtcatcct gggttaacag gggtgagtca tcccggaagg cttacgacca taactctcca 240
tacatatggc ccagaaatga ttatgacggc tttctggaaa atgcacacga acatcacggt 300
gtgtataacc agggcagggg gatcgatagc ggcgaacggce tgatgcagcce tacccagatg 360
agtgctcagg aggacctggg agatgacacc ggtatccatg tcatccctac cctcaacggg 420
gacgaccggc acaaaattgt gaacgttgac cagcgccaat acggagatgt attcaaaggc 480
gatctgaacc ccaagccaca agggcagagg ctgatcgagg tctcggtgga ggagaaccat 540
ccttttacac tgcgtgcccc aatccagegg atatatggceg tgcgatacac ggagacatgg 600
tetttectgce cttcactgac atgcacaggg gacgctgecc cggcecattca geacatttgt 660
ctgaagcata cgacctgctt ccaggacgtg gtcgtggacg tagattgcgc cgaaaacaca 720
aaggaggatc agctggctga aatcagctac aggtttcagg ggaagaagga agccgaccaa 780
ccatggatcg ttgttaacac ttctacactc tttgatgaac ttgagctcga ccctectgag 840
atcgagcccg gagtgctcaa agtgctgaga acagagaagc agtatttggg cgtgtatata 900
tggaacatgc gtggcagcga tggaacatcc acctacgcca cctttctggt gacatggaaa 960
ggcgatgaaa agacgcggaa ccctactcca getgtgactc cacagccacg tggegetgag 1020
tttcacatgt ggaactacca ttctcatgtg ttcagcgtgg gggatacctt cagtctageg 1080
atgcatctcc aatataagat tcacgaggcc ccatttgatc tcctectgga gtggttgtat 1140
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gtgccaatcg atccaacttg tcagccgatg agactgtatt ccacgtgtct ttatcaccce 1200
aatgccccac agtgtttatc ccacatgaac tccggatgta ctttcactag tccacatctc 1260
gcccagagag tggccagcac agtataccag aattgtgagce atgctgacaa ctataccgec 1320
tactgtcttg gtatatcaca catggagcct tcattcgggt taatattgca cgatggagge 1380
actacgttga agtttgttga cactccggag agcctgtctg gectctacgt ttttgttgtg 1440
tatttcaatg gacacgtcga ggccgtggca tacacagtcg tgtcgacggt cgatcatttt 1500
gtgaatgcta tcgaggagcg tggtttccct cctaccgetg ggcagcectece tgcaacgacc 1560
aagccgaagg agatcacacc cgtgaacccc ggaaccagcc cattgatccg gtatgccget 1620
tggaccgggg ggttggctge cgtggtgcetg ttgtgectgg ttatttttct tatttgtacg 1680
gcgaaaagga tgcgggtgaa agcctacaga gtggacaaga gtccctataa ccagtcaatg 1740
tattacgcgg gcttaccagt agatgatttc gaggattcag agagcacgga tactgaagaa 1800
gaattcggta atgccatagg tggttcacac gggggatctt cttatacagt gtatattgac 1860

aaaacccga 1869

Numero de secuencias (ID): 137
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggacag tcaacaagcc cgtggtgggc gtacttatgg ggttcgggat tattactggt 60
acattgagga ttactaatcc agttcgagct tctgtcctee getacgatga tttccacatt 120
gacgaggaca agctggacac taactcggtc tatgagccat actatcacag cgatcacgct 180
gagtcatctt gggtgaacag gggagagtca tcaaggaagg cctatgatca caactccccg 240
tacatatggc cgagaaatga ctacgatggc tttctggaga atgctcacga acatcacggt 300
gtgtataacc agggccgggg cattgatagc ggagaacgcc tgatgcagcc aacccagatg 360
tctgcgcagg aggatctggg tgatgataca ggtatccatg ttatccctac ccttaatggg 420
gatgacaggc acaaaatcgt taacgttgat cagcgccaat acggtgacgt gtttaaaggc 480
gatctgaatc cgaagcccca gggacagagg ctgatcgagg tgtccgttga ggagaaccac 540
ccttttacct tgcgtgcacc gattcagcgg atctatggeg tgaggtacac ggagacttgg 600
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tcattcctge ctagectgac ctgcacaggg gacgcecgecc ctgcetatcca gcacatctge 660
ttgaagcata cgaccitgttt tcaggacgtg gtggtggatg tagactgcge cgagaacacg 720
aaggaggatc agctggccga aataagctat aggttccagg gaaagaagga agctgaccag 780
ccatggatcg tggttaacac ttctactctc tttgatgagc ttgagctcga tccaccagag 840
atcgagccag gagtcctcaa ggtgctgcge acagagaagc agtaccttgg agtgtatatc 900
tggaacatgc gtggcagtga cggtacctcc acctacgcaa cctttctggt gacctggaag 960
ggagacgaga agacccgaaa tcctacgccg gcagtgacce cacageccecg cggggcagaa 1020
tttcacatgt ggaattatca ttctcacgtg ttcagcgtgg gagacacttt cagectagec 1080
atgcacctcc aatacaagat ccacgaagcc cctttcgatc tactccttga gtggctgtat 1140
gttcctatcg atcctacttg tcagccgatg aggctgtaca gtacttgect ataccatcce 1200
aatgctccgce agtgtttatc tcatatgaac tccggatgca cgttcaccag cccacatctc 1260
gcccagagag tggctagcac ggtataccaa aactgcgagc atgctgacaa ttacaccgec 1320
tactgtcttg gtatatcaca catggagcct tcattcgggc taatactgca tgacggagga 1380
accacgttga aatttgttga cacacccgag agcctgtctg gtttgtacgt gtttgtggtc 1440
tatttcaatg gacacgtaga ggccgtggca tacacagtgg taagcaccgt tgatcacttt 1500
gttaatgcaa tcgaggagcg tggtttccct cctacggcetg ggcagectcce tgeccactaca 1560
aagccaaagg agatcacacc cgtgaatccc ggaaccagcc cattgattcg gtatgcaget 1620
tggaccgggg gectggeagce tgtcgtgcetg ctetgettgg ttattttict gatctgcact 1680
gccaagcgca tgegggttaa agectacagg gtggacaaaa gtccttataa tcagtcaatg 1740
tattatgcgg gcctgectgt agatgatttc gaagacagcg agagcaccga caccgaggag 1800
gagtttggta atgccatagg tggctcacac ggcgggtcat catatacagt gtatatcgat 1860
aagacccgc 1869

Numero de secuencias (ID): 138
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:

atggggacag tgaacaaacc cgtagtgggc gtacttatgg ggttcgggat catcaccggt 60
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acattgagga taactaatcc ggtgcgggct tcegtectge getatgatga ttttcacata 120
gacgaggaca agctcgatac aaactcggtt tatgagccat actatcacag cgatcatgct 180
gagtcaagct gggtgaatag gggagagtct agccggaagg cctacgacca caactccccg 240
tatatatggc ccagaaatga ctatgatggc tttctggaga atgctcacga acatcacggt 300
gtttataacc agggccgagg catcgattcc ggcgagaggce tgatgcagec cacgcagatg 360
tctgcgcagg aagacctagg agatgacact ggtatccatg taatccctac cttgaacggg 420
gacgacagac acaaaattgt gaatgttgat cagcgccaat acggtgacgt gttcaagggc 480
gatctgaacc caaagcctca ggggcagagg ctgatcgagg tgagcgtcga ggaaaatcac 540
ccgtttacct tgcgggcacc tattcagcga atctatggag taaggtacac ggagacatgg 600
tcttttctge cttctetgac ctgcacaggg gatgecgege cggecatcca geacatctge 660
ctcaagcata ccacatgctt ccaggacgtg gtcgtggatg tggattgtgc cgagaacacc 720
aaggaggacc agctggctga aataagttac aggttccagg gaaaaaagga agctgatcaa 780
ccatggatag tggtgaatac ttctaccctc tttgacgaac ttgagctgga tccacctgag 840
atcgagcccg gagtgctcaa ggtgcetgege acagagaagce agtacctggg ggtgtatatc 900
tggaacatgc gtggctctga cggtacttcg acttacgcta ctttcctggt gacatggaaa 960
ggggacgaaa agacaagaaa tcccaccccg getgtgacte cacagectcg gggtgecggag 1020
ttccatatgt ggaattacca ttcacatgtg tttagcgtgg gcgatacctt tagcctagec 1080
atgcacctcc agtacaagat tcacgaggcc ccattcgatt tgctcctgga atggttgtat 1140
gttcctatcg accctacttg tcagccgatg agactgtata gtacatgtct ttaccatcct 1200
aatgctcctc agtgtttatc tcacatgaac tccggatgta catttactag tccacatctc 1260
gcccagagag tggctagcac agtataccag aactgcgagce atgctgacaa ctataccgec 1320
tactgccttg gtatatcaca catggagcct agcttcgggc tcatcctgca tgacggcgge 1380
actacgttga aatttgtcga cactcccgaa agcectgtctg gectctacgt ttitgttgtc 1440
tatttcaacg gccatgtcga ggcagtggca tacactgtgg tttcgactgt ggatcacttt 1500
gtgaatgcca ttgaggagcg tggtttccct cctaccgegg ggcageccce ggctactace 1560
aagccaaagg agatcacacc cgtgaacccg ggaaccagcc ccttgatccg gtatgccgeca 1620
tggaccggceg gcttggcagce ggtegtgcetg ctatgectgg ttatattttt aatttgcacc 1680
gccaagcgaa tgcgggttaa ggcctacagg gtggacaaga gtccctataa ccagtcaatg 1740
tactatgctg gcctcccagt ggacgatttc gaggacagcg agagcaccga cacggaggag 1800
gagtttggca atgctatcgg aggatcacat ggcgggtcta gttatacagt ttatatcgac 1860

aaaacccgc 1869
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Numero de secuencias (ID): 139
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggaactg tgaacaaacc agtggtcggc gtgcttatgg ggttcggaat catcacaggce 60
actttgcgga ttactaaccc agttagagct tccgtcctga gatacgatga ctttcatata 120
gatgaggaca aactggacac aaattcggtt tacgagccct actatcacag cgatcacgct 180
gagtcatctt gggtgaatcg cggtgagtct tccaggaagg cttatgacca caactccccg 240
tacatctggc caagaaacga ttacgacggg tttctggaga acgctcacga acatcacggt 300
gtgtataacc agggccgagg catcgatagc ggagagaggc tgatgcagcc aacgcagatg 360
tctgcgcagg aggaccttgg ggatgacact ggtatccacg tcatcccaac cctgaacggg 420
gacgatcggc acaaaatcgt taacgttgat cagcgccaat atggtgacgt gttcaaggga 480
gacctgaatc cgaagccaca agggcagaga ctgatcgagg tttccgtcga ggaaaatcac 540
ccatttacct tgcgggctcc gattcagcga atctatgggg ttcgatatac ggagacatgg 600
tcatttctge cctcacttac ttgcaccggg gacgcecgcetce ctgctataca geacatttgt 660
ctgaagcaca ccacgtgctt ccaggacgtg gttgtggatg tagactgtgc cgagaataca 720
aaggaagatc agctggctga aataagctac aggtttcaag gaaagaagga ggccgatcaa 780
ccatggatcg tggtgaacac ttctactctg tttgacgagc ttgagctcga tccgectgag 840
atcgagcccg gggttttgaa ggtgctgecge acagagaagce agtacctggg agtttatatc 900
tggaacatgc gtggcagcga cgggacatct acctatgcta ctttcttggt gacatggaag 960
ggggacgaaa aaacccgaaa tcctaccect gecagtgacte ctcagectcg gggggcagag 1020
tttcacatgt ggaattacca ttctcatgtc tttagcgtag gagatacgtt cagcctagec 1080
atgcatctcc agtataaaat tcacgaggcc ccattcgatc tgctcctgga atggcetgtat 1140
gtgccaatcg atcctacttg tcagccgatg agactgtata gtacatgtct ttaccatccec 1200
aatgctccac agtgcttgag ccacatgaat tccggatgta ctttcactag ccctcacctc 1260
gctcagagag tggccagcac agtataccag aattgcgagc atgctgacaa ctatacagec 1320
tactgtcttg gtatatcaca catggagcca tctttcgggce tcatactgca tgacggagge 1380
actacgttga aatttgttga cactcccgaa agcctgtctg gectctacgt ttttgtggtt 1440
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tatttcaatg gacacgtcga agcagtggcc tacacggtgg tcagcaccgt tgaccacttt 1500
gtgaatgcga tcgaggagcg tggtttccecg cccacggegg ggcagecccce tgeccacaacc 1560
aagcccaagg agatcacacc tgtgaacccc ggaacctcac ccttgatccg ttatgccgeg 1620
tggaccggag gcttggcetge cgtggtgctg ctttgectgg ttatattttt aatctgcacc 1680
gccaaacgga tgcgggttaa agcctacagg gtggacaaaa gtccctataa tcagtcaatg 1740
tactatgctg gcttgcctgt ggatgatttt gaagacagcg aaagcaccga caccgaggaa 1800
gaatttggta atgccattgg tggttctcac ggtgggagct catatacagt gtatatcgat 1860
aaaacccgc 1869

Numero de secuencias (ID): 140
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcacag tgaataaacc cgtggtgggc gtacttatgg ggttcggaat cataacaggt 60
acattgagga tcactaatcc agtccgegct tetgtgttaa gatatgacga ttttcatatc 120
gacgaggaca agctggatac aaactcggtt tacgagccgt actaccacag cgatcacgct 180
gaatcttctt gggtcaatag gggagagtct tcccggaagg cttacgacca caattccect 240
tacatatggc caagaaatga ttatgatggc tttctggaga acgcccacga gcatcacggt 300
gtgtataacc agggacgagg tatcgattcc ggcgaaagac tgatgcagcc tacccagatg 360
tctgctcagg aggacctggg agatgacact ggtatccatg tcatcccaac cctgaacggg 420
gacgatcggc acaaaatcgt taatgttgat cagcgtcagt acggcgacgt gttcaaaggce 480
gatctgaatc ccaaaccaca agggcagagg ctaatcgagg tgtcagtgga ggaaaatcat 540
ccttttacct tgagagcacc gattcagcgg atctatggag taaggtatac tgaaacatgg 600
tettttctge ctagectgac ttgtaccggg gacgcagecc cggctataca geatatctgt 660
cttaagcata cgacctgctt ccaggacgtg gtcgtggatg tagactgcge cgagaataca 720
aaggaagatc agctggctga gatcagctat aggttccaag gaaagaagga ggcagaccaa 780
ccctggateg tggttaacac ttctactctc tttgacgagce ttgagcttga cccaccggag 840
atcgagcccg gagtcctcaa agtgctccge acagagaagce agtacttggg ggtgtatatc 900
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tggaatatgc gtggcagcga cggtacgtcc acctacgcta cttttctggt gacatggaag 960
ggggatgaaa aaacccgaaa ccctacccct getgtgactc cacagcectag aggggcagag 1020
tttcacatgt ggaattacca ttcccatgtg tttagcgtgg gcgatacctt cagettggeg 1080
atgcatctgc agtacaaaat tcacgaggcc cccttcgatc tecttctgga gtggttgtat 1140
gtccecgateg atcctacttg tcagccgatg agactgtaca gtacatgtct ttaccatcct 1200
aacgctcccc agtgtttatc tcatatgaac tcaggatgta ctttcacttc tccacatctc 1260
gcccagagag tggcgagcac agtataccag aactgcgagce atgctgacaa ctatacagca 1320
tactgccttg gtatatcaca catggagcct tcattcgggce ttatactgca tgacggagge 1380
actacgttga agtttgttga tactccggag agcctgtctg gectgtatgt ttttgttgtg 1440
tacttcaatg ggcacgtgga ggccgtggca tacacagtgg tcagcacggt cgatcacttt 1500
gtgaatgcca tcgaggagcg cgggttccct cctacggegg ggcagecgcec tgetaccace 1560
aagcccaagg agatcacacc cgtgaatcce ggaaccagcc ccttgatceg gtatgecget 1620
tggaccggtg gattggcagc tgtcgtgttg ctttgectgg ttattttctt aatctgcacc 1680
gctaagcgca tgcgggttaa agcectatagg gtggacaaaa gtccctataa ccagagcatg 1740
tactatgccg gcctecctgt tgatgatttc gaagatagcg agtctacgga caccgaagaa 1800
gaatttggga acgccatagg aggttcccac ggcggatctt cttatacggt gtacatcgat 1860
aagacccgc 1869

Numero de secuencias (ID): 141
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggaactg tcaataagcc tgtggtgggc gtgcttatgg gettcgggat catcaccggt 60
actttgagga ttactaatcc agtccgagct tccgtgcetga gatatgatga tttccatata 120
gatgaggaca agctggatac aaattcggtc tacgagccat actatcacag cgaccacgct 180
gagtcatcct gggtgaacag gggagagtcg agtcggaagg cttatgacca taactcccca 240
tacatttggc ctcggaatga ttacgatggc tttctggaga atgcccacga acatcacggt 300
gtgtataacc agggcagggg catcgatagc ggcgaaaggc tgatgcagcc cacccaaatg 360
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tcagcgcagg aggatctggg agatgacact ggtatccatg tcatccctac actgaacggg 420
gacgatcgac acaaaatcgt taacgtcgat cagcgccaat acggggacgt cttcaaaggce 480
gatctgaacc cgaagcctca agggcaaagg ctgatcgagg tgtccgttga ggagaatcac 540
ccattcacct tgcgggceccce gattcaacgg atctacggag tgaggtatac cgaaacttgg 600
tcttttctee cttcactgac ctgtaccggg gacgcetgcac cggcecattca gcacatctgt 660
ctgaagcata cgacctgctt ccaggacgtg gtcgtggacg tagactgtgc cgagaacacg 720
aaggaggacc agctggctga gataagctac aggttccagg gaaagaaaga ggctgaccag 780
ccgtggatcg tggtcaatac ttctactctc tttgatgagce ttgagttgga tcctectgag 840
attgagcctg gagttctcaa ggtgctgcgg acagaaaagce agtaccttgg ggtgtatatc 900
tggaacatgc ggggctctga cggtacatcc acctatgcta cctttctggt aacttggaaa 960
ggggatgaaa aaactcgaaa ccctacgcct getgtgactc cacagcctcg tggggcagag 1020
tttcacatgt ggaattatca ttctcacgtg ttcagcgtag gtgatacctt cagcctggca 1080
atgcatcttc agtataagat tcacgaggca cctttcgatt tgctcctgga gtggttgtat 1140
gtccctatcg atcctacttg tcagccgatg agactgtata gtacatgtct ttaccatccc 1200
aatgctcccc agtgcttgtc acacatgaac agcggatgta ctttcacatc tccacatcta 1260
gcccagegag tggcaagtac agtataccag aactgtgagce atgctgacaa ctacaccgec 1320
tactgtcttg gtatatcaca catggagcct tcattcgggc tcatactgca cgacggagge 1380
actacgctga aatttgtgga cactcctgaa agcctgtctg gtctctatgt ttttgttgtg 1440
tatttcaacg gccacgtgga ggccgtggca tacacagtgg tcagcaccgt ggatcacttt 1500
gttaatgcaa tcgaggagcg tggttttcct cctacggegg ggcagecacc tgccacgacce 1560
aagcccaagg agatcacacc cgtgaacccg ggaaccagcc ccttgatceg gtatgecget 1620
tggaccgggg gtttggcagce cgtcgtgcetg ctetgtetgg ttatattttt aatctgcacc 1680
gccaagcgaa tgcgggttaa agcctatagg gtggacaaga gtccctataa ccaatcaatg 1740
tattatgcag gtcttcctgt agatgatttc gaagactctg agagtaccga caccgaggag 1800
gagttcggaa atgccatagg aggctcacac ggggggtcct cttacacagt ttacatcgac 1860
aagacaaga 1869

Numero de secuencias (ID): 142

Longitud: 1869

Tipo de molécula: ADN

Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
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> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atggggaccg tcaacaagcc cgtcgtgggce gtgcttatgg ggttcgggat catcaccggt 60
acactccgca ttactaatcc agtacgagct tcagtcctgce gttatgatga tttccacatt 120
gatgaggaca agctggacac aaacagcgtt tatgagccat attaccacag cgatcacgct 180
gagtcatctt gggtcaatag gggcgagtct agccggaagg catacgacca taacagtcct 240
tacatttggc cgcggaatga ttatgatgga tttctggaga atgctcacga acatcacggt 300
gtgtataatc agggtcgagg cattgatagc ggggaaaggc tgatgcaacc aacgcagatg 360
tctgcgcagg aggacctggg cgatgatact ggcatacatg tcatccccac tetgaatggg 420
gacgacagac acaaaattgt taacgttgat cagcgccaat acggtgacgt gtttaagggc 480
gatctgaacc ctaagccaca aggccagagg ctgatcgagg tgtctgtaga ggaaaatcac 540
ccgtttaccc tgecgggceacc tattcagegg atctacggag tgaggtatac ggaaacatgg 600
tettttctge ctictctgac ctgcaccggg gacgctgece cggctataca gecacatcetgt 660
ctgaagcata caacctgctt ccaggacgtg gtcgtggatg tcgattgcge cgagaacaca 720
aaggaggatc agctggctga aataagctac aggttccagg gcaagaagga ggctgaccag 780
ccatggattg tggtgaacac atccactctg ttcgacgagc ttgagctaga tccacctgag 840
atcgagcccg gagttctcaa ggtgctgecgg accgagaagc agtatcttgg ggtgtatatc 900
tggaacatgc gtggctctga tggcacaagc acgtacgcta cgtttcttgt gacatggaag 960
ggggacgaaa agacccggaa tccgacccct getgtgactce cccagcecteg tggecgcagag 1020
ttccacatgt ggaattatca tagccatgtg ttcagcgtgg gagatacctt cagcctagce 1080
atgcatctcc aatacaagat tcacgaggcc ccattcgatc tactcctgga atggttgtat 1140
gttcctatcg atcctacttg tcagccgatg agactgtaca gtacctgtct gtaccatcce 1200
aatgctcccc agtgtttaag tcatatgaac tctggatgta ctttcactag tccacatctc 1260
gcacagagag tggccagcac agtatatcag aactgcgagc atgctgacaa ctataccgee 1320
tactgtctgg gtataagcca catggagcct tcattcgggce tcatacttca tgacggaggg 1380
actacattga agtttgttga cactccagag agcctgagtg gcttatacgt gtttgttgtg 1440
tattttaatg ggcacgttga ggccgtggct tacacagtgg tcagcacggt cgatcacttt 1500
gtcaatgcca tcgaggaacg tggtttccee cctacggegg ggcaaccacc cgctacgace 1560
aagcccaagg agatcacacc cgtgaacccc ggaacaagcc ctttgatccg ctatgecgec 1620
tggacggggg gcttggcagc cgttgttctg ctttgectgg ttatattctt aatttgcacc 1680
gccaaacgca tgcgagttaa agcttacaga gtggacaaga gtccatataa ccagagtatg 1740
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tattatgcgg gcctcecggt agatgatttc gaggatageg agtctaccga tacggaggag 1800
gagtttggta atgctatagg cgggtcacac ggcgggtctt cttatacagt gtatatagac 1860
aagactcgc 1869

Numero de secuencias (ID): 143
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggcacag tcaataaacc tgtggtgggc gtgctcatgg gcttcggaat catcaccggg 60
acattaagga ttaccaatcc tgtccgagcc tcegttetge getatgatga ctttcacata 120
gatgaggaca agctggacac caactcggtt tacgagccat actatcatag cgatcatgcc 180
gagtcctctt gggtgaacag gggagagtct tcccggaaag cttatgacca caatagcccg 240
tacatttggc cgcgaaatga ctatgatggc tttctggaga atgctcatga acatcacggt 300
gtgtataatc agggacgagg catagatagc ggcgaaaggc tcatgcagcc aacacagatg 360
tctgcgcagg aggacctggg agatgacact gggatccatg tcatccctac cctgaacggg 420
gacgaccggc ataaaatcgt taacgttgat cagcgccaat acggtgacgt gttcaagggce 480
gatctgaatc cgaagcccca ggggcagagg ctgattgagg tgtcggtgga ggaaaatcat 540
cccttcacat tgcgegceacce catacagegg atttacggag tgaggtatac ggagacatgg 600
tcttttctge cctetetgac ctgcaccggg gacgecgecc cggcetatcca geacatctgt 660
ctgaagcaca ctacctgctt ccaggacgtg gtcgtggatg tggactgcge cgagaacaca 720
aaggaggacc agctggctga gataagctat aggttccaag gaaagaagga agctgaccaa 780
ccttggatcg tggtgaacac ttctactctc tttgatgagc tcgagctgga cccacctgag 840
atcgagcccg gagttctcaa ggtcctgecge acagaaaagce agtatttggg ggtgtatatc 900
tggaacatgc gcggcagtga cgggacatcc acatacgcta cttttctggt cacctggaag 960
ggggatgaaa aaacccgaaa tcctacccca gecagtgactc cacagectcg tggecgcagag 1020
tttcacatgt ggaattatca ttcccatgtg ttcagegtgg gggatacatt cagectggeg 1080
atgcacctcc aatacaaaat ccacgaggcc ccatttgatc tactcctgga gtggttgtat 1140
gtgcctatcg accccacatg tcagccgatg agactgtatt caacatgtct ttaccatcca 1200
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aatgctccac agtgtttatc ccatatgaac tcagggtgta cttttaccag tccccatctc 1260
gctcagcggg tggccagtac ggtataccag aactgcgagce atgctgacaa ctatacagec 1320
tactgtcttg gtatctcaca tatggagcct tcattcggge tgatcctgca cgacggagge 1380
accacgttga agtttgttga cactcccgag agcctctcag gtctgtatgt gtttgtggta 1440
tatttcaatg gacacgttga agccgtggca tacacagtag tgtctacggt cgatcacttt 1500
gtgaacgcta tcgaggagcg tggtttcect cctacggegg gecagectce agccacaacc 1560
aagcctaagg agatcacacc cgtgaacccc ggaactagcc ccttgatacg gtatgecgcet 1620
tggaccgggg gtctggeggc tgtggtgcetg ttatgtctgg ttatattttt gatctgcacc 1680
gctaagcgga tgcgggtgaa ggcectatagg gtagacaaaa gtccatataa ccagtcaatg 1740
tattatgccg gectcecggt agatgatttt gaggacageg agagcaccga caccgaggag 1800
gagttcggta acgctatagg gggctctcat ggcgggagtt catatacagt gtatatcgac 1860
aagactcgc 1869

Numero de secuencias (ID): 144
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ADN

> organismo: constructo sintético
Residuos:
atgggaacgg tcaacaagcc cgtggtgggg gtgcttatgg ggttcgggat catcaccggt 60
acactgagga ttactaatcc agtccgagct tcagtcctga ggtacgatga ttttcacatt 120
gacgaggaca aactggacac aaatagcgtg tacgaacctt actatcacag cgaccacgct 180
gagtcatcat gggttaacag gggagagagt agccggaagg cttatgacca taactccccc 240
tacatttggc ccagaaatga ctatgacggc tttctggaga acgctcacga acatcatggt 300
gtgtataatc aggggcgagg gatcgattcg ggcgaaaggc tgatgcagcc aacacagatg 360
tctgcgcagg aggacctggg cgatgataca ggtatccatg tcatcccaac cctgaacggg 420
gacgaccggc acaaaatcgt taacgtcgat cagcgccaat atggtgacgt gttcaagggc 480
gatctgaatc cgaaaccaca ggggcagagg ctgatcgagg tatccgttga ggaaaatcac 540
cctttcaccc tgcgggcacc gattcagegg atctatggag tgaggtacac agagacttgg 600
tectttetge catctectgac ctgtaccggg gacgcetgecce cegctatcca acacatctge 660
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ctgaagcaca cgacctgctt ccaggacgtg gtcgtggatg tagattgcge cgagaacaca 720
aaggaggatc agctcgctga gatcagctac aggttccagg gaaagaagga agctgaccag 780
ccatggatcg tggttaacac ttctactctc tttgatgaac ttgagctaga ccctectgag 840
atcgagcccg gagttctcaa ggtgctccge acagagaagce agtacctggg ggtgtatatc 900
tggaatatgc gtggaagcga tggtacctcc acatacgcta cttttctggt tacctggaag 960
ggtgacgaaa agacccgaaa tcctacccct geggtgactc cacagecccg cggggcagag 1020
tttcacatgt ggaattatca ttctcatgtg ttcagcgtag gggatacctt ctctctagec 1080
atgcatctcc aatacaagat tcacgaggcc cctttcgatc tactcctgga gtggttgtat 1140
gtaccaatcg atcctacttg tcagccgatg agactgtatt cgacatgtct ctaccaccct 1200
aatgctcctc agtgtttaag ccacatgaat tccggatgta cgtttactag tccacatctg 1260
gcccagagag tggccagtac cgtataccag aattgcgagc atgctgacaa ctacaccgec 1320
tactgtttag ggatatccca catggaacct tctttcgggce tgattttgca tgacggagge 1380
actactttga agtttgttga cactcccgaa agcctgtcgg gectatacgt ttttgtggtt 1440
tacttcaatg gacatgtcga ggcggtggct tacacggttg tgtctacggt agatcatttt 1500
gtgaatgcaa tcgaggagcg tggttttcct cctacggegg ggcagecccc tgeccaccaca 1560
aagccaaagg agatcacacc cgtgaacccg ggaaccagcc ccttgatccg gtatgcaget 1620
tggaccgggg gcttggcagc tgtcgtectg ctttgtctgg tcatattttt aatctgcacc 1680
gccaagcgga tgcgggttaa agcataccga gtagataagt ccccctacaa ccagtccatg 1740
tactatgcgg ggctgcectgt ggatgatttt gaagactccg agagcacgga caccgaggag 1800
gagtttggaa acgccatagg aggatcacat ggagggtctt cttatactgt ttatatcgac 1860
aaaacccgc 1869

Numero de secuencias (ID): 145
Longitud: 1869
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
atgggtaccg ttaataaacc cgtggtggga gtgcttatgg gttttgggat catcactggt 60
acattgagga ttactaatcc agtgcgagct agtgtcctga gatacgatga tttccacatt 120
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gatgaggata agctggatac aaactcggtt tatgagccat actatcacag cgatcacgcet 180
gagtcatctt gggtgaacag gggagagtct agccggaagg cttacgacca taactccceg 240
tatatatggc cccgaaatga ttatgatggg tttctggaaa acgctcacga acatcacggt 300
gtgtataacc agggccgegg catcgatage ggtgaaaggc tgatgcagcec tacccagatg 360
agtgcgcagg aggacctggg agatgacact ggtatccacg tcattcctac cctgaacggg 420
gacgatcggc ataaaatcgt caacgttgat cagcgccaat acggtgacgt gttcaagggce 480
gatctgaacc ctaaaccaca agggcagagg ctgatcgaag tgtccgttga ggagaatcac 540
ccgtttacct tgcgggcacc gattcagcgg atctacggag tcaggtatac ggagacttgg 600
tetttectgc ctictetgac ctgcaccggg gacgecgecce cggcetataca gcacatctgt 660
ctgaagcata ctacctgttt ccaggacgtg gtcgtcgatg tagattgcge cgagaacact 720
aaggaggatc agctggcaga gataagctac aggttccagg gaaagaagga agctgaccag 780
ccatggatcg tggttaacac ttctactctc tttgacgagc ttgagctgga tcctcctgag 840
atcgagcccg gagtgcetcaa ggtgttgcge acagagaagc agtacctggg ggtgtatatc 900
tggaatatgc gtggctctga cggtacaagt acctacgcta ctttcctggt gacatggaag 960
ggggacgaga aaacccgaaa ccctaccccc getgtcactc cacagecteg tggggcagag 1020
tttcacatgt ggaattatca ttctcatgtc tttagcgtag gagacacctt tagcctageg 1080
atgcatctcc agtacaagat tcacgaggcc ccattcgatc tactcctgga atggctttat 1140
gttcctatcg atcctacttg tcagccgatg agactgtatt ctacatgtct gtaccatcce 1200
aatgctcccc agtgtttatc tcacatgaac tceggttgta cttttactag tccacatctc 1260
gcccagagag tggccagcac agtataccag aactgcgagce acgccgacaa ctatacggec 1320
tattgtctgg gtatatcaca catggagccc agtttcgggc tcatcctgeca tgacggagga 1380
acaacgctga agttcgtaga tactccggaa agcttatctg gectctacgt tttcgtggta 1440
tatttcaatg gacacgtcga ggccgtagca tataccgtgg tgagcaccgt tgaccacttc 1500
gtgaatgcga tcgaggagcg tggattcect cctacggegg ggcagectec tgeccacgacce 1560
aagcccaagg aaatcacacc cgtgaacccc gggaccagcc ccttgattcg gtatgetget 1620
tggaccggceg gectcgeagce tgtggtgctg ctttgtetgg ttatcttcett gatctgcace 1680
gccaaacgca tgcgggttaa agcctacagg gtggataaaa gtccttataa ccagtcaatg 1740
tactacgccg gactcccggt agatgatttc gaagacagceg agagcaccga taccgaggag 1800
gagttcggta acgccatcgg aggtagccac ggegggtctt cttatacagt gtatatagac 1860
aagacccgc 1869

Numero de secuencias (ID): 146
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Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, ARN gendémico

> organismo: Virus de varicela zoster
Residuos:
atggggacag ttaataaacc tgtggtgggg gtattgatgg ggttcggaat tatcacggga 60
acgttgcgta taacgaatcc ggtcagagca tccgtcttge gatacgatga ttttcacatc 120
gatgaagaca aactggatac aaactccgta tatgagcctt actaccattc agatcatgcg 180
gagtcttcat gggtaaatcg gggagagtct tcgcgaaaag cgtacgatca taactcacct 240
tatatatggc cacgtaatga ttatgatgga tttttagaga acgcacacga acaccatggg 300
gtgtataatc agggccgtgg tatcgatagc ggggaacggt taatgcaacc cacacaaatg 360
tctgcacagg aggatctigg ggacgatacg ggcatccacg ttatccctac gttaaacgge 420
gatgacagac ataaaattgt aaatgtggac caacgtcaat acggtgacgt gtttaaagga 480
gatcttaatc caaaacccca aggccaaaga ctcattgagg tgtcagtgga agaaaatcac 540
ccgtttactt tacgcgcacc gattcagcgg atttatggag tccggtacac cgagacttgg 600
agctttttgc cgtcattaac ctgtacggga gacgcagcgce ccgccatcca geatatatge 660
ttaaaacata caacatgctt tcaagacgtg gtggtggatg tggattgcgc ggaaaatact 720
aaagaggatc agttggccga aatcagttac cgttttcaag gtaagaagga agcggaccaa 780
ccgtggattg ttgtaaacac gagcacactg tttgatgaac tcgaattaga ccccccecgag 840
attgaaccgg gtgtcttgaa agtacttcgg acagaaaaac aatacttggg tgtgtacatt 900
tggaacatgc gcggcetcecga tggtacgtct acctacgceca cgtttttggt cacctggaaa 960
ggggatgaaa aaacaagaaa ccctacgccc gecagtaactc ctcaaccaag aggggctgag 1020
tttcatatgt ggaattacca ctcgcatgta ttttcagttg gtgatacgtt tagcttggca 1080
atgcatcttc agtataagat acatgaagcg ccatttgatt tgctgttaga gtggttgtat 1140
gtccccateg atcctacatg tcaaccaatg cggttatatt ctacgtgttt gtatcatccc 1200
aacgcacccc aatgcctctc tcatatgaat tccggttgta catttacctc geccacattta 1260
gcccagegtg ttgcaagcac agtgtatcaa aattgtgaac atgcagataa ctacaccgca 1320
tattgtctgg gaatatctca tatggagcct agctttggtc taatcttaca cgacggggge 1380
accacgttaa agtttgtaga tacacccgag agtttgtcgg gattatacgt ttttgtggtg 1440
tattttaacg ggcatgttga agccgtagca tacactgttg tatccacagt agatcatttt 1500
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gtaaacgcaa ttgaagagcg tggatttccg ccaacggcecg gtcagccacc ggcgactact 1560
aaacccaagg aaattacccc cgtaaacccc ggaacgtcac cacttatacg atatgccgca 1620
tggaccggag ggcttgcagc agtagtactt ttatgtctcg taatattttt aatctgtacg 1680
gctaaacgaa tgagggttaa agcctatagg gtagacaagt ccccgtataa ccaaagcatg 1740
tattacgctg gccttccagt ggacgatttc gaggactcgg aatctacgga tacggaagaa 1800
gagtttggta acgcgattgg agggagtcac gggggttcga gttacacggt gtatatagat 1860
aagacccgg 1869

Numero de secuencias (ID): 147
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggeat catcacagge 60
accctgcgga tcaccaatcc tgtgcgggcet agegtgetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gecaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacgge 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttctge ccagectgac atgtaccggg gatgecgcete ctgecatcca geacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
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ggcgacgaga aaacacggaa ccccacacca getgtgacce ctcaacctag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gegatacctt tagectggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgetgetgga atggctgtac 1140
gtgcccatcg atcctacctg ccagectatg cggcetgtact ccacctgtet gtatcaccee 1200
aacgctcccc agtgectgag ccacatgaat agcggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcc tgatcctgea cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcc tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttcect ccaactgetg gacagectcec tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcc cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggcctacaga gtggacaaga gcccttacaa ccagagcatg 1740
tactacgccg gectgectgt ggacgacttc gaggatageg agagcaccga caccgaggag 1800
gagttcggca acgccattgg aggatctcac ggcggcagca getataccgt gtacatcgac 1860
aagacccgg 1869

Numero de secuencias (ID): 148
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggeat catcaccgge 60
accctgcegca tcaccaaccc cgtgcgcegcec agegtgcetge getacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gcaccacgge 300
gtgtacaacc agggccgcegg catcgacage ggcgagcegcec tgatgcagec cacccagatg 360
agcgcccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacggce 420
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gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggccagcegc ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccce tgegegeccce catccagege atctacggeg tgegetacac cgagacctgg 600
agcttcctge ccagectgac ctgcaccgge gacgecgcecc ccgecatcca gcacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcge cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggateg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccecceccgag 840
atcgagcccg gegtgctgaa ggtgctgege accgagaagc agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcega cggcaccagce acctacgeca ccttectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccecc gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgectgetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gcacctgect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggctgcea ccttcaccag cccccacctg 1260
gcccagcegceg tggecageac cgtgtaccag aactgcgagce acgecgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcttcggec tgatcctgeca cgacggegge 1380
accaccctga agttcgtgga cacccccgag agectgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccegtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagcg cggcttcecee cccaccgecg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccc ggcaccagcec ccctgatceg ctacgecgec 1620
tggaccggceg gectggecge cgtggtgetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgegegtgaa ggcectaccge gtggacaaga geccctacaa ccagagcatg 1740
tactacgccg gectgeccgt ggacgacttc gaggacageg agagcaccga caccgaggag 1800
gagttcggca acgccatcgg cggcagcecac ggecggecagca getacaccgt gtacatcgac 1860
aagacccgc 1869

Numero de secuencias (ID): 149
Longitud: 1638
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1638
> mol_type, otro ARN
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> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacagge 60
accctgcgga tcaccaatcc tgtgcgggcet agegtgetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgecccacga gecaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggeg tgegcetatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgcete ctgecatcca geacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca gcetgtgacce ctcaacctag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gegatacctt tagectggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgetgetgga atggcetgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggcetgtact ccacctgtet gtatcaccee 1200
aacgctcccce agtgectgag ccacatgaat agcggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcc tgatcctgea cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcctcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcc cactgatcag atacgccgct 1620

tggacaggcg gactggct 1638

Numero de secuencias (ID): 150
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Longitud: 1638
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1638

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggceat catcaccgge 60
accctgcegca tcaccaaccc cgtgcgcegcec agegtgcetge getacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gcaccacgge 300
gtgtacaacc agggccgcegg catcgacage ggcgagcegcec tgatgcagec cacccagatg 360
agcgcccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacgge 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaaggge 480
gacctgaacc ccaagcccca gggccagcegce ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccc tgegegeccce catccagege atctacggceg tgcgetacac cgagacctgg 600
agcttcctge ccagectgac ctgcaccgge gacgeccgcecc ccgecatcca gcacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcge cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggateg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccecceccgag 840
atcgagcccg gegtgcetgaa ggtgcetgege accgagaagce agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcga cggcaccagce acctacgceca ccttcectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccecc gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgetgcetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gcacctgcect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggctgea ccttcaccag cccccacctg 1260
gcccagcegceg tggecageac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcttcggec tgatcctgeca cgacggegge 1380
accaccctga agttcgtgga caccccecgag agcctgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccgtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
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gtgaacgcca tcgaggagcg cggcttccece cccaccgecg gecagceccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccc ggcaccagcc ccctgatceg ctacgecgec 1620
tggaccggceg gectggec 1638

Numero de secuencias (ID): 151
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacaggce 60
accctgegga tcaccaatcc tgtgcgggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcec 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gcaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacgge 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggeg tgegcetatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgctc ctgecatcca gcacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca gcetgtgacce ctcaacctag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagcctggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgetgetgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccee 1200
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aacgctcccc agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcc tgatcctgea cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcacce 1680
gccaagcgga tgagagtgaa ggcctacaga gtggacaaga gcccttacaa ccagagcatg 1740
tacgccgceceg gectgectgt ggacgacttc gaggatageg agagcaccga caccgaggag 1800
gagttcggca acgccattgg aggatctcac ggcggcagca getataccgt gtacatcgac 1860
aagacccgg 1869

Numero de secuencias (ID): 152
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggce gtgctgatgg gettcggceat catcaccgge 60
accctgcgca tcaccaaccc cgtgcgcegec agegtgetge getacgacga cttccacate 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggce ttcctggaga acgcccacga gecaccacgge 300
gtgtacaacc agggccgcegg catcgacage ggcgagcegcec tgatgcagec cacccagatg 360
agcgcccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacggce 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaaggge 480
gacctgaacc ccaagcccca gggccagcegce ctgatcgagg tgagecgtgga ggagaaccac 540
cccttcaccce tgegegeccce catccagege atctacggeg tgegetacac cgagacctgg 600
agcttcctge ccagcectgac ctgcaccggce gacgecgcecc ccgecatcca geacatetge 660
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ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcgce cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggateg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccecceccgag 840
atcgagcccg gegtgcetgaa ggtgcetgege accgagaagce agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcga cggcaccagce acctacgceca ccttcectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccece gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gecgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgetgcetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gcacctgcect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggcetgca ccttcaccag cccccacctg 1260
gcccagcegeg tggecageac cgtgtaccag aactgcgagce acgecgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcttcggec tgatcctgeca cgacggegge 1380
accaccctga agttcgtgga caccccecgag agcctgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccgtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagceg cggcttccece cccaccgecg gecagceccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccce ggcaccagec ccctgateceg ctacgecgec 1620
tggaccggceg gectggeegce cgtggtgcetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgegegtgaa ggcctaccge gtggacaaga geccctacaa ccagagcatg 1740
tacgccgceceg gectgecegt ggacgacttc gaggacageg agagcaccga caccgaggag 1800
gagttcggca acgccatcgg cggcagcecac ggecggecagca getacaccgt gtacatcgac 1860
aagacccgc 1869

Numero de secuencias (ID): 153
Longitud: 1743
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1743
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacaggce 60
accctgegga tcaccaatcc tgtgegggcet agegtgcetga gatacgacga cttccacatc 120
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gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gecaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacgge 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagcccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgcete ctgecatcca geacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca gcetgtgacce ctcaacctag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagcctggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgctgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggcetgtact ccacctgtet gtatcaccee 1200
aacgctcccce agtgectgag ccacatgaat agcggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcc tgatcctgea cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgcet 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggcctacaga gtggacaaga gcccttacaa ccagagcatg 1740
tac 1743

Numero de secuencias (ID): 154
Longitud: 1743
Tipo de molécula: ARN
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Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1743

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggeat catcaccgge 60
accctgcegca tcaccaaccc cgtgegcegcec agegtgcetge getacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gcaccacgge 300
gtgtacaacc agggccgcgg catcgacagce ggcgagegcc tgatgcagec cacccagatg 360
agcgcccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacgge 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggccagcegc ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccc tgegegceccce catccagege atctacggceg tgcgetacac cgagacctgg 600
agcttcctge ccagectgac ctgcaccgge gacgecgcecc ccgecatcca gcacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcge cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggatceg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccccecgag 840
atcgagcccg gegtgctgaa ggtgctgege accgagaagc agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcega cggcaccagce acctacgeca ccttectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccecc gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgetgcetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gecacctgcect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggctgea ccttcaccag cccccacctg 1260
gcccagcegceg tggccagcac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagcecc agcettcggec tgatcctgca cgacggegge 1380
accaccctga agttcgtgga cacccccgag agectgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccegtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagceg cggcttcecee cccaccgecg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccc ggcaccagcc ccctgatceg ctacgecgec 1620



195

tggaccggceg gectggecge cgtggtgetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgegcegtgaa ggectaccge gtggacaaga geccctacaa ccagagceatg 1740
tac 1743

Numero de secuencias (ID): 155
Longitud: 1743
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1743

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggeat catcaccgge 60
accctgcgca tcaccaaccc cgtgcgcegcec agegtgcetge getacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gcaccacgge 300
gtgtacaacc agggccgcgg catcgacagce ggcgagegcc tgatgcagec cacccagatg 360
agcgcccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacgge 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggccagcegc ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccc tgegegceccce catccagege atctacggceg tgcgetacac cgagacctgg 600
agcttcctge ccagectgac ctgcaccgge gacgecgcecc ccgecatcca gcacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcgce cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggateg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccecceccgag 840
atcgagcccg gegtgctgaa ggtgctgege accgagaagc agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcega cggcaccagce acctacgeca ccttectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccecc gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgetgcetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gcacctgect gtaccaccee 1200
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aacgcccccc agtgectgag ccacatgaac agcggctgea ccttcaccag cccccacctg 1260
gcccagcegceg tggccagcac cgtgtaccag aactgcgagce acgccgacaa ctacaccgee 1320
tactgcctgg gcatcagcca catggagcecc agcettcggec tgatcetgca cgacggegge 1380
accaccctga agttcgtgga cacccccgag agectgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccegtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagcg cggcttcecee cccaccgeeg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccc ggcaccagcc ccctgatceg ctacgecgec 1620
tggaccggceg gectggecge cgtggtgetg ctgtgectgg tgattttcct aatatgcace 1680
gccaagcgca tgegcegtgaa ggcctaccge gtggacaaga geccctacaa ccagagceatg 1740
tac 1743

Numero de secuencias (ID): 156
Longitud: 1614
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1614

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacaggce 60
accctgegga tcaccaatcc tgtgcgggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgecccacga gecaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggeg tgegcetatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgctc ctgecatcca gcacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
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ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca getgtgacce ctcaacctag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagcctggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgetgcetgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccee 1200
aacgctcccce agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggec tgatcctgca cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agcctgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atac 1614

Numero de secuencias (ID): 157
Longitud: 1614
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1614

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggeat catcaccgge 60
accctgcegca tcaccaaccc cgtgcgcegcec agegtgcetge getacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacageccc 240
tacatctggc cccgcaacga ctacgacggce ttcctggaga acgcccacga gecaccacgge 300
gtgtacaacc agggccgcgg catcgacage ggcgagegcc tgatgcagec cacccagatg 360
agcgcccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacgge 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggccagcegc ctgatcgagg tgagegtgga ggagaaccac 540
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cccttcaccce tgegegeccce catccagege atctacggeg tgegetacac cgagacctgg 600
agcttcctge ccagcectgac ctgcaccggce gacgecgcecce ccgecatcca geacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcgce cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggatceg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccccecgag 840
atcgagcccg gegtgctgaa ggtgctgege accgagaagc agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcega cggcaccagce acctacgeca ccttectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccece gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgectgetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca geacctgect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggcetgcea ccttcaccag ccecccacctg 1260
gcccagcegceg tggccagcac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcettcggcec tgatcetgeca cgacggegge 1380
accaccctga agttcgtgga cacccccgag agectgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccegtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagceg cggcttccece cccaccgecg gecagceccce cgecaccace 1560

aagcccaagg agatcacccce cgtgaacccc ggcaccagcec ccctgatccg ctac 1614

Numero de secuencias (ID): 158
Longitud: 1824
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1824
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacagge 60
accctgcgga tcaccaatcc tgtgcgggcet agegtgetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gecaccacgge 300
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gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga agagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggeg tgegcetatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgcecgcete ctgecatcca geacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca gcetgtgacce ctcaacctag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gegatacctt tagectggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgetgga atggcetgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggcetgtact ccacctgtet gtatcaccee 1200
aacgctcccc agtgectgag ccacatgaat agcggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagceac agtgtaccag aattgcgage acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggec tgatcctgca cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agcctgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcc cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggcctacaga gtggacaaga gcccttacaa ccagagcatg 1740
tactacgccg gectgectgt gggaaatgcec atcggaggat ctcacggegg cagcagctat 1800
accgtgtaca tcgacaagac ccgg 1824

Numero de secuencias (ID): 159

Longitud: 1824

Tipo de molécula: ARN

Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1824
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> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggeat catcacagge 60
accctgcgga tcaccaatcc tgtgcgggcet agegtgetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgecccacga gecaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacgge 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga agagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgcecgcete ctgecatcca geacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca getgtgacce ctcaacctag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gegatacctt tagectggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgctgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggcetgtact ccacctgtet gtatcaccee 1200
aacgctcccc agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcc tgatcctgea cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttcect ccaactgetg gacagcctcec tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcc cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggccgcecaga gtggacaaga geccttacaa ccagagcatg 1740
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tactacgccg gectgectgt gggaaatgcec atcggaggat ctcacggegg cagcagctat 1800
accgtgtaca tcgacaagac ccgg 1824

Numero de secuencias (ID): 160
Longitud: 1824
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1824

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggce gtgctgatgg gettcggceat catcaccgge 60
accctgcegca tcaccaaccc cgtgcgcegcec agegtgcetge getacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gcaccacgge 300
gtgtacaacc agggccgcgg catcgacage ggcgagegcc tgatgcagec cacccagatg 360
agcgcccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacgge 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaaggge 480
gacctgaacc ccaagcccca gggccagcegc ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccce tgegegeccce catccagege atctacggeg tgegetacac cgagacctgg 600
agcttcctge ccagectgac ctgcaccgge gacgecgcecc ccgecatcca gcacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcge cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggateg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccecceccgag 840
atcgagcccg gegtgctgaa ggtgctgege accgagaagc agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcega cggcaccagce acctacgeca ccttectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccece gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgectgetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gcacctgect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggctgcea ccttcaccag cccccacctg 1260
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gcccagcegceg tggccagcac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcettcggec tgatcetgeca cgacggegge 1380
accaccctga agttcgtgga caccccecgag agcctgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccegtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagceg cggcttccece cccaccgecg gecagceccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccc ggcaccagcce ccctgatceg ctacgecgec 1620
tggaccggceg gectggecge cgtggtgetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgegcegtgaa ggecgeccge gtggacaaga geccctacaa ccagagcatg 1740
tactacgccg gectgeccgt gggcaacgcec atcggeggcea gecacggegg cagcagctac 1800

accgtgtaca tcgacaagac ccgc 1824

Numero de secuencias (ID): 161
Longitud: 1719
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1719

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacaggce 60
accctgegga tcaccaatcc tgtgcgggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgecccacga gecaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacggce 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggeg tgegcetatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgctc ctgecatcca gcacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
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ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca getgtgacce ctcaacctag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagcctggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgetgcetgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccee 1200
aacgctcccce agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggec tgatcctgca cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agcctgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgcet 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggccgcecaga gtggacaag 1719

Numero de secuencias (ID): 162
Longitud: 1719
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1719

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggeat catcaccgge 60
accctgcegca tcaccaaccc cgtgcgcegcec agegtgcetge getacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gcaccacgge 300
gtgtacaacc agggccgcegg catcgacage ggcgagcegcec tgatgcagec cacccagatg 360
agcgcccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cectgaacggce 420
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gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggccagcegc ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccce tgegegeccce catccagege atctacggeg tgegetacac cgagacctgg 600
agcttcctge ccagectgac ctgcaccgge gacgecgcecc ccgecatcca gcacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcge cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggateg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccecceccgag 840
atcgagcccg gegtgctgaa ggtgctgege accgagaagc agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcega cggcaccagce acctacgeca ccttectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccecc gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgectgetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gcacctgect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggctgcea ccttcaccag cccccacctg 1260
gcccagcegceg tggecageac cgtgtaccag aactgcgagce acgecgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcttcggec tgatcctgeca cgacggegge 1380
accaccctga agttcgtgga cacccccgag agectgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccegtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagcg cggcttcecee cccaccgecg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccc ggcaccagcec ccctgatceg ctacgecgec 1620
tggaccggceg gectggecge cgtggtgetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgegegtgaa ggccgeccge gtggacaag 1719

Numero de secuencias (ID): 163
Longitud: 1719
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1719
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtcgtgggc gtgctgatgg gettcggcat catcaccgge 60
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accctgegga tcaccaatcc tgtgcgggec agegtgetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtcaacag aggcgagtcc agccggaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgacggc ttcctggaaa atgcccacga gcaccacgge 300
gtgtacaacc agggcagagg catcgacagc ggcgagagac tgatgcagcec cacccagatg 360
agcgcccagg aagatctggg cgacgacacc ggcatccacg tgatccctac cctgaacgge 420
gacgaccggc acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggacagcgg ctgattgagg tgtccgtgga agagaaccac 540
cccttcacce tgagagceccc tatccagegg atctacggceg tgegctatac cgagacttgg 600
agcttcctge ccagcectgac ctgtactgge gacgecgcte ctgeccatcca geacatctge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggacg tggactgcgc cgagaacacc 720
aaagaggacc agctggccga gatcagctac cggttccagg gcaagaaaga ggccgaccag 780
ccctggateg tcgtgaacac cagcaccctg ttcgacgagc tggaactgga ccctceccgag 840
atcgaacccg gggtgctgaa ggtgctgcgg accgagaagce agtacctggg agtgtacatc 900
tggaacatgc ggggcagcga cggcacctct acctacgcca ccttectcgt gacctggaag 960
ggcgacgaga aaacccggaa ccctacccct gecegtgacce ctcagectag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgacacctt ctecetggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgctgga atggctgtac 1140
gtgcccatcg accctacctg ccageccatg cggctgtact ccacctgtcet gtaccaccee 1200
aacgcccctc agtgcctgag ccacatgaat agcggctgca ccttcaccag ccctcacctg 1260
gctcagaggg tggccagceac cgtgtaccag aattgcgage acgccgacaa ctacaccgec 1320
tactgcctgg gcatcagcca catggaaccc agcttcggcec tgatcetgeca cgatggegge 1380
accaccctga agttcgtgga cacccctgag tccetgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtccaccgt ggaccacttc 1500
gtgaacgcca tcgaggaacg gggcttcect ccaactgcetg gacagcectcc tgccaccacc 1560
aagcccaaag aaatcacccc tgtgaacccc ggcaccagcec cactgetgeg ctatgetget 1620
tggacaggcg gactggctgce tgtggtgctg ctgtgectcg tgattttcct gatctgcacc 1680
gccaagcgga tgagagtgaa ggccgcecaga gtggacaag 1719

Numero de secuencias (ID): 164
Longitud: 1869
Tipo de molécula: ARN
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Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacagge 60
accctgegga tcaccaatcc tgtgcgggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gcaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacgge 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggeg tgegcetatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgctc ctgecatcca gcacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca gcetgtgacce ctcaacctag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagcctggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgcetgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccee 1200
aacgctcccc agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcc tgatcctgea cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agcectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgcet 1620
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tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggccgcecaga gtggacaaga gceccttacaa ccagagcatg 1740
tacgccgceceg gectgectgt ggacgacttc gaggatageg agagcaccga caccgaggag 1800
gagttcggca acgccattgg aggatctcac ggcggcagca getataccgt gtacatcgac 1860
aagacccgg 1869

Numero de secuencias (ID): 165
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggce gtgctgatgg gettcggceat catcaccgge 60
accctgcgca tcaccaaccc cgtgegegec agegtgetge getacgacga cttccacate 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gcaccacgge 300
gtgtacaacc agggccgcegg catcgacage ggcgagcegcec tgatgcagec cacccagatg 360
agcgceccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacggce 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaaggge 480
gacctgaacc ccaagcccca gggccagcegce ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccce tgegegeccce catccagege atctacggeg tgegetacac cgagacctgg 600
agcttcctge ccagcectgac ctgcaccggce gacgecgcecc ccgecatcca geacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcgce cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggateg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccecceccgag 840
atcgagcccg gegtgcetgaa ggtgcetgege accgagaagce agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcga cggcaccagce acctacgceca ccttcetggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccece gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
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atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgetgcetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca gcacctgcect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggctgea ccttcaccag cccccacctg 1260
gcccagcegceg tggecageac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagccc agcttcggec tgatcctgeca cgacggegge 1380
accaccctga agttcgtgga caccccecgag agcctgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccgtggcec tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagcg cggcttcecee cccaccgeeg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccc ggcaccagcc ccctgatceg ctacgecgec 1620
tggaccggceg gectggeegce cgtggtgcetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgcgegtgaa ggccgeccge gtggacaaga geccctacaa ccagagcatg 1740
tacgccgceceg gectgecegt ggacgacttc gaggacageg agagcaccga caccgaggag 1800
gagttcggca acgccatcgg cggcagcecac ggecggecagca getacaccgt gtacatcgac 1860
aagacccgc 1869

Numero de secuencias (ID): 166
Longitud: 1743
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1743

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacaggce 60
accctgegga tcaccaatcc tgtgegggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgecccacga gecaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacgge 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
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cccttcacac tgagagceccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgcecgcete ctgecatcca geacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcgce cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca getgtgacce ctcaacctag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gegatacctt tagectggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgctgga atggctgtac 1140
gtgcccatceg atcctacctg ccagcectatg cggcetgtact ccacctgtet gtatcacceec 1200
aacgctcccc agtgectgag ccacatgaat agcggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcc tgatcctgea cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttcect ccaactgetg gacagcctcec tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcc cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggccgcecaga gtggacaaga geccttacaa ccagagcatg 1740
tac 1743

Numero de secuencias (ID): 167
Longitud: 1743
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1743
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc cgtggtgggc gtgctgatgg gcettcggeat catcaccgge 60
accctgcegca tcaccaaccc cgtgcgcegcec agegtgcetge getacgacga cttccacatc 120
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gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgaccacgcc 180
gagagcagct gggtgaaccg cggcgagagc agccgcaagg cctacgacca caacagcccc 240
tacatctggc cccgcaacga ctacgacggc ttcctggaga acgcccacga gecaccacgge 300
gtgtacaacc agggccgcgg catcgacage ggcgagegcc tgatgcagec cacccagatg 360
agcgcccagg aggacctggg cgacgacacc ggcatccacg tgatccccac cctgaacgge 420
gacgaccgcc acaagatcgt gaacgtggac cagcgccagt acggcgacgt gttcaagggce 480
gacctgaacc ccaagcccca gggccagcegc ctgatcgagg tgagegtgga ggagaaccac 540
cccttcaccce tgegegeccce catccagege atctacggeg tgegetacac cgagacctgg 600
agcttcctge ccagcectgac ctgcaccgge gacgecgcecc ccgecatcca geacatetge 660
ctgaagcaca ccacctgctt ccaggacgtg gtggtggacg tggactgcge cgagaacacc 720
aaggaggacc agctggccga gatcagctac cgcttccagg gcaagaagga ggccgaccag 780
ccctggatceg tggtgaacac cagcaccctg ttcgacgagce tggagetgga cccccecgag 840
atcgagcccg gegtgctgaa ggtgctgege accgagaagc agtacctggg cgtgtacatc 900
tggaacatgc gcggcagcega cggcaccagce acctacgeca ccttectggt gacctggaag 960
ggcgacgaaa agacccgcaa ccccaccecc gecgtgacce cccagecccg cggegecgag 1020
ttccacatgt ggaactacca cagccacgtg ttcagcgtgg gcgacacctt cagectggec 1080
atgcacctgc agtacaagat ccacgaggcc cccttcgacc tgctgetgga gtggcetgtac 1140
gtgcccatcg accccacctg ccageccatg cgectgtaca geacctgect gtaccaccee 1200
aacgcccccc agtgectgag ccacatgaac agcggcetgca ccttcaccag cccccacctg 1260
gcccagcegceg tggccagcac cgtgtaccag aactgcgagce acgccgacaa ctacaccgece 1320
tactgcctgg gcatcagcca catggagcecc agcettcggec tgatcetgca cgacggegge 1380
accaccctga agttcgtgga cacccccgag agectgageg gectgtacgt gttegtggtg 1440
tacttcaacg gccacgtgga ggccegtggcc tacaccgtgg tgagcaccgt ggaccacttc 1500
gtgaacgcca tcgaggagceg cggcttcecee cccaccgeeg gecageccce cgecaccace 1560
aagcccaagg agatcacccc cgtgaacccc ggcaccagcc ccctgatceg ctacgecgec 1620
tggaccggceg gectggecge cgtggtgetg ctgtgectgg tgatcttect gatctgcace 1680
gccaagcgca tgegcegtgaa ggecgeccge gtggacaaga geccctacaa ccagagcatg 1740
tac 1743

Numero de secuencias (ID): 168
Longitud: 4331
Tipo de molécula: ARN
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Ubicacion de caracteristicas/Calificadores:
- fuente, 1.4331

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacagge 60
accctgegga tcaccaatcc tgtgcgggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgcccacga gcaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacgge 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga ggagaatcac 540
cccttcacac tgagagceccc tatccagaga atctacggeg tgegcetatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgecgctc ctgecatcca gcacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcge cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca gcetgtgacce ctcaacctag aggcgecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gcgatacctt tagcctggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgcetgga atggctgtac 1140
gtgcccatcg atcctacctg ccagcectatg cggctgtact ccacctgtct gtatcaccee 1200
aacgctcccc agtgectgag ccacatgaat ageggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcc tgatcctgea cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agcectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttccct ccaactgcetg gacagcectcc tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcec cactgatcag atacgccgcet 1620
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tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggcctacaga gtggacaaga gcccttacaa ccagagcatg 1740
tactacgccg gectgectgt ggacgacttc gaggatageg agagcaccga caccgaggag 1800
gagttcggca acgccattgg aggatctcac ggcggcagca getataccgt gtacatcgac 1860
aagacccggt gatgacccct cteccteece cececctaac gttactggec gaagecgcett 1920
ggaataaggc cggtgtgcgt ttgtctatat gttattttcc accatattgce cgtctttigg 1980
caatgtgagg gcccggaaac ctggccctgt cttcttgacg agcattccta ggggtcetttc 2040
ccctetegec aaaggaatge aaggtctgtt gaatgtcgtg aaggaagcag ttectetgga 2100
agcttcttga agacaaacaa cgtctgtagc gaccctttgc aggcagcgga accccccacc 2160
tggcgacagg tgcctctgeg gccaaaagcec acgtgtataa gatacacctg caaaggeggce 2220
acaaccccag tgccacgttg tgagttggat agttgtggaa agagtcaaat ggctctcctc 2280
aagcgtattc aacaaggggc tgaaggatgc ccagaaggta ccccattgta tgggatctga 2340
tctggggcect cggtgcacat gctttacatg tgtttagtcg aggttaaaaa aacgtctagg 2400
ccccecgaac cacggggacg tggttttect ttgaaaaaca cgatgataag cttgccacaa 2460
ccatgggcac tgtcaacaag ccggttgttg gggtgctcat ggggttcggce atcatcaccg 2520
gtacactcag gattacaaat cctgtacgcg cgagtgtctt gcggtacgac gatttccata 2580
tcgatgaaga taagctcgac acgaactccg tgtacgagcc ttattatcat tctgatcatg 2640
cggagtcgtc atgggtgaat cggggtgagt cttccaggaa ggcttatgat cataacagcc 2700
catacatatg gcctcgtaat gattatgacg gcttcctgga gaacgceccat gagcaccacg 2760
gtgtctataa ccaaggtcga gggatagact ctggggaaag gctgatgcag cctacccaga 2820
tgtcggcaca ggaggaccta ggggatgaca ctggcatcca tgtcatcccc acgctcaatg 2880
gcgacgaccg ccataagatc gtgaatgtgg accagcggca gtacggggat gtcttcaaag 2940
gagaccttaa ccctaagccc caagggcagce ggttgataga ggtctccgtt gaagaaaatc 3000
atccctttac tctgegggct cecattcaac geatctatgg ggtcegcetat actgagacgt 3060
ggtecttctt gececgtecctg acctgtacag gtgatgetge ccccgctatt cageatatat 3120
gcctcaagca tactacttgc tttcaggacg ttgtggtcga tgtcgattge gctgagaaca 3180
cgaaggagga tcagttagct gagatttcct atcggttcca gggtaaaaag gaggcecgatc 3240
agccgtggat agtggtgaac acttcaaccc tattcgacga gcttgaattg gaccctceeg 3300
agatcgaacc cggcgtcctg aaggtictga gaacagagaa gcagtatctt ggggtatata 3360
tctggaatat gcggggcagce gacggcacgt ccacctatge aaccttcttg gtgacatgga 3420
agggcgatga gaagacacgt aaccccactc cggctgtgac accacagccg cgaggcegcetg 3480
agttccacat gtggaattat cattcccatg tattcagtgt tggggatacg ttctctctgg 3540
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ccatgcacct ccagtacaag atacacgagg cgccctttga tcttttactg gagtggctgt 3600
atgtgccaat cgatcctaca tgtcaaccga tgaggttgta ttccacttgt ttatatcacc 3660
caaacgctcc tcagtgtttg agtcatatga acagtggatg tacctttaca tcaccccatc 3720
tggcacagag ggtggcctcc acggtctatc agaattgtga acacgcagac aactatacag 3780
cctactgtct ggggatcagce cacatggagc ctagcttcgg getgatactc cacgacggtg 3840
ggaccacctt aaagttcgtg gatactcccg agtctttgag tggtctgtat gtgtttgtgg 3900
tttattttaa tggacacgtg gaggcggtgg cgtacacggt ggtcagcaca gttgaccact 3960
tcgtgaatgc catcgaggag cgggggttce cgectacgge tgggcaacca cccgcetacca 4020
cgaagcccaa ggagattact cctgtgaatc ctgggacatc acctcttatc aggtacgccg 4080
cgtggaccgg tggcecttgee geagttgtte ttetgtgtct ggtgattttc ttgatctgca 4140
ccgcaaagceg gatgegggtc aaggcttacc gggtcgacaa gagtccttac aatcagagta 4200
tgtactacgc gggcctcecg gtagacgact ttgaggactc tgagtcgacc gacacagaag 4260
aagaattcgg caacgccatc ggggggagcc atggtggctc ctcctacacg gtgtatattg 4320
ataagaccag g 4331

Numero de secuencias (ID): 169
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc tgttgtgggc gtgctgatgg gcttcggceat catcacagge 60
accctgegga tcaccaatcc tgtgcgggcet agegtgcetga gatacgacga cttccacatc 120
gacgaggaca agctggacac caacagcgtg tacgagccct actaccacag cgatcacgcc 180
gagtctagct gggtcaacag aggcgagagc agcagaaagg cctacgacca caacagcccc 240
tacatctggc cccggaacga ctacgatggc ttcctggaaa atgecccacga gecaccacgge 300
gtgtacaatc aaggcagagg catcgacagc ggcgagagac tgatgcagcc tacacagatg 360
agcgcccaag aggacctggg agatgatacc ggcatccacg tgatccccac actgaacgge 420
gacgacagac acaagatcgt gaacgtggac cagcggcagt acggcgacgt gttcaagggc 480
gacctgaatc ctaagcctca gggccagcegce ctgatcgagg tgtccgtgga agagaatcac 540
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cccttcacac tgagagceccc tatccagaga atctacggceg tgcgctatac cgagacatgg 600
tectttetge ccagectgac atgtaccggg gatgcecgcete ctgecatcca geacatttge 660
ctgaagcaca ccacctgttt ccaggacgtg gtggtggatg tggactgcgce cgagaacacc 720
aaagaggatc agctggccga gatcagctac cggttccagg gaaagaaaga ggccgaccag 780
ccttggatcg tggtcaacac cagcacactg ttcgacgagc tggaactgga ccctcctgag 840
attgaacccg gggtgctgaa ggtgctgaga accgagaagc agtacctggg agtgtacatc 900
tggaacatga gaggcagcga cggcacctct acctacgcca cctttctggt cacatggaag 960
ggcgacgaga aaacacggaa ccccacacca getgtgacce ctcaacctag aggegecgag 1020
tttcacatgt ggaattacca cagccacgtg ttcagcgtgg gegatacctt tagectggec 1080
atgcatctgc agtacaagat ccacgaggcc cctttcgacc tgctgctgga atggctgtac 1140
gtgcccatceg atcctacctg ccagcectatg cggcetgtact ccacctgtet gtatcacceec 1200
aacgctcccc agtgectgag ccacatgaat agcggctgca ccttcacaag ccctcacctg 1260
gctcagcgag tggccagcac agtgtaccag aattgcgagc acgccgacaa ttacaccgec 1320
tactgtctgg gcatcagcca catggaacct agcttcggcc tgatcctgea cgatggegge 1380
acaaccctga agttcgtgga tacccctgag agectgageg gectgtatgt gttcgtggtg 1440
tacttcaacg gccacgtgga agccgtggcec tacaccgtgg tgtctaccgt ggaccacttc 1500
gtgaacgcca tcgaggaaag aggcttcect ccaactgetg gacagcctcec tgccaccacc 1560
aagcctaaag aaatcacacc cgtgaatccc ggcacaagcc cactgatcag atacgccgct 1620
tggacaggcg gactggctgc tgttgttctg ctgtgectgg tcatcttect gatctgcace 1680
gccaagcgga tgagagtgaa ggcctacaga gtggacaaga gcccttacaa ccagagcatg 1740
tactacgccg gectgectgt ggacgacttc gaggatageg agagcaccga caccgaggaa 1800
gagttcggca acgccattgg aggatctcac ggcggcagca getataccgt gtacatcgac 1860
aagacccgg 1869

Numero de secuencias (ID): 170
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético

Residuos:
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atgggcactg tcaacaagcc cgtagtgggg gtcctgatgg gattcgggat catcacgggg 60
actctgcgga tcactaatce ggttagggcc tetgtgetge getatgacga cttccacatt 120
gatgaggata agctggacac aaatagcgta tatgagccat attaccatag cgatcatgct 180
gagtcttcct gggtgaatag gggtgagtct tcccgcaagg cttatgatca caatagtcca 240
tacatctggc cccggaatga ctatgatggc tttcttgaga acgcccacga gcatcatggt 300
gtttacaacc aggggcgcegg aattgacagt ggagagaggt tgatgcagcc tactcagatg 360
tccgcetcagg aggatctggg cgacgacact ggtatccatg tgattccgac cttaaacggt 420
gatgaccggc ataagatcgt gaatgtggat caaaggcaat atggtgatgt gtttaagggg 480
gatcttaatc ctaaacctca aggacagagg ttgattgagg tctctgtgga ggaaaatcat 540
cctttcactc tgcgtgegec catacagaga atctatggag ttcgatacac cgaaacctgg 600
tcttttctge ctagtctgac atgcactggg gacgccgcece cggegattca gcacatatge 660
ctgaagcata ccacctgctt ccaggacgtg gtggtggatg tggattgtgc cgagaatacc 720
aaggaggatc aactcgccga aatctcatac aggttccagg gcaagaagga ggccgaccag 780
ccgtggatcg tcgtcaatac aagtactctt tttgacgagc tggagctcga tccacctgag 840
atcgagccag gtgtgctgaa agtgttgcgt actgaaaaac agtatctcgg agtttatatt 900
tggaacatga ggggctctga tggtacaagc acatacgcaa cctttctggt gacatggaaa 960
ggcgacgaga aaactcgtaa ccccacccect getgtgactc cacagectcg gggggecgag 1020
tttcacatgt ggaactacca ttctcacgtg tttagtgtgg gtgacacatt ttccctcget 1080
atgcacctgc agtacaagat ccatgaagcc ccctttgatc ttctgetgga gtggctctac 1140
gtgccgatag atccaacttg tcagcccatg aggttgtaca gtacgtgctt gtaccacccc 1200
aacgcccccc aatgtctgag ccatatgaac tccgggtgea cattcacgtc accccatctt 1260
gcccagegtg ttgegtccac ggtgtatcag aactgcgage acgcagataa ttacaccgec 1320
tattgccttg gecatctcaca catggaacct agttttggcec tgatcctcca tgacggegga 1380
actactctca aattcgtgga tacccctgag tctctgtccg gectgtacgt gtttgttgta 1440
tacttcaacg gccatgtgga ggcetgtggceg tacactgttg tgagcactgt cgatcacttt 1500
gtgaatgcta tcgaggaaag aggctttcct ccgacagcetg gacagccgcc tgccaccact 1560
aagcccaagg agatcacacc tgtcaatccc ggaacctcgce cactgataag gtatgccgec 1620
tggaccggceg gettggecgce tgtggtgctt ttgtgtttag ttattttttt gatttgcact 1680
gcgaaacgca tgcgagttaa ggcataccgg gtggataagt cgccctacaa ccagtctatg 1740
tactatgccg ggctcceegt ggacgatttt gaggactcag agagcacgga cacagaggag 1800
gagttcggga acgcgatagg ggggtcccac ggggggtect cctacaccgt gtacatagac 1860
aagactcgg 1869
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Numero de secuencias (ID): 171
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc ggttgttggg gtgctcatgg ggttcggceat catcaccggt 60
acactcagga ttacaaatcc tgtacgcgcg agtgtcttge ggtacgacga tttccatatc 120
gatgaagata agctcgacac gaactccgtg tacgagcctt attatcattc tgatcatgeg 180
gagtcgtcat gggtgaatcg gggtgagtct tccaggaagg cttatgatca taacagccca 240
tacatatggc ctcgtaatga ttatgacggc ttcctggaga acgcccatga gcaccacggt 300
gtctataacc aaggtcgagg gatagactct ggggaaaggc tgatgcagcc tacccagatg 360
tcggcacagg aggacctagg ggatgacact ggcatccatg tcatccccac getcaatgge 420
gacgaccgcc ataagatcgt gaatgtggac cagcggcagt acggggatgt cttcaaagga 480
gaccttaacc ctaagcccca agggcagcegg ttgatagagg tctccgttga agaaaatcat 540
ccctttactc tgcgggctcece cattcaacgce atctatgggg tccgcetatac tgagacgtgg 600
tecttettge cgtecctgac ctgtacaggt gatgetgecce ccgctattca geatatatge 660
ctcaagcata ctacttgctt tcaggacgtt gtggtcgatg tcgattgcge tgagaacacg 720
aaggaggatc agttagctga gatttcctat cggttccagg gtaaaaagga ggccgatcag 780
ccgtggatag tggtgaacac ttcaacccta ttcgacgagc ttgaattgga ccctcccgag 840
atcgaacccg gcgtcctgaa ggttctgaga acagagaagc agtatcttgg ggtatatatc 900
tggaatatgc ggggcagcga cggcacgtcc acctatgcaa ccttcttggt gacatggaag 960
ggcgatgaga agacacgtaa ccccactcecg getgtgacac cacagccgceg aggcegcetgag 1020
ttccacatgt ggaattatca ttcccatgta ttcagtgttg gggatacgtt ctctctggec 1080
atgcacctcc agtacaagat acacgaggcg ccctttgatc ttttactgga gtggctgtat 1140
gtgccaatcg atcctacatg tcaaccgatg aggttgtatt ccacttgttt atatcaccca 1200
aacgctcctc agtgtttgag tcatatgaac agtggatgta cctttacatc accccatctg 1260
gcacagaggg tggcctccac ggtctatcag aattgtgaac acgcagacaa ctatacagcc 1320
tactgtctgg ggatcagcca catggagcct agcettcgggce tgatactcca cgacggtggg 1380
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accaccttaa agttcgtgga tactcccgag tctttgagtg gtctgtatgt gtttgtggtt 1440
tattttaatg gacacgtgga ggcggtggcg tacacggtgg tcagcacagt tgaccacttc 1500
gtgaatgcca tcgaggagcg ggggttcceg cctacggcetg ggcaaccacc cgctaccacg 1560
aagcccaagg agattactcc tgtgaatcct gggacatcac ctcttatcag gtacgecgeg 1620
tggaccggtg gecttgecge agttgttctt ctgtgtctgg tgattttctt gatctgcacc 1680
gcaaagcgga tgcgggtcaa ggcttaccgg gtcgacaaga gtccttacaa tcagagtatg 1740
tactacgcgg gcctceecggt agacgacttt gaggactctg agtcgaccga cacagaagaa 1800
gaattcggca acgccatcgg ggggagcecat ggtggctect cctacacggt gtatattgat 1860
aagaccagg 1869

Numero de secuencias (ID): 172
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggacag ttaataaacc tgtggtgggg gtattgatgg ggttcggaat tatcacggga 60
acgttgcgta taacgaatcc ggtcagagca tccgtcttge gatacgatga ttttcacatc 120
gatgaagaca aactggatac aaactccgta tatgagcctt actaccattc agatcatgcg 180
gagtcttcat gggtaaatcg gggagagtct tcgcgaaaag cgtacgatca taactcacct 240
tatatatggc cacgtaatga ttatgatgga tttttagaga acgcacacga acaccatggg 300
gtgtataatc agggccgtgg tatcgatagc ggggaacggt taatgcaacc cacacaaatg 360
tctgcacagg aggatctigg ggacgatacg ggcatccacg ttatccctac gttaaacgge 420
gatgacagac ataaaattgt aaatgtggac caacgtcaat acggtgacgt gtttaaagga 480
gatcttaatc caaaacccca aggccaaaga ctcattgagg tgtcagtgga agaaaatcac 540
ccgtttactt tacgcgcacc gattcagcgg atttatggag tccggtacac cgagacttgg 600
agctttttgc cgtcattaac ctgtacggga gacgcagcgce ccgccatcca geatatatge 660
ttaaaacata caacatgctt tcaagacgtg gtggtggatg tggattgcgc ggaaaatact 720
aaagaggatc agttggccga aatcagttac cgttttcaag gtaagaagga agcggaccaa 780
ccgtggattg ttgtaaacac gagcacactg tttgatgaac tcgaattaga ccccccecgag 840
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attgaaccgg gtgtcttgaa agtacttcgg acagaaaaac aatacttggg tgtgtacatt 900
tggaacatgc gcggctccga tggtacgtct acctacgceca cgtttttggt cacctggaaa 960
ggggatgaaa aaacaagaaa ccctacgccc gcagtaactc ctcaaccaag aggggctgag 1020
tttcatatgt ggaattacca ctcgcatgta ttttcagttg gtgatacgtt tagcttggca 1080
atgcatcttc agtataagat acatgaagcg ccatttgatt tgctgttaga gtggttgtat 1140
gtccccateg atcctacatg tcaaccaatg cggttatatt ctacgtgttt gtatcatccc 1200
aacgcacccc aatgcctctc tcatatgaat tccggttgta catttacctc geccacattta 1260
gcccagcegtg ttgcaagcac agtgtatcaa aattgtgaac atgcagataa ctacaccgca 1320
tattgtctgg gaatatctca tatggagcct agctttggtc taatcttaca cgacgggggce 1380
accacgttaa agtttgtaga tacacccgag agtttgtcgg gattatacgt ttttgtggtg 1440
tattttaacg ggcatgttga agccgtagca tacactgttg tatccacagt agatcatttt 1500
gtaaacgcaa ttgaggaacg tggatttccg ccaacggccg gtcagccacc ggcgactact 1560
aaacccaagg aaattacccc cgtaaacccc ggaacgtcac cacttatacg atatgccgca 1620
tggaccggag ggcttgcagc agtagtactt ttatgtctcg taatattttt aatctgtacg 1680
gctaaacgaa tgagggttaa agcctatagg gtagacaagt ccccgtataa ccaaagcatg 1740
tattacgctg gccttccagt ggacgatttc gaggactcgg aatctacgga tacggaagaa 1800
gagtttggta acgcgattgg agggagtcac gggggttcga gttacacggt gtatatagat 1860
aagacccgg 1869

Numero de secuencias (ID): 173
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc ggttgttggg gtgctcatgg ggttcggceat catcaccggt 60
acactcagga ttacaaatcc tgtacgcgcg agtgtcttge ggtacgacga tttccatatc 120
gatgaagata agctcgacac gaactccgtg tacgagcctt attatcattc tgatcatgeg 180
gagtcgtcat gggtgaatcg gggtgagtct tccaggaagg cttatgatca taacagccca 240
tacatatggc ctcgtaatga ttatgacggc ttcctggaga acgcccatga gcaccacggt 300
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gtctataacc aaggtcgagg gatagactct ggggaaaggc tgatgcagcc tacccagatg 360
tcggcacagg aggacctagg ggatgacact ggcatccatg tcatccccac gcetcaatgge 420
gacgaccgcc ataagatcgt gaatgtggac cagcggcagt acggggatgt cttcaaagga 480
gaccttaacc ctaagcccca agggcagcegg ttgatagagg tctccgttga agaaaatcat 540
ccctttactc tgcgggctcece cattcaacgce atctatgggg tccgcetatac tgagacgtgg 600
tecttettge cgtecctgac ctgtacaggt gatgetgecc ccgctattca geatatatge 660
ctcaagcata ctacttgctt tcaggacgtt gtggtcgatg tcgattgcge tgagaacacg 720
aaggaggatc agttagctga gatttcctat cggttccagg gtaaaaagga ggccgatcag 780
ccgtggatag tggtgaacac ttcaacccta ttcgacgagc ttgaattgga ccctcccgag 840
atcgaacccg gcgtcctgaa ggttctgaga acagagaagce agtatcttgg ggtatatatc 900
tggaatatgc ggggcagcga cggcacgtcc acctatgcaa ccttcttggt gacatggaag 960
ggcgatgaga agacacgtaa ccccactccg getgtgacac cacagecgecg aggegetgag 1020
ttccacatgt ggaattatca ttcccatgta ttcagtgttg gggatacgtt ctctctggec 1080
atgcacctcc agtacaagat acacgaggcg ccctttgatc ttttactgga gtggctgtat 1140
gtgccaatcg atcctacatg tcaaccgatg aggttgtatt ccacttgttt atatcaccca 1200
aacgctcctc agtgtttgag tcatatgaac agtggatgta cctttacatc accccatctg 1260
gcacagaggg tggcctccac ggtctatcag aattgtgaac acgcagacaa ctatacagcc 1320
tactgtctgg ggatcagcca catggagcct agcttcgggc tgatactcca cgacggtggg 1380
accaccttaa agttcgtgga tactcccgag tetttgagtg gtctgtatgt gtttgtggtt 1440
tattttaatg gacacgtgga ggcggtggcg tacacggtgg tcagcacagt tgaccacttc 1500
gtgaatgcca tcgaggagcg ggggttcceg cctacggcetg ggcaaccacc cgctaccacg 1560
aagcccaagg agattactcc tgtgaatcct gggacatcac ctcttatcag gtacgecgeg 1620
tggaccggtg gecttgecge agttgttctt ctgtgtctgg tgattttctt gatctgcacc 1680
gcaaagcgga tgcgggtcaa ggcttaccgg gtcgacaaga gtccttacaa tcagagtatg 1740
tactacgcgg gcctceecggt agacgacttt gaggactctg agtcgaccga cacagaagaa 1800
gaattcggca acgccatcgg ggggagccat ggtggctect cctacacggt gtatattgat 1860
aagaccagg 1869

Numero de secuencias (ID): 174

Longitud: 1869

Tipo de molécula: ARN

Ubicacion de caracteristicas/Calificadores:
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- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggtactg tgaataagcc tgtggtgggg gttctaatgg ggttcgggat catcactgga 60
acactgagga ttaccaatcc cgttagggcc tcegtgetge gttacgatga cttccacatc 120
gacgaggata agctggatac caattcagtt tatgagcctt actaccactc tgatcacgcc 180
gagagctctt gggtgaatcg gggggagtcce tctaggaaag cctatgatca taattctcca 240
tatatatggc caagaaatga ttatgatggt tttctggaga atgcacacga acatcacggce 300
gtttataacc aaggtcgtgg gattgactcg ggcgagcegtc tgatgcaacc cactcagatg 360
tccgctcagg aagacctggg cgatgacact gggattcatg tgattccaac tcttaatgge 420
gacgatcgcc ataagattgt gaatgtggat cagagacagt atggagatgt gtttaaggge 480
gatctgaatc cgaagcccca gggtcagaga ctcatcgaag tgagtgtgga ggaaaaccat 540
ccctttactc tgagggctcc gattcagcgce atctacggtg tgcgcetacac tgagacttgg 600
agtttcctge cgtctttgac ttgcacaggt gacgctgccc cegcetattca geatatttge 660
ctcaagcaca caacatgctt ccaggatgtt gtggttgacg tggattgcgc agagaacacc 720
aaagaggatc aattggccga aatctcctat cgtttccaag gaaagaagga ggctgatcag 780
ccttggattg tggttaatac ctctaccttg ttcgatgagce tggagcetcga tectectgag 840
atcgagcccg gegtgttgaa ggttctcagg actgagaagce agtatttggg ggtgtacatc 900
tggaatatgc ggggtagtga cggaacgtcc acctacgcca cttttcttgt gacctggaaa 960
ggcgatgaga agacacgtaa ccctacccct getgtgactc cacagccaag gggtgeggag 1020
ttccacatgt ggaattatca cagtcacgtg tttagcgttg gcgatacgtt cagtctggca 1080
atgcatctgc agtataagat acacgaggcg ccctttgatc ttctgctaga atggttgtat 1140
gtcccaattg atccaacctg tcagectatg aggctgtaca geacttgtct gtaccatcct 1200
aacgctcctc aatgtctttc gcacatgaac agtgggtgca ccttcacatc tccgeatctg 1260
gcgcagaggg tggcectecac cgtctatcag aattgcgaac acgccgataa ctataccgct 1320
tattgtctgg ggattagcca catggagccc agcetttgggce tgatcctgeca cgacggtggg 1380
acgactctga agtttgtgga cactccagag tctctcageg gtttgtacgt gttcgtggtg 1440
tatttcaatg ggcatgtcga ggccgtggcc tacaccgttg taagtactgt ggatcacttt 1500
gtgaatgcta tcgaggagcg tggcttcccg cccacggegg gacagcecgcec tgeccacgacg 1560
aagcccaagg agatcactcc agtgaatcct ggtacatcgce ctttgatacg gtacgcagcec 1620
tggactggtg gtctggctgc tgtcgtgcte ttatgtctgg tgatctttct gatttgtact 1680



221

gctaagcgga tgcgagtgaa ggcttatcgg gtcgataaga geccatacaa tcagagcatg 1740
tactatgctg gtctcectgt ggatgatttt gaagatagtg agagcacaga cactgaggag 1800
gagtttggca atgccatcgg tggtagccac ggcggatctt cttacactgt ctatatcgac 1860
aagactcgt 1869

Numero de secuencias (ID): 175
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
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gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagee 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 176
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
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tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgee 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 177
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:

atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
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actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgcetgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gcgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgecgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869
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Numero de secuencias (ID): 178
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tcccccggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
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tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcageec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 179
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
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tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcageccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgec 1620
tggacaggcg ggcttgcetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 180
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
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tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gecgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgecgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcageec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat cccecctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 181

Longitud: 1869

Tipo de molécula: ARN

Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
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> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctee aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgee 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
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tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 182
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgete ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggctgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
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aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 183
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
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ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag teatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 184
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
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gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 185
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Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcectt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecce ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgeca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
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gtgaacgcca ttgaggagcg ggggttcceg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 186
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
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ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 187
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
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gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctcc aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgcte ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gecgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat cccecctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 188
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
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> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
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gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 189
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgctgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
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gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcageec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 190
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcectt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetcc aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
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aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcceg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 191
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcec tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
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gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 192
Longitud: 1869
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Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgete ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttccac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
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aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcageec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 193
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgecggag 1020
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ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 194
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
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gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcageccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 195
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN

> organismo: constructo sintético
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Residuos:

atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecc ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tcccccggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgeca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gcgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggctgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat cccecctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
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aagacgagg 1869

Numero de secuencias (ID): 196
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctee aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
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tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 197
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgecactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
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ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcceg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 198
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
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tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 199
Longitud: 1869
Tipo de molécula: ARN
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Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcec tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgete ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
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tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 200
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
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atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 201
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540



255

ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaacccec cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 202
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético

Residuos:
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atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgete ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869
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Numero de secuencias (ID): 203
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgaccce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
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actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcceg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgeta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 204
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ticttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
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atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 205
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
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gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcageccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcceg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 206

Longitud: 1869

Tipo de molécula: ARN

Ubicacion de caracteristicas/Calificadores:
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- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgcte ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttccac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgcetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
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gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 207
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgeca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
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gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagee 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 208
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
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tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgecgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 209
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:

atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
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acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctcc aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgecactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869



266

Numero de secuencias (ID): 210
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgete ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgaccce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggctgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
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tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgecgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 211
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
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tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctettatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 212
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
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tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgcte ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gecgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 213

Longitud: 1869

Tipo de molécula: ARN

Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
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> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcageccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgee 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
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tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 214
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecce ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gcegtgttgaa ggtgcetgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
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aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 215
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgecc ctgctattca gecatatatge 660
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cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag teatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 216
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
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gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gcgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 217
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Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcectt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecce ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
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gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 218
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcce tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
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ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 219
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac gctatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
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gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecc ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gecgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagcccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat cccecctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 220
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
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> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgeca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
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gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 221
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcec tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctcc aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgecactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgcecg getgtgaccce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
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gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagcccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcageec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 222
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcectt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetcc aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgcecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
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aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgeca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcceg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 223
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcec tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
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gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gcgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 224
Longitud: 1869
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Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgcetgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcgceg tggcttccac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
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aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 225
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggc 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgcetgcte ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgecggag 1020
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ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 226
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480



287

gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcageccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 227
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN

> organismo: constructo sintético
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Residuos:

atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgete ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgegce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttccecg cctacggetg ggcaaccccc cgctacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860



289

aagactcgg 1869

Numero de secuencias (ID): 228
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcageccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
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tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagcccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgatttictt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 229
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcectt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgcetgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
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ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgcta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat cccecctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 230
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctitcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
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tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgcecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tccccaccta 1260
gcccageggg tggectecgac ggtgtaccag aattgtgagce atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggc tgattctgca tgacggtgga 1380
actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcccg cctacggcetg ggcaaccccc cgetacgact 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 231
Longitud: 1869
Tipo de molécula: ARN
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Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggcagggg gattgattct ggagagcgtc ttatgcagcec tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgecactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gcegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgceca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gcgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
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tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 232
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ticttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagc aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgeca ctttcctcgt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctetgtgg gegacacgtt cagtttggec 1080
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atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 233
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgeccagg aggacctggg tgatgacact gggatccatg tgattccaac tcttaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
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ccctttacct tgegggctce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegettac ctgecactggt gacgctgecc ctgctattca gecatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgcetgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcageccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgecgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 234
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético

Residuos:
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atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggcagggg gattgattct ggagagcgtc ttatgcagcc tacccagatg 360
tccgecccagg aggacctggg tgatgacact gggatccatg tgattccaac tettaatggt 420
gacgatcgcc ataagattgt gaacgtggat cagaggcagt atggggacgt ttttaagggce 480
gatctcaatc ctaagccgca gggacagagg ctgatcgagg tttctgtgga ggagaaccat 540
ccctttacct tgcgggcetce aatccaaagg atctatggag tgaggtacac agaaacttgg 600
tcatttctge cctegcettac ctgcactgga gatgctgete ccgcetattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgacce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gegacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgec 1620
tggacaggcg ggcttgetge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctecgtataa tcagtcgatg 1740
tattacgcag gccttcetgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869
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Numero de secuencias (ID): 235
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgcgcc tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcc tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactggt gacgctgcecc ctgctattca geatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgce tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tccccaccta 1260
gcccagceggg tggectecgac ggtgtaccag aattgtgage atgctgacaa ctatacggca 1320
tactgcctcg gaattagcca catggagcca agcttcgggce tgattctgea tgacggtgga 1380
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actacactta aattcgtgga cactcctgag tcgcttageg ggttgtacgt gtttgtagtg 1440
tatttcaatg gtcatgttga ggcagtggct tataccgttg tcagcactgt tgatcatttt 1500
gtgaacgcca ttgaggagcg ggggttcceg cctacggetg ggcaaccccc cgctacgact 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcge ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtcgtgeta ctatgectcg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gccttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 236
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccct attaccactc tgaccacgcc 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactggt gacgcetgecce ctgctattca gcatatatge 660
cttaagcata caacttgttt tcaggatgtg gtggtggatg ttgattgcgc tgagaatacc 720
aaggaagatc agcttgccga aatttcttac agatttcagg gcaaaaagga agctgatcaa 780
ccttggattg ttgtcaatac atccacgctt tttgacgagc tggagctcga tccccecggaa 840
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atcgagcctg gegtgttgaa ggtgctgegt actgagaagce aatatcttgg ggtgtatatc 900
tggaatatgc gggggtcgga cggcaccagt acctatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccct getgtgactc cgcagectag gggtgeggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcagcccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcctaagg aaattacccc ggtgaatcca ggtacctcgc ctcttatcag gtatgcagec 1620
tggaccggtg gtctggcetge agtegtgcta ctatgecteg tgattttctt gatctgcact 1680
gctaaacgca tgcgtgtcaa ggcttatagg gtggataaat ccccctataa ccagtctatg 1740
tactatgctg gcecttectgt ggacgacttc gaggattcgg agtcgaccga tacagaggag 1800
gagtttggca atgcgatcgg ggggagtcac gggggtagta gctacactgt gtatatcgat 1860
aagacgagg 1869

Numero de secuencias (ID): 237
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc tgtggtcgga gtgttgatgg ggtttgggat catcaccggg 60
acattgagga tcacgaatcc tgttcgtgcece tcggtgttge ggtacgatga tttccacata 120
gatgaggata agttggatac caattccgtt tatgagccect attaccactc tgaccacgec 180
gaatcatctt gggtgaaccg gggtgagtct tcgcgcaagg cttatgatca taattctcca 240
tacatatggc caagaaatga ttatgatggt ttcctggaga atgcccatga gcatcatgge 300
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gtttataacc aaggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgcetcec tattcagagg atttacgggg tccggtatac agagacctgg 600
tettttctge cgtcacttac ttgcactgga gatgcetgctce ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcgce tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca cctttctagt aacctggaag 960
ggtgacgaga agacccggaa ccccacccect getgtgactc cgcagectag gggtgecggag 1020
ttccacatgt ggaattacca ttcccatgtg ttttccgtgg gtgatacgtt cagtctgget 1080
atgcacctcc agtataagat acacgaagct ccttttgatc ttctactgga atggctgtat 1140
gtgccgattg accctacgtg tcageccatg agattgtatt cgacgtgttt gtatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agcggatgca ctttcaccag tcctcatcta 1260
gcgcagcegceg tggcttccac tgtctatcag aactgtgage acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggc tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcct cctacggcag gacagccccce cgecgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgetgee 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 238

Longitud: 1869

Tipo de molécula: ARN

Ubicacion de caracteristicas/Calificadores:
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- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg ttaataagcc agttgtggga gttctgatgg ggttcggtat catcactggg 60
actctcagga ttaccaatcc tgttcgegcec tetgttttac getatgatga ctttcatatt 120
gatgaggata agctcgacac aaactctgtg tacgagcctt attatcatag cgatcatgca 180
gagtcgtcat gggtaaatag gggtgagagt tcccgcaagg cttatgatca taacagtcct 240
tatatctggc caagaaatga ttacgatggt ttcttggaga atgcccatga gcatcatggt 300
gtttacaacc agggtcgggg tatcgactct ggcgagagat tgatgcaacc gacccaaatg 360
agtgcgcagg aggacctagg cgatgatacc gggattcacg tgattcctac tctgaatgge 420
gacgacagac acaagattgt caatgttgat cagcggcagt acggggatgt gttcaagggt 480
gacctcaatc cgaagcctca ggggcagagg ctcattgagg tttcggttga ggagaatcat 540
ccttttacac tcegtgctec tattcagagg atttacgggg tccggtatac agagacctgg 600
tcttttctge cgtcacttac ttgcactgga gatgctgcetc ccgctattca acatatctgt 660
ctcaagcaca ccacgtgctt ccaggatgtg gttgtagacg tcgattgcge tgagaatacc 720
aaggaggatc agctggctga gatcagttac cgcttccagg ggaagaagga agctgatcag 780
ccttggattg ttgtgaatac gtctacactg tttgacgagc ttgaactgga ccctccagaa 840
atcgagccag gtgtgttgaa agtgttgagg actgagaaac agtaccttgg agtgtatatc 900
tggaatatga gaggttccga cgggacctct acatatgcca ctttcctegt gacgtggaag 960
ggcgacgaga agactcggaa tcccacgecg getgtgaccce cacagecgeg tggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg ttctctgtgg gecgacacgtt cagtttggec 1080
atgcaccttc agtacaagat acacgaagcc ccttttgatc ttctgctcga atggcetgtat 1140
gtgccaattg acccgacgtg tcagcccatg agattatact ctacgtgttt atatcatcca 1200
aatgctccac agtgtttgag tcatatgaac agtgggtgta cgttcacaag tcctcatcta 1260
gcgcagcgceg tggcttecac tgtctatcag aactgtgagce acgcagacaa ctatacagec 1320
tactgtctgg ggattagcca catggagcca agctttgggce tgattcttca cgacggtgge 1380
accacactta agttcgtgga cactcccgag tctttaagtg ggttgtatgt ttttgtggtt 1440
tatttcaatg gacacgtgga agccgtggct tacactgtgg tgagtactgt ggatcacttc 1500
gtgaatgcca tcgaggagcg ggggtttcet cctacggcag gacagcccce cgcgaccaca 1560
aagcccaaag agattacacc agtgaaccct ggcacaagcc ccctgattag gtatgctgeec 1620
tggacaggcg ggcttgctge cgtggtgttg ctgtgtctag tcatcttttt gatctgcact 1680
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gccaagcgga tgcgggtcaa ggcttatcgg gttgacaagt ctccgtataa tcagtcgatg 1740
tattacgcag gccttcctgt ggatgatttt gaggactctg agtccacaga caccgaggag 1800
gagtttggta atgctattgg cggtagtcac ggggggtcgt catatacagt gtatatcgac 1860
aagactcgg 1869

Numero de secuencias (ID): 239
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc cgtagtgggg gtcctgatgg gattcgggat catcacgggg 60
actctgcgga tcactaatce ggttagggcc tetgtgetge getatgacga cttccacatt 120
gatgaggata agctggacac aaatagcgta tatgagccat attaccatag cgatcatgct 180
gagtcttcct gggtgaatag gggtgagtct tcccgcaagg cttatgatca caatagtcca 240
tacatctggc cccggaatga ctatgatggc tttcttgaga acgcccacga geatcatggt 300
gtttacaacc aggggcgcegg aattgacagt ggagagaggt tgatgcagcc tactcagatg 360
tccgcetcagg aggatctggg cgacgacact ggtatccatg tgattccgac cttaaacggt 420
gatgaccggc ataagatcgt gaatgtggat caaaggcaat atggtgatgt gtttaagggg 480
gatcttaatc ctaaacctca aggacagagg ttgattgagg tctctgtgga ggaaaatcat 540
cctttcactc tgcgtgegece catacagaga atctatggag ttcgatacac cgaaacctgg 600
tettttctge ctagtctgac atgcactggg gacgecgcecc cggcegattca gecacatatge 660
ctgaagcata ccacctgctt ccaggacgtg gtggtggatg tggattgtgc cgagaatacc 720
aaggaggatc aactcgccga aatctcatac aggttccagg gcaagaagga ggccgaccag 780
ccgtggatcg tcgtcaatac aagtactctt tttgacgagc tggagctcga tccacctgag 840
atcgagccag gtgtgctgaa agtgttgcgt actgaaaaac agtatctcgg agtttatatt 900
tggaacatga ggggctctga tggtacaagc acatacgcaa cctttctggt gacatggaaa 960
ggcgacgaga aaactcgtaa ccccacccect getgtgactc cacagectcg gggggecgag 1020
tttcacatgt ggaactacca ttctcacgtg tttagtgtgg gtgacacatt ttcccteget 1080
atgcacctgc agtacaagat ccatgaagcc ccctttgatc ttctgectgga gtggctctac 1140
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gtgccgatag atccaacttg tcagcccatg aggttgtaca gtacgtgctt gtaccaccce 1200
aacgcccccc aatgtctgag ccatatgaac tccgggtgea cattcacgtc accccatctt 1260
gcccagcegtg ttgegtccac ggtgtatcag aactgcgagce acgcagataa ttacaccgec 1320
tattgccttg gcatctcaca catggaacct agttttggcec tgatcctcca tgacggegga 1380
actactctca aattcgtgga tacccctgag tetctgtccg gectgtacgt gtttgttgta 1440
tacttcaacg gccatgtgga ggcetgtggceg tacactgttg tgagcactgt cgatcacttt 1500
gtgaatgcta tcgaggaaag aggctttcct ccgacagcetg gacagccgcc tgccaccact 1560
aagcccaagg agatcacacc tgtcaatccc ggaacctcgce cactgataag gtatgccgec 1620
tggaccggceg gettggecgce tgtggtgctt ttgtgtttag ttattttttt gatttgcact 1680
gcgaaacgca tgcgagttaa ggcataccgg gtggataagt cgccctacaa ccagtctatg 1740
tactatgccg ggctceecgt ggacgatttt gaggactcag agagcacgga cacagaggag 1800
gagttcggga acgcgatagg ggggtcccac ggggggtcect cctacaccgt gtacatagac 1860
aagactcgg 1869

Numero de secuencias (ID): 240
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc cgtagtgggg gtcctgatgg ggttcgggat catcacgggg 60
actctgcgga tcactaatce ggttagggcc tetgtgetge getatgacga cttccacatt 120
gatgaggata agctggacac aaatagcgta tatgagccat attaccatag cgatcatgct 180
gagtcttcct gggtgaatag gggtgagtct tcccgcaagg cttatgatca caatagtcca 240
tacatctggc cccggaatga ctatgatggc tttcttgaga acgcccacga geatcatggt 300
gtttacaacc aggggcgcegg aattgacagt ggagagaggt tgatgcagcc tactcagatg 360
tccgctcagg aggatctggg cgacgacact ggtatccatg tgattccgac cttaaacggt 420
gatgaccggc ataagatcgt gaatgtggat caaaggcaat atggtgatgt gtttaagggg 480
gatcttaatc ctaaacctca aggacagagg ttgattgagg tctctgtgga ggaaaatcat 540
cctttcactc tgegtgecgece catacagaga atctatggag ttcgatacac cgaaacctgg 600
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tettttctge ctagtctgac atgcactggg gacgecgegce cggegattca gcacatatge 660
ctgaagcata ccacctgctt ccaggacgtg gtggtggatg tggattgtgc cgagaatacc 720
aaggaggatc aactcgccga aatctcatac aggttccagg gcaagaagga ggccgaccag 780
ccgtggatcg tcgtcaatac aagtactctt tttgacgagc tggagctcga tccacctgag 840
atcgagccag gtgtgctgaa agtgttgcgt actgaaaaac agtatctcgg agtttatatt 900
tggaacatga ggggctctga tggtacaagc acatacgcaa cctttctggt gacatggaaa 960
ggcgacgaga aaactcgtaa ccccacccect getgtgactc cacagectcg gggggecgag 1020
tttcacatgt ggaactacca ttctcacgtg tttagtgtgg gtgacacatt ttcccteget 1080
atgcacctgc agtacaagat ccatgaagcc ccctttgatc ttctgectgga gtggctctac 1140
gtgccgatag atccaacttg tcagcccatg aggttgtaca gtacgtgctt gtaccacccec 1200
aacgcccccc aatgtctgag ccatatgaac tccgggtgea cattcacgtc accccatctt 1260
gcccagegtg ttgegtecac ggtgtatcag aactgcgage acgcagataa ttacaccgec 1320
tattgccttg gecatctcaca catggaacct agttttggcec tgatcctcca tgacggegga 1380
actactctca aattcgtgga tacccctgag tctctgtccg gectgtacgt gtttgttgta 1440
tacttcaacg gccatgtgga ggctgtggceg tacactgttg tgagcactgt cgatcacttt 1500
gtgaatgcta tcgaggaaag aggctttcct ccgacagcetg gacagcecgcec tgccaccact 1560
aagcccaagg agatcacacc tgtcaatccc ggaacctcge cactgataag gtatgccgec 1620
tggaccggceg gettggecge tgtggtgctt ttgtgtttag ttattttttt gatttgcact 1680
gcgaaacgca tgcgagttaa ggcataccgg gtggataagt cgccctacaa ccagtctatg 1740
tactatgccg ggctccecgt ggacgatttt gaggactcag agagcacgga cacagaggag 1800
gagttcggga acgcgatagg ggggtcccac ggggggtect cctacaccgt gtacatagac 1860
aagactcgg 1869

Numero de secuencias (ID): 241
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:

atgggaaccg tcaacaagcc tgtggtggga gtcctaatgg ggttcggtat tatcacgggt 60
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accctgagga tcaccaaccc cgttagggct tctgtcctac getatgacga cttecatate 120
gatgaagata aactagatac taatagcgtg tatgaaccgt actaccacag cgaccatgct 180
gagtcgtcgt gggtcaaccg gggtgaatct tctaggaagg cttacgatca taattctcca 240
tacatctggc caaggaatga ctatgatggt tttctcgaga acgcgcacga acatcacggce 300
gtttacaacc aggggcgcegg aattgatagt ggtgagaggt tgatgcaacc aactcagatg 360
tccgctcaag aagatttagg cgacgatact gggattcatg tgattccgac cttgaatgge 420
gatgaccgcc ataagatcgt gaatgtggat caaaggcaat acggtgatgt gtttaaagga 480
gatcttaatc caaagcctca aggtcagagg ctgattgagg tctctgtgga ggagaaccac 540
ccctttactce tgegegegcec tattcagagg atatatggeg ttcggtatac cgaaacttgg 600
tcgttectge ccagtctaac atgcaccggg gatgecggcte ccgcaatcca geatatttgt 660
ctgaagcata caacctgctt ccaggatgtg gtggtggatg ttgactgtgc agagaacact 720
aaggaggacc agcttgctga aatttcttat agatttcagg gcaagaaaga ggcggaccag 780
ccttggattg tcgttaacac gagtactttg tttgatgagt tggagctgga tccgectgag 840
attgaacctg gggtgctgaa agtgctgcgce actgaaaagce agtatcttgg agtctatata 900
tggaacatga ggggcagcga tgggacaagc acgtatgcca cgtttctggt gacttggaag 960
ggcgacgaaa agaccagaaa cccgacccct getgtgacac cacagccgag aggggcggag 1020
tttcacatgt ggaattatca ttctcatgtg tttagtgtag gggacacctt ctcccteget 1080
atgcacttgc agtataagat ccacgaagcc ccattcgatc tgttgctgga gtggctttac 1140
gtgcccattg acccgacttg tcagcccatg agactgtaca gtacctgttt gtaccatccc 1200
aatgcacccc aatgtctctc gcatatgaac tctggatgca ctttcacctc accccacctt 1260
gcccageggg tggectecgac cgtgtaccag aactgcgage acgcagataa ctacaccgec 1320
tattgcctag ggatctccca tatggaacct tegtttggat taattctcca tgatggeggg 1380
actactctta agtttgtcga cacccctgaa agtctgtcag gectctacgt gttcgtggtg 1440
tacttcaacg ggcatgtgga ggccgtggct tacaccgttg tgagcaccgt tgatcacttc 1500
gtgaacgcta tcgaggagag aggctttccg ccaacggctg gtcagccccce tgcaacaacc 1560
aagccaaagg agatcacacc cgtgaacccc ggcaccagcc ctttgatceg ttacgcagca 1620
tggaccgggg ggttggcagc tgtggtgctg ttgtgtctgg ttatcttect tatctgcace 1680
gccaagcgga tgcgggtcaa ggcgtaccgg gttgataaga gtccttacaa tcagtcaatg 1740
tactatgccg gacttcetgt cgacgacttt gaggattcag agtcaaccga cacagaggag 1800
gaattcggca atgcgatagg tggctcacac ggtggctcat cctataccgt gtatattgac 1860
aagactagg 1869
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Numero de secuencias (ID): 242
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc tgtggttgga gtgctgatgg ggtttggtat aatcacaggt 60
accttgagga taaccaatcc tgttagggcc tctgtgctge getatgatga cttccacatt 120
gatgaggata aactagacac taacagcgtg tacgaaccat attaccatag cgaccatgcc 180
gagtcctcct gggtgaatag gggtgagtct tccaggaagg cctacgatca caatagtcca 240
tacatctggc cccggaatga ctatgatggc tttcttgaga acgcacacga gcatcacggt 300
gtttataacc agggtcgcgg aattgacagt ggtgagaggt tgatgcagcc tactcagatg 360
tccgetcagg aggacttggg cgacgatact gggatccatg tcatcccgac cctgaacggt 420
gatgacagac ataagattgt gaatgtggac cagaggcagt atggcgatgt gtttaaaggg 480
gacctgaatc caaagcctca gggacagagg ctgattgagg tctctgtgga ggagaatcat 540
cccttcacte tgegtgctce cattcagaga atttacggceg ttcggtacac tgaaacttgg 600
tcttttctge ctagtcttac atgtaccgga gacgccgcetc cggccatcca gecacatatge 660
ctgaagcaca ccacctgctt ccaggatgtg gtggtggacg tggactgtgc agaaaacacc 720
aaggaagacc aacttgctga aatcagctac cggtttcagg gcaagaagga agcagaccaa 780
ccgtggattg tcgtcaacac atccactttg tttgacgagc tggagctgga tcctceccgag 840
atcgaacccg gcgtgctgaa agtgcttcgt actgaaaagc agtatctcgg agtttatatt 900
tggaacatga ggggtagtga cggtacaagc acgtatgcta cctttctggt gacttggaag 960
ggcgacgaga agacgcggaa ccctacccect getgtgacge cacagectag gggagecgag 1020
tttcacatgt ggaactacca ttctcacgtg tttagtgtgg gagatacgtt ttccctgget 1080
atgcacctcc agtacaagat ccacgaagcg cccttcgatc ttctgetgga gtggctctac 1140
gtgcccatag atccaacttg tcagcccatg agattgtaca gtacatgcect gtaccatcca 1200
aatgcccctc aatgtctgag ccatatgaac tctggatgcea ctttcacgtc accccatctt 1260
gcccageggg ttgegtctac ggtgtaccag aactgtgaac acgctgataa ttacaccgec 1320
tactgcctag ggatctccca tatggaacct agtttcggte taatcctcca tgacggegge 1380
accactctca agttcgtgga tacacctgaa agcctgagceg gtctctacgt gtttgttgtc 1440
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tactttaacg ggcacgtaga ggccgtggct tacactgttg tgtcgaccgt cgatcatttt 1500
gtgaatgcga tcgaggagcg cgggtttcct ccgacagecg gacagcecccc tgeccacgact 1560
aagcctaagg agattacccc tgtgaatcca ggaaccagtc ccctgattcg gtatgetgeg 1620
tggaccggceg gtctggecge tgtggtgcetg ttgtgtctgg taatctttct tatttgcact 1680
gccaaacgca tgcgagtcaa ggcttatcgg gtggataagt cgecctacaa ccagtctatg 1740
tactatgccg gacttccegt ggacgatttt gaggactcag aatctacgga cacagaggag 1800
gagtttggga acgcgatagg aggatcccat gggggctcct cctatactgt gtatatagat 1860
aagactcgt 1869

Numero de secuencias (ID): 243
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggaactg tcaataagcc tgtggtggga gtgctgatgg gattcggtat catcactgga 60
accctgagga tcaccaatcc cgttcgegct tetgtgcettc getatgacga tttccacatc 120
gacgaagata agctagacac taacagcgtg tacgaaccgt actaccacag cgaccacgct 180
gagtcctctt gggtgaaccg gggtgaatct tctaggaagg cttacgacca taatagtcct 240
tacatctggc cacggaacga ctatgatggt ttcctcgaga acgcacacga gcatcatgge 300
gtttacaacc aggggcgcegg aattgacagc ggtgagaggt tgatgcagcc tacccaaatg 360
tccgcetcagg aggatctggg agacgacacg ggtattcatg tgattccgac cttaaatgge 420
gacgatcgcc ataagatcgt gaatgtggat caaaggcaat atggtgatgt gtttaaaggt 480
gatcttaatc cgaaaccgca agggcagagg ttgattgagg tctctgttga ggagaaccac 540
cccttcacte tgegegcetece aattcagegg atttacggag ttcggtacac ggagacttgg 600
tettttctge ccagtcetcac atgcacaggg gatgecgcte ctgccattca gecacatatgt 660
ctgaagcata caacatgctt tcaggatgtg gtggtggatg tggattgtgc agagaacact 720
aaggaagatc agcttgcaga gatttcatac aggtttcagg gcaagaaaga ggcagaccag 780
ccctggattg tcgtcaacac aagtacattg ttcgacgagce tggagcetgga tccgeccgaa 840
atcgagccag gggtgctgaa agtgctgecge acagaaaagce agtatctggg tgtttatata 900
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tggaacatga ggggtagcga tggtaccagc acctatgcaa catttctggt gacctggaaa 960
ggtgacgaaa agaccagaaa ccccactccc getgtgacce cacagccacg gggageggag 1020
tttcacatgt ggaattatca ttcccatgtg tttagtgtag gggacacttt ctccctcget 1080
atgcatctcc agtataagat ccatgaagca ccgtttgact tgttgctgga gtggctttac 1140
gtgcccattg atccaacttg tcagcccatg agattgtata gtacgtgctt gtaccatccc 1200
aatgcacccc agtgtctctc acatatgaac tccggatgta ctttcacgtc acctcacctt 1260
gcccagceggg tggcttcgac cgtgtaccag aattgtgage acgcggataa ctacaccgec 1320
tattgcctcg gtatctccca catggaacct agtttcggtc tgattctcca tgatggegga 1380
actaccctta aattcgtgga cacccctgag agtctgtctg gectctatgt attcgtggtg 1440
tacttcaacg gacatgtgga ggccgtggceg tacactgttg tgagcaccgt ggaccacttc 1500
gtgaatgcga ttgaggaacg tggctttcce cctactgetg gtcagecccc tgctaccace 1560
aagcccaagg agatcacgcc cgtaaaccca ggaaccagcc ctctgattcg gtacgetgca 1620
tggaccggag gattggccgc agtggtgctg ctgtgtctgg ttattttcct tatttgcact 1680
gccaagcgga tgcgagttaa ggcctatcgg gttgataaat caccatacaa tcagtcaatg 1740
tactatgccg gactcceegt ggatgatttt gaggattcag agtcaaccga cacagaggag 1800
gagtttggga atgcgatagg agggagtcac ggtggctcct cctataccgt gtatattgac 1860
aagactagg 1869

Numero de secuencias (ID): 244
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcactg tcaataagcc tgttgtaggg gtgttaatgg ggttcggtat catcacggga 60
acattgcgga ttactaaccc tgttagggct tctgtgctge getatgatga ctttcacatc 120
gatgaagata aactagacac caacagcgtg tatgagccat actaccatag cgatcatgcc 180
gagtcaagtt gggtgaacag gggtgagtct tcccgaaagg cttacgatca taatagtcca 240
tatatctggc cacggaatga ctatgacggc tttttggaga acgcacacga gcatcacggt 300
gtttacaacc agggccgcegg cattgacagc ggtgagaggt tgatgcagcc aactcagatg 360
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tccgctcagg aggatttggg cgacgacact gggatccatg tgattccgac cttaaatggg 420
gatgaccgcc ataagattgt gaatgtggac cagagacagt acggcgacgt ttttaagggc 480
gacctcaatc caaagcctca aggacagagg ctgattgagg tgtctgtgga ggagaaccac 540
cctttcactc tgcgtgcetce catccagaga atctatggeg ttcggtatac cgaaacttgg 600
tcttttctge ctagtctgac atgtaccgga gacgcagcegce ctgegattca gcacatatge 660
ctaaagcaca ccacctgctt tcaggatgtg gtggtggatg tggactgcge cgagaatacc 720
aaggaagacc aactcgctga gatctcttat aggtttcagg gcaagaaaga ggccgaccaa 780
ccgtggatcg tcgtcaacac aagtactttg tttgacgagc tggagctgga tccacctgag 840
atcgagcccg gegtgctgaa agtgctccgt actgaaaaac agtaccttgg agtttatatt 900
tggaacatga gggggtcaga cgggacaagc acgtacgcta catttctggt gacttggaag 960
ggggatgaaa aaactcgaaa ccccaccccg getgtgactc cacagectag gggggecgag 1020
tttcacatgt ggaactacca ttctcacgtg tttagtgtgg gagatacatt ttcccteget 1080
atgcacctcc agtataagat tcacgaagcc ccctttgatc tcctgetgga atggcetctat 1140
gtgcccatag accccacttg ccagcccatg aggctgtact caacgtgctt ataccatcce 1200
aatgcccccc agtgtctcag ccacatgaac tctggatgcea cttttacgtc accccatctt 1260
gcccageggg ttgcettcaac ggtgtaccag aattgtgage acgccgataa ttacaccgec 1320
tactgtctcg gaatttccca catggaaccc agttttggcc tgatcctgea tgatggtgga 1380
acaacgctca agttcgtgga tacccctgag tegttgtceg gectatacgt gtttgttgtg 1440
tacttcaacg gacatgtgga ggccgtggca tacactgttg tgagcaccgt cgaccatttc 1500
gtgaatgcga tcgaggagag aggctttcct ccaaccgecg gacaaccccc tgeccacaacc 1560
aagcctaagg agatcacacc tgtgaatcct ggcacctccc cactgattcg gtacgctget 1620
tggacaggcg gtctggecgce tgtggtgctce ttgtgtttag ttattttcct tatttgcact 1680
gcgaagcgca tgcgggtgaa agcatatcgg gtggataagt cgccttacaa ccagagtatg 1740
tactatgccg gactccctgt ggacgatttt gaggactcag aatccacgga caccgaggag 1800
gagtttggga acgctatagg agggtcccac gggggctcct cctataccgt ttacatagac 1860
aagactagg 1869

Numero de secuencias (ID): 245

Longitud: 1869

Tipo de molécula: ARN

Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
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> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc agtggtgggg gtgctaatgg ggttcggtat catcacggga 60
acgttgagga tcacaaaccc tgttcgcgct tctgtgctge getatgatga cttccatatc 120
gatgaggata aactagatac aaatagcgtg tatgagccat actaccacag cgaccatgct 180
gagtcaagtt gggtcaatag gggtgagtct tcccgtaagg catatgacca caatagtcca 240
tacatctggc ctcggaatga ctatgatggg ttcctggaaa atgcccacga geatcatggt 300
gtttacaacc agggtcgcgg tattgacagt ggtgagaggc tgatgcagcc tactcagatg 360
tccgctcaag aggatctggg cgatgacacc ggcattcatg tgattccgac cttgaacggt 420
gatgaccggc acaagatcgt gaatgtggac cagaggcagt acggcgatgt gtttaagggce 480
gaccttaatc ccaagcctca aggccagagg ttgattgagg tgtctgtgga ggagaaccat 540
ccattcaccc tgcgtgctee cattcagaga atctatggag ttcggtatac cgaaacttgg 600
tettttctge ctagtctgac atgtacgggt gatgccgcete cggecattca gecacatatge 660
ctgaagcata ccacgtgttt tcaggacgta gtggttgatg tagactgtgc ggagaatacc 720
aaggaggacc agctcgccga gattagctat aggtttcagg gcaagaagga agcggaccaa 780
ccgtggattg tcgtcaatac cagtacactg tttgacgagc tggagttgga ccccceccgag 840
atcgaacccg gcgtgttaaa agtgcttcgt actgaaaagce agtatctcgg agtgtatata 900
tggaatatga ggggctccga tggtacaagc acatacgcta catttctggt gacatggaag 960
ggcgacgaga agaccagaaa ccccacccct getgtgacce cacagccaag gggggecgag 1020
tttcacatgt ggaattacca ttctcatgtg tttagtgtgg gggatacctt ctctctcget 1080
atgcaccttc agtacaagat tcacgaggcc ccctttgatc tcttactgga gtggcetctac 1140
gtgcccatag atccgacttg tcagcccatg agattgtaca gtacctgcett gtaccatccg 1200
aacgcccccc aatgtctgtc tcatatgaac tctgggtgcea ctttcacgtc accacatctt 1260
gcccagceggg ttgegtccac ggtgtaccag aactgcgagce atgcagataa ttacactgee 1320
tactgtctag gcatcagcca catggagcect agtttcggtc tgattctgca tgatggggge 1380
accactctca agttcgtgga tacgcctgag agcctaagceg gtctttacgt gtttgttgtt 1440
tactttaacg gacacgtgga ggccgtggcc tacactgttg tgagcaccgt ggatcatttc 1500
gtgaacgcca tcgaggaaag aggctttcct ccaaccgcetg gacagccccc tgccacaacc 1560
aagcctaagg agatcacccc tgtgaatccec gggacctcce cactgattcg gtatgecgca 1620
tggacagggg gtttagcggc tgtggtgctg ttgtgtctag taatttttct tatttgcact 1680
gccaagcgga tgcgagtgaa ggcttatcgg gtggataaaa gtccctacaa tcagtctatg 1740
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tactatgccg gacttcctgt tgacgacttt gaggactcag agtcgaccga cacagaggag 1800
gaatttggga acgcaatagg agggtctcac ggaggctcct cctatactgt gtatatagac 1860
aagactagg 1869

Numero de secuencias (ID): 246
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggactg tcaataagcc tgtggttggg gttttaatgg ggtttggtat cattactggg 60
acactcagga tcaccaatcc tgttagggcc tcagtgctge gctatgatga ctttcacatc 120
gatgaggata aactagatac caacagcgtg tatgaaccgt actaccacag cgaccatgct 180
gagagttcct gggtaaatcg cggtgaatct agccgcaagg cttatgatca taattctcca 240
tatatctggc cacggaatga ttatgatggc tttcttgaga acgcccacga gcaccacgga 300
gtctacaacc agggccgegg aattgacagt ggtgaacgtt tgatgcagcc cactcaaatg 360
tccgeccagg aggatctggg cgacgacact gggatccatg tgattccgac cttgaacggt 420
gacgaccggc ataagattgt gaatgtggat cagaggcagt atggcgacgt gttcaagggc 480
gaccttaatc ctaagcctca gggacagagg ttgattgagg tgtctgtgga ggaaaaccat 540
cctttcacac tgcgggctcce cattcagaga atctatggtg ttcggtatac cgaaacttgg 600
agctttctge ccagtctgac atgtaccggg gacgecgcecc cggcecattca gecacatctge 660
ctgaagcata cgacatgctt ccaggatgtg gtggtggatg tcgactgtgce cgagaatacc 720
aaggaggatc aactcgctga gatcagctat cgatttcagg gcaagaagga ggctgaccaa 780
ccgtggatcg tcgtcaatac aagtactcetg tttgacgagc tggagctcga tccacccgag 840
attgagcccg gegtgttgaa agtcecttcgt acggagaagce agtacctcgg agtgtatatc 900
tggaacatgc gggggagcga cggtacaagt acgtacgcta ccttcctggt gacatggaaa 960
ggtgacgaga aaacaagaaa ccccacccct getgttactc cacagectag gggtgctgag 1020
tttcacatgt ggaattacca cagccacgtg tttagtgtgg gagatacctt ctccctgget 1080
atgcatctcc agtacaagat ccacgaggct cccttcgatt tactgectgga gtggctctac 1140
gtgcctattg atccaacgtg tcaaccaatg agattgtaca gtacgtgctt gtatcacccc 1200
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aacgcacccc aatgtctgtc tcatatgaat tctgggtgcea ctttcacatc tccccatctt 1260
gcccagceggg ttgectcaac ggtataccag aactgcgagce acgcagacaa ctacaccgec 1320
tactgcctgg gtatctcaca tatggaacct agtttcggcec tgattctcca tgacggegge 1380
actactctca aattcgtgga tacgcctgag agcctgagceg gtctctacgt gtttgttgtg 1440
tactttaacg gacacgtgga ggccgttgcc tacaccgttg tgagcaccgt ggaccacttc 1500
gtgaacgcga ttgaggaaag aggctttcct ccgaccgcetg gacagccccc tgccaccacc 1560
aagcctaagg agattacacc cgtgaacccg ggaacctccc cactgattcg gtatgctget 1620
tggaccgggg ggctggecge cgtggtgcetg ttgtgtctgg taatttttct tatttgcact 1680
gccaaacgca tgcgagtgaa ggcttatcga gtggataagt cgccttacaa tcagtcgatg 1740
tactatgctg gtctccctgt ggacgatttt gaggattcag aatccactga tacagaggag 1800
gaattcggga acgcgatagg agggtcccac ggggggtcgt cctataccgt gtacatagat 1860
aagactagg 1869

Numero de secuencias (ID): 247
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcactg tcaataagcc agtagtgggg gtcctgatgg ggtttggtat tattactgge 60
acgctcagga taactaaccc tgtgagggcc tctgtgctge getatgacga ctttcacatc 120
gatgaggaca aactagatac caacagcgtg tatgagccat actaccattc tgaccatgcg 180
gagagtagtt gggtgaatag gggtgagtct tcccgcaagg cttatgacca caatagtcca 240
tatatctggc ccagaaatga ctatgatggc tttcttgaga acgcccatga gcatcacggt 300
gtttacaacc agggccgcegg gattgacagt ggtgaaaggt tgatgcagcc tacccagatg 360
tctgcccagg aggacctggg cgacgacact gggatccatg ttattccgac tecttaatgge 420
gacgatcgtc acaagatcgt gaatgtggat cagaggcagt atggcgatgt gtttaagggt 480
gaccttaatc caaagcctca gggacagagg ttgattgagg tgtcggtgga ggaaaaccat 540
ccattcactc tccgtgeccc cattcagaga atctatggag tacggtatac cgagacttgg 600
tettttctge ccagtcttac gtgtaccggg gacgecgecce cggecatcca geacatectge 660
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ctgaagcata caacatgctt tcaggatgtg gtggtggacg tggattgtgc agagaacacc 720
aaggaggatc aactcgctga aatctcttac aggtticagg gcaagaagga agcagaccaa 780
ccttggattg tcgtgaatac gagtactctg ttcgacgagce tggagctcga tectccecgag 840
atcgagcccg gegtgctgaa ggtgcetacgt actgaaaaac agtatctcgg agtatatatt 900
tggaacatga gggggtcaga tggtacgtca acgtacgcta cttttctggt gacgtggaag 960
ggcgacgaga agactcgaaa tcccactceg gecagtgactc cacagcectag gggagecgag 1020
tttcacatgt ggaactacca tagccacgtg tttagtgtgg gagatacgtt ttccttgget 1080
atgcacctcc agtataagat tcacgaggcc cccttcgatc ttttactgga gtggcetctac 1140
gtgcccattg atcccacttg tcagectatg agactgtatt ctacgtgect gtatcatect 1200
aacgcccctc aatgtctcag ccatatgaat tctggatgca ctttcacgtc accccatctt 1260
gcccageggg ttgegtecac ggtgtaccag aactgtgage acgcagataa ttacaccgec 1320
tattgcctag gcatctcaca catggaacct tcattcggec tgatcctgea tgatggtgge 1380
actaccctca agttcgtgga tacccctgag agectgagtg gectatacgt gttcgttgtc 1440
tacttcaatg gacatgtcga ggccgtggcec tacacagttg tgagcaccgt cgaccatttc 1500
gtgaatgcga tcgaggaaag agggtttcct ccaaccgcetg gacaaccccc tgcgacaact 1560
aagcctaagg agatcacacc cgtgaatccc ggaacctcge ccctgattcg ctacgeggec 1620
tggaccggceg gtctggecge ggtggttctg ctgtgtttag taatttttct catctgcacc 1680
gccaagcgga tgcgggtgaa ggcttaccgg gtggacaagt cgccttacaa ccagtctatg 1740
tactatgccg gattgcctgt ggacgatttt gaggactcag agtctacgga cacagaggag 1800
gagtttggga acgcgatagg agggtcccat gggggctcct cctacaccgt gtacatagat 1860
aagactagg 1869

Numero de secuencias (ID): 248
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atgggcactg tcaacaaacc agtggtgggg gtcctgatgg ggttcggtat catcacggga 60
acgttaagga taactaaccc cgtcagggcc tctgttctge gatatgatga cttccatatc 120
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gacgaggata aactagatac caacagcgtg tatgagccat actaccacag cgatcatgct 180
gagtcatcct gggtgaacag gggtgaatct agccgcaagg cttatgatca taatagtcce 240
tatatttggc cacggaatga ctacgatggg tttcttgaga atgcccacga gcatcacggt 300
gtttacaacc agggccgagg gattgacagc ggagagaggc tgatgcagcc tactcagatg 360
agtgctcagg aggatctggg cgacgacact gggattcatg ttattccgac cttaaacggt 420
gatgaccggc ataagatcgt gaatgtggat caaaggcagt acggcgatgt gtttaagggc 480
gaccttaatc ccaaacctca ggggcagagg ttgattgagg tgtctgtgga ggagaaccac 540
cctttcacac tgcgggctcce cattcagaga atctatggag ttcggtacac cgaaacttgg 600
tettttctge ccagtcetgac atgcactgga gatgcecgctce cagccattca gecacatctge 660
ctgaagcaca ccacctgttt ccaagacgtg gtggtggatg tagactgtgc cgagaatacc 720
aaggaggatc aacttgccga gatctcttac aggtttcagg gcaagaaaga ggccgaccaa 780
ccttggatcg tcgtgaacac gagtacttta ttcgatgaac tggagctgga tcccectgag 840
attgagcccg gggttctgaa agtgcttaga actgaaaagc agtatctggg agtttatatc 900
tggaacatga gggggtccga tggtacgagc acgtacgcca cattcctggt gacatggaag 960
ggcgacgaga agaccagaaa ccccacccct getgtgacce cgcagectag gggggeggag 1020
tttcacatgt ggaattatca ttctcacgtg tttagcgtgg gagacacatt ttccctgget 1080
atgcaccttc agtacaagat tcacgaagcc ccttttgatc tcctgetgga atggcetctac 1140
gtgcccatag atccaacttg tcagccgatg agactgtaca gtacgtgect gtatcatccc 1200
aacgctcccc agtgtctttc tcatatgaac tccggatgca ctttcacgag tectcatctt 1260
gcccagceggg ttgectccac ggtgtaccag aactgtgage acgcagataa ttacactgec 1320
tactgccttg gcatctccca catggaacct agttttgggce tcatcctcca tgatggegge 1380
acaactctta agttcgtcga taccccggag agcctcagceg gtctctacgt gtttgttgtc 1440
tacttcaacg ggcatgtgga ggctgtggcc tacaccgtgg tgagcaccgt cgatcatttc 1500
gtgaacgcga tcgaggaaag aggctttcct ccgaccgetg ggcagecccc tgeccacaacc 1560
aaacctaagg agattacacc tgtgaaccca gggacctctc cattgattcg gtatgctget 1620
tggaccggag gtctggeggc tgtggtcectg ttgtgtttag tgatatttct tatttgcaca 1680
gccaaacgca tgcgagtgaa ggcatatcge gtggataagt cgecttacaa ccagtctatg 1740
tactatgccg gcctceeegt ggacgatttt gaggactcag aatccacgga cacggaggag 1800
gagtttggca atgctatagg agggtctcac gggggctcct cctataccgt ctatatagac 1860
aagactcgg 1869

Numero de secuencias (ID): 249
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Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcactg tcaataagcc ggttgtgggce gtgttgatgg ggttcggtat catcactgga 60
acattgagga taacgaaccc tgtacgagcg tctgtgetgce gectatgacga cttccatatc 120
gatgaggata agctagatac taacagcgtc tatgagcctt attaccatag cgatcatgct 180
gagtcatcat gggtgaacag gggtgagtct tcccgcaagg cttatgatca taatagtcca 240
tacatctggc cacggaatga ctatgatggc tttctggaga atgcccacga gcatcacggt 300
gtttataacc agggccgegg aattgacagt ggtgagaggc ttatgcagcc tactcaaatg 360
tccgctcagg aggatctggg cgacgacact ggaatccatg tgattccgac tttaaatggt 420
gatgaccgcc ataagatcgt gaatgtggat cagaggcagt acggcgatgt atttaaggge 480
gaccttaacc ctaagccaca gggccagagg ttgattgagg tgtctgtgga ggaaaatcat 540
cctttcactc tgcgagctce gattcagaga atctatggceg ttcgttacac cgaaacttgg 600
tecttectte ctagtctgac ctgcactggg gacgctgcetce ctgccatcca gecacatatge 660
ctgaagcaca cgacatgctt ccaggacgtg gtggtggatg tagattgtgc agagaacacc 720
aaggaggatc aactggctga gatctcatat aggtttcagg gaaagaagga ggcagatcag 780
ccttggatag tcgtcaacac gagtactctc tttgacgaac tcgagcetgga tcctcccgag 840
atcgaaccgg gcgtgctgaa agtgcttcgt actgagaagce agtatctcgg agtttatatc 900
tggaatatga gggggtccga tggtaccage acgtacgcaa cctttctggt gacatggaag 960
ggcgacgaga agactagaaa ccccactcct getgtgacte ctcagectag gggggecgag 1020
tttcacatgt ggaattacca ttcccacgtg tttagtgtgg gagatacatt tagtctcget 1080
atgcacctcc agtacaagat tcacgaggcc ccctttgact tgctgetgga gtggctttac 1140
gtgcccatag accccacttg tcaacccatg aggctgtata gtacctgcct gtatcatcca 1200
aacgcccccc aatgcctgag ccatatgaac tctggatgta cttttacaag tectcatctt 1260
gcccageggg ttgegagtac ggtgtatcag aactgcgagce atgcagataa ttacactgec 1320
tattgcctag gaatctccca catggaacct agtttcggcec tgatcctgea tgacggtgga 1380
actactctta agttcgtgga tacccctgag agectgageg gcectctatgt gttcgttgtc 1440
tactttaacg gacacgtgga ggccgtggct tatacagttg tgagcaccgt tgaccatttc 1500
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gtgaacgcga tcgaggagag aggctttcct ccgaccgetg ggcagecccc tgeccacaacc 1560
aagcctaagg agatcactcc tgtgaacccg gggaccagcc cactgatccg atatgetgec 1620
tggaccggceg gtctggcagce cgtggtgcetg ttgtgtttag ttatcttect catttgcact 1680
gcgaagcgca tgcgagtgaa ggcatatcgg gtggacaagt cgccctacaa tcagtctatg 1740
tactatgctg gactccctgt cgatgatttt gaggactcag aatctacaga cacagaggag 1800
gagttcggaa acgcgatagg tggatcccac ggggggtcta gctataccgt ttacatagat 1860
aagactagg 1869

Numero de secuencias (ID): 250
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggtacgg tcaacaagcc tgtggtcggg gtgctgatgg ggttcggtat catcacggga 60
accttgagga tcacgaaccc tgttagggcec tctgtgctge ggtatgatga cttccacatc 120
gatgaagata agctggacac caacagtgtg tatgagccat attaccatag cgaccatgcc 180
gagtcatcct gggtgaatag gggcgaatct tccaggaagg cctatgatca taatagtcca 240
tatatctggc ccagaaatga ctatgatggc tttttggaga acgcccacga gcatcacggt 300
gtttacaacc agggccgcegg aattgactcc ggtgagaggt tgatgcagcec tactcagatg 360
tccgeccagg aggatctggg cgacgataca ggaatccatg ttattcctac cttaaacggt 420
gacgaccggc ataagatagt gaatgtggat cagaggcagt acggcgatgt ttttaagggce 480
gaccttaatc caaaacctca gggtcagagg ttgattgagg tgtctgtgga ggagaaccat 540
cctttcactc tgcgagctce catccagegg atctatgggg ttcggtatac cgagacttgg 600
tettttttge ctagtctgac atgtactggc gacgccgecc cggcecattca acacatatgt 660
ctgaagcata ccacctgctt ccaggacgtg gtggtggatg tagactgcgce agagaatact 720
aaggaggatc aactcgctga gatctcttac aggtttcagg gtaagaagga ggctgatcaa 780
ccgtggatag tcgtcaacac gagtactctg ttcgacgaac tggagctgga tccceccggag 840
atcgagcccg gggtgctgaa agtgcettcgt actgagaaac agtacctcgg agtttatatt 900
tggaacatga gggggtctga tggtacaagc acgtacgcta cctttctggt tacatggaag 960
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ggcgacgaga agactagaaa tcccacccct getgtgactc cacagectag gggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg tttagtgtgg gagatacatt tagtctgget 1080
atgcacctgc agtacaagat ccatgaagcc cccttcgatt tactgetgga gtggcetctac 1140
gtgcccatcg atccaacttg tcagccaatg agattgtaca gtacgtgcect gtaccatcce 1200
aacgcccctc agtgtttgag ccatatgaat tctggatgta cttttacgtc cccecatcte 1260
gcccagcegag ttgegtccac ggtgtaccag aactgtgagce acgcagataa ttataccgec 1320
tactgtctgg gcatctcaca catggagcect agtttcgggce tgatccttca tgatggtgga 1380
accacactca agttcgtaga tacccccgaa tccttgageg gettgtacgt gttegttgta 1440
tacttcaacg gacatgtcga ggccgtggcec tacactgtcg tgagcaccgt tgatcatttc 1500
gtgaacgcga tcgaggagag ggggtttcct ccgacggcetg gacagecccce cgeccacaacce 1560
aagcctaagg agatcacgcc tgtcaatcca ggaacctcgc cectgatacg gtatgeeget 1620
tggaccggceg ggctcgeege cgtggtgttg ttgtgtttag ttatcttttt gatttgtact 1680
gccaagcgga tgcgagtcaa ggcatatcgg gtggataagt cgccctacaa tcagtctatg 1740
tattatgccg gactgcectgt ggacgatttt gaggactcag agtctaccga tacggaggag 1800
gagttcggga acgccatagg agggtcccat gggggctcca gttataccgt gtatatagat 1860
aagactagg 1869

Numero de secuencias (ID): 251
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcactg tcaacaagcc tgtggtgggg gtcctgatgg ggttcgggat catcacaggg 60
acattgagga ttactaaccc tgttcgggcc tctgtgetge getatgatga cttccatatc 120
gatgaggata aactggatac caacagcgtg tatgagccat attaccatag cgaccatgcc 180
gaatcatcct gggtgaatcg cggggagtca tctcgtaagg cttatgatca taatagtccg 240
tacatctggc ccagaaacga ttatgatggc tttcttgaga atgcccacga gecatcacggt 300
gtttacaacc agggccgcegg aattgacagt ggtgagaggt tgatgcagcc tactcagatg 360
tccgcetcagg aggatctggg cgacgacact gggattcatg tgattccgac tttgaacggt 420
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gatgaccggc ataaaatcgt gaatgtggat cagaggcagt acggcgatgt gtttaagggc 480
gatcttaatc caaagcctca gggacagagg ttgattgagg tgtccgtgga ggagaaccat 540
ccctttacgce tgegtgcetee catacagaga atctatgggg ttcggtatac cgaaacttgg 600
agctttctce ctagtctgac atgtacgggc gacgctgctc ccgctatcca gecacatatgt 660
ctgaagcaca caacgtgctt ccaggacgtg gtggtggatg ttgactgtgc cgagaatacc 720
aaggaggacc aacttgcaga gatcagctac aggtttcagg gcaagaaaga ggcagaccag 780
ccgtggattg tcgtcaacac atctacgctg tttgacgaac tggagctcga tectcctgag 840
attgagcccg gcgtectgaa agtgetgegt actgaaaagce agtacctcgg agtttatatt 900
tggaacatga ggggtagtga tggtaccagc acgtacgcta cgtttctggt gacatggaaa 960
ggcgacgaga agacacgaaa ccccacccct getgtgactc cacagccaag gggggecgag 1020
tttcacatgt ggaattatca ttctcacgtg tttagtgtgg gcgatacatt ttctctcget 1080
atgcacctcc agtataagat ccatgaagca cctttcgatc tactactgga gtggctctac 1140
gtgcccatag atccaacctg tcagcccatg agattgtaca gtacgtgtct gtaccatcce 1200
aacgctcccc aatgtctgag tcatatgaac tctggttgta ctttcacgtc tccecatctc 1260
gcccageggg ttgecteccac ggtgtaccag aactgcgagce atgcagacaa ctacactgec 1320
tattgcctcg ggatctcecca tatggagcect agtttcggge tecatectecca tgatggegge 1380
accactctca aattcgtgga tactcctgag agcctgageg gectgtacgt gttcgtagtc 1440
tactttaacg gccatgtgga ggctgtggcc tacactgttg taagtactgt cgaccatttc 1500
gttaacgcaa tcgaggaaag gggctttccg ccgactgccg gacageccec cgccacaaca 1560
aagcctaagg agatcacccc tgtgaacccc ggtacttccc cactgattcg gtatgetget 1620
tggactggcg gtctggecge agtegtgcetg ttgtgtttag taatttttct gatttgtaca 1680
gccaaaagga tgcgagtgaa agcttatcga gtggacaagt cgccttacaa ccagtcaatg 1740
tactatgccg gactccctgt tgatgatttt gaggactcag aatctaccga caccgaggag 1800
gagtttggga acgcgatagg aggctctcac ggggggtcat cctacactgt gtacatagat 1860
aagactcgg 1869

Numero de secuencias (ID): 252
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
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> organismo: constructo sintético
Residuos:
atggggactg tcaacaaacc cgtggtcgga gtgctgatgg ggttcggtat tatcacgggg 60
actctccgga taactaaccc tgttcgegece tcegtgetge gttatgatga cttccacatc 120
gatgaggaca aactagacac caactctgtg tatgagccat actaccacag cgaccatgct 180
gagtcatctt gggtcaatag gggagagtct tccagaaagg cttatgatca taacagtcca 240
tatatctggc cccggaatga ttatgatggc tttctggaga acgcccacga gcatcacggt 300
gtttacaacc agggccgcegg aattgacagt ggtgagagat tgatgcagcc tactcaaatg 360
tccgecccagg aggatctggg cgatgacacg gggatccatg tgattccgac cctgaatggt 420
gacgaccgcc ataagatcgt gaatgtggat cagaggcaat acggcgacgt gttcaagggc 480
gaccttaatc cgaagcctca gggccagagg ttgattgagg tgtctgtgga ggagaaccat 540
cctttcactc tgcgtgcetce catccagaga atctatggag ttcggtatac cgaaacttgg 600
tettttctge ctagtctgac ctgtaccggg gatgccgecc cecgecatcca geacatatge 660
ctgaagcaca ccacgtgctt tcaggacgtg gtggtggatg tagattgtgc agagaatacc 720
aaggaggatc agctcgcetga gatctcttat aggtttcagg gtaagaagga ggctgatcag 780
ccttggatcg tcgtcaacac gtccactcetg tttgacgagc tggagctgga tcctccegag 840
atcgagcctg gegtgetgaa ggtgcettegt actgagaaac agtatctcgg agtctatatc 900
tggaacatga gggggtcgga cggtacaagc acgtacgcta catttctggt gacatggaag 960
ggcgacgaga agactagaaa cccgactccc getgtgactc cacageccag gggtgeecgag 1020
tttcacatgt ggaattatca ttctcacgtg tttagtgtgg gagatacatt tagtctcgcet 1080
atgcacctcc agtacaagat tcacgaagcc cccttcgatc tgctactgga gtggctctac 1140
gtgcccattg atccaacttg tcagccgatg agactgtaca gtacgtgcect gtatcaccca 1200
aacgctcccc agtgtctaag ccatatgaac tctggatgca ccttcacatc ccceccatctt 1260
gcccagceggg ttgcttctac ggtgtatcag aactgtgage acgccgacaa ttacaccgec 1320
tattgcctag gcatcagcca catggaaccc tcgttcggac tgatcctcea tgatggtgga 1380
actactctca aattcgtgga cacgcctgag agcctgageg gectgtacgt gtttgttgtg 1440
tactttaacg gacatgtgga ggccgtagct tacaccgttg tgagcaccgt cgatcatttc 1500
gtgaacgcga tcgaggagag aggatttccc ccgaccgetg gacagcecccce tgccaccaca 1560
aagcctaagg agatcacacc cgtgaatcca ggcacatccc cattgattcg gtatgctgca 1620
tggaccggceg gtctggecge cgtggtgcetg ctitgtetgg taattttcct gatttgtact 1680
gctaagcgca tgcgagttaa ggcataccgg gttgacaagt ccccatacaa tcagtctatg 1740
tactatgccg ggcttcctgt cgacgatttt gaggactcag aatcgaccga cacagaggag 1800
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gagttcggga acgcgatagg tgggtcccac gggggctect cctacaccgt gtacatagat 1860
aagactcga 1869

Numero de secuencias (ID): 253
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tcaacaagcc cgtggtggga gtcctgatgg gattcggtat tatcactgge 60
accctcagga tcaccaatcc cgtcagggct tctgtectac getatgacga tttccacate 120
gatgaagaca agctggacac taatagcgtg tatgaaccat actaccacag cgaccatgcg 180
gagtcatcat gggtcaaccg gggcgagtct tctaggaaag cctacgatca taatagtcca 240
tacatctggc cacggaatga ctatgatggt tttttggaaa acgctcatga gcatcacgge 300
gtttacaacc aggggcgggg aattgacagt ggtgagaggt tgatgcagcc tactcagatg 360
tccgctcagg aggatctggg cgacgacact ggcattcatg tgattccgac cttgaacgge 420
gacgaccgcc acaagatcgt gaatgtggac caacggcaat atggtgatgt gtttaaaggg 480
gatctgaatc caaagcctca aggacagagg ctgattgagg tctctgtgga ggagaaccat 540
cctttcactc tgcgcegcetee aattcagagg atctacggag ttcggtatac cgaaacttgg 600
tcgtteetge ccagtcetcac atgcaccggg gatgcetgetc cagegatcca geacatttge 660
ctcaagcata caacttgctt ccaggatgtg gttgtggatg tggactgtgc agagaacacc 720
aaagaggacc agctggctga gatctcttac agatttcagg gcaagaagga ggctgaccag 780
ccatggatcg tggttaacac ctctaccctg ttcgatgaac tggagcttga tcctcccgaa 840
atcgaaccag gggtgctgaa agtgctgcga acagaaaagc agtatctcgg ggtatacata 900
tggaacatga ggggtagcga tgggaccagc acgtatgcaa cgttcctggt gacttggaag 960
ggcgacgaaa agacacggaa ccccacgcct getgtgacce cacagectag aggegeggag 1020
ttccacatgt ggaattacca ttctcatgtc tttagcgtag gggacacatt ctcactggcet 1080
atgcacttac agtataagat ccatgaagcc ccattcgatc tcctgetgga gtggctttac 1140
gtgcccattg acccaacttg ccagcccatg cgtctgtata gcacctgcett gtaccacccc 1200
aatgcacccc aatgtttgtc ccatatgaac tctggatgca ccttcacttc accacacctt 1260
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gcccagceggg tcgcectctac cgtgtaccag aactgcgagce atgcagataa ttacaccgec 1320
tattgcctag gcatctccca tatggaacct agtttcggcec tgatcctgea tgacggegga 1380
accactctta agttcgtcga tacccctgaa agcctgageg gectctatgt gtttgttgtg 1440
tattttaacg gacatgtgga ggccgtggct tacaccgttg tgagcaccgt tgatcacttc 1500
gtgaacgcga tcgaagaacg tggttttcct cctacggctg gtcagcccce agctaccacc 1560
aagcccaagg agattacccc cgtgaaccct gggacgtccce ccctgatceg gtatgetgee 1620
tggaccgggg gcttggecge agtggtgctg ttgtgtctgg ttatcttect gatttgcace 1680
gctaagcgca tgcgagtcaa ggcctatcgg gttgataaga gtccttacaa ccagtcaatg 1740
tactatgccg gactcccetgt ggatgatttt gaagattcag agtcaacgga cacagaggag 1800
gaattcggca atgcaatagg agggtctcat ggaggctcct cttataccgt gtacattgac 1860
aagactagg 1869

Numero de secuencias (ID): 254
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcactg tcaataagcc agtcgtgggt gtgctcatgg ggttcggtat tatcacggga 60
acactgcgca taacaaaccc tgttagggca tctgtgctge getatgacga cttccacatc 120
gacgaggata aactagatac caacagcgtg tatgaaccat attaccatag cgaccatgct 180
gagtcaagtt gggtgaatag gggtgagtct tcccgcaagg cttatgatca taatagtcca 240
tacatctggc cccggaatga ctatgatggc tttcttgaga atgctcacga gecatcacggt 300
gtttacaatc aaggccgegg gattgacagt ggcgagcgtc tgatgcagcec aactcagatg 360
tccgcetcagg aggatctggg cgacgacact gggattcatg ttatcccgac attaaacggt 420
gatgaccggc ataagatcgt gaacgtggat cagaggcagt acggcgatgt gtttaagggc 480
gaccttaatc ctaagcctca gggacagagg ctgattgagg tgtctgtgga ggaaaaccat 540
cctttcactc tgcgtgcetee cattcagaga atatatggtg ttcggtatac tgaaacttgg 600
tettttctge ctagtctgac atgcactgga gacgecgctc cggcecattca gecacatatge 660
ctgaagcata ccacctgctt ccaggatgtg gtggttgatg tcgactgtgc agagaatacc 720
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aaggaggatc aactcgccga gatctcctac aggtttcagg gcaagaagga ggcagaccag 780
ccgtggattg tcgtcaacac aagtaccttg tttgacgagc tggagctcga tcctectgag 840
attgagcccg gegtgttgaa agtgcttcgt acagagaagce agtatctcgg agtgtatatc 900
tggaacatga ggggttccga tggtacttct acgtacgcca catttctggt gacatggaag 960
ggcgacgaga aaactcgaaa tcccacacct getgtgactc cacagectag gggggctgag 1020
tttcatatgt ggaattacca ttctcatgtg tttagtgtgg gagatacctt ttccctecget 1080
atgcacctcc agtacaagat tcacgaggcc cccttcgatc ttctactgga gtggctctac 1140
gtgcccattg atccaacttg tcagcccatg agactgtaca gtacgtgect gtatcatccg 1200
aacgcccctc aatgtttatc acatatgaat tctggatgca ctttcacttc tccccatctc 1260
gcccageggg ttgecatccac ggtgtatcag aactgcgagce atgcagataa ttacaccgec 1320
tattgcctgg ggatctcgca catggaaccc agtttcggec tgatcctcca tgatggecgga 1380
actacactca agttcgtgga cactcctgag agcctgtcgg gectatacgt gtttgttgtc 1440
tactttaacg ggcatgtaga ggccgtggcc tatactgtcg tgagcaccgt agatcatttt 1500
gtgaatgcga tcgaggaaag aggctttccc ccgaccgecag gecagcecccc tgccacaacc 1560
aagcctaagg agattactcc tgtgaacccc ggtacatcac cactgattcg gtatgetgeec 1620
tggaccggag gtctggecgce cgtggtgcetg ttatgtttag tgatcttttt gatttgcacc 1680
gcaaagcgga tgcgagtgaa agcgtatcgg gtggataagt cgecctacaa ccagtctatg 1740
tactatgccg gactccctgt ggatgatttt gaggattcag aatccaccga cacagaggag 1800
gagtttggga acgcgatcgg agggtcccac gggggctect cctataccgt gtacatagat 1860
aagactcgg 1869

Numero de secuencias (ID): 255
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atgggcacag tgaacaagcc agtggtaggc gtgctgatgg gettcggceat catcactgga 60
accttgcgga tcacaaaccc cgtgagggcec agcegtcctge gttacgatga cttccacatc 120
gacgaggaca agctggacac taacagtgta tacgagccat attaccactc cgatcatgca 180
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gagagttcct gggtgaatcg cggggagagce agccggaagg cttatgacca caactctcce 240
tacatctggc cccggaacga ctatgatggce ttcctggaga acgcccacga gcaccacggg 300
gtgtataacc aggggcgtgg catagattcc ggggagaggc tgatgcagcc tacccagatg 360
tccgeccagg aagatctcgg ggatgatact ggaatccacg tgattccaac cctgaacggg 420
gacgaccggc acaagatcgt caacgtggat cagcgccaat atggcgacgt ttttaagggg 480
gacctgaacc ccaagcctca gggccagaga ctcattgagg tgtcagtgga ggaaaaccac 540
cccttcaccce tcegegceacc tatccagegt atttatgggg tgegttacac cgagacttgg 600
agctttctge caagtctcac ctgcacagge gacgccgcecc cagctataca geatatttgt 660
ctgaagcata caacatgctt ccaagacgtg gtggtggacg tcgactgtgc agaaaacacc 720
aaggaggatc agcttgctga aatctcttac cgatttcagg gtaagaagga ggctgatcag 780
ccttggattg tggtgaacac gagcacccta tttgatgagc tggagctgga ccctcccgag 840
atcgagcccg gggtgctgaa agttctccge acggagaagc agtacctcgg ggtctatatc 900
tggaatatga gaggctctga cgggacctct acatacgcta cgtttctcgt cacctggaaa 960
ggtgacgaga agactcggaa ccccacccca getgtgactc cacagcccag gggtgecggag 1020
ttccacatgt ggaattacca ttcacacgtg ttctctgtgg gggacacatt cagecttgec 1080
atgcatctgc agtataaaat tcacgaggcc ccctttgacce tgetgctgga gtggctgtat 1140
gtgcccatag acccgacctg tcagcccatg agactgtact caacatgcct ctaccatcca 1200
aacgcaccac agtgcctgag ccacatgaat tcgggctgca cttttaccag ccctcacctg 1260
gctcagaggg tggcctcaac agtgtaccag aactgcgagc acgcagataa ttacactgeg 1320
tattgtttgg gtatcagtca tatggagccc agtttcgggc tcattctgca tgacggaggce 1380
actaccctca agttcgtgga tactcccgag agcttgageg gectctacgt gttegttgtt 1440
tacttcaacg gacacgtgga ggccgtggeg tacaccgtag tgtccacagt ggatcacttc 1500
gtgaacgcca ttgaggagcg gggcttcccg cccaccgecg gecagectce ggcaaccacg 1560
aagccgaagg agataactcc cgttaatccec gggacgtccc ctttgataag gtatgcageg 1620
tggaccggag gtctggecge ggtggtgcte ctetgtectgg tgattttctt gatttgcacc 1680
gccaagcgga tgcgagtcaa ggcatacagg gtggacaagt caccctacaa tcagagtatg 1740
tactacgccg ggcteectgt ggatgacttt gaggactccg aatcaaccga cactgaggag 1800
gagttcggca acgccatcgg agggagccac ggcggctegt catacactgt gtacatcgac 1860
aaaactcgg 1869

Numero de secuencias (ID): 256
Longitud: 1869
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Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggtaccg tgaataagcc cgtggtaggce gtgctcatgg getttggtat aattaccgge 60
acactgcgga ttacaaatcc tgtgcgtgec agcgtcctga gatacgatga cttccacatc 120
gacgaggaca agctggatac aaacagcgtc tatgagccat attaccacag cgatcatgcc 180
gaatcctcct gggtgaatag gggggagtca agccgcaagg cgtacgacca taactcccee 240
tacatctggc cccggaatga ctatgacggg ttcctggaga acgcccatga gcaccatgga 300
gtgtacaacc agggacgcgg catagattct ggggagaggc tgatgcagcc tacacagatg 360
tccgecccagg aggatttggg agatgatacc gggattcacg tgatccccac tttaaacggg 420
gacgatcgcc acaagatcgt caacgtggat caaagacaat acggtgacgt cttcaagggg 480
gacttgaatc ccaagcctca gggccagcegg ctgatcgagg taagegtgga ggagaaccat 540
cccttcacct tgegggctee catccagegg atctacgggg tacgatacac cgagacttgg 600
agttttctgc caagtctcac atgcacaggc gacgccgcecc ccgccatcca geatatttge 660
ttgaagcata caacatgttt ccaggatgtg gtggtggacg tcgactgtgc agaaaatacc 720
aaggaagatc agctggctga gatttcttac cgcttccagg gtaagaaaga ggccgatcag 780
ccttggatcg ttgtcaacac gagtaccctg tttgacgagc tggaacttga tccgccagag 840
atagagcccg gggtcttgaa ggttctccge acggaaaaac agtacctggg agtgtacatc 900
tggaacatga ggggttccga cgggacctcg acctatgcca ccttcetggt gacctggaag 960
ggggacgaga agacgcggaa ccccacceceg getgtcacce cgcageccecg gggageggag 1020
tttcacatgt ggaactacca ctcccacgtg ttttccgtgg gggatacctt ctetcettget 1080
atgcatttgc agtacaagat acacgaggcc cccttcgate tgctgctgga gtggctgtat 1140
gtgcccattg atcctacttg tcagccgatg cggctgtata gcacctgect ttaccaccce 1200
aacgccccac agtgtctgag ccatatgaac tcgggctgta cttttactag cccgcacttg 1260
gctcagaggg tggccagtac agtgtaccaa aactgtgaac acgctgacaa ctacaccgeg 1320
tattgtctgg gcatcagcca catggagccc agttttgggce tcattcttca cgatggggge 1380
accaccctca aatttgtgga tacccctgag agcttgageg gectgtatgt gttcgttgtg 1440
tacttcaacg gacacgtgga ggccgtggcg tacacagtgg tcagcacagt tgaccacttc 1500
gtgaacgcca ttgaggagcg tgggttcceg cccaccgecg gecagectee tgcgaccacg 1560
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aagccgaagg agatcacccc tgtgaaccca gggacgtctc cactgattcg ctatgctgeg 1620
tggacaggag gcctggecgce ggtggtgcte ctetgecttg tgattttttt gatttgcacc 1680
gcaaagcgga tgcgagtcaa agcttatagg gtggataagt ccccctacaa tcaatccatg 1740
tattacgccg ggctgccegt cgatgacttt gaggattccg agtccacaga cactgaggag 1800
gagttcggca acgccatcgg cggcagcecac ggtgggtcat cttatactgt ttacattgac 1860
aaaacaaga 1869

Numero de secuencias (ID): 257
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaataagcc agtggtagga gtgttgatgg gcttcggceat tatcactgge 60
accttgcgcea tcacaaaccc tgtgcgagcec agegtectge gttacgatga cttccacate 120
gacgaggaca agctggatac gaatagcgtg tatgagccat attaccactc cgatcatgca 180
gagtcctcct gggtgaacag gggggagtct agccggaagg cttacgacca caattccecc 240
tacatctggc cccggaacga ttatgacggg ttcctggaga acgeccatga gcatcatgga 300
gtgtataacc agggacgcgg catcgattcc ggggagceggc tcatgcagcc tacccagatg 360
tccgeccagg aggacctcgg ggatgatacc gggatccacg tgattccaac cctgaatggg 420
gacgatcggc acaagatcgt caacgtggat caacgccaat atggcgatgt tttcaaaggg 480
gatcttaacc ctaagcccca gggccagegg ctaatcgagg tgagtgtgga ggagaaccat 540
ccattcacct tgagagcccc gatccagegt atctatgggg tgcgttatac tgagacttgg 600
tcattcctge cgagtcttac ctgcaccggt gatgccgecce cagctataca acacatatgt 660
ctcaagcata ccacatgctt tcaggacgtg gtggttgatg ttgactgtgc agagaacacc 720
aaggaggatc agcttgcaga gatttcttac cgctttcagg gtaagaagga ggctgatcag 780
ccttggatcg tggtgaacac gagcaccctg tttgatgagc tggagctgga ccctccggag 840
attgaacccg gggtgttgaa ggtgctgcge accgagaaac aatacctcgg ggtgtatatc 900
tggaatatga gggggtccga cgggacctcc acatatgcca cttttctcgt cacctggaaa 960
ggtgacgaga agacccggaa ccctaccccce getgtgacce cacagecgeg gggtgeggag 1020
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tttcacatgt ggaactatca tagccacgtg ttctcggtgg gegatacctt cagectggca 1080
atgcacctgc agtacaagat acacgaggcc ccctttgatc tcctgttgga gtggcetgtat 1140
gtgcccatcg accccacatg ccagcctatg cggttgtact ccacctgect gtaccatect 1200
aacgcaccac agtgcttgag ccatatgaat tcgggctgca ctttcaccag ccctcatctg 1260
gcccagaggg tggectcaac agtgtaccaa aactgtgaac acgctgacaa ttacactgeg 1320
tattgcctgg gtattagcca tatggagcct agttttgggce tcattctgea tgacggtgge 1380
acaaccctca agttcgtgga cacccccgag agcttgageg gectctacgt gttegttgtg 1440
tacttcaatg gacacgtgga ggccgtggceg tataccgtag tgtcaactgt agaccacttc 1500
gttaacgcca tagaggagcg cggcttcceg cccaccgecg gecagectee tgeccaccaca 1560
aagccgaagg agatcacccc agttaatcct gggacgtctc ccctcattcg gtacgecgeg 1620
tggacaggag gcttggccgce ggtggtgctce ctetgtetgg ttatattttt gatctgcacec 1680
gccaagcgga tgcgggtcaa ggcatacagg gtggacaagt caccctacaa ccagtccatg 1740
tactacgccg ggctcecectgt tgatgacttt gaggactccg aatctaccga cactgaggag 1800
gagttcggga atgccatcgg cgggagccac ggcggcagta gttatactgt ctacatcgat 1860
aagacacgg 1869

Numero de secuencias (ID): 258
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggacgg tgaataagcc ggtggtaggc gtgctcatgg gettcggtat cattaccggg 60
accctgcegca tcactaatcc tgtgcgggec agegtgetge gttacgatga cttccacate 120
gacgaggata agctggacac aaatagcgtc tatgagccgt actaccacag tgatcatgcc 180
gaatcctcct gggtgaatag gggagagtca tctcgtaagg cgtacgacca taactctcce 240
tacatctggc cccggaatga ctatgacggg ttcctggaga acgcccatga gcaccatgga 300
gtgtataacc aggggcgcgg catagattcc ggggagaggc tgatgcagcece tacacaaatg 360
tcagcccagg aggatttggg agatgacact gggattcacg tgatccctac cctcaatgge 420
gacgatcggc ataagatcgt caacgtcgac cagcgccaat atggcgacgt ttttaagggg 480
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gacttgaacc ccaagcctca ggggcagcegc ctgattgagg tgagegtgga ggagaaccat 540
cctttcacgc tgcgggceccce catccagegg atctacgggg tacggtacac tgagacttgg 600
agttttctge caagtctcac ctgcacaggce gacgecgceac ctgccattca gcacatatge 660
ctgaagcaca ccacgtgctt tcaggatgtg gtggtggacg tcgattgtgc agagaatacc 720
aaggaggatc agctcgccga gatttcttac cgettccagg gtaagaaaga ggctgatcaa 780
ccttggatcg tggtcaacac gagtaccctg tttgacgagt tggagcttga tccacccgag 840
atcgagccgg gggtgttgaa ggtgctccge acggagaagce agtacttggg cgtgtacatc 900
tggaacatga gggggtccga cgggacctct acttatgcaa cttttctcgt cacctggaag 960
ggtgacgaga aaacgcggaa tcccacgece geggtgacce cccaacceceg gggggeggag 1020
ttccacatgt ggaactacca ctcacatgtg ttctcggtgg gggatacctt ttctctggec 1080
atgcacctcc agtacaagat ccacgaggca ccctttgatc tgctgctgga gtggetgtac 1140
gtccccattg accccacttg tcagectatg aggctgtaca gtacatgtct gtatcaccce 1200
aacgcccccc agtgectgag ccacatgaac tcgggcetgta catttacaag cccgcacctg 1260
gcccagaggg tggcctcgac agtgtaccaa aactgcgagce acgcagacaa ctacactgeg 1320
tactgccttg ggatctccca catggagcecc agtttcgggce tecattcttca cgatggagga 1380
accaccctca aattcgtgga cacccctgag agcttgtceg gtctctacgt gttegttgtg 1440
tacttcaacg gacacgtgga ggccgtggceg tacacagtgg tctctacagt ggaccatttt 1500
gtgaacgcca tagaggagcg tggttttcca cccaccgecg gecagcectec tgccaccacg 1560
aagccgaagg agatcacccc tgtgaatcca ggcacatctc ctctgatceg ctacgetgeg 1620
tggacaggag gcttggccge ggtggtgctce ctetgectag tgatctttct tatctgtacc 1680
gcaaagcgga tgcgggtgaa agcttacagg gtagacaagt cccecctacaa tcagtccatg 1740
tattacgccg ggctgccagt cgatgacttc gaggattctg aaagcacaga caccgaggag 1800
gagttcggca atgcgattgg gggtagccac gggggttcca gttatactgt ctacatagac 1860
aagaccaga 1869

Numero de secuencias (ID): 259
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN

> organismo: constructo sintético
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Residuos:

atgggcaccg tgaacaagcc cgtggtcgge gtgctcatgg getteggtat cattaccgge 60
acgctgagga tcactaaccc tgtgcgtgec agcegtcectge gatatgatga ctttcatatc 120
gacgaggaca agctggatac aaacagcgtc tatgagccat attaccattc cgatcatgcc 180
gaatcttcct gggtgaatcg gggggagtca agccgcaagg catacgacca caactcccce 240
tacatttggc cccggaatga ctacgacggg ttcctggaga atgcccatga acatcatggg 300
gtgtacaacc aggggcgegg catcgattcc ggggagaggc tgatgcagec tacacaaatg 360
tccgeccagg aggatttggg cgatgatacc gggatccacg tgatccccac cectgaatggg 420
gacgatcgac acaagatcgt caacgtggat cagcgccaat acggcgacgt attcaagggg 480
gatttgaatc ccaaaccgca gggtcagcgg ctgatcgagg ttagcgttga ggagaaccat 540
ccttttacce tgcgggegec catccagegg atttacgggg tgcgatatac tgagacttgg 600
agtttcctce caagtctcac ctgcacaggc gacgcecgcecc cagccatcca geatatctge 660
ctgaagcata caacttgctt ccaggatgtg gtggtggacg tcgactgtge agaaaacacc 720
aaggaggatc agctcgctga gatctcttac cgcttccaag gtaagaagga ggctgatcag 780
ccttggatcg tggtcaacac cagcaccctg tttgatgagce tggagcetcga tcctccecgag 840
atcgagcccg gggtgttgaa ggtgctccge accgagaaac agtatctggg cgtctatata 900
tggaatatga gggggtccga cgggacgtct acctacgcaa catttctegt cacctggaag 960
ggagatgaga aaacgcgtaa tccgactccc getgtgacce cacagcccag aggggcetgag 1020
tttcacatgt ggaactacca ttcacatgtt ttctcggtgg gggacacctt ctctctggca 1080
atgcacctcc agtacaagat ccacgaggcc ccctttgatc tgctgctgga atggctgtac 1140
gtgccgatcg acccgacatg tcagccgatg aggctgtact ctacatgtct ttaccatcca 1200
aatgctcccc agtgtctgag ccacatgaac tcgggctgta ctttcacaag cccgceatetg 1260
gctcagaggg tggcgagcac agtctaccaa aactgcgaac acgcagataa ttacacageg 1320
tactgcctcg gecatcagceca tatggagcecc agtttcgggc tcattctcca cgatggaggg 1380
accaccctca agttcgtgga cactccagag agtctctcag gtctctacgt gttcgttgtg 1440
tactttaatg gacacgtgga ggccgtggceg tatacagtgg tctctacggt ggaccacttc 1500
gtgaacgcca ttgaggagcg ggggttccca cctacagecg gecagcectee ggecaccacg 1560
aagccgaagg agattacccc tgtgaatcca gggacgtctc cactgatccg ctacgeggct 1620
tggaccggag gcttggecgce tgttgtgcte ctetgecttg tgatcttttt gatttgcacc 1680
gcgaagcgga tgcgggtcaa agcttacagg gtggacaagt ccccctacaa ccagtcgatg 1740
tactacgccg ggcetgecagt cgatgacttt gaggactccg agtccacaga cactgaggag 1800
gagttcggca acgcgatcgg cggtagccac ggcgggtcta getatacagt gtacatcgac 1860
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aagaccaga 1869

Numero de secuencias (ID): 260
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tcaacaaacc agtggtagga gtgctgatgg gattcggceat tatcactggg 60
accctgcgca tcacaaaccce ggtgegcegcc tetgttctga ggtacgatga cttccacate 120
gacgaggaca agctcgacac taattctgtg tatgagccat actatcactc tgatcatgca 180
gaatcctcct gggtgaatag gggggagtct agccggaagg catatgacca caattccccc 240
tacatctggc cccggaacga ctacgacggg ttcctggaga acgcccatga geatcatgge 300
gtgtacaacc aggggcgcegg catcgattcc ggggaacggc tgatgcagcec tacccagatg 360
tccgeccagg aggacctcgg ggacgatacc ggaatccacg ttatccccac actgaatggg 420
gacgatcgcc acaagatcgt taacgtggat cagcgccaat atggcgacgt atttaagggg 480
gatctgaacc ccaaacctca gggccagegg ctaattgagg tgagtgtgga ggagaatcac 540
cccttcacct tgagggctcece catccagegt atctatgggg tgegttacac cgagacttgg 600
tectttetge caagtctcac ctgcacaggce gatgccgecc ccgecatcca geatatttgt 660
ctgaagcata ccacatgctt ccaagacgtg gtggtggacg tcgactgtgc agaaaacacc 720
aaggaggatc agcttgccga gatttcttac cgcttccagg gtaagaagga agcagatcaa 780
ccttggatcg tggtaaacac gagcaccctt tttgatgagc tggagcetgga tcctcccgaa 840
atcgaacctg gggtgctgaa ggtgctccge actgagaagce aatacctggg ggtgtacatc 900
tggaatatga gaggttccga tgggacctct acatacgcca cttttctcgt cacctggaaa 960
ggtgacgaga agacgaggaa ccccacccct getgttactc cacagccaag gggtgeggag 1020
ttccacatgt ggaactacca cagtcatgtt ttctcggtgg gggacacctt cagcctggeg 1080
atgcacctgc aatacaaaat ccatgaggcc ccctttgatc tcctgetgga gtggctttat 1140
gtacccatag acccgacatg ccagcccatg agattgtaca gcacttgtct gtatcatcca 1200
aacgcacctc agtgcctgag ccacatgaat tcgggcetgcea cctttaccag cccgceatetg 1260
gctcagaggg ttgcctcaac ggtgtatcag aactgtgagc acgcagataa ttacaccgeg 1320
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tattgcttgg gcatcagcca catggagcecg tcattcgggc tcattctgea tgacgggggg 1380
actaccctca agtttgtgga caccccagaa agcttgageg gcctctacgt gttcgttgtt 1440
tacttcaacg gacatgtgga ggctgtggcg tacaccgtag tgtccacggt ggaccacttc 1500
gtgaacgcca ttgaggagcg cgggttcccg cccaccgecg gecagcectee tgccaccacce 1560
aagccgaaag aaatcacccc agtgaatcct gggacgagcc cactgattcg gtacgetgeg 1620
tggacaggag gcctggctge ggtggtgctce ctetgtetgg taatattttt gatctgcacc 1680
gccaagcgga tgcgggtcaa agcatatagg gtggacaaga gtccctacaa ccagtcgatg 1740
tattacgccg ggcteccctgt cgatgacttt gaagactccg agtctaccga cacggaggag 1800
gagttcggca acgccatcgg cggaagtcat ggtggcagtt cttacactgt atacatcgac 1860
aagacacgg 1869

Numero de secuencias (ID): 261
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggtacgg ttaataagcc ggtggtcggg gtgctgatgg ggttcgggat catcaccggg 60
acgctgcgcea ttacaaatcc agtgcgcegceg teegtectge gttacgatga ctttcacatc 120
gacgaggaca agctggatac aaacagcgtg tacgagccat attaccactc tgatcacgcc 180
gagtcctcct gggtgaatag gggggaatcg agtcgcaaag cgtacgacca caattctcce 240
tatatctggc cccggaacga ctatgacggg ttcctggaga acgcccatga gecatcatgga 300
gtgtataacc aggggcgcegg catagattcg ggggagaggc tgatgcagec gacccagatg 360
tctgcccagg aggacctggg cgacgacact ggcatccacg tgatcccgac cctcaacggg 420
gacgatcgtc acaagatcgt caacgtggac cagcggcagt acggtgacgt gttcaagggg 480
gacctcaacc cgaagcccca ggggcagcegg cttattgagg tgtcagtgga ggaaaatcat 540
ccattcaccc tccgagceccc aattcagegg atctatgggg ttcggtacac ggagacgtgg 600
agttttctgc caagtctgac ctgcacgggc gatgccgecc ctgcaatcca geatatttge 660
ttgaaacaca ctacatgctt tcaggatgtg gtggttgatg tcgactgtgc agagaacact 720
aaggaggatc agcttgccga gatttcttac cgcttccagg gcaagaagga ggctgatcag 780
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ccttggatcg tggtgaacac gtccaccctg tttgatgagce tcgagcttga tcctcccgag 840
atcgagcccg gggtgetgaa ggtgetccge accgagaagce agtacctggg ggtgtacatc 900
tggaacatgc gggggtcgga cgggacttct acgtacgcga ccttecttgt gacctggaag 960
ggcgacgaga agacccgtaa tccgaccecc gcagtgacac cccagectcg gggggeggaa 1020
tttcatatgt ggaactatca ctcccacgtg ttctcggtgg gggacacctt cagtcttgca 1080
atgcacctcc agtataagat ccacgaggct ccctttgatc tcttgctgga gtggcetgtat 1140
gtgcctattg accccacatg ccagccaatg agactgtatt ctacgtgtct ctatcatccc 1200
aacgctcctc aatgcctgtc ccatatgaac agtgggtgta cctttacatc cccccacctg 1260
gcccagcegtg ttgctagcac ggtgtaccag aattgtgaac acgccgataa ctatacggeg 1320
tattgcctgg geattagcca catggagccc tecttcggec tgattctgca cgacggagge 1380
acgacgctca agttcgtgga tacccctgag agcttgagcg gectctacgt gttcgtggtg 1440
tattttaacg gacacgtgga ggccgtggcg tacacagtgg tcagcacggt cgaccacttt 1500
gtgaacgcca ttgaggagcg tgggtttcca cccaccgcag gecagcecccce tgeccaccacg 1560
aagccaaagg agattacccc agtaaaccct gggactagtc ccttgatccg ctacgetgeg 1620
tggacaggcg ggctggecgce ggtggtgctg ctgtgtetgg teatttttct tatctgcacg 1680
gctaagcgca tgegggtgaa ggcttaccgg gttgacaagt ccccctataa tcagagcatg 1740
tactacgccg gtctgceggt cgatgacttt gaagatagtg agtccactga cactgaggag 1800
gagttcggca atgccatcgg cgggtcacac ggcggctect cgtatactgt ctatatcgac 1860
aagacccgc 1869

Numero de secuencias (ID): 262
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atggggaccg tgaataagcc ggtggtaggg gtgctcatgg ggttcggtat cattaccggt 60
actctgcgca ttactaaccc tgtgegtgct agtgtcctce ggtacgatga cttccacatec 120
gacgaggaca agctggacac taacagcgta tatgagccct actaccactc cgatcacgec 180
gagtcctect gggtgaatag gggggagtca tcccgcaagg cctatgacca taactctece 240
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tatatctggc cccggaatga ctatgacgga ttcctggaga acgcccatga gecatcatggg 300
gtgtataacc aggggcgcgg aatagactcc ggggagaggc tgatgcagcec tacccagatg 360
tccgecccagg aggatcttgg cgatgatacc ggcattcacg tcatccccac cctcaatgge 420
gacgatcgtc acaagatcgt caatgtggac cagcgccaat atggcgatgt tttcaagggg 480
gacctcaatc ccaagcccca aggacagcegg ctgattgagg tcagcgtgga ggaaaaccat 540
cccttcaccc ttcgggcetec catccagegg atctacggtg tacgatatac tgagacttgg 600
tcattcctge caagtctcac atgcacaggce gacgcecgcecc cagccatcca gecacatatge 660
ctgaagcaca ccacgtgctt ccaggatgtg gtggtggacg tggactgtgc agaaaacacc 720
aaggaggatc agctcgccga gatttcttac cgctttcaag gtaagaagga agctgatcag 780
ccttggatcg tggtcaacac gagtacactg tttgacgagc tggagctgga ccccecccgaa 840
atcgagccag gggtgctgaa ggtactccge accgagaaac agtacctggg agtctacatt 900
tggaacatga gggggagcga cgggacgtcg acttacgcaa catttctcgt gacctggaag 960
ggtgacgaga agacgcggaa tccgactcce geggtcaccce ctcagecteg tggecgcagag 1020
ttccatatgt ggaactacca ctcgcatgtg ttctcggtgg gggatacctt cagtctcget 1080
atgcacctcc agtacaagat ccacgaggca cccttcgatc tgctgectgga gtggcetgtac 1140
gtgccgatag acccgacatg tcagcectatg aggctgtatt ctacatgect ctaccaccca 1200
aatgccccac agtgtctgag ccacatgaac tcgggctgta cttttaccag cccgceatcetg 1260
gctcagaggg tggctagcac agtttaccag aactgtgagc acgcagataa ttacactgeg 1320
tactgccttg gcatcagcca tatggagcecc agtttcgggc tcatactcca cgatggaggg 1380
accaccctca agttcgtgga tacacctgag agcttgtccg gectctacgt gttcgttgta 1440
tacttcaacg gacacgtgga ggccgtggceg tacacagtgg tctctacagt ggaccacttc 1500
gtgaacgcca ttgaagaaag ggggttcccc cccaccgecg gecagectce tgccaccacg 1560
aagcctaagg agatcacccc tgtgaaccca gggacgtctc cacttatccg ctacgetgeg 1620
tggacaggag gtctggcggc ggtggtattg ctctgecteg tgatcttttt gatttgcacc 1680
gccaagcgga tgcgggtcaa ggcttataga gtggacaagt ctccctacaa tcaatccatg 1740
tactacgctg ggctgccagt ggatgacttt gaggactccg aatccacaga tacggaggag 1800
gagttcggca atgcgatcgg cggcagcecac ggaggttect cctatactgt ctacattgac 1860
aagacccgc 1869

Numero de secuencias (ID): 263
Longitud: 1869
Tipo de molécula: ARN
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Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggaccg tgaataagcc cgtggtaggc gtgctcatgg gcttcggtat catcacaggt 60
actctgcgca ttacaaaccc tgtacgcgca agtgtcctac gectacgatga ttttcacatc 120
gatgaggaca agttggacac caactcagtc tatgagccgt attaccactc cgatcacgcc 180
gagtcttcct gggtgaacag gggggagtct agtaggaagg cctacgatca caactcccce 240
tacatctggc cccggaatga ctacgacggg ttcctggaga acgcacatga gcatcatgge 300
gtgtataacc aggggcgcgg tattgattcc ggggagaggc tgatgcagcc cacgcagatg 360
tctgcccagg aggacctcgg cgatgatacg ggcattcatg ttatccccac cctaaatgge 420
gatgaccgcc acaagatcgt gaacgtggat cagcgccaat atggggacgt ttttaagggg 480
gacttgaacc ccaagcctca gggccagegg ctgatcgagg tcagtgtgga ggaaaaccac 540
cccttcaccc tgagggcegcece catccagega atttacgggg tacgatatac tgagacttgg 600
agctttctac cctcgcetcac ctgcacagge gacgcecgecc ccgecattca geatatatge 660
ctgaagcata caacatgctt ccaggatgtg gtggtggacg tcgactgtgc agaaaacacc 720
aaggaggatc agctcgccga aatttcttac cgtttccagg gtaagaagga ggctgatcaa 780
ccttggatcg tggtaaacac gagtaccctg tttgacgagc tggagctcga tcctccagag 840
atcgagcctg gggtgttgaa ggttctccge accgagaagce agtacctggg agtgtatatt 900
tggaacatga gggggtcgga cgggacctct acttatgcca ccttectegt cacctggaag 960
ggtgacgaga agacccggaa cccgacceca getgtaacce cacagccccg gggagcagag 1020
ttccatatgt ggaactacca ctcccatgte ttctcggtgg gggatacctt ctctctaget 1080
atgcatctcc agtacaagat ccatgaggct cccttcgatc ttctgetgga gtggcetgtat 1140
gtgcccatcg acccgacatg tcagccaatg agactgtact ctacatgtct ctaccatcca 1200
aacgccccac aatgtctgag ccacatgaat tcgggctgta cttttaccag ccctcacctg 1260
gctcagaggg tggcctcaac agtgtatcag aactgcgagce acgcagataa ttacactgec 1320
tactgcctcg gecatcagceca tatggagccc tcatttggge tcatccttca cgatggagga 1380
accacgctga agttcgtgga cacacctgag agcttgagcg gectctacgt gttegttgtt 1440
tacttcaacg gacacgtaga ggccgtggceg tacactgtgg tttccacggt ggaccacttc 1500
gtcaacgcca tcgaggagag aggatttcct cccaccgecg gecagcctce tgccacaacg 1560
aaaccgaagg agatcacacc tgtcaatcca ggcacgtctc ctttgatccg atacgetgeg 1620
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tggacaggag gcttggccgce ggtggtactg ctetgcecttg tgatctttct gatctgcacc 1680
gccaagcgga tgcgggtcaa ggcttacagg gtagacaagt ccccctataa tcagtccatg 1740
tattacgccg ggctgecagt ggatgacttt gaggactccg aatccactga cacagaggag 1800
gagttcggca acgctatcgg cggcagccac ggcggatcat cttatactgt ctacatagac 1860
aagaccaga 1869

Numero de secuencias (ID): 264
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggaccg tgaataagcc tgtggtgggc gtgctcatgg gcetttggtat aatcaccggg 60
acactgagga ttaccaaccc tgtgcgagcc agcgtcctga ggtacgatga ctttcacatc 120
gacgaggaca agctggatac taacagcgtc tatgagccgt actaccactc cgaccacgec 180
gaatcctcct gggtgaacag gggggagtca agccgcaagg catatgacca taactcccec 240
tacatctggc cccggaatga ttacgacggc ttcctggaga acgeccatga geatcatggg 300
gtctataacc agggccgcegg catcgattcc ggggagaggc tgatgcagcece tacacagatg 360
tccgecccagg aggatttggg cgatgacacc ggaattcacg taatccccac tetcaatggt 420
gatgatcgcc acaagatcgt caacgtggac cagcgccaat atggcgacgt gtttaagggg 480
gacttgaacc ccaagcctca ggggcagcegg ctgattgagg tgagcgtgga ggagaaccat 540
cccttcacge ttcgggceacc gatccagegce atttatgggg tacgatacac tgagacctgg 600
tettttctge caagtctcac ctgcacagga gacgcecgecc cagecattca geatatatge 660
ctgaagcaca caacctgctt ccaggatgtg gtggtggacg tcgactgtgc agagaacacc 720
aaggaggatc agcttgccga gatttcttac cgcttccagg gtaagaagga ggctgatcag 780
ccgtggatcg tcgtgaacac gagtaccctg tttgatgagc tggagcttga tectectgag 840
atcgagcccg gegtgttgaa ggtactccge accgagaagce agtacttggg agtgtacatt 900
tggaacatga ggggttccga tgggacctct acatatgcga cttttctcgt cacctggaaa 960
ggtgacgaga aaacgcggaa tcccaccccec getgtcacce cgcagecgeg cggggetgag 1020
tttcatatgt ggaactatca ttcccacgtc ttctcggtgg gagatacctt ctcacttgca 1080
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atgcatctcc agtacaagat ccacgaggcc ccctttgatc tgctgctgga gtggttgtac 1140
gtgcccattg acccaacatg tcagccgatg agactgtact ctacatgtct ctaccaccct 1200
aacgcccctc agtgtctgag ccacatgaac tcgggctgta catttaccag cccgcatctg 1260
gctcagaggg tggccagcac agtgtatcag aactgcgaac acgcagacaa ttacactgeg 1320
tactgccttg gcatcagcca tatggagcecc tegtttgggce tcatccttca cgatggaggg 1380
actaccctca agttcgtgga cacccctgag agcttgtceg gtctctacgt gtttgttgtt 1440
tacttcaacg gacatgtgga ggccgtggcg tacacagtgg tatctactgt ggaccacttc 1500
gtgaacgcca ttgaggagcg ggggtttcce cccaccgecg gecagecccc tgeccaccacg 1560
aagcccaagg agattacccc tgtgaatcca gggacgtctc cactcatceg ctacgetgeg 1620
tggacagggg gccttgcggce ggtggtgctg ctitgecttg tgatcttttt gatctgcacec 1680
gccaagcgga tgcgggtcaa agcttatagg gtggacaagt ccccctataa tcagtccatg 1740
tattacgccg ggctgccagt cgatgatttt gaggattccg aatcgacaga caccgaggag 1800
gagtttggca acgccatcgg cggcagccac ggtgggtcat cctacactgt ttacattgac 1860
aagacgaga 1869

Numero de secuencias (ID): 265
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcaccg tgaacaagcc agtggtgggc gtcctgatgg gettcgggat tatcactgge 60
acgttgcgca taacgaaccc tgtgcgcegct agegtectge gttacgatga ctttcacatc 120
gacgaggata agctcgatac caacagtgtg tatgagccct attaccacag tgatcacgct 180
gaatcctcct gggtgaacag gggggagtcc agccggaagg cttatgacca caattcccce 240
tacatctggc cccggaatga ttatgatggg ttcctggaga atgcccatga acaccatgga 300
gtgtataacc aggggcgcgg gatcgattcc ggggaacggc tgatgcagec aacccagatg 360
tccgeccagg aagatctcgg ggacgatacc ggaatccatg tgatccctac cctgaatggg 420
gacgatcgac acaagatcgt caacgtggat caacgccaat atggcgatgt atttaagggg 480
gatctcaacc ccaagccgca gggccagcegg ctcatcgagg tgagegtgga ggagaatcac 540
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cccttcacct tgagggctce gatccagegce atctatgggg tgegttacac tgagacttgg 600
tecttettge caagtcttac ctgcacaggce gatgcagcecc ctgctattca gcacatttgt 660
ctcaagcata ccacatgctt ccaagacgtc gtggtggatg tcgactgtgc agagaacacc 720
aaggaggatc agcttgccga gataagctac cgctttcagg gcaagaagga ggctgatcag 780
ccttggatcg tggtgaacac gagcaccctg ttcgatgagce tggaactgga ccccccecgag 840
atcgagcccg gggtgetgaa ggtgcetccge actgagaagce agtacctcgg ggtgtacatc 900
tggaatatgc gggggtccga cgggacctcc acatacgceca cttttctegt cacctggaag 960
ggtgacgaga agacccggaa ccctacaccg gcecgtgactc cacagccccg gggtgcagag 1020
ttccacatgt ggaattacca tagccacgtg ttctcggtgg gggacacttt cagectggca 1080
atgcatctgc aatacaagat ccacgaggcc ccctttgatc tgctgctgga gtggctgtat 1140
gtgccaatag acccaacatg tcagccaatg agactgtact ctacatgtct ctatcatcca 1200
aacgctcctc agtgcctgag ccacatgaac tcgggctgcea catttactag cccgcatctg 1260
gcacaaaggg tggcctcaac agtgtaccag aactgcgagc acgcagataa ttacactgeg 1320
tattgcttgg gcattagcca catggagccc tetttcggge tcatectcca tgacggggge 1380
acaacgctca agttcgtgga cacccccgag agcttgageg gectctacgt gttcgttgta 1440
tacttcaacg gacacgtaga ggccgtggceg tatacggtag tgtctacagt ggatcacttc 1500
gtgaacgcca ttgaggagcg cggctttccg cccaccgecg gecageeccce tgctaccacg 1560
aagccgaaag aaataacacc ggtgaatccg gggacctccc cactcatcecg gtacgecgeg 1620
tggacagggg gcttggccgce ggtggtgctg ctetgtetgg tgattttctt gatctgcace 1680
gcaaagcgga tgcgggttaa ggcatatagg gtggacaaaa gtccctataa ccagtcaatg 1740
tactacgccg ggctecectgt tgacgacttc gaggactccg agtccaccga cacggaggag 1800
gagttcggaa acgccatcgg cgggtcacac gggggctcat catacactgt atatatcgac 1860
aaaacacgg 1869

Numero de secuencias (ID): 266
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético

Residuos:
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atgggcactg tgaataaacc agtggtcgga gtgctgatgg gettcggcat cattactggt 60
accctgegca taaccaaccc tgtgecgegece agegtcctge gttatgatga ctttcacatc 120
gacgaggaca agctggacac caacagtgtc tatgagccat attatcattc cgatcatgca 180
gaatcttcct gggtgaacag gggggagtct agccggaagg catacgacca caactccccc 240
tacatctggc ccaggaacga ctacgacggg ttcctggaga acgcccacga acaccacggg 300
gtgtataacc aggggcgtgg gatcgattct ggcgaacggc tgatgcagcec gacccagatg 360
tccgecccagg aggacctcgg ggatgatacce ggcatccacg tgattccaac cctgaatggg 420
gacgatcggc ataagatcgt caacgtggat caacgccagt atggcgacgt gtttaagggg 480
gatctgaacc ctaagccaca gggccagcegg ctcatcgagg tgtctgtgga ggagaaccac 540
ccattcacct tgagagctcc gatccagegt atttatgggg tgcgttatac tgagacttgg 600
tctttcctge caagtcttac ctgcacaggc gatgccgecce cagcecattca gcatatatgt 660
ctgaagcata cgacctgctt ccaagacgtg gtggtggacg tcgactgtgc agagaatacc 720
aaggaggacc agcttgccga gatttcttac cggtttcagg gtaagaagga agctgatcag 780
ccttggatcg tggtaaacac gagcaccctg ttcgatgagce tggagcetgga cectcccgag 840
atcgaacccg gggtgctgaa ggttctccge accgagaaac aatacctggg ggtgtacatt 900
tggaatatga gaggctccga tgggacctct acatacgcca cctttctcgt cacctggaaa 960
ggtgacgaga agaccaggaa cccgactceg getgtgactc cacagcccag gggtgecggag 1020
ttccacatgt ggaattatca ttcccatgtg ttctcggtgg gggatacctt cagectgget 1080
atgcacctgc agtacaaaat ccacgaggcg ccctttgatc tcctgtigga atggcetgtac 1140
gtgcctattg acccaacatg tcagcctatg agattgtaca gtacatgtct gtatcatccc 1200
aacgcgcctc agtgtctgag ccacatgaac tcgggcetgcea cttttaccag cccccatetg 1260
gctcagaggg ttgcgtcaac agtgtaccaa aactgcgaac acgcagacaa ctacactgeg 1320
tattgcctgg gcattagcca catggagcct agtttcgggce tcattctgca tgatgggggg 1380
actacgctca agttcgtgga caccccagag agcttgagceg gcectctacgt gttegttgtg 1440
tatttcaatg gacacgtgga ggccgtggceg tacacggtag tgtcgacagt ggaccacttt 1500
gtgaacgcca tagaggagcg cgggtttccg cccaccgegg gtcagcectcece tgcaaccacg 1560
aagccaaagg agatcacgcc agtgaatccg ggcacgagcec cactgattcg ctacgetget 1620
tggacaggag gcttggccgc ggtggtgctce ctetgectgg taatcttttt gatctgcacc 1680
gccaagcgga tgcgggtgaa agcttaccgg gtagacaagt ccccctacaa ccagtcgatg 1740
tactacgccg ggctcccegt tgacgacttt gaggactcag agtctaccga cacagaggag 1800
gagttcggca acgccatcgg ggggtcccac ggtggcagca gttacacggt atacatcgac 1860
aaaacacgg 1869
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Numero de secuencias (ID): 267
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggaccg tgaataagcc cgtggtgggt gtgctcatgg gctttggtat tattaccggt 60
actctcagga ttaccaatcc tgtgcgtgcc tcagtcctge gttacgatga ctttcacatc 120
gacgaggaca agctggacac aaacagcgtc tatgagccct actaccacag tgatcacgcec 180
gaatcctcct gggtgaatcg gggggagtcc agccgcaagg cttatgacca caactccece 240
tacatctggc cccggaacga ctatgacggc ttcctggaga acgceccatga gcaccatgge 300
gtgtataacc agggtcgcgg tattgattcc ggggagaggc tgatgcagcc tacacagatg 360
tccgeccagg aggatttggg tgatgacact ggcattcacg taatccccac tetgaatggg 420
gacgatcgcc ataagattgt caatgtggat cagcgccaat atggtgatgt gtttaagggg 480
gatttgaatc ctaagcctca ggggcagcegg ctgattgagg tgtcagtgga ggagaatcac 540
ccattcaccc tccgggceacc catccagege atttacgggg tgcgatacac tgagacttgg 600
agtttccttc caagtctcac ctgcacaggce gatgccgecc ccgecatcca geatatatge 660
ctgaagcaca ctacatgctt ccaggatgtg gtggtggacg ttgactgtgc agaaaacaca 720
aaggaggatc agctcgccga aatttcttac cgettccagg gtaagaagga ggctgatcag 780
ccttggatcg tggtgaacac gagcaccctg tttgatgagce tggagcttga tectectgag 840
atcgagcctg gggtgctgaa ggtgttgcge accgagaagce agtacctagg ggtctacatt 900
tggaatatga gggggtccga cgggacctct acatatgcca cttttctggt cacctggaag 960
ggagacgaga agacccggaa tccaaccccc getgtgacac cacagccacg gggggcetgag 1020
ttccacatgt ggaactacca ttcacacgtg ttctcggtgg gecgacacctt ctetcttgca 1080
atgcatctgc agtataagat ccacgaggcc cccttcgacc tcetgetgga gtggctgtac 1140
gtgccaatag accctacatg tcagccgatg agactgtact ctacatgtct ctaccacccc 1200
aacgctccac agtgtctgag ccacatgaac tcgggctgta cttttactag cccgcatctg 1260
gcgcagaggg tggccagceac ggtgtaccag aactgcgagce acgcagataa ctataccgct 1320
tactgcttgg ggatcagcca tatggagccc tccttcgggce tgatcctcca cgatggggge 1380
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acaaccctca aattcgtcga cacccctgag agcttgageg gtctgtatgt gttcgttgta 1440
tacttcaacg gacacgtgga ggccgttgcg tacacagtgg tcagcacagt ggatcacttc 1500
gtgaacgcca ttgaggagcg tgggtttcca cccaccgcetg gecagectec tgeccaccacc 1560
aagccgaagg agatcacccc cgtgaacccg gggacgtctc cactaattcg gtatgetgeg 1620
tggacaggag gcttggccgce ggtggtgctce ctetgecttg tgatattttt gatttgtact 1680
gccaagcgga tgcgggtcaa agcettacagg gtggacaagt cccecctacaa ccagagceatg 1740
tattacgccg ggctgccagt cgatgacttt gaggattccg aatccacaga cactgaggag 1800
gaattcggca acgcgatcgg tggtagtcac ggtgggtcat cttatactgt ctacattgac 1860
aagaccaga 1869

Numero de secuencias (ID): 268
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggaacag tcaataaacc cgtagtaggt gtgctgatgg gcttcggaat catcactggt 60
acattgagga tcactaatcc agtccgagct tcegttctge ggtatgatga ttttcacatc 120
gatgaggaca agctggatac aaactcggtt tatgagccgt actatcacag cgatcacgct 180
gagtcatctt gggtgaacag gggagagtct tcccggaagg cttacgacca taactcceccg 240
tacatctggc caagaaatga ctatgatggc tttctggaga acgctcacga acatcacggt 300
gtgtataacc agggcagagg catcgattca ggcgagaggc tgatgcagcc aacgcagatg 360
tctgcgcagg aggacctggg agatgacact ggtatacatg tcatccccac ccttaacggg 420
gatgatcggc acaagatcgt taacgttgat cagcgccaat acggcgacgt gtttaaagge 480
gatctgaacc cgaaacccca agggcagagg ctgatcgagg tgtccgtgga ggagaatcat 540
ccctttacct tgegegeacce catccagagg atctatggtg tcaggtacac cgagacatgg 600
tectttetge catctetgac ctgcaccgga gacgetgece cggecatcca geacatctge 660
ctgaagcata cgacatgctt ccaggacgtg gtcgtggatg tagattgcgc cgagaacacg 720
aaggaggacc aactcgctga aatttcttac agattccagg gaaagaaaga agcagatcag 780
ccatggatcg tggttaacac ctctactctt tttgacgagc ttgagctcga tcctcctgag 840
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atcgagcccg gagttctcaa agtgctaagg acagagaaac agtacttggg tgtgtatatt 900
tggaacatgc gtggcagcga cggtacatct acctatgcca cttttctggt cacatggaag 960
ggggatgaaa agacccgaaa ccctaccccc getgtgactc cacagcectcg cggegcagag 1020
tttcatatgt ggaattacca ttcacacgta ttcagcgtag gagacacctt ctcactagcg 1080
atgcatctac agtataagat ccacgaggct ccattcgatc tactcctgga gtggttgtat 1140
gttcccatcg atcctacttg tcagccgatg agactgtatt ccacatgtct ttaccatcct 1200
aatgccccgc agtgtctgag ccatatgaac agtggctgta ctttcacaag tccccatctg 1260
gcgcagaggg tggctagcac agtatatcag aactgtgaac acgctgataa ctataccgec 1320
tattgtcttg gtatatcaca catggaacct tccttcggge tgatattgca cgacggagge 1380
actacgttga aatttgttga cactcccgaa agtcttagtg gactctacgt gtttgtggtt 1440
tatttcaacg gacacgtcga ggctgtggca tatacagtgg tgtccacggt ggatcacttc 1500
gtgaatgcta tagaggagcg tggcttcect cctacggegg ggcagcecccce tgccaccace 1560
aagcccaagg agatcactcc cgtgaaccct ggaaccagcc ctttgattcg gtatgctgca 1620
tggaccgggg gcttagcagc tgtcgtgcetg ttatgectgg ttatattttt aatctgtacc 1680
gccaagcgga tgcgggtgaa agcgtatagg gtggacaaga gtccttataa tcaatcaatg 1740
tattacgccg ggctcececegt tgatgatttc gaggacageg agagtaccga caccgaggag 1800
gagtttggta acgccattgg cggttcacac ggcgggtctt cttatacagt gtatatcgac 1860

aaaacccgc 1869

Numero de secuencias (ID): 269
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
atgggaacag tcaataaacc tgtggtgggc gtgctgatgg gcttcggcat cattaccggt 60
acactgcgca ttactaaccc agtccgagct agtgtgttga gatatgatga ttttcacata 120
gatgaggata agctggacac aaactcggtt tacgagcctt actatcacag cgaccatgct 180
gaatcatctt gggtgaacag gggagagtct tcacggaagg cttatgatca caactcccct 240
tatatttggc caagaaatga ttacgacggc tttctggaga atgcccacga acatcacggt 300
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gtgtataacc agggccgagg catcgattca ggagagaggc tgatgcagcc aacccagatg 360
tctgcacagg aggatctggg agatgacact ggaatccatg tgatccctac cctcaacggt 420
gacgaccggc acaagatcgt taacgttgat cagcgtcaat acggggacgt cttcaaaggc 480
gaccttaacc cgaagccaca ggggcagagg ctgatcgaag tatccgtgga ggaaaaccat 540
ccatttacct tgcgggcacc gattcagaga atctatggag tgaggtacac ggaaacttgg 600
tettttctge ctagtctgac ctgcaccggg gacgcetgcte ctgeccataca gecacatctgt 660
ctcaaacata caacctgctt ccaggacgtc gttgtcgatg tagactgcgc cgaaaataca 720
aaggaggatc agctggctga gattagctac aggttccagg ggaaaaaaga ggctgaccaa 780
ccatggatcg tggttaacac ttctactctc tttgacgaac ttgagctcga tcctcctgag 840
atcgagcccg gagttctcaa ggtgctgcga acagagaagce agtacttggg ggtttatatc 900
tggaatatgc gtggcagcga cggtacatcc acctacgcaa ctttcctggt cacatggaag 960
ggggacgaaa aaacccggaa tcctaccccg getgtgactc cacagcectag aggggcagag 1020
tttcacatgt ggaattacca ttctcacgtg ttctctgtag gggatacctt ttcgctaget 1080
atgcatctcc aatataagat tcacgaggcc ccatttgatc ttctgetgga gtggttgtac 1140
gttccgatcg accccacgtg tcagccgatg agattgtatt ctacctgtct ttatcatccg 1200
aatgctcccc agtgtttatc tcacatgaac tccgggtgta cttttactag tccacatctg 1260
gcccagagag tggccagtac agtatatcag aactgcgagce atgctgacaa ttacacaget 1320
tactgccttg gtatctcaca catggagcct tcattcgggce tcattctgca cgatggagge 1380
accacgctga agtttgttga cactcccgaa agcctttctg gectttacgt gtttgtggtg 1440
tatttcaatg gacacgtgga ggcagtggca tacacagtgg tcagcacggt tgatcatttt 1500
gtgaatgcca tcgaggagcg tggttttcct cctacggcag ggcagectce tgcaactacc 1560
aagccaaagg agattacacc ggtcaaccca ggaaccagcc cattgatccg gtatgeccget 1620
tggaccgggg ggttggcagc tgtagttctg ctttgcctgg ttatattttt gatttgcacc 1680
gcaaagcgaa tgcgggttaa agcctacagg gtggacaaaa gtccttataa ccagtcaatg 1740
tattatgcgg gcctcececggt ggatgatttc gaagatageg agagcaccga tacagaggag 1800
gagtttggta atgcaatagg gggttcccac ggcggaagct cttatacagt gtatattgac 1860
aaaaccagg 1869

Numero de secuencias (ID): 270

Longitud: 1869

Tipo de molécula: ARN

Ubicacion de caracteristicas/Calificadores:
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- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggaacag tgaataaacc cgtcgtcgga gtgcttatgg gtttcgggat catcactggt 60
accttgagga ttaccaaccc tgtccgtgct tcggtcttaa gatatgatga tttccatatt 120
gacgaggata agctggatac gaactcggtt tacgagccat actaccacag cgatcacgct 180
gagtcatcct gggttaacag gggtgagtca tcccggaagg cttacgacca taactctcca 240
tacatatggc ccagaaatga ttatgacggc tttctggaaa atgcacacga acatcacggt 300
gtgtataacc agggcagggg gatcgatagc ggcgaacggce tgatgcagcc tacccagatg 360
agtgctcagg aggacctggg agatgacacc ggtatccatg tcatccctac cctcaacggg 420
gacgaccggc acaaaattgt gaacgttgac cagcgccaat acggagatgt attcaaagge 480
gatctgaacc ccaagccaca agggcagagg ctgatcgagg tctcggtgga ggagaaccat 540
ccttttacac tgcgtgcccc aatccagegg atatatggeg tgcgatacac ggagacatgg 600
tctttcetge cttcactgac atgcacaggg gacgctgccc cggcecattca geacatttgt 660
ctgaagcata cgacctgctt ccaggacgtg gtcgtggacg tagattgcge cgaaaacaca 720
aaggaggatc agctggctga aatcagctac aggtttcagg ggaagaagga agccgaccaa 780
ccatggatcg ttgttaacac ttctacactc tttgatgaac ttgagctcga ccctectgag 840
atcgagcccg gagtgctcaa agtgctgaga acagagaagc agtatttggg cgtgtatata 900
tggaacatgc gtggcagcga tggaacatcc acctacgcca cctttctggt gacatggaaa 960
ggcgatgaaa agacgcggaa ccctactcca getgtgactc cacagcecacg tggegcetgag 1020
tttcacatgt ggaactacca ttctcatgtg ttcagcgtgg gggatacctt cagtctageg 1080
atgcatctcc aatataagat tcacgaggcc ccatttgatc tcctcctgga gtggttgtat 1140
gtgccaatcg atccaacttg tcagccgatg agactgtatt ccacgtgtct ttatcaccce 1200
aatgccccac agtgtttatc ccacatgaac tccggatgta ctttcactag tccacatctc 1260
gcccagagag tggccagcac agtataccag aattgtgagce atgctgacaa ctataccgec 1320
tactgtcttg gtatatcaca catggagcct tcattcgggt taatattgca cgatggaggce 1380
actacgttga agtttgttga cactccggag agcctgtctg gcctctacgt ttttgttgtg 1440
tatttcaatg gacacgtcga ggccgtggca tacacagtcg tgtcgacggt cgatcatttt 1500
gtgaatgcta tcgaggagcg tggtttcect cctaccgetg ggcagcectec tgcaacgacc 1560
aagccgaagg agatcacacc cgtgaacccc ggaaccagcc cattgatccg gtatgccget 1620
tggaccgggg ggttggctge cgtggtgcetg ttgtgectgg ttatttttct tatttgtacg 1680
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gcgaaaagga tgcgggtgaa agcctacaga gtggacaaga gtccctataa ccagtcaatg 1740
tattacgcgg gcttaccagt agatgatttc gaggattcag agagcacgga tactgaagaa 1800
gaattcggta atgccatagg tggttcacac gggggatctt cttatacagt gtatattgac 1860

aaaacccga 1869

Numero de secuencias (ID): 271
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggacag tcaacaagcc cgtggtgggc gtacttatgg ggttcgggat tattactggt 60
acattgagga ttactaatcc agttcgagct tctgtcctee getacgatga tttccacatt 120
gacgaggaca agctggacac taactcggtc tatgagccat actatcacag cgatcacgct 180
gagtcatctt gggtgaacag gggagagtca tcaaggaagg cctatgatca caactccccg 240
tacatatggc cgagaaatga ctacgatggc tttctggaga atgctcacga acatcacggt 300
gtgtataacc agggccgggg cattgatagc ggagaacgcc tgatgcagcec aacccagatg 360
tctgcgcagg aggatctggg tgatgataca ggtatccatg ttatccctac ccttaatggg 420
gatgacaggc acaaaatcgt taacgttgat cagcgccaat acggtgacgt gtttaaaggc 480
gatctgaatc cgaagcccca gggacagagg ctgatcgagg tgtccgttga ggagaaccac 540
ccttttacct tgcgtgcacc gattcagcgg atctatggeg tgaggtacac ggagacttgg 600
tcattcctge ctagectgac ctgcacaggg gacgcecgecc ctgcetatcca gcacatctge 660
ttgaagcata cgaccitgttt tcaggacgtg gtggtggatg tagactgcge cgagaacacg 720
aaggaggatc agctggccga aataagctat aggttccagg gaaagaagga agctgaccag 780
ccatggatcg tggttaacac ttctactctc tttgatgagc ttgagctcga tccaccagag 840
atcgagccag gagtcctcaa ggtgctgege acagagaagce agtaccttgg agtgtatatc 900
tggaacatgc gtggcagtga cggtacctcc acctacgcaa cctttctggt gacctggaag 960
ggagacgaga agacccgaaa tcctacgccg gcagtgaccc cacagecccg cggggcagaa 1020
tttcacatgt ggaattatca ttctcacgtg ttcagcgtgg gagacacttt cagectagec 1080
atgcacctcc aatacaagat ccacgaagcc cctttcgatc tactccttga gtggctgtat 1140
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gttcctatcg atcctacttg tcagccgatg aggcetgtaca gtacttgect ataccatcce 1200
aatgctccgce agtgtttatc tcatatgaac tccggatgca cgttcaccag cccacatctc 1260
gcccagagag tggctagcac ggtataccaa aactgcgagce atgctgacaa ttacaccgec 1320
tactgtcttg gtatatcaca catggagcct tcattcgggc taatactgca tgacggagga 1380
accacgttga aatttgttga cacacccgag agcctgtctg gtttgtacgt gtttgtggtc 1440
tatttcaatg gacacgtaga ggccgtggca tacacagtgg taagcaccgt tgatcacttt 1500
gttaatgcaa tcgaggagcg tggtttccct cctacggetg ggecagectece tgccactaca 1560
aagccaaagg agatcacacc cgtgaatccc ggaaccagcc cattgattcg gtatgcaget 1620
tggaccgggg gectggceagce tgtegtgcetg ctetgettgg ttatttttet gatctgecact 1680
gccaagcgca tgegggttaa agectacagg gtggacaaaa gtccttataa tcagtcaatg 1740
tattatgcgg gectgectgt agatgatttc gaagacagcg agagcaccga caccgaggag 1800
gagtttggta atgccatagg tggctcacac ggcgggtcat catatacagt gtatatcgat 1860
aagacccgc 1869

Numero de secuencias (ID): 272
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggacag tgaacaaacc cgtagtgggc gtacttatgg ggttcgggat catcaccggt 60
acattgagga taactaatcc ggtgcgggct tcegtectge getatgatga ttttcacata 120
gacgaggaca agctcgatac aaactcggtt tatgagccat actatcacag cgatcatgct 180
gagtcaagct gggtgaatag gggagagtct agccggaagg cctacgacca caactccccg 240
tatatatggc ccagaaatga ctatgatggc tttctggaga atgctcacga acatcacggt 300
gtttataacc agggccgagg catcgattcc ggcgagaggc tgatgcagec cacgcagatg 360
tctgcgcagg aagacctagg agatgacact ggtatccatg taatccctac cttgaacggg 420
gacgacagac acaaaattgt gaatgttgat cagcgccaat acggtgacgt gttcaagggc 480
gatctgaacc caaagcctca ggggcagagg ctgatcgagg tgagcgtcga ggaaaatcac 540
ccgtttacct tgcgggcacc tattcagcga atctatggag taaggtacac ggagacatgg 600
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tettttctge ctictctgac ctgcacaggg gatgecgege cggcecatcca gecacatctge 660
ctcaagcata ccacatgctt ccaggacgtg gtcgtggatg tggattgtge cgagaacacc 720
aaggaggacc agctggctga aataagttac aggttccagg gaaaaaagga agctgatcaa 780
ccatggatag tggtgaatac ttctaccctc tttgacgaac ttgagctgga tccacctgag 840
atcgagcccg gagtgctcaa ggtgcetgcge acagagaagc agtacctggg ggtgtatatc 900
tggaacatgc gtggctctga cggtacttcg acttacgcta ctttcctggt gacatggaaa 960
ggggacgaaa agacaagaaa tcccaccccg getgtgactc cacagecteg gggtgeggag 1020
ttccatatgt ggaattacca ttcacatgtg tttagcgtgg gegatacctt tagectagec 1080
atgcacctcc agtacaagat tcacgaggcc ccattcgatt tgctcctgga atggttgtat 1140
gttcctatcg accctacttg tcagccgatg agactgtata gtacatgtct ttaccatcct 1200
aatgctcctc agtgtttatc tcacatgaac tccggatgta catttactag tccacatctc 1260
gcccagagag tggctagcac agtataccag aactgcgagc atgctgacaa ctataccgec 1320
tactgccttg gtatatcaca catggagcct agcettcgggce tcatcctgea tgacggegge 1380
actacgttga aatttgtcga cactcccgaa agcctgtctg gectctacgt ttttgttgtc 1440
tatttcaacg gccatgtcga ggcagtggca tacactgtgg tttcgactgt ggatcacttt 1500
gtgaatgcca ttgaggagcg tggtttccct cctaccgegg ggcagecccece ggetactace 1560
aagccaaagg agatcacacc cgtgaacccg ggaaccagcc ccttgatccg gtatgeccgea 1620
tggaccggceg gettggcage ggtcgtgcetg ctatgectgg ttatattttt aatttgcacc 1680
gccaagcgaa tgcgggttaa ggcctacagg gtggacaaga gtccctataa ccagtcaatg 1740
tactatgctg gcctcccagt ggacgatttc gaggacagceg agagcaccga cacggaggag 1800
gagtttggca atgctatcgg aggatcacat ggcgggtcta gttatacagt ttatatcgac 1860

aaaacccgc 1869

Numero de secuencias (ID): 273
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:

atgggaactg tgaacaaacc agtggtcggc gtgcttatgg ggttcggaat catcacaggce 60
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actttgcgga ttactaaccc agttagagct tccgtcctga gatacgatga ctttcatata 120
gatgaggaca aactggacac aaattcggtt tacgagccct actatcacag cgatcacgct 180
gagtcatctt gggtgaatcg cggtgagtct tccaggaagg cttatgacca caactcccecg 240
tacatctggc caagaaacga ttacgacggg tttctggaga acgctcacga acatcacggt 300
gtgtataacc agggccgagg catcgatagc ggagagaggc tgatgcagcc aacgcagatg 360
tctgcgcagg aggaccttgg ggatgacact ggtatccacg tcatcccaac cctgaacggg 420
gacgatcggc acaaaatcgt taacgttgat cagcgccaat atggtgacgt gttcaaggga 480
gacctgaatc cgaagccaca agggcagaga ctgatcgagg tttccgtcga ggaaaatcac 540
ccatttacct tgcgggctcc gattcagcga atctatgggg ttcgatatac ggagacatgg 600
tcatttctge cctcacttac ttgcaccggg gacgecgcetce ctgctataca geacatttgt 660
ctgaagcaca ccacgtgctt ccaggacgtg gttgtggatg tagactgtgc cgagaataca 720
aaggaagatc agctggctga aataagctac aggtttcaag gaaagaagga ggccgatcaa 780
ccatggatcg tggtgaacac ttctactctg tttgacgagc ttgagctcga tccgectgag 840
atcgagcccg gggttttgaa ggtgcetgege acagagaagce agtacctggg agtttatatc 900
tggaacatgc gtggcagcga cgggacatct acctatgcta ctttcttggt gacatggaag 960
ggggacgaaa aaacccgaaa tcctacccct gcagtgactc ctcagecteg gggggcagag 1020
tttcacatgt ggaattacca ttctcatgtc tttagcgtag gagatacgtt cagcctagec 1080
atgcatctcc agtataaaat tcacgaggcc ccattcgatc tgctcctgga atggcetgtat 1140
gtgccaatcg atcctacttg tcagccgatg agactgtata gtacatgtct ttaccatccc 1200
aatgctccac agtgcttgag ccacatgaat tccggatgta ctttcactag ccctcaccte 1260
gctcagagag tggccagcac agtataccag aattgcgagc atgctgacaa ctatacagcc 1320
tactgtcttg gtatatcaca catggagcca tctttcgggc tcatactgca tgacggagge 1380
actacgttga aatttgttga cactcccgaa agcctgtctg gectctacgt ttttgtggtt 1440
tatttcaatg gacacgtcga agcagtggcc tacacggtgg tcagcaccgt tgaccacttt 1500
gtgaatgcga tcgaggagcg tggtttccecg cccacggegg ggcagecccce tgeccacaacc 1560
aagcccaagg agatcacacc tgtgaacccc ggaacctcac ccttgatccg ttatgccgeg 1620
tggaccggag gcttggcetge cgtggtgctg ctttgectgg ttatattttt aatctgcacc 1680
gccaaacgga tgcgggttaa agcctacagg gtggacaaaa gtccctataa tcagtcaatg 1740
tactatgctg gcttgectgt ggatgatttt gaagacagcg aaagcaccga caccgaggaa 1800
gaatttggta atgccattgg tggttctcac ggtgggagct catatacagt gtatatcgat 1860

aaaacccgc 1869
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Numero de secuencias (ID): 274
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcacag tgaataaacc cgtggtgggc gtacttatgg ggttcggaat cataacaggt 60
acattgagga tcactaatcc agtccgegct tetgtgttaa gatatgacga ttttcatatc 120
gacgaggaca agctggatac aaactcggtt tacgagccgt actaccacag cgatcacgct 180
gaatcttctt gggtcaatag gggagagtct tcccggaagg cttacgacca caattccect 240
tacatatggc caagaaatga ttatgatggc tttctggaga acgcccacga gcatcacggt 300
gtgtataacc agggacgagg tatcgattcc ggcgaaagac tgatgcagcc tacccagatg 360
tctgctcagg aggacctggg agatgacact ggtatccatg tcatcccaac cctgaacggg 420
gacgatcggc acaaaatcgt taatgttgat cagcgtcagt acggcgacgt gttcaaaggce 480
gatctgaatc ccaaaccaca agggcagagg ctaatcgagg tgtcagtgga ggaaaatcat 540
ccttttacct tgagagcacc gattcagcgg atctatggag taaggtatac tgaaacatgg 600
tcttttctge ctagcectgac ttgtaccggg gacgcagcecce cggctataca geatatetgt 660
cttaagcata cgacctgctt ccaggacgtg gtcgtggatg tagactgcgce cgagaataca 720
aaggaagatc agctggctga gatcagctat aggttccaag gaaagaagga ggcagaccaa 780
ccctggateg tggttaacac ttctactctc tttgacgagc ttgagcttga cccaccggag 840
atcgagcccg gagtcctcaa agtgctccge acagagaagce agtacttggg ggtgtatatc 900
tggaatatgc gtggcagcga cggtacgtcc acctacgcta cttttctggt gacatggaag 960
ggggatgaaa aaacccgaaa ccctacccct getgtgactc cacagcectag aggggcagag 1020
tttcacatgt ggaattacca ttcccatgtg tttagcgtgg gcgatacctt cagettggeg 1080
atgcatctgc agtacaaaat tcacgaggcc cccttcgatc tecttctgga gtggttgtat 1140
gtcccgateg atcctacttg tcageccgatg agactgtaca gtacatgtct ttaccatcct 1200
aacgctcccc agtgtttatc tcatatgaac tcaggatgta ctttcacttc tccacatctc 1260
gcccagagag tggcgagceac agtataccag aactgcgagc atgctgacaa ctatacagca 1320
tactgccttg gtatatcaca catggagcct tcattcggge ttatactgca tgacggagge 1380
actacgttga agtttgttga tactccggag agcctgtctg gectgtatgt ttttgttgtg 1440
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tacttcaatg ggcacgtgga ggccgtggca tacacagtgg tcagcacggt cgatcacttt 1500
gtgaatgcca tcgaggagcg cgggttccct cctacggegg ggcagecgcc tgectaccacc 1560
aagcccaagg agatcacacc cgtgaatccc ggaaccagcec ccttgatccg gtatgecget 1620
tggaccggtg gattggcagc tgtcgtgttg ctttgectgg ttatttictt aatctgcacc 1680
gctaagcgca tgcgggttaa agcctatagg gtggacaaaa gtccctataa ccagagcatg 1740
tactatgccg gcctcectgt tgatgatttc gaagatagecg agtctacgga caccgaagaa 1800
gaatttggga acgccatagg aggttcccac ggcggatctt cttatacggt gtacatcgat 1860
aagacccgc 1869

Numero de secuencias (ID): 275
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggaactg tcaataagcc tgtggtgggc gtgcttatgg gcettcgggat catcaccggt 60
actttgagga ttactaatcc agtccgagct tccgtgetga gatatgatga tttccatata 120
gatgaggaca agctggatac aaattcggtc tacgagccat actatcacag cgaccacgct 180
gagtcatcct gggtgaacag gggagagtcg agtcggaagg cttatgacca taactcccca 240
tacatttggc ctcggaatga ttacgatggc tttctggaga atgcccacga acatcacggt 300
gtgtataacc agggcagggg catcgatagc ggcgaaaggc tgatgcagcc cacccaaatg 360
tcagcgcagg aggatctggg agatgacact ggtatccatg tcatccctac actgaacggg 420
gacgatcgac acaaaatcgt taacgtcgat cagcgccaat acggggacgt cttcaaaggce 480
gatctgaacc cgaagcctca agggcaaagg ctgatcgagg tgtccgttga ggagaatcac 540
ccattcacct tgcgggcccc gattcaacgg atctacggag tgaggtatac cgaaacttgg 600
tettttctee cttcactgac ctgtaccggg gacgctgcac cggcecattca gecacatcetgt 660
ctgaagcata cgacctgctt ccaggacgtg gtcgtggacg tagactgtgc cgagaacacg 720
aaggaggacc agctggctga gataagctac aggttccagg gaaagaaaga ggctgaccag 780
ccgtggatcg tggtcaatac ttctactctc tttgatgagce ttgagttgga tcctectgag 840
attgagcctg gagttctcaa ggtgctgcgg acagaaaagce agtaccttgg ggtgtatatc 900
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tggaacatgc ggggctctga cggtacatcc acctatgcta cctttctggt aacttggaaa 960
ggggatgaaa aaactcgaaa ccctacgcct getgtgactc cacagcectcg tggggcagag 1020
tttcacatgt ggaattatca ttctcacgtg ttcagcgtag gtgatacctt cagcctggca 1080
atgcatcttc agtataagat tcacgaggca cctttcgatt tgctcctgga gtggttgtat 1140
gtccctateg atcctacttg tcagccgatg agactgtata gtacatgtcet ttaccatccc 1200
aatgctcccc agtgcttgtc acacatgaac agcggatgta ctttcacatc tccacatcta 1260
gcccagcegag tggcaagtac agtataccag aactgtgagc atgctgacaa ctacaccgece 1320
tactgtcttg gtatatcaca catggagcct tcattcgggce tcatactgca cgacggagge 1380
actacgctga aatttgtgga cactcctgaa agcctgtctg gtctctatgt tittgttgtg 1440
tatttcaacg gccacgtgga ggccgtggca tacacagtgg tcagcaccgt ggatcacttt 1500
gttaatgcaa tcgaggagcg tggttttcct cctacggegg ggcagecacce tgccacgace 1560
aagcccaagg agatcacacc cgtgaacccg ggaaccagcc ccttgatccg gtatgecget 1620
tggaccgggg gtttggcagce cgtegtgctg ctetgtetgg ttatattttt aatctgcacc 1680
gccaagcgaa tgcgggttaa agcectatagg gtggacaaga gtccctataa ccaatcaatg 1740
tattatgcag gtcttcctgt agatgatttc gaagactctg agagtaccga caccgaggag 1800
gagttcggaa atgccatagg aggctcacac ggggggtcct cttacacagt ttacatcgac 1860
aagacaaga 1869

Numero de secuencias (ID): 276
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atggggaccg tcaacaagcc cgtcgtgggc gtgcttatgg ggttcgggat catcaccggt 60
acactccgca ttactaatcc agtacgagct tcagtcctge gttatgatga tttccacatt 120
gatgaggaca agctggacac aaacagcgtt tatgagccat attaccacag cgatcacgct 180
gagtcatctt gggtcaatag gggcgagtct agccggaagg catacgacca taacagtcct 240
tacatttggc cgcggaatga ttatgatgga tttctggaga atgctcacga acatcacggt 300
gtgtataatc agggtcgagg cattgatagc ggggaaaggc tgatgcaacc aacgcagatg 360
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tctgcgcagg aggacctggg cgatgatact ggcatacatg tcatccccac tctgaatggg 420
gacgacagac acaaaattgt taacgttgat cagcgccaat acggtgacgt gtttaagggc 480
gatctgaacc ctaagccaca aggccagagg ctgatcgagg tgtctgtaga ggaaaatcac 540
ccgtttacce tgcgggceacc tattcagegg atctacggag tgaggtatac ggaaacatgg 600
tcttttctge cttctetgac ctgcaccggg gacgcetgece cggctataca gecacatctgt 660
ctgaagcata caacctgctt ccaggacgtg gtcgtggatg tcgattgcge cgagaacaca 720
aaggaggatc agctggctga aataagctac aggttccagg gcaagaagga ggctgaccag 780
ccatggattg tggtgaacac atccactctg ttcgacgagc ttgagctaga tccacctgag 840
atcgagcccg gagttctcaa ggtgcetgegg accgagaagce agtatcttgg ggtgtatatc 900
tggaacatgc gtggctctga tggcacaagc acgtacgcta cgtttcttgt gacatggaag 960
ggggacgaaa agacccggaa tccgacccect getgtgactc cccagecteg tggecgcagag 1020
ttccacatgt ggaattatca tagccatgtg ttcagcgtgg gagatacctt cagcctagec 1080
atgcatctcc aatacaagat tcacgaggcc ccattcgatc tactcctgga atggttgtat 1140
gttcctatcg atcctacttg tcagccgatg agactgtaca gtacctgtcet gtaccatcce 1200
aatgctcccc agtgtttaag tcatatgaac tctggatgta ctttcactag tccacatctc 1260
gcacagagag tggccagcac agtatatcag aactgcgagc atgctgacaa ctataccgcc 1320
tactgtctgg gtataagcca catggagcct tcattcgggce tcatacttca tgacggaggg 1380
actacattga agtttgttga cactccagag agcctgagtg gcttatacgt gtttgttgtg 1440
tattttaatg ggcacgttga ggccgtggct tacacagtgg tcagcacggt cgatcacttt 1500
gtcaatgcca tcgaggaacg tggtttccee cctacggegg ggcaaccacc cgetacgacce 1560
aagcccaagg agatcacacc cgtgaacccc ggaacaagcc ctttgatccg ctatgecgece 1620
tggacggggg gcttggcagc cgttgttetg ctttgectgg ttatattctt aatttgcacc 1680
gccaaacgca tgcgagttaa agcttacaga gtggacaaga gtccatataa ccagagtatg 1740
tattatgcgg gcctcececggt agatgatttc gaggatageg agtctaccga tacggaggag 1800
gagtttggta atgctatagg cgggtcacac ggcgggtctt cttatacagt gtatatagac 1860
aagactcgc 1869

Numero de secuencias (ID): 277

Longitud: 1869

Tipo de molécula: ARN

Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869
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> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggcacag tcaataaacc tgtggtgggc gtgctcatgg gcttcggaat catcaccggg 60
acattaagga ttaccaatcc tgtccgagcc tcegttetge getatgatga ctttcacata 120
gatgaggaca agctggacac caactcggtt tacgagccat actatcatag cgatcatgcc 180
gagtcctctt gggtgaacag gggagagtct tcccggaaag cttatgacca caatagcccg 240
tacatttggc cgcgaaatga ctatgatggc tttctggaga atgctcatga acatcacggt 300
gtgtataatc agggacgagg catagatagc ggcgaaaggc tcatgcagcc aacacagatg 360
tctgcgcagg aggacctggg agatgacact gggatccatg tcatccctac cctgaacggg 420
gacgaccggc ataaaatcgt taacgttgat cagcgccaat acggtgacgt gttcaagggc 480
gatctgaatc cgaagcccca ggggcagagg ctgattgagg tgtcggtgga ggaaaatcat 540
cccttcacat tgecgegeacce catacagegg atttacggag tgaggtatac ggagacatgg 600
tettttctge cctetetgac ctgcaccggg gacgecgecce cggcetatcca geacatcetgt 660
ctgaagcaca ctacctgctt ccaggacgtg gtcgtggatg tggactgcgce cgagaacaca 720
aaggaggacc agctggctga gataagctat aggttccaag gaaagaagga agctgaccaa 780
ccttggatcg tggtgaacac ttctactcete tttgatgagc tcgagcetgga cccacctgag 840
atcgagcccg gagttctcaa ggtcetgecge acagaaaagce agtatttggg ggtgtatatc 900
tggaacatgc gcggcagtga cgggacatcc acatacgcta cttttctggt cacctggaag 960
ggggatgaaa aaacccgaaa tcctacccca gecagtgactc cacagcecteg tggcgcagag 1020
tttcacatgt ggaattatca ttcccatgtg ttcagcgtgg gggatacatt cagectggeg 1080
atgcacctcc aatacaaaat ccacgaggcc ccatttgatc tactcctgga gtggttgtat 1140
gtgcctatcg accccacatg tcagccgatg agactgtatt caacatgtct ttaccatcca 1200
aatgctccac agtgtttatc ccatatgaac tcagggtgta cttttaccag tccccatctc 1260
gctcagcggg tggccagtac ggtataccag aactgcgagce atgctgacaa ctatacagec 1320
tactgtcttg gtatctcaca tatggagcct tcattcggge tgatcctgca cgacggagge 1380
accacgttga agtttgttga cactcccgag agcctctcag gtctgtatgt gtttgtggta 1440
tatttcaatg gacacgttga agccgtggca tacacagtag tgtctacggt cgatcacttt 1500
gtgaacgcta tcgaggagcg tggtttcect cctacggegg gecagectec agccacaacce 1560
aagcctaagg agatcacacc cgtgaacccc ggaactagcc ccttgatacg gtatgccget 1620
tggaccgggg gtctggeggc tgtggtgcetg ttatgtctgg ttatattttt gatctgcacc 1680
gctaagcgga tgcgggtgaa ggcectatagg gtagacaaaa gtccatataa ccagtcaatg 1740
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tattatgccg gectceceggt agatgatttt gaggacagceg agagcaccga caccgaggag 1800
gagttcggta acgctatagg gggctctcat ggcgggagtt catatacagt gtatatcgac 1860
aagactcgc 1869

Numero de secuencias (ID): 278
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggaacgg tcaacaagcc cgtggtgggg gtgcttatgg ggttcgggat catcaccggt 60
acactgagga ttactaatcc agtccgagct tcagtcctga ggtacgatga ttttcacatt 120
gacgaggaca aactggacac aaatagcgtg tacgaacctt actatcacag cgaccacgct 180
gagtcatcat gggttaacag gggagagagt agccggaagg cttatgacca taactcccce 240
tacatttggc ccagaaatga ctatgacggc tttctggaga acgctcacga acatcatggt 300
gtgtataatc aggggcgagg gatcgattcg ggcgaaaggc tgatgcagcc aacacagatg 360
tctgcgcagg aggacctggg cgatgataca ggtatccatg tcatcccaac cctgaacggg 420
gacgaccggc acaaaatcgt taacgtcgat cagcgccaat atggtgacgt gttcaagggce 480
gatctgaatc cgaaaccaca ggggcagagg ctgatcgagg tatccgttga ggaaaatcac 540
cctttcaccce tgcgggcacc gattcagegg atctatggag tgaggtacac agagacttgg 600
tectttetge catetetgac ctgtaccggg gacgcetgecce cegcetatcca acacatcetge 660
ctgaagcaca cgacctgctt ccaggacgtg gtcgtggatg tagattgcgc cgagaacaca 720
aaggaggatc agctcgctga gatcagctac aggttccagg gaaagaagga agctgaccag 780
ccatggatcg tggttaacac ttctactctc tttgatgaac ttgagctaga ccctectgag 840
atcgagcccg gagttctcaa ggtgcetccge acagagaagce agtacctggg ggtgtatatc 900
tggaatatgc gtggaagcga tggtacctcc acatacgcta cttttctggt tacctggaag 960
ggtgacgaaa agacccgaaa tcctacccct geggtgactc cacagecccg cggggcagag 1020
tttcacatgt ggaattatca ttctcatgtg ttcagcgtag gggatacctt ctctctagec 1080
atgcatctcc aatacaagat tcacgaggcc cctttcgatc tactcctgga gtggttgtat 1140
gtaccaatcg atcctacttg tcagccgatg agactgtatt cgacatgtct ctaccaccct 1200
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aatgctcctc agtgtttaag ccacatgaat tccggatgta cgtttactag tccacatctg 1260
gcccagagag tggccagtac cgtataccag aattgcgagce atgctgacaa ctacaccgec 1320
tactgtttag ggatatccca catggaacct tctttcgggc tgattttgca tgacggagge 1380
actactttga agtttgttga cactcccgaa agcctgtcgg gectatacgt ttttgtggtt 1440
tacttcaatg gacatgtcga ggcggtggct tacacggttg tgtctacggt agatcatttt 1500
gtgaatgcaa tcgaggagcg tggttttcct cctacggegg ggcagecccce tgeccaccaca 1560
aagccaaagg agatcacacc cgtgaacccg ggaaccagcc ccttgatccg gtatgcagcet 1620
tggaccgggg gcttggcagce tgtegtectg ctttgtctgg tcatattttt aatctgcace 1680
gccaagcgga tgcgggttaa agcataccga gtagataagt ccccctacaa ccagtccatg 1740
tactatgcgg ggctgcectgt ggatgatttt gaagactccg agagcacgga caccgaggag 1800
gagtttggaa acgccatagg aggatcacat ggagggtctt cttatactgt ttatatcgac 1860

aaaacccgc 1869

Numero de secuencias (ID): 279
Longitud: 1869
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.1869

> mol_type, otro ARN

> organismo: constructo sintético
Residuos:
atgggtaccg ttaataaacc cgtggtggga gtgcttatgg gttttgggat catcactggt 60
acattgagga ttactaatcc agtgcgagct agtgtcctga gatacgatga tttccacatt 120
gatgaggata agctggatac aaactcggtt tatgagccat actatcacag cgatcacgct 180
gagtcatctt gggtgaacag gggagagtct agccggaagg cttacgacca taactccceg 240
tatatatggc cccgaaatga ttatgatggg tttctggaaa acgctcacga acatcacggt 300
gtgtataacc agggccgegg catcgatage ggtgaaaggce tgatgcagcec tacccagatg 360
agtgcgcagg aggacctggg agatgacact ggtatccacg tcattcctac cctgaacggg 420
gacgatcggc ataaaatcgt caacgttgat cagcgccaat acggtgacgt gttcaagggce 480
gatctgaacc ctaaaccaca agggcagagg ctgatcgaag tgtccgttga ggagaatcac 540
ccgtttacct tgcgggcacc gattcagcgg atctacggag tcaggtatac ggagacttgg 600
tetttectgc cttctetgac ctgcaccggg gacgecgecce cggcetataca gcacatctgt 660
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ctgaagcata ctacctgttt ccaggacgtg gtcgtcgatg tagattgcge cgagaacact 720
aaggaggatc agctggcaga gataagctac aggttccagg gaaagaagga agctgaccag 780
ccatggatcg tggttaacac ttctactctc tttgacgagc ttgagctgga tcctectgag 840
atcgagcccg gagtgctcaa ggtgttgcge acagagaagce agtacctggg ggtgtatatc 900
tggaatatgc gtggctctga cggtacaagt acctacgcta ctttcctggt gacatggaag 960
ggggacgaga aaacccgaaa ccctaccccc gctgtcactc cacagectcg tggggcagag 1020
tttcacatgt ggaattatca ttctcatgtc tttagcgtag gagacacctt tagcctageg 1080
atgcatctcc agtacaagat tcacgaggcc ccattcgatc tactcctgga atggctttat 1140
gttcctatcg atcctacttg tcagccgatg agactgtatt ctacatgtct gtaccatcce 1200
aatgctcccc agtgtttatc tcacatgaac tceggttgta cttttactag tccacatctc 1260
gcccagagag tggccagcac agtataccag aactgcgagc acgccgacaa ctatacggec 1320
tattgtctgg gtatatcaca catggagccc agtttcgggc tcatcctgca tgacggagga 1380
acaacgctga agttcgtaga tactccggaa agcttatctg gectctacgt tttcgtggta 1440
tatttcaatg gacacgtcga ggccgtagca tataccgtgg tgagcaccgt tgaccacttc 1500
gtgaatgcga tcgaggagceg tggattcect cctacggegg ggcagcctece tgccacgacc 1560
aagcccaagg aaatcacacc cgtgaacccc gggaccagcec ccttgattcg gtatgetget 1620
tggaccggceg gectcgeagce tgtggtgetg ctttgtctgg ttatcttctt gatctgcacc 1680
gccaaacgca tgcgggttaa agcectacagg gtggataaaa gtccttataa ccagtcaatg 1740
tactacgccg gactcccggt agatgatttc gaagacagcg agagcaccga taccgaggag 1800
gagttcggta acgccatcgg aggtagccac ggegggtctt cttatacagt gtatatagac 1860
aagacccgc 1869

Numero de secuencias (ID): 280
Longitud: 53
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.53
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:

agaataaact agtattcttc tggtccccac agactcagag agaacccgecc acc 53
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Numero de secuencias (ID): 281
Longitud: 53
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.53
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
agaataaact agtattcttc tggtccccac agactcagag agaacccgecc acc 53

Numero de secuencias (ID): 282
Longitud: 53
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.53
> mol_type, otro ARN
> organismo: constructo sintético
- modified_base, 1.53
> mod_base, m1f
Residuos:

agaanaaacn agnanncnnc nggnccccac agacncagag agaacccgcc ace

Numero de secuencias (ID): 283
Longitud: 295
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.295
> mol_type, otro ADN
> organismo: constructo sintético

Residuos:

ctcgagcetgg tactgcatge acgcaatgct agetgceccct ttcecegtect gggtacceccg 60

53

agtctccccc gacctegggt cccaggtatg ctecccaccte cacctgecce actcaccacce 120
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tctgctagtt ccagacacct cccaagcacg cagcaatgca gctcaaaacg cttagectag 180
ccacaccccc acgggaaaca gecagtgatta acctttagca ataaacgaaa gtttaactaa 240
gctatactaa ccccagggtt ggtcaatttc gtgccagcca caccctggag ctage 295

Numero de secuencias (ID): 284
Longitud: 295
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.295
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
ctcgagcetgg tactgcatge acgcaatgct agctgeccct ttceegtect gggtaccecg 60
agtctcccce gacctegggt cccaggtatg ctcccaccte cacctgeccc actcaccace 120
tctgctagtt ccagacacct cccaagcacg cagcaatgca getcaaaacg cttagectag 180
ccacaccccc acgggaaaca gcagtgatta acctttagca ataaacgaaa gtttaactaa 240

gctatactaa ccccagggtt ggtcaatttc gtgccagcca caccctggag ctage 295

Numero de secuencias (ID): 285
Longitud: 295
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.295
> mol_type, otro ARN
> organismo: constructo sintético
- modified_base, 1.295
> mod_base, m1f
Residuos:
cncgagengg hacngcangc acgcaangcn agcngccccn nncccgnecn gggnaccecg 60
agncnccccc gaccncgggn cccaggnang cncccaccnc caccngecce acncaccacce 120
ncngcnagnn ccagacaccn cccaagcacg cagcaangca gencaaaacg cnnagecnag 180
ccacaccccec acgggaaaca gcagnganna accnnnagca anaaacgaaa gnnnaacnaa 240
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gcnanacnaa ccccagggnn ggncaannnc gngccagceca caccenggag cnage 295

Numero de secuencias (ID): 286
Longitud: 110
Tipo de molécula: ADN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.110
> mol_type, otro ADN
> organismo: constructo sintético
Residuos:
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa gcatatgact aaaaaaaaaa aaaaaaaaaa 60

daaadaaaaaa aaadaaaddaaa ddadaadadadad daaaadaaaaa aaaaaaaaaa 110

Numero de secuencias (ID): 287
Longitud: 110
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.110
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa gcatatgact aaaaaaaaaa aaaaaaaaaa 60

daaadaaaaaa aaadaaadadaaa ddadaadadadad daaaadaaaaa aaaaaaaaaa 110

Numero de secuencias (ID): 288
Longitud: 110
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.110
> mol_type, otro ARN
> organismo: constructo sintético
- modified_base, 1.110



359

> mod_base, m1f
Residuos:
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa gcanangacn aaaaaaaaaa aaaaaaaaaa 60

daaadaaaadaa aaadaaaddaaa ddadaadadadad daaaadaaaaa aaaaaaaaaa 110

Numero de secuencias (ID): 289
Residuos:
000

Numero de secuencias (ID): 290
Residuos:
000

Numero de secuencias (ID): 291
Residuos:
000

Numero de secuencias (ID): 292
Residuos:
000

Numero de secuencias (ID): 293
Residuos:
000

Numero de secuencias (ID): 294
Residuos:



000

Numero de secuencias (ID): 295
Residuos:
000

Numero de secuencias (ID): 296
Residuos:
000

Numero de secuencias (ID): 297
Residuos:
000

Numero de secuencias (ID): 298
Residuos:
000

Numero de secuencias (ID): 299
Residuos:
000

Numero de secuencias (ID): 300
Residuos:
000

360



Numero de secuencias (ID): 301
Residuos:
000

Numero de secuencias (ID): 302
Residuos:
000

Numero de secuencias (ID): 303
Residuos:
000

Numero de secuencias (ID): 304
Residuos:
000

Numero de secuencias (ID): 305
Residuos:
000

Numero de secuencias (ID): 306
Residuos:
000

Numero de secuencias (ID): 307

361
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Residuos:
000

Numero de secuencias (ID): 308
Residuos:
000

Numero de secuencias (ID): 309
Residuos:
000

Numero de secuencias (ID): 310
Residuos:
000

Numero de secuencias (ID): 311
Residuos:
000

Numero de secuencias (ID): 312
Longitud: 47
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.47
> mol_type, otro ARN
> organismo: constructo sintético

Residuos:
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agaataaact agtattcttc tggtccccac agactcagag agaaccc 47

Numero de secuencias (ID): 313
Longitud: 42
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.42
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:

aaactagtat tcttctggtc cccacagact cagagagaac cc 42

Numero de secuencias (ID): 314
Longitud: 278
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.278
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
ctggtactgc atgcacgcaa tgctagcetge ccctttceeg tectgggtac ceccgagtcete 60
ccccgacctce gggtcccagg tatgetceca cecteccacctg cecccactcac cacctetget 120
agttccagac acctcccaag cacgcagcaa tgcagctcaa aacgcttage ctagccacac 180
ccccacggga aacagcagtg attaaccttt agcaataaac gaaagtttaa ctaagctata 240
ctaaccccag ggttggtcaa tttcgtgcca gecacacc 278

Numero de secuencias (ID): 315
Longitud: 109
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.109
> mol_type, otro ARN
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> organismo: constructo sintético
Residuos:
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa gcatatgact aaaaaaaaaa aaaaaaaaaa 60

daadaaaaaa aadaaaddaaa dadadaadadaadad daaaaaaaaa aaaaaaaaa 109

Numero de secuencias (ID): 316
Longitud: 109
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.109
> mol_type, otro ARN
> organismo: constructo sintético
- modified_base, 1.109
> mod_base, m1f
Residuos:
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa gcanangacn aaaaaaaaaa aaaaaaaaaa 60

daadaaaaaa aadaaaddaaa ddadaadadadad daaaadadaaaa aaaaaaaaa 109

Numero de secuencias (ID): 317
Longitud: 284
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.284
> mol_type, otro ARN
> organismo: constructo sintético
Residuos:
ctcgagcetgg tactgcatge acgcaatgct agctgceccct ttceegtect gggtacceccg 60
agtctcccce gacctegggt cccaggtatg ctcccaccte cacctgeccc actcaccace 120
tctgctagtt ccagacacct cccaagcacg cagcaatgca getcaaaacg cttagectag 180
ccacaccccc acgggaaaca gcagtgatta acctttagca ataaacgaaa gtttaactaa 240

gctatactaa ccccagggtt ggtcaatttc gtgccagcca cacc 284



FIN
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Numero de secuencias (ID): 318
Longitud: 284
Tipo de molécula: ARN
Ubicacion de caracteristicas/Calificadores:
- fuente, 1.284
> mol_type, otro ARN
> organismo: constructo sintético
- modified_base, 1.284
> mod_base, m1f
Residuos:
cncgagengg hacngcangc acgcaangcn agcngcccen nncccgnecn gggnacccecg 60
agncnccccc gaccncgggn cccaggnang cncccaccnc caccngecce acncaccacce 120
ncngenagnn ccagacaccn cccaagcacg cagcaangca gencaaaacg cnnagecnag 180
ccacaccccec acgggaaaca gcagnganna accnnnagca anaaacgaaa gnnnaacnaa 240

gcnanacnaa ccccagggnn ggncaannnc gngccagceca cace 284



