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<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN" "ST26SequenceListing_V1_3.dtd">

<ST26SequenceListing   dtdVersion="V1_3" fileName="3633.SWT PCT - Sequence listing.xml" softwareName="WIPO Sequence" 

softwareVersion="2.2.0" productionDate="2023-01-09">

 <ApplicationIdentification>

  <IPOfficeCode>WO</IPOfficeCode>

  <ApplicationNumberText></ApplicationNumberText>

  <FilingDate></FilingDate>

 </ApplicationIdentification>

 <ApplicantFileReference>3633.SWT PCT</ApplicantFileReference>

 <EarliestPriorityApplicationIdentification>

  <IPOfficeCode>US</IPOfficeCode>

  <ApplicationNumberText>63/306,382</ApplicationNumberText>

  <FilingDate>2022-02-03</FilingDate>

 </EarliestPriorityApplicationIdentification>

 <ApplicantName languageCode="en">Corn Products Development, Inc.</ApplicantName>

 <InventorName languageCode="en">Matthew Henley</InventorName>

 <InventionTitle languageCode="en">Low Viscosity and Low Sugar Producing Properties of Enzyme GC127 for Making 

Corn Syrup</InventionTitle>

 <SequenceTotalQuantity>2</SequenceTotalQuantity>

 <SequenceData sequenceIDNumber="1">

  <INSDSeq>

   <INSDSeq_length>485</INSDSeq_length>

   <INSDSeq_moltype>AA</INSDSeq_moltype>

   <INSDSeq_division>PAT</INSDSeq_division>

   <INSDSeq_feature-table>

    <INSDFeature>

     <INSDFeature_key>source</INSDFeature_key>

     <INSDFeature_location>1..485</INSDFeature_location>

     <INSDFeature_quals>

      <INSDQualifier>

       <INSDQualifier_name>mol_type</INSDQualifier_name>

       <INSDQualifier_value>protein</INSDQualifier_value>

      </INSDQualifier>

      <INSDQualifier id="q2">

       <INSDQualifier_name>organism</INSDQualifier_name>

       <INSDQualifier_value>Cytophaga sp.</INSDQualifier_value>

      </INSDQualifier>

     </INSDFeature_quals>

    </INSDFeature>

   </INSDSeq_feature-table>

   

<INSDSeq_sequence>AATNGTMMQYFEWYVPNDGQQWNRLRTDAPYLSSVGITAVWTPPAYKGTSQADVGYGPYDLYDLGEFNQKGTVRTKYGTKGELKSAVNTLHSNGIQVYGDVVM

NHKAGADYTENVTAVEVNPSNRNQETSGEYNIQAWTGFNFPGRGTTYSNFKWQWFHFDGTDWDQSRSLSRIFKFRGTGKAWDWEVSSENGNYDYLMYADIDYDHPDVVNEMKKWGVWYANE

VGLDGYRLDAVKHIKFSFLKDWVDNARAATGKEMFTVGEYWQNDLGALNNYLAKVNYNQSLFDAPLHYNFYAASTGGGYYDMRNILNNTLVASNPTKAVTLVENHDTQPGQSLESTVQPWF

KPLAYAFILTRSGGYPSVFYGDMYGTKGTTTREIPALKSKIEPLLKARKDYAYGTQRDYIDNPDVIGWTREGDSTKAKSGLATVITDGPGGSKRMYVGTSNAGEIWYDLTGNRTDKITIGS

DGYATFPVNGGSVSVWVQQ</INSDSeq_sequence>

  </INSDSeq>

 </SequenceData>

 <SequenceData sequenceIDNumber="2">

  <INSDSeq>

   <INSDSeq_length>483</INSDSeq_length>

   <INSDSeq_moltype>AA</INSDSeq_moltype>

   <INSDSeq_division>PAT</INSDSeq_division>

   <INSDSeq_feature-table>

    <INSDFeature>

     <INSDFeature_key>source</INSDFeature_key>

     <INSDFeature_location>1..483</INSDFeature_location>

     <INSDFeature_quals>

      <INSDQualifier>

       <INSDQualifier_name>mol_type</INSDQualifier_name>

       <INSDQualifier_value>protein</INSDQualifier_value>

      </INSDQualifier>

      <INSDQualifier id="q4">

       <INSDQualifier_name>organism</INSDQualifier_name>

       <INSDQualifier_value>Cytophaga sp.</INSDQualifier_value>

      </INSDQualifier>

     </INSDFeature_quals>

    </INSDFeature>

   </INSDSeq_feature-table>

   

<INSDSeq_sequence>AATNGTMMQYFEWYVPNDGQQWNRLRTDAPYLSSVGITAVWTPPAYKGTSQADVGYGPYDLYDLGEFNQKGTVRTKYGTKGELKSAVNTLHSNGIQVYGDVVM

NHKAGADYTENVTAVEVNPSNRYQETSGEYNIQAWTGFNFPGRGTTYSNWKWQWFHFDGTDWDQSRSLSRIFKFHGKAWDWEVSSENGNYDYLMYADYDYDHPDVVNEMKKWGVWYANEVG

LDGYRLDAVKHIKFQFLKDWVDNARAATGKEMFTVGEYWQNDLGALNNYLAKVNYNQSLFDAPLHYNFYAASTGGGYYDMRNILNNTLVASNPTKAVTLVENHDTQPGQSLESTVQPWFKP

LAYAFILTRSGGYPSVFYGDMYGTKGTTTREIPALKSKIEPLLKARKDYAYGTQRDYIDNPDVIGWTREGDSTKAKSGLATVITDGPGGSKRMYVGTSNAGEIWYDLTGNRTDKITIGSDG

YATFPVNGGSVSVWVQQ</INSDSeq_sequence>

  </INSDSeq>

 </SequenceData>

</ST26SequenceListing>




