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Species Homo sapiens (human)
Receptor type or locus IGH

IMGT directory reference set F+ORF+ in-frame P
Search for insertions and deletions no

A. Detailed results for the IMGT/V-QUEST
analysed sequences

Number of analysed sequences: 1

1.1

Hyphens (-) show nucleotide identity, dots (.) represent gaps

Sequence: 11

Analysed sequence length: 365.
Sequence analysis category: 1 (no indel search).
Sequence compared with the Homo sapiens (human)_IG set from the IMGT reference directory (set: F+ORF+ in-frame P)

>1
aggtgcagctggtggagtctgggggaaacttggaacagecctggggggtcccttagactct
cctgtacagcctctggattcacctttagcagatctgccatgaactgggtccgecgggetc
cagggaaggggctggagtgggtctcaggaattagtggtagtggtggtcgaacatactacg
cagactccgtgaagggccggttcaccatctccagagacaattccaagaatacgctatatc
tgcaaatgaacagcctgagcgccgaggacacggccgcatattactgtgecgaaagattegt
atactaccagttggtacggaggtatggacgtctggggccacgggaccacggtcaccgtct
cctca



Result summary: 1 Preduetive IGH rearranged seguenee (ne stop eeden and in-frame

junetien)

V-GENE and allele Homsap IGHV3-23"04 F score = identity = 94.08% (270/287
1282 nt)
* score = . N

J-GENE and allele Homsap IGHJ6*02 F 202 identity = 80.65% (50/62 nt)
D-GENE and allele by IMGT/JunctionAnalysis Homsap IGHD6-13*01 F D-REGION is in reading frame 1
FR-IMGT lengths, CDR-IMGT lengths and AA [24.17.38.11] [8.8.15] CAKDSYTTSWYGGMDVW
JUNCTION

51 nt=

JUNCTION length (in nt) and decryption (3'V)3'{N1}5'(D)3'{N2}5'(5'J)

(11)+1{2}-2(19)+1{2}-17(15)

V-REGION partial 5' missing nt nb: 1

1. Alignment for V-GENE and allele
identification

Closest V-REGIONSs (evaluated from the V-REGION first nucleotide to the 2nd-CYS codon)

Score Identity

AC245166  Homsap IGHV3-23*@4 F 1282 94.08% (270/287 nt)
M99660 Homsap IGHV3-23*@1 F 1273 93.73% (269/287 nt)
AC244492  Homsap IGHV3-23D*@1 F 1273 93.73% (269/287 nt)
M35415 Homsap IGHV3-23*@2 F 1255 93.03% (267/287 nt)
AY757302  Homsap IGHV3-23*@5 F 1219 91.64% (263/287 nt)
AM940223  Homsap IGHV3-23*@3 F 1201 90.94% (261/287 nt)
M99675 Homsap IGHV3-48*@1 F 1129 88.15% (253/287 nt)
ABO19438  Homsap IGHV3-48+%02 F 1120 87.80% (252/287 nt)
U03893 Homsap IGHV3-48*@3 F 1120 87.80% (252/287 nt)
HM855336  Homsap IGHV3-48*04 F 1120 87.80% (252/287 nt)

Alignment with FR-IMGT and CDR-IMGT delimitations

mmmmmmmmmm e FR1-IMGT ---------------
1 .aggtgcagctggtggagtctggggga. . .aacttggaacagcctggggggtcccttaga
AC245166 Homsap IGHV3-23*04 F Go---mmmmememmmmmeeeeeeeee ... 88----- temm e g---
M99660 Homsap IGHV3-23*@1 F g----------- to--eee - .gg----- L et g---
AC244492 Homsap IGHV3-23D*01 F g----------- to--eee - ...88----- L g---
M35415 Homsap IGHV3-23*02 F g----------- L e ...88----- L e g---
AY757302 Homsap IGHV3-23*@5 F g-----=----- I .gg----- temm e g---
AM940223 Homsap IGHV3-23*03 F g----------- to--eee - ...88----- L et g---
M99675 Homsap IGHV3-48*01 F R e EE L e ...88----- L g---
AB019438 Homsap IGHV3-48*02 F e e ... .88----- L e g---
U03893 Homsap IGHV3-48*@3 F Go---mmmmememmmmmeeeeeeeee ... 88----- to-m - a-------- g---
HM855336 Homsap IGHV3-48*04 F [ R L LT T ...88----- L et g---

————————————————— > CDR1-IMGT <-----
1 ctctcctgtacagcctctggattcaccttt............ agcagatctgccatgaac
AC245166 Homsap IGHV3-23*@4 F ~  --------- o bt c-a-------- g-
M99660 Homsap IGHV3-23*@1 F  --------- e e C-a-------- g-
AC244492 Homsap IGHV3-23D*@1 F --------- R T C-a---=-=-=--- g-
M35415 Homsap IGHV3-23*02 F ~  --------- e et C-a-------- g-
AY757302 Homsap IGHV3-23*@5 F = --------- o bt c-a-------- g-
AM940223 Homsap IGHV3-23*@3 F ~  --------- e e C-a-------- g-
M99675 Homsap IGHV3-48*@1 F ~ --------- G- mmm - Covennnnnnnns --t--c-a-ag-------
ABO19438 Homsap IGHV3-48*02 F ~  --------- R Civennnnnnnns --t--c-a-ag-------
Ue3893 Homsap IGHV3-48*@3 F ~ --------- g----mmmmmmm o Covennnnnnnns --t--t-a--aa------
HM855336 Homsap IGHV3-48*04 F ~ --------- gr-mmmmmmmmm o Civennnnnnnns --t--c-a-ag-------



1

AC245166 Homsap IGHV3-23*04 F
M99660 Homsap IGHV3-23*01 F
AC244492 Homsap IGHV3-23D*01 F
M35415 Homsap IGHV3-23*02 F
AY757302 Homsap IGHV3-23*05 F
AM940223 Homsap IGHV3-23*03 F
M99675 Homsap IGHV3-48*01 F
AB019438 Homsap IGHV3-48*02 F
U03893 Homsap IGHV3-48*@3 F
HM855336 Homsap IGHV3-48*04 F

1

AC245166 Homsap IGHV3-23*04 F
M99660 Homsap IGHV3-23*01 F
AC244492 Homsap IGHV3-23D*01 F
M35415 Homsap IGHV3-23*02 F
AY757302 Homsap IGHV3-23*@5 F
AM940223 Homsap IGHV3-23*03 F
M99675 Homsap IGHV3-48*01 F
AB019438 Homsap IGHV3-48*02 F
U03893 Homsap IGHV3-48*03 F
HM855336 Homsap IGHV3-48*04 F

1

AC245166 Homsap IGHV3-23*04 F
M99660 Homsap IGHV3-23*@1 F
AC244492 Homsap IGHV3-23D*@1 F
M35415 Homsap IGHV3-23*02 F
AY757302 Homsap IGHV3-23*05 F
AM940223 Homsap IGHV3-23*@3 F
M99675 Homsap IGHV3-48*01 F
AB019438 Homsap IGHV3-48*02 F
U03893 Homsap IGHV3-48*@3 F
HM855336 Homsap IGHV3-48*04 F

1

AC245166 Homsap IGHV3-23*04 F
M99660 Homsap IGHV3-23*01 F
AC244492 Homsap IGHV3-23D*@1 F
M35415 Homsap IGHV3-23*02 F
AY757302 Homsap IGHV3-23*0@5 F
AM940223 Homsap IGHV3-23*03 F
M99675 Homsap IGHV3-48*01 F
AB019438 Homsap IGHV3-48%*02 F
U03893 Homsap IGHV3-48*@3 F
HM855336 Homsap IGHV3-48*04 F

1

AC245166 Homsap IGHV3-23*04 F
M99660 Homsap IGHV3-23*01 F
AC244492 Homsap IGHV3-23D*01 F
M35415 Homsap IGHV3-23*02 F
AY757302 Homsap IGHV3-23*05 F
AM940223 Homsap IGHV3-23*03 F
M99675 Homsap IGHV3-48*01 F
AB019438 Homsap IGHV3-48*02 F
U03893 Homsap IGHV3-48*@3 F
HM855336 Homsap IGHV3-48*04 F
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tgggtccgecgggctccagggaagegggctggagtgggtctcaggaattagtggtagt. .

---------- R e o s I
—————————— Q--------------mmmmmmmmmmm -t -
—————————— R e o T
—————————— R e o L L L T
---------- Q---------------eeee-ecee--—-----Ct---ta-a-c---...
—————————— Q------------------------ - —-----Tt---ta3-a3-cg--...
—————————— Q--------------------------—-t---tac------a-----...
—————————— @--=-------------------------t---tac------3-----
---------- Q---------------------o-----t---tac------a-----...
—————————— a---------------------------t---tac------a-----
2-IMGT R e e L LT
ggtggtcgaacatactacgcagactccgtgaag. . .ggccggttcaccatctccaga
______ a_c________________________ - === === ===
______ a_c________________________ ==
______ a_c________________________ - -
—————- a-C-==-=-=--- e L L LT a---
---a--a-C-------- L L b EE L L L
---a--a-Cc-------- L R L L L
...a--a--acc-t--------------- L Q- mmmmmmmm - oo
..a--a--acc-t--------------- - - Q-----mmmm--m-- o
..---a--acc-t--------------- - - Q---------------
..a--a--acc-t--------------- - - R i
--------- FR3-IMGT ----=----emcmmmmcmmcmcmeeeecccmemcmeeeea e
gacaattccaagaatacgctatatctgcaaatgaacagcctgagcgeccgaggacacggcec
—————————————— [ - B e T
—————————————— [ - B e
-------------- R e e e - LR
—————————————— R R - L L L L
—————————————— [ - B e T
e C-=---- Grmmmmmmmmmmmm oo Q----mmmmmmmm - oo
------ g-------ct-a--g-----------------------Q@--------------t
—————— g-------ct-a--g-----------memeneeen--3-8---=--------t
————— cg-------ct-a--g-----------------------g--------------¢t
————— cg-------ct-a--g-----------------------g--------------t
——————————— > CDR3-IMGT

ggccacgggaccacggtcaccgtctectca
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