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Sustitucion AA Cadena Posicion
ProteoMinerTM 1 

nanoLC
ProteoMinerTM2 

nanoLC
ProteoMinerTM 3 

nanoLC
Digestion 

directa
nanoLC

Digestion 
directa

CSHLC Lab-1
Digestion 

di recta
CSHLC Lab-2

Digestion 
di recta

CSHLC Lab-3

Ala-^Thr HC 132 0.01 0.01 0.01 0.01 0.01 0.01
HC 381 0.01 0.02

Arg-^Lys LC 60 0.02 0.02 0.02 0.01 0.01 0.01

Gly-^Asp

HC 125 0.004 0.003 0.005 0.004 0.01 0.01 0.01
HC 141 '0.031 1;"1v''0.03;i^7< -/I'? 0.03-111'? 11?1;0.03 1?1?10.031?? 0.04 0.01
HC 284 0.02 0.0311-1 < 0.02 0.02 0.02 ???i0.03?1ii ?''?? 0.031?-?'
LC 199 /ZzW'Z/ ;1Z70ll4'1;xii Z/0109Z/Z',0.07"Z/zarz 0.02

Lys-^Arg HC 150 1?11:11l0.05l<?1 ?11v7i0.0571;1z lgii0.05'i-i.?iv?0.04'11?''. 111?? 0.04???' 0.02

Ser-^Asn

HC 30 i??i0.03??? 0.02
LC 170/173 ZZo.O76<</z0.08Z/ 11110.061-'? 0.09 r?? 0.05???'
LC 181 1:i:'?l0.03';l7?i1 0.02 <Z0.p7Z> 11?? 10.03 ?'11? ?i?'?0.04?'??'
HC 270 0.02 0.02 11?i?0.03??? 0.01 0.02
HC 307 v-'X<'0.04:>l/7 1'1111110.047111-1 1'11:11'0.0411;<111 'i1?i0.04i1?i 0.02 ^1???0.04?/?/
HC 411 gO0.22Wffi 0.22771^Z/0.08</ i???0.06?— 0.02

Val-^lleo Leu
LC 57 0.02 0.02 0.02 0.02 0.01 0.02 ???? 0.031??'
HC 128 »0.i0Z/ i'1i'11-0.06l/1ii^/M// 111ii0.04?i? 0.01 0.00
HC 308/311 1'1?1':?O.O6111111 0.05 ?1?'?0.061111 l??'Z0.06?fZ ??1':'0.04111?--

FIG. 22E


