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This XML file does not appear to have any style information associated with it. The document tree is shown below.

<ST26Sequencelisting dtdVersion="V1_3" fileName="P43842W01.xml" softwareName="WIPO Sequence" softwareVersion="2.2.0" productionDate="2023-01-20">

<ApplicantFileReference>P43842W01</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>GB</IPOfficeCode>
<ApplicationNumberText>2201674.5</ApplicationNumberText>
<FilingDate/>
</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="en">PetMedix Ltd</ApplicantName>
<InventionTitle languageCode="en">Anticuerpos terapéuticos</InventionTitle>
<SequenceTotalQuantity>811</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">
<INSDSeq>
<INSDSeq_length>183</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..183</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEGVQPLDQNVGNTPGRRFQKNKVLLVAAIIQGLGLLLCFTYICLHFYASQVPPQYPPIQSIRVQFTRCENEKGCIITSPSKDETMKVQDNSIIINCDGFYLISLKGYFSEELSLSLYYRKGRGF

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeq>
<INSDSeq_length>552</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..552</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>ADN gendémico</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1@35">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atggaaggggtccaacccctggaccagaatgtgggaaacacaccagggcgaagattccagaagaacaaggtattgetggtggcagccataattcaggggetgggtctgetectgtgtttcaccte

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="3">
<INSDSeq>
<INSDSeq_length>708</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..708</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>ADN gendmico</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@36">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atgaggatgttcgtggagtccctgcggectcageggtcctcactcagecctectgetectggggettgtgetgggtgecgtagetgagecacaactgtttcgggaacacctaccccaaagacggeas

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">
<INSDSeq>
<INSDSeq_length>235</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..235</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MRMFVESLRLSGPHSALLLLGLVLGAVAEHNCFGNTYPKDGKCCNDCPPGYGMESRCSRSHDTKCHQCPSGFYNEATNYEPCKPCTQCNQRSGSEPKRRCTPTQDTICSCKPGTEPRDGYKRGVL

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="5">
<INSDSeq>
<INSDSeq_length>813</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..813</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>ADN gendmico</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql1@37">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atgaggatgttcgtggagtccctgecggctcageggtcctcactcagececctectgetectggggettgtgetgggtgecgtagetgagecacaactgtttcgggaacacctaccccaaagacggceas

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="6">
<INSDSeq>
<INSDSeq_length>270</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..270</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MRMFVESLRLSGPHSALLLLGLVLGAVAEHNCFGNTYPKDGKCCNDCPPGYGMESRCSRSHDTKCHQCPSGFYNEATNYEPCKPCTQCNQRSGSEPKRRCTPTQDTICSCKPGTEPRDGYKRGVL

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="7">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle43">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>construccién sintética</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ggcagagatgaggatgttcg</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="8">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle44">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>construccién sintética</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cactggctgctcagatcttgg</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="9">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@45">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>construccién sintética</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gccacagttttcatctccct</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="10">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle46">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>construccién sintética</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gcttggcttaggtgcage</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="11">
<INSDSeq>
<INSDSeq_length>358</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..358</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>ADN gendmico</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle42">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcacctggtggagtctgggggagacctggtgaagecctggggggtccctgagactttcctgtgtggectctggattcaccttcagtagetaccacatgagttgggtccgecaggectccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="12">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql2">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVHLVESGGDLVKPGGSLRLSCVASGFTFSSYHMSWVRQAPGKGLQWVAFINAGEISTNYADAVKGRFTISRDNAKNILYLQMNSLRAEDTAVYYCASGHIWIRPFDYWGQGTLVTVSS </INSL
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="13">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q894">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccatgagtgtgaccctgaggcagacggecccgecatcacctgtgagggagacagcattggaaggaaaagagttaactggtaccagcagaagttgggecaggt

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="14">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql14">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSMSVTLRQTARITCEGDSIGRKRVNWYQQKLGQVPVLIIYDDDSRPSGIPERFSGANSGNTATLTISGALAEDEAEYYCQVWDSSNNWVFGEGTQLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="15">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q15">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="16">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql6">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NAGEIS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="17">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql17">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGHIWIRPFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="18">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q18">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EGDSIGRKRVN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="19">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q19">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDDSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="20">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSNNWVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="21">
<INSDSeq>
<INSDSeq_length>358</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..358</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q895">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcacctggtggagtctgggggagacctggtgaagecctggggggtccctgagactttcctgtgtggectctggattcaccttcagtagetaccacatgagttgggtccgecaggectccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="22">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q22">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVHLVESGGDLVKPGGSLRLSCVASGF TFSSYHMSWVRQAPGKGLQWVAF INAGEISTNYADAVKGRF TISRDNAKNILYLQMNSLRAEDTAVYYCASGHIWIRPFDYWGQGTLVTVSS </INSL

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="23">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q896">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccatgagtgtgaccctgaggcagacggecccgecatcacctgtgagggagacagcattggaaggaaaagagttaactggtaccagcagaagttgggecaggt

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="24">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSMSVTLRQTARITCEGDSIGRKRVNWYQQKLGQVPVLIIYDDDSRPSGIPERFSGANSGNTATLTISGALAEDEAEYYCQVWDSSNNWVFGEGTQLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="25">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q25">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="26">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NAGEIS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="27">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q27">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGHIWIRPFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="28">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EGDSIGRKRVN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="29">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q29">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDDSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="30">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>

file:///Z:/trabajo/ COMPANY/Patentes/QF Mega/New/SOLICITUDES POR PRESENTAR/P2024-000122/08 - pctgb2023050281-seql.xml

7/188



12/8/24, 10:01 08 - pctgh2023050281-seql.xml

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSNNWVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="31">
<INSDSeq>
<INSDSeq_length>358</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..358</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q897">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcacctggtggagtctgggggagacctggtgaagecctggggggtccctgagactttcctgtgtggectctggattcaccttcagtacctaccacatgagttgggtccgecaggectccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="32">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q32">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVHLVESGGDLVKPGGSLRLSCVASGFTFSTYHMSWVRQAPGKGLQWVAFINAGEISTNYADAVKGRFTISRDNAKNIFYLQMNSLRAEDTAVYYCATGHIWIRPFDYWGQGTLVTVSS </INSL
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="33">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q898">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtactgacacagctgccatccatgagtgtgaccctgaggcagacggecccgecatcacctgtgagggaaacagcattggaaggaaaagagttaactggtaccagcagaagttgggecaggt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="34">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q34">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYVLTQLPSMSVTLRQTARITCEGNSIGRKRVNWYQQKLGQVPVLIIYDDDSRPSGIPERFSGANSGNTATLTISGALAEDEAEYYCQVWDSSNNWVFGEGTQLTVL </INSDSeq_sequence
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="35">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q35">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="36">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NAGEIS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="37">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q37">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CATGHIWIRPFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="38">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EGNSIGRKRVN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="39">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q39">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDDSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="40">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSNNWVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="41">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q899">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagatggtggagtctgggggagacctggtgaagecctggggggtccctgagactttectgtgtggectctggattcaccttcagtgactaccacatgagetgggtccgecaggectccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="42">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQMVESGGDLVKPGGSLRLSCVASGF TFSDYHMSWVRQAPGKGLQWVAYITSGGSSTSYADAVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCASDLVLVVGGGVYWGQGTLVTVSS </ IN¢

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="43">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q900">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgaactgactcagccaccatccgtgaatgtgaccctgagggagacggcccacatcacctgtgggggagacagcattggaagtaaatatgttcaatggatccagcagaatccaggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="44">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYELTQPPSVNVTLRETAHITCGGDSIGSKYVQWIQQNPGQAPVVIIYKDSNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGTKAVFGEGTQLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="45">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q45">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="46">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="47">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q47">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASDLVLVVGGGVYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="48">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q48">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGSKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="49">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q49">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="50">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q50">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGTKAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="51">
<INSDSeq>
<INSDSeq_length>352</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..352</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q901">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttcctgtgtggectctggattcaccttcagttcctaccacatgaactgggtccgecaggectccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="52">
<INSDSeq>
<INSDSeq_length>117</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q52">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSYHMNWVRQAPGKGLQWVAYINTGGSRTSYADAVKGRF TISRDNAKNTLYLQMNSLRAEDTAVYYCANNYWDNFDSWGQGTLVTVSS </ INSDSe¢

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="53">
<INSDSeq>
<INSDSeq_length>325</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..325</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q902">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgagctgactcagccaccatccgtgaatgtgaccctgagggagacggcccacatcacctgtgggggagacagcattggaagtaaatatgttcaatggatccagcagaatccaggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="54">
<INSDSeq>
<INSDSeq_length>108</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..108</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q54">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYELTQPPSVNVTLRETAHITCGGDSIGSKYVQWIQQNPGQAPVVIIYKDTNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGTKASVFGGGTHLTVL </INSDSeq_sequenc

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="55">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q55">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="56">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q56">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NTGGSR</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="57">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q57">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CANNYWDNFDSW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="58">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q58">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGSKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="59">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q59">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDTNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="60">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q60">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGTKASVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="61">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q9@3">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttectgtgtggectctggattcaccttcagtaactaccacatgaactgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="62">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q62">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSNYHMNWVRQAPGKGLQWVAYVVSGGSTTSYADAVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAKGTSSWGVPMDYWGHGTSLFVSS </ INS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="63">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q904">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggecccgecatcacctgtgggggagacagcattagaagtaaaaatgtttactggtaccagcagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="64">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYVLTQLPSVSVTLRQTARITCGGDSIRSKNVYWYQQKLGQAPVLIIYDDSSRPSGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSTSVFGGGTHLTVL</INSDSeq_sequence:
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="65">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q65">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="66">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q66">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VSGGST</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="67">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q67">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKGTSSWGVPMDYW< /INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="68">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIRSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="69">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q69">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDSSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="70">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q70">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="71">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q9@5">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttectgtgtggectctggattcaccttcagtaactaccacatgaactgggtccgeccaggectccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="72">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q72">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSNYHMNWVRQAPGKGLQWVAYVVSGGTTTTYADAVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAKGTSTWGVPMDYWGHGTSLFVSS </ INS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="73">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q906">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggecccgecatcacctgtgggggagacagcattagaagtaaaaatgtttactggtaccagaagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="74">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q74">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLRQTARITCGGDSIRSKNVYWYQKKLGQAPVLIIYDDSSRPSGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSTSVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="75">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q75">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="76">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q76">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VSGGTT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="77">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q77">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKGTSTWGVPMDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="78">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIRSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="79">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q79">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDSSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="80">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="81">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q907">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagecgggggggtccctgagactttectgtgtggectctggattcaccttcagecagttatcacatgagetgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="82">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSYHMSWVRQAPGKGLQWVAYITSGGRTTSYADAVKGRFIISRDNAKNTLYLQMNSLRAEDTAVYYCASDLVLILGGADYWGQGTLVTVSS </ IN¢

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="83">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q908">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgagctgactcagccaccatccgtgaatgtgaccctgagggagacggcccacatcacctgtgggggagacagcattggaaggaaatatgttcaatggatccagcagaatccaggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="84">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q84">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYELTQPPSVNVTLRETAHITCGGDSIGRKYVQWIQQNPGQAPVVIIYKDNNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGSKAVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="85">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q85">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="86">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSGGRT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="87">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q87">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASDLVLILGGADYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="88">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q88">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="89">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q89">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDNNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="90">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q90">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGSKAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="91">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q909">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttectgtgtggectctggattcaccttcagtagttatcacatgagetgggtccgecaggectccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="92">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSYHMSWVRQAPGKGLQWVAYITSGGRTTSYADAVKGRFTISRDNAKNTLYLQMKSLRAEDTAVYYCASDLVLVLGGAEYWGQGTLVTVSS </ IN¢

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="93">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q910">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgagctgactcagccaccatccgtgaatgtgaccctgagggagacggcccacatcacctgtgggggagacagcattggaaggaaatatgttcaatggatccagcagaatccaggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="94">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q94">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYELTQPPSVNVTLRETAHITCGGDSIGRKYVQWIQQNPGQAPVVIIYKDSNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGSKAVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="95">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q95">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="96">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q96">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSGGRT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="97">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q97">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASDLVLVLGGAEYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="98">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q98">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="99">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q99">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="100">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql100">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGSKAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="101">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q911">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttectgtgtggectctggattcaccttcagtaattatcacatgagetgggtccgecaggectccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="102">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@2">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSNYHMSWVRQAPGKGLQWVAYIVSGGSSTTYADAVKGRFTISRDNAKNTLYLQMTSLRAEDTAVYYCASDLVLLVGGADYWGQGTLVTVSS </ INS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="103">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q912">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgagctgactcagccaccatccgtgaatgtgaccctgagggagacggcccacatcacctgtgggggagacagcattggaagtaaatatgttcaatggatccagcagaatccaggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="104">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle4">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYELTQPPSVNVTLRETAHITCGGDSIGSKYVQWIQQNPGQAPVVIIYKDSNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGTKAVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="105">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql1@5">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="106">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql06">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="107">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql07">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASDLVLLVGGADYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="108">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@8">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGSKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="109">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1@9">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="110">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q110">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGTKAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="111">
<INSDSeq>
<INSDSeq_length>358</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..358</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q913">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactctectgtgtggectctggattcaccttcagtaacttcgaaatgtactgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="112">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql112">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSNFEMYWVRQAPGKGLEWVARIYKSGSTTYHSERVKGRFTISKDSATNMAFLQMNSLRAEDTAVYYCTSASSTGWRFDYWGQGTLVTVSS </INSL
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="113">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q914">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagttgccatccgtgagtgtgaccctgaggcagacggecccgecatcacctgtgggggagacagcattggaagaaaaaatgtttgetggttccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="114">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q114">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLRQTARITCGGDSIGRKNVCWFQQKLGQAPVLIIYDDNSRPSGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSTGIFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="115">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q115">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="116">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q116">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YKSGST</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="117">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql117">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CTSASSTGWRFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="118">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q118">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKNVC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="119">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q119">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDNSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="120">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q120">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTGIF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="121">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q915">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagttggtggagtctgggggagacctggtgaagecctggggggtccctgagactttcctgtgtggectctggattcaccttcagtagttatcacatgagetgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="122">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql122">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSYHMSWVRQAPGKGLQWVAYITSGGRTTSYADAVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCASDLVLVLGGADYWGQGTLVTVSS </ IN¢

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="123">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q916">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgagctgactcagccaccatccgtgaatgtgaccctgagggagacggcccacatcacctgtgggggagacagcattggaaggaaatatgttcaatggatccagcagaatccaggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="124">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql124">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYELTQPPSVNVTLRETAHITCGGDSIGRKYVQWIQQNPGQAPVVIIYKDTNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGTKAVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="125">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q125">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="126">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q126">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSGGRT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="127">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q127">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASDLVLVLGGADYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="128">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q128">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="129">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q129">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDTNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="130">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q130">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGTKAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="131">
<INSDSeq>
<INSDSeq_length>358</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..358</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q917">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctgctggagtctgggggagacctggtgaagectggggggtccctgagactctectgtgtggectctggattcaccttcagtaactacgaaatgtactgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="132">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q132">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGDLVKPGGSLRLSCVASGFTFSNYEMYWVRQAPGKGLEWVARFYESGSTTYSAEAVPGRFTISRDNAKNMAY LQMNSLRAEDTAVYYCASASSSSWRFDYWGQGTLVTVSS </INSL

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="133">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q918">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctggggcagacggecccgecatcacctgtgggggagacagecattggaagtaaaaatgtttactggttccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="134">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q134">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>

file:///Z:/trabajo/ COMPANY/Patentes/QF Mega/New/SOLICITUDES POR PRESENTAR/P2024-000122/08 - pctgb2023050281-seql.xml

31/188



12/8/24, 10:01 08 - pctgh2023050281-seql.xml

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLGQTARITCGGDSIGSKNVYWFQQKLGQAPVLIIYDDRSRPSGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSTGVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="135">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q135">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="136">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q136">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YESGST</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="137">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q137">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASASSSSWRFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="138">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q138">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="139">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q139">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDRSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="140">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql140">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTGVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="141">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q919">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttcctgtgtggectctggattcaccttcagtagttatcacatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="142">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql142">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSYHMSWVRQAPGKGLQWVAYITSGGRTTSYADAVKGRFTISRDNAKNTLYLQMKSLRAEDTAVYYCARDLVLVLGGAEYWGQGTLVTVSS </ INS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="143">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q920">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgagctgactcagccaccatccgtgaatgtgaccctgagggagacggcccacatcacctgtgggggagacagcattggaaggaaatatgttcaatggatccagcagaatccaggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="144">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql144">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYELTQPPSVNVTLRETAHITCGGDSIGRKYVQWIQQNPGQAPVVIIYKDSNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGSKAVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="145">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q145">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="146">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql146">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSGGRT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="147">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q147">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CARDLVLVLGGAEYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="148">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q148">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="149">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q149">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="150">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q150">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGSKAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="151">
<INSDSeq>
<INSDSeq_length>370</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..370</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q921">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctectgtgtggtctctggettcaccttcattaccaacgacatgagetgggtccgecaggectccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="152">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q152">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPEGSLRLSCVVSGFTFITNDMSWVRQAPGKGLQWVAYITNDGRYTSYTDAVKGRFTISRDNAKNTLYLQMNSLRTEDTAVYYCAKHSSNYYRGRFGMDYWGHGTSLFVSS </

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="153">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q922">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaagcagecggeccacatcacctgtgggggagacaacattggaagtaaaagtgttcactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="154">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q154">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSKNVTLKQPAHITCGGDNIGSKSVHWYQQKLGQAPVLIIYYDSTRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSASVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="155">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q155">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFITN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="156">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q156">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNDGRY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="157">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q157">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKHSSNYYRGRFGMDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="158">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q158">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="159">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q159">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSTRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="160">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q160">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSASVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="161">
<INSDSeq>
<INSDSeq_length>358</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..358</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q923">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactctectgtgtggectctggattcaccttcagtaacttcgaaatgtactgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="162">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql162">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSNFEMYWVRQAPGKGLEWVARIYESGTTTYHAEGVKGRFTISKDNVKNMAYLQMNSLRAEDTAVYYCTSASSSSWRFDYWGQGTLVTVSS </INSL
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="163">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q924">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacagcattggaagaaaaaatgtttgetggttccagcagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="164">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql64">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYVLTQLPSVSVTLRQTARITCGGDSIGRKNVCWFQQKLGQAPILIIYDDSSRPSGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSTGIFGGGTHLTVL</INSDSeq_sequence:
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="165">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q165">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="166">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql166">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YESGTT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="167">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql167">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CTSASSSSWRFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="168">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q168">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKNVC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="169">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q169">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDSSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="170">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q170">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTGIF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="171">
<INSDSeq>
<INSDSeq_length>370</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..370</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q925">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcatctggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctectgtgtggtctctggecttcaccttcactactaacgacatgagetgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="172">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql172">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVHLVESGGDLVKPEGSLRLSCVVSGFTFTTNDMSWVRQAPGKGLQWVAYITSDGRITTYTDAVKGRFTISRDNAKNTLYLQMNSLRTEDTAVYYCAKHSSNWSRGRFGLDYWGHGTSLFVSS </

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="173">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q926">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaagcagecggeccacatcacctgtgggggagacaacattggaagtaaaagtgttcactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="174">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql174">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSKNVTLKQPAHITCGGDNIGSKSVHWYQQKLGQAPVLIIYYDSSRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDNSASVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="175">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql175">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFTTN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="176">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql176">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSDGRI</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="177">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql177">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKHSSNWSRGRFGLDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="178">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q178">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="179">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q179">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSSRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="180">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q180">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNSASVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="181">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q927">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaagtgcagctggtggagtctgggggagacctcgtgaagectggggggtccctgagactttcctgtgtggectctggattcaccttcagtagttatcacatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="182">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q182">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSYHMSWVRQAPGKGLQWVAYITSGGSTTSYADAVKGRFTISRDNAKNTLYLQMDSLRADDTAVYYCASDLVLLLGGADYWGQGTLVTVSS </ IN¢

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="183">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q928">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgagctgactcagccaccatccgtgaatgtgaccctgagggagacggcccacatcacctgtgggggagacagcattggaaggaaatatgttcaatggatccagecagecatccaggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="184">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q184">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYELTQPPSVNVTLRETAHITCGGDSIGRKYVQWIQQHPGQAPVVIIYKDYNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGTKAVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="185">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q185">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="186">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q186">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSGGST</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="187">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q187">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASDLVLLLGGADYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="188">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q188">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="189">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q189">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDYNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="190">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q190">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGTKAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="191">
<INSDSeq>
<INSDSeq_length>370</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..370</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q929">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctectgtgtggtctctggettcaccttcagtagetacgacatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="192">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q192">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPEGSLRLSCVVSGFTFSSYDMSWVRQAPGKGLQWVAYITNDGRYTSYTDAVKGRFTISRDNAKNTLYLQMNSLRTEDTAIYYCAKHGSSWSRGRFAMDYWGQGTSLFVSS <,
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="193">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q930">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaaccageccggeccacatcacctgtgggggagacagecattggaactaaaagtgttcactggtaccagcagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="194">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q194">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYVLTQLPSKNVTLNQPAHITCGGDSIGTKSVHWYQQKLGQAPVLIIFYDSSRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSNASVFGGGTHLTVL </INSDSeq_sequence:
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="195">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q195">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="196">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q196">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNDGRY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="197">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q197">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKHGSSWSRGRFAMDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="198">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q198">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGTKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="199">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q199">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSSRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="200">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q200">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSNASVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="201">
<INSDSeq>
<INSDSeq_length>370</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..370</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle47">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagaccctgtgaaacctgaggggtcccagagactctectgtgtggtctetggettcaccttcagtagetacgacatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="202">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q202">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDPVKPEGSQRLSCVVSGFTFSSYDMSWVRQAPGKGLQWVAYITSDGRSTSYTDAVKGRFTISRDNARNTLFLQMNSLRTEDTAVYYCARHSSSWSRGRFGMDYWGHGTSLFVSS <,
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="203">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q931">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaagcagecggeccacatcacctgtgggggagacaacattggaagtaaaagtgttcactggtaccagcagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="204">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q204">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSKNVTLKQPAHITCGGDNIGSKSVHWYQQKLGQAPVLIIYYDSSRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSAGVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="205">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q205">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="206">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q206">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSDGRS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="207">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q207">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CARHSSSWSRGRFGMDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="208">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q208">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="209">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q209">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSSRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="210">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q210">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSAGVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="211">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q932">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttcctgtgtggectctggattcaccttcagtagttatcacatgacctgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="212">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q212">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSYHMTWVRQAPGKGLQWVAYITSGGITTSYADAVKGRFTISRDNAKNTLYLQMSSLRAEDTAMYYCARDLVLLLGGADYWGQGTLVTVSS </ INS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="213">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q933">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgagctgactcagccaccatccgtgaatgtgaccctgagggagacggcccacatcacctgtgggggagacagcattggaaggaaatatgttcaatggatccagcagaatccaggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="214">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q214">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYELTQPPSVNVTLRETAHITCGGDSIGRKYVQWIQQNPGQAPVVIIYKDSNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGTKAVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="215">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q215">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="216">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q216">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSGGIT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="217">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q217">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CARDLVLLLGGADYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="218">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q218">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="219">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q219">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="220">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q220">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGTKAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="221">
<INSDSeq>
<INSDSeq_length>370</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..370</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q934">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctectgtgtggtcgetggettcaccttcaatagetacgacatgagetgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="222">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q222">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPEGSLRLSCVVAGFTFNSYDMSWVRQAPGKGLQWVAYITSDGRFTSYTDAVKGRFTISRDNAKNTLYLQMSSLRTEDTAVYYCARHSSSWYRGRFGMDFWGHGTSLFVSS </

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="223">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q935">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaagcagecggeccacatcacctgtgggggagacaacattggaagtaaaagtgttcactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="224">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q224">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSKNVTLKQPAHITCGGDNIGSKSVHWYQQKLGQAPILIIYYDSSRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSASVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="225">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q225">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="226">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q226">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSDGRF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="227">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q227">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CARHSSSWYRGRFGMDFW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="228">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q228">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="229">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q229">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSSRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="230">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q230">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSASVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="231">
<INSDSeq>
<INSDSeq_length>346</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..346</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q936">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactgtcctgtgtggectctggattcatettcagtagectacagecatgagetgggtccgecaggetectge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="232">
<INSDSeq>
<INSDSeq_length>115</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..115</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q232">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFIFSSYSMSWVRQAPEKGLQLVAGINSAGSSTYYTDAVKGRFTISRDNAKNTVYLQMNSLRAEDTATYYCAKRWVFDFWGQGTLVTVSS </INSDSeq_
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="233">
<INSDSeq>
<INSDSeq_length>337</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..337</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q937">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>catattgtcatgacacagaccccactgtccctgtccgtcageccctggagagecggectccatctectgecaaggeccagtcagagectectgetcagttatggaaacacctatttgtattggttece
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="234">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q234">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>HIVMTQTPLSLSVSPGEPASISCKASQSLLLSYGNTYLYWFRQKPGQSPQRLIYKVSNRDPGVPDRFSGSGSGTDFTLRISRVEADDAGVYYCGQGIQDPFTFGQGTKLEIK </INSDSeq_sec

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="235">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q235">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFIFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="236">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q236">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSAGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="237">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q237">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKRWVFDFW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="238">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q238">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KASQSLLLSYGNTYLY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="239">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q239">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KVSNRDP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="240">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q240">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CGQGIQDPFTF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="241">
<INSDSeq>
<INSDSeq_length>358</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..358</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q938">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactctectgtgtggectctggattcaccttcaataactacgaaatgtactgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="242">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q242">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFNNYEMYWVRQAPGKGLEWVARIYESGTTTYSAEADTGRFTISRDNAKNMVFLQMNSLRAEDTAVYYCASASSSTWRFDYWGQGTLVTVSS </INSL
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="243">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q939">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacaattgccttccgtgagtgtgaccctggggcagacggecccgecatcacctgtgggggagacagcattggaagaaaaaatgtttactggttccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="244">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q244">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLGQTARITCGGDSIGRKNVYWFQQKLGQAPVLIIYDDRSRPSGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSTGVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="245">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q245">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="246">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q246">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YESGTT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="247">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q247">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASASSSTWRFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="248">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q248">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="249">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q249">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDRSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="250">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q250">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTGVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="251">
<INSDSeq>
<INSDSeq_length>358</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..358</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q940">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactctectgtgtggectctggattcaccttcaataactacgaaatgtactgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="252">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q252">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGF TFNNYEMYWVRQAPGKGLEWVARIYESGSTTFSAEAVTGRFTISRDNAKNMVYLQMNSLRAEDTAVYYCASASSSSWRFDYWGQGTLVTVSS </INSL

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="253">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q941">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctggggcagacggeccgecatcacctgtgggggagacagecattgggegaaaaaatgtttgetggttccagcagaggetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="254">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q254">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLGQTARITCGGDSIGRKNVCWFQQRLGQAPELIIYDDRSRPSGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSTGVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="255">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q255">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="256">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q256">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YESGST</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="257">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q257">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASASSSSWRFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="258">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q258">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKNVC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="259">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q259">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDRSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="260">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q260">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTGVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="261">
<INSDSeq>
<INSDSeq_length>370</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..370</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q942">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctectgtgtggtctctggettcaccttcactacttacgacatgagetgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="262">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q262">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPEGSLRLSCVVSGFTFTTYDMSWVRQAPGKGLQWVAYITNDGRITTYTDAVKGRFTISRDNAKNTLYLQMNSLRTVDTGVYYCARHSSSWSRGRFGLDYWGHGTSVFVSS </

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="263">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q943">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagttgccatccaaaaatgtgaccctgaagcageccggeccacatcacctgtgggggagacaacattggaaggaaaggtgttcactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="264">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q264">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSKNVTLKQPAHITCGGDNIGRKGVHWYQQKLGQAPVLIIYYDSSRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDNSASVFGGGTHLTVL </INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="265">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q265">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFTTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="266">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q266">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNDGRI</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="267">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q267">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CARHSSSWSRGRFGLDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="268">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q268">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGRKGVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="269">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q269">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSSRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="270">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q270">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNSASVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="271">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q944">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtacagttggtggagtctgggggagacctggtgaagccgggggggtccctgagactttectgtgtggectctggattctecttcaatacctaccacatgaactgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="272">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q272">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFSFNTYHMNWVRQAPGKGLHWVAFINSDGGGTSYADTVKGRFTISRDYAKNTLYLQMNSLRAEDTAVYYCVSGSIWTHFDYWGQGTLVTVSS </INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="273">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q945">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtatgaccctgaggcagacggecccacatcacctgtgggggagacatcattggaagtaaaagtgtttattggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="274">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q274">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSMTLRQTAHITCGGDIIGSKSVYWYQQKLGQAPVLIIYRDTNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDSSTQAVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="275">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q275">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFSFNTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="276">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q276">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSDGGG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="277">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q277">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CVSGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="278">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q278">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="279">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q279">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDTNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="280">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q280">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTQAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="281">
<INSDSeq>
<INSDSeq_length>364</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..364</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q946">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectgeggggtccctgagactgtcctgtgtggectctggattcaccttcagtagetacagecatgagetgggtccgecaggetectge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="282">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q282">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPAGSLRLSCVASGFTFSSYSMSWVRQAPEKGLQLVAGISGGGSRTYYSDAVKGRFTISRDNAKNTVYLQMNSLRAEDTAIYYCAKDGGSWAGYNFDYWGQGTLVTVSS </ I1

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="283">
<INSDSeq>
<INSDSeq_length>337</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..337</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q947">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gatattgtcatgacacagacgccaccgtccctgtctgtcagccctagagagacggectccatctcctgecaaggeccagtcagagectcctgecacagtgatggaagecacctatttggattggtacct

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="284">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q284">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIVMTQTPPSLSVSPRETASISCKASQSLLHSDGSTYLDWYLQKPGQSPQLLIYLGSNRFTGVSDRFSGSGSGTEFTLRISRVEANDTGVYYCGQGTQLPYTFGQGTELEIK </INSDSeq_sec

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="285">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q285">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="286">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q286">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGSR</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="287">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q287">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKDGGSWAGYNFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="288">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q288">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KASQSLLHSDGSTYLD</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="289">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q289">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LGSNRFT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="290">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q290">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CGQGTQLPYTF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="291">
<INSDSeq>
<INSDSeq_length>346</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..346</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q948">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectgeggggtccctaagactgtcctgtgtggectetggtttcaccttcagtagectacagecatgagetgggtccgecaggetectge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="292">
<INSDSeq>
<INSDSeq_length>115</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..115</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q292">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPAGSLRLSCVASGFTFSSYSMSWVRQAPEKGLQLVAGINSAGSSTYYTDAVKGRFTISRDNAKNTVYLQMNSLRAEDTAIYYCAKRWVFDYWGQGTLVTVSS </INSDSeq_
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="293">
<INSDSeq>
<INSDSeq_length>337</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..337</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q949">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gatattgtcatgacacagaccccactgtccctgtccgtcageccctggagagecggectccatctectgecaaggeccagtcagagectcccgeacagtcettgggaacacctatttatactggttece
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="294">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q294">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQTPLSLSVSPGEPASISCKASQSLPHSLGNTYLYWFRQKPGQSPQRLIYKVSNRDPGVPDRFSGSGSGTDFTLRISRVEADDAGIYYCGQGIQDPFTFGQGTKLEIK</INSDSeq_sec
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="295">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q295">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="296">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q296">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSAGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="297">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q297">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKRWVFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="298">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q298">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KASQSLPHSLGNTYLY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="299">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q299">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KVSNRDP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="300">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q300">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CGQGIQDPFTF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="301">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q950">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcacctggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctcctgtgtggtctctggettcaccttcagtagetacgacatgagetgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="302">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q302">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVHLVESGGDLVKPEGSLRLSCVVSGFTFSSYDMSWVRQAPGKGLQWVAYISSDGRSTGYTDAVKGRFTISRDNAKKTLYLQMNSLRSEDTAVYYCAKETPRWGFDYWGQGTLVTVSS </INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="303">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q951">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggageccagtattggaagtaaaaatgtttactggcaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="304">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q304">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLRQTARITCGGASIGSKNVYWHQQKLGQAPLLIIYDDSSRPSGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSTSVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="305">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q305">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="306">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q306">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSDGRS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="307">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q307">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKETPRWGFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="308">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q308">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGASIGSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="309">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q309">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDSSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="310">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q310">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="311">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q952">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggaggagtctgggggagaccttgtgaaacctgaggggtccctgagactctectgtgtggtctetggettcaccctcagtacctteggeatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="312">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q312">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLEESGGDLVKPEGSLRLSCVVSGFTLSTFGMSWVRQAPGKGLQWVAYISSDGRSTSYTDAVKGRFTISRDNAKNTLYLQMNSLRTDDTAVYYCVQLGRGFGIDYWGHGTSLFVSS </INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="313">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q953">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaggcagecggeccacatcccctgtgggggagacaacattggaagtaaaagtgttcactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="314">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q314">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSKNVTLRQPAHIPCGGDNIGSKSVHWYQQKLGQAPVLIIYYDTSRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSAAVFGGGTHLTVL </INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="315">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q315">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTLSTF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="316">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q316">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSDGRS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="317">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q317">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CVQLGRGFGIDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="318">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q318">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="319">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q319">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDTSRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="320">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q320">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSAAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="321">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q954">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctcctgtgtggtctctggettcaccttgagtagetacggcatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="322">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q322">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPEGSLRLSCVVSGFTLSSYGMSWVRQAPGRGLQWVAYISSDGRSTSYTDAVKGRFTISRDNAKNTLYLQMNSLRSEDTAVYYCVQLGRGFGMDYWGHGTSLFVSS </INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="323">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q955">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaagcagecggeccacatcacctgtgggggagacaacattggaagtaaaagegttcactggtaccagcagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="324">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q324">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYVLTQLPSKNVTLKQPAHITCGGDNIGSKSVHWYQQKLGQAPVVIIYYDSTRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSAAVFGGGTHLTVL </INSDSeq_sequence:
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="325">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q325">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTLSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="326">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q326">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSDGRS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="327">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q327">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CVQLGRGFGMDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="328">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q328">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="329">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q329">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSTRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="330">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q330">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSAAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="331">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q956">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcaactggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctcctgtgtggtctctggettcaccttcaataactacggcatgagttgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="332">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q332">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPEGSLRLSCVVSGFTFNNYGMSWVRQAPGKGLQWVAYISIDGRSTSYTDAVKGRFTISRDNAKNTLYLHINSLRTEDTAVYYCTKLGRGF TFGYWGQGTLVTVSS </INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="333">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q957">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaagcagecggeccacatcacctgtgggggagacaacattggaagtaaaagtgttcactggtaccagcagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="334">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q334">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSKNVTLKQPAHITCGGDNIGSKSVHWYQQKLGQAPALIIYYDSSRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSVSVFGGGTHLTVL </INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="335">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q335">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="336">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q336">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SIDGRS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="337">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q337">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CTKLGRGFTFGYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="338">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q338">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="339">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q339">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSSRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="340">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q340">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSVSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="341">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q958">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctectgtgtggtctctgacttcaccttcggtagetacggcatgagetgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="342">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q342">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPEGSLRLSCVVSDFTFGSYGMSWVRQAPGKGLQWVAYISSDGRSTSYTDAVKGRFTISRDNAKNTLHLQMNSLRTEDTAVYYCAKLGRGFAFGYWGQGTLVTVSS </INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="343">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q959">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaagcagecggeccacatcacctgtgggggagacaacattggaagtaaaagtgttcactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="344">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q344">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSKNVTLKQPAHITCGGDNIGSKSVHWYQQKLGQAPVLIIYYDSNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSASVFGGGTHLTVL </INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="345">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q345">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DFTFGSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="346">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q346">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSDGRS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="347">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q347">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKLGRGFAFGYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="348">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q348">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="349">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q349">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="350">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q350">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSASVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="351">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

file:///Z:/trabajo/ COMPANY/Patentes/QF Mega/New/SOLICITUDES POR PRESENTAR/P2024-000122/08 - pctgb2023050281-seql.xml

81/188



12/8/24, 10:01 08 - pctgh2023050281-seql.xml

<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q960">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggttcacctggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctcctgtgtggtctctggettcaccttcagtaactacgtcatgaactgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="352">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q352">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVHLVESGGDLVKPEGSLRLSCVVSGFTFSNYVMNWVRQAPGKGLQWVAFISGDGRSTTYTDAVKSRFTISRDNAKNTLYLQMSSLRTEDTAIYFCAKEKYSSGWSFEYWGQGTLVTVSS </ IN¢

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="353">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q961">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaagcagecggeccacatcacctgtgggggagacaacattggaagtaaaagtgttcactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="354">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q354">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSKNVTLKQPAHITCGGDNIGSKSVHWYQQKLGQAPVLIIYYDSSRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSASVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="355">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q355">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="356">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q356">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGDGRS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="357">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q357">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKEKYSSGWSFEYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="358">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q358">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="359">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q359">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSSRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="360">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q360">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSASVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="361">
<INSDSeq>
<INSDSeq_length>367</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..367</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q962">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctgatgaagectggggggtccctgagactttcctgtgtggectctggattcaccttcagtagettccccatgagttgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="362">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q362">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLMKPGGSLRLSCVASGFTFSSFPMSWVRQAPGKGLQWVAYIHSGGSSTSYADAVKGRFTISRDNAKNTLYLQMNSLRAEDTAIYYCARTFPTVAADNWFYYWGQGTLVTVSS </1
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="363">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q963">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaagcaggeggeccacatcacctgtgggggagacaacattggaagtaaaagtgttcactggtaccagcagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="364">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q364">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSKNVTLKQAAHITCGGDNIGSKSVHWYQQKLGQAPVLIIYYDSSRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSAKWVFGEGTQLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="365">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q365">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="366">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q366">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="367">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q367">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CARTFPTVAADNWFYYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="368">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q368">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="369">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q369">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSSRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="370">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q370">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSAKWVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="371">
<INSDSeq>
<INSDSeq_length>367</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..367</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q964">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttcctgtgtggectctggattcaccttcagtagtttccccatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="372">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q372">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSFPMSWVRQAPGKGLQWVAYINSGGSSTSYADVVKGRFTISRDNAKNTLYLQMNSLRADDTAVYYCARTFPTVATDNWFYYWGQGTLVTVSS </1
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="373">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q965">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaagcaggeggeccacatcacctgtgggggagacaacattggaagtaaaagtgttcactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="374">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q374">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSKNVTLKQAAHITCGGDNIGSKSVHWYQQKLGQAPVLIIYYDSSRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSAKWVFGEGTQLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="375">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q375">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="376">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q376">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="377">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

file:///Z:/trabajo/ COMPANY/Patentes/QF Mega/New/SOLICITUDES POR PRESENTAR/P2024-000122/08 - pctgb2023050281-seql.xml

87/188



12/8/24, 10:01 08 - pctgh2023050281-seql.xml

<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q377">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CARTFPTVATDNWFYYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="378">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q378">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="379">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q379">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSSRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="380">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q380">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSAKWVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="381">
<INSDSeq>
<INSDSeq_length>358</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..358</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q966">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagttggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctcctgtgtggtctctggettcaccttcagtagttatgacatgagetgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="382">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q382">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPEGSLRLSCVVSGFTFSSYDMSWVRQAPGKGLQWVAYISFDGRSTSYTDVVKGRFTISRDNAKTTLYLQMNTLRIEDTAVYYCAKLSSSGWSMDYWGHGTSLFVSS </INSL

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="383">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q967">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaagcagecggeccacatcacctgtgggggagacaacattggaagtaaaagtgttcactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="384">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q384">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSKNVTLKQPAHITCGGDNIGSKSVHWYQQKLGQAPVLIIYYDSSRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSASVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="385">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q385">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="386">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q386">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SFDGRS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="387">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q387">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKLSSSGWSMDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="388">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q388">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="389">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q389">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSSRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="390">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q390">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSASVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="391">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q968">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtacaactggtggagtctgggggagacctggtgaggecctggggggtccctgagactttcctgtgtggectctggattcaccttcaataattaccacatgagetgggtccgecaggetectge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="392">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q392">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGFTFNNYHMSWVRQAPGKGLQWVAF INSGGSGTTFADVVRGRFTISRDYAKNALYLQMNSLRAEDTAVYYCASGSIWTHFDYWGQGTLVTVSS < /INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="393">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q969">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctttgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacatcattggaagtaaaaatgtttactggtaccagcagaggetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="394">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q394">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDIIGSKNVYWYQQRLGQAPVLIIYRDNNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDNSNKAMFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="395">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q395">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="396">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q396">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="397">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q397">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="398">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q398">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="399">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q399">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDNNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="400">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q400">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNSNKAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="401">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q970">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttectgtgtggectctggattcaccttcagtagttatcacatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="402">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q402">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSYHMSWVRQAPGKGLQWVAYITSGGITTSYADAVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCASDLVLILGGADYWGQGTLVTVSS </ INS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="403">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q971">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgagctgactcagccaccatccgtgaatgtgaccctgagtgagacggcccacatcacctgtgggggagacagcattggaaggaaatatgttcaatggatccagcagaatccaggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="404">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q404">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYELTQPPSVNVTLSETAHITCGGDSIGRKYVQWIQQNPGQAPVVIIYKDSNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGTKAVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="405">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q405">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="406">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q406">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSGGIT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="407">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q407">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASDLVLILGGADYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="408">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q408">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="409">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q409">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="410">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q410">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGTKAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="411">
<INSDSeq>
<INSDSeq_length>358</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..358</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q972">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactctectgtgtggectctggattcaccttcaataactacgaaatgtactgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="412">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q412">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGF TFNNYEMYWVRQAPGKGLEWVARIYESGSTTFSAEAVTGRFTISRDNAKNMVY LQMNSLRAEDTAVYYCASASSSSWRFDYWGQGTLVTVSS </ INSL

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="413">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q973">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctggggcagacggeccgecatcacctgtgggggagacagecattgggegaaaaaatgtttgetggttccagcagaggetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="414">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q414">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLGQTARITCGGDSIGRKNVCWFQQRLGQAPELIIYDDRSRPSGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSTGVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="415">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q415">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="416">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q416">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YESGST</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="417">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q417">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASASSSSWRFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="418">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q418">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKNVC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="419">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q419">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDRSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="420">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q420">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTGVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="421">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q974">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttcctgtgtggectctggattcaccttcagtageccaccacatgacctgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="422">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q422">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSHHMTWVRQAPGKGLQWVAYIVSGGTNTNYADAVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCASDLVLAVGAPFYWGQGTLVTVSS </ INS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="423">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q975">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgagctgactcagccaccatccgtgaatgtgaccctgagggagacggcccacatcacctgtgggggagacagcattggaagaaaatatgttcaatggatccagcagaatccaggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="424">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q424">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYELTQPPSVNVTLRETAHITCGGDSIGRKYVQWIQQNPGQAPVVIIYKDINRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGTKAVFGEGTQLTVL </INSDSeq_sequence
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="425">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q425">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="426">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q426">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VSGGTN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="427">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q427">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASDLVLAVGAPFYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="428">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q428">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="429">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

file:///Z:/trabajo/ COMPANY/Patentes/QF Mega/New/SOLICITUDES POR PRESENTAR/P2024-000122/08 - pctgb2023050281-seql.xml

99/188



12/8/24, 10:01 08 - pctgh2023050281-seql.xml

<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q429">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDINRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="430">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q430">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGTKAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="431">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q976">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcaactggtggagtctgggggagacctggtgaagecctggggggtccctgagactttcctgtgtggectctggattcaccttcagaacctaccacatgagetgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="432">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q432">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGF TFRTYHMSWVRQAPGKGLQWVAYITRDGISTTYTDAVKGRFTISRDNAKNTLFLQMNSLRADDTAVYYCASDLVLVLGAPFYWGQGTLVTVSS </ IN¢

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="433">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q977">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgagctgactcagccaccatccgtgaatgtgaccctgggggagacggcccacatcacctgtgggggagacagcattggaagaaaatatgttcaatggatccagcagaatccaggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="434">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q434">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYELTQPPSVNVTLGETAHITCGGDSIGRKYVQWIQQNPGQAPVVIIYKDSNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGTKAVFGEGTQLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="435">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q435">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFRTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="436">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q436">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TRDGIS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="437">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q437">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASDLVLVLGAPFYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="438">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q438">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="439">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q439">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="440">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q440">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGTKAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="441">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q978">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctcctgtgtggtctetggettcactttcagtaattacgacatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="442">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q442">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPEGSLRLSCVVSGFTFSNYDMSWVRQAPGKGLQWVAFISNDGRITGYTDAVEGRFTISRDNAKNTLYLQMNSLRTEDTAVYYCAKETSRWGFDYWGQGTLVTVSS </INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="443">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q979">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggecccgecatcacctgtgggggagacagcattggaagtaaaaatgtttactggcaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="444">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q444">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLRQTARITCGGDSIGSKNVYWHQQKLGQAPVLIIYDDSSRPSGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSTSVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="445">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q445">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="446">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q446">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SNDGRI</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="447">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q447">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKETSRWGFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="448">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q448">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="449">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q449">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDSSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="450">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q450">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="451">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q980">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggttaagctggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctcctgtgtggtctetggettcacctttagtaggtacggcatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="452">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q452">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVKLVESGGDLVKPEGSLRLSCVVSGFTFSRYGMSWVRQAPGKGLQWVAYISSDGRSSSYTDAVQGRFTISSDNAKNTLYLQMNSLTTEDTAVYYCAKLGRGFNFNFWGQGTLVTVSS </INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="453">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q981">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgctgacacagctgccatccaaaaatgtgaccctgaagcagecggeccacatcacctgtgggggagacaacattggaagtaaaagtgttcactggtaccagcagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="454">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q454">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYVLTQLPSKNVTLKQPAHITCGGDNIGSKSVHWYQQKLGQAPVLIIYYDSSRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSSASVFGGGTHLTVL</INSDSeq_sequence:
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="455">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q455">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSRY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="456">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q456">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSDGRS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="457">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q457">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKLGRGFNFNFW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="458">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q458">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="459">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q459">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YDSSRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="460">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q460">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSASVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="461">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q982">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttcctgtgtggectctggattcaccttcagtagetaccacatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="462">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q462">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSYHMSWVRQAPGKGLQWVAFINSAESSTTYADAVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAGGY IWTHFDYWGQGTLVTVSS </INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="463">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q983">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacatcattggaagtaaaagtgtttactggtaccagcagaatctgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="464">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q464">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLRQTARITCGGDIIGSKSVYWYQQNLGQAPVLIIYRDTNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDSSTSVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="465">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q465">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="466">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q466">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSAESS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="467">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q467">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAGGYIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="468">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q468">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="469">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q469">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDTNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="470">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q470">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="471">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q984">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcacctggtggagtctgggggagacctggtgaagecctggggggtccctgagactttcctgtgtggectctggattcaccttcagtaactaccacatgagetgggtccgecaggctccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="472">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q472">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVHLVESGGDLVKPGGSLRLSCVASGF TFSNYHMSWVRQAPGKGLQWVAF INSGGSGTSYADAVKGRF TISRDYAKSTLYLQMNSLRAEDTAVYYCASGYIWTHFDYWGQGTLVTVSS </INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="473">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q985">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacatcattggaagtaaaaatgtttactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="474">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q474">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLRQTARITCGGDIIGSKNVYWYQQKLGQAPILIIYRDSNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDSSTSVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="475">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q475">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="476">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q476">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="477">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q477">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGYIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="478">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q478">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="479">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q479">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="480">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q480">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="481">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q986">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagttggtggagtctgggggagacctggtgaagecctggggggtccctgagactttcctgtgtggectctggattcaccttcaatacctaccacatgaactgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="482">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q482">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFNTYHMNWVRQAPGKGLHWVAFINSGGTGTGYSDTVKGRFTISRDYAKNTLYLQMNSLRAEDTAVYYCVSGSIWTHFDYWGQGTLVTVSS < /INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="483">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q987">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtatgaccctgaggcagacggecccacatcacctgtgggggagacatcattggaagtaaaagtgtttactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="484">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q484">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSMTLRQTAHITCGGDIIGSKSVYWYQQKLGQAPVLIIYRDTNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDSNTQAVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="485">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q485">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="486">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q486">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGTG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="487">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q487">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CVSGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="488">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q488">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="489">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q489">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDTNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="490">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q490">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSNTQAVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="491">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q988">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttcctgtgtggectctggattcaccttcaataacttccacatgagttgggtccgecaggectccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="492">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q492">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFNNFHMSWVRQAPGKGLQWVAFINSDGGNRNYADVVKGRVTISRDYAKNTLYLQINSLRAEDTAVYYCAGGSIWTHFDYWGQGTLVTVSS < /INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="493">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q989">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgttgacacagctgccatccatgagtgtgaccctgaggcagacggecccgecatcacctgtgagggagacatcattgcaagtaaaagaatttactggtaccaacagaagetgggecaggt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="494">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q494">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSMSVTLRQTARITCEGDITASKRIYWYQQKLGQVPVLLIYADSSRPSGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDNNANSVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="495">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q495">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNNF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="496">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q496">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSDGGN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="497">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q497">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAGGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="498">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q498">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EGDITASKRIY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="499">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q499">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ADSSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="500">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q500">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNNANSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="501">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q990">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtacagttggtggaatctgggggagacctggtgaagecctggggggtccctgagactttcctgtgtggectctggattcaccttcaatacctaccacatgaactgggtccgecaggectccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="502">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q502">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFNTYHMNWVRQAPGKGLHWVAFINSGGGGTSYADTVQGRFTISRDYAKNALYLQMNSLRAEDTAVYYCASGSIWTHFDYWGQGTLVTVSS </ INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="503">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q991">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccattcatgegtgtgaccctgagtcagacggecccgecatcacctgtgagggagacaacattggaagtaaaagagttttctggtaccagcagaageccgggecaggt

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="504">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q504">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPFMRVTLSQTARITCEGDNIGSKRVFWYQQKPGQVPVVIIHDDSSRPSGIPERFSGANSGNTATLTISGALAEDEAAYYCQVWDSSTNSVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="505">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q505">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="506">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q506">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGGG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="507">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

file:///Z:/trabajo/ COMPANY/Patentes/QF Mega/New/SOLICITUDES POR PRESENTAR/P2024-000122/08 - pctgb2023050281-seql.xml

117/188



12/8/24, 10:01 08 - pctgh2023050281-seql.xml

<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q507">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="508">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q508">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EGDNIGSKRVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="509">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q509">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDSSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="510">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q510">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTNSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="511">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q992">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaggectggggggtccctgagactttcctgtgtggectctggattcaccttcagtaactaccacatgaattgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="512">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q512">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGF TFSNYHMNWVRQAPGKGLQWVAF INSGGGGTSYADVVRGRFTISRDYAKNTLYLQMNSLSAEDTAVYYCASGSIWTHFDYWGQGTLVTVSS < /INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="513">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q993">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgacatccatgagtgtgaccctgaggcaggeggeccgcttcacctgtgagagagacaccattggaagtaaaagagtttactggtaccagcagaggetgggecaggt

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="514">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q514">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLTSMSVTLRQAARFTCERDTIGSKRVYWYQQRLGQVPVLIIYDYNIRPSGIPERLSGAYSGNTAALTISGALAEDEADYFCQVWDSSANSVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="515">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q515">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="516">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q516">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGGG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="517">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q517">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="518">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q518">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ERDTIGSKRVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="519">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q519">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DYNIRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="520">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q520">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSANSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="521">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q994">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagttggtggagtctgggggagacctggtgaagccgggggggtccctgagactttcctgtgtggectctggattcaccttcaataacctccacatgagttgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="522">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q522">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGF TFNNLHMSWVRQAPGKGLQWVAF INSDGRNRNYADAVKGRVTISRDYAKNTLYLQINSLRAEDTAVYYCTGGSIWTHFDYWGQGTLVTVSS < /INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="523">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q995">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgttgacacagctgccatccatgagtgtgaccctgaggcagacggecccgecatcacctgtgagggagacatcattgcaagtaaaagagtttactggtaccaacagaagetgggecaggt

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="524">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q524">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSMSVTLRQTARITCEGDITASKRVYWYQQKLGQVPVLFIYADNSRPSGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDSNANSVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="525">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q525">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNNL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="526">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q526">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSDGRN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="527">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q527">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CTGGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="528">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q528">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EGDITASKRVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="529">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q529">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ADNSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="530">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q530">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSNANSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="531">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q996">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttcctgtgtggectctggattcaccttcagtagetaccacatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="532">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q532">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSYHMSWVRQAPGKGLQWVAFINSGGGGTNYADAVKGRFTISRDYAKNTLYLQMNSLRAEDTAVYYCVGGSIWTHFDYWGQGTLVTVSS </ INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="533">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q997">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccatgagtgtgaccctgaggcagacggecccgecatcacctgtgagggagacatcattgcaagtaaaagagtttactggtaccaacagaagetgggecaggt

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="534">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q534">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSMSVTLRQTARITCEGDITASKRVYWYQQKLGQVPVLLIYGDSSRPSGIPERFSGANSGNTATLTISGALAEDEADYYCQVWDSGTNSVFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="535">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q535">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="536">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q536">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGGG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="537">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q537">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CVGGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="538">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q538">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EGDITASKRVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="539">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q539">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GDSSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="540">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q540">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSGTNSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="541">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q998">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gacatacatctggtggagtctgggggagacctggtgaggecctggggggtccctgagactttcctgtgtggectctggattcaccttcagtaacctccacatgaactgggtccgecaggctccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="542">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q542">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIHLVESGGDLVRPGGSLRLSCVASGFTFSNLHMNWVRQAPGKGLQWVAF INSGGSGTTYADVVRGRFTISRDYAKNTLYLQMNSLRADDTAVYYCASGSIWTHFDYWGQGTLVTVSS < /INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="543">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q999">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctttgtgttgacacagctgccatccgtgagtgtgaccctgaggcagacggecccgecatcacctgtgggggagacagtattggaagtaaaagtgtttactggtaccagcagaagttgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="544">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q544">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDSIGSKSVYWYQQKLGQAPVLIIYRDSNRPTGIPERISGASSGNTATLTISGALAEDEADYYCQVWDSSNKAMFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="545">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q545">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="546">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q546">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="547">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q547">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="548">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q548">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="549">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q549">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="550">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q550">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSNKAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="551">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle00">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gcggtgcagctggtggagtctgggggagacctggtgaggectggggggtccctgagactttectgtgtggectctggattcaccttcagtagttaccacatgaactgggtccgecaggetectge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="552">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q552">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AVQLVESGGDLVRPGGSLRLSCVASGFTFSSYHMNWVRQAPGKGLQWVAFINSGGSSTTYADVVRGRFTISRDYAKNTLFLQMNSLRAEDTAVYYCAIGSIWTHFDYWGQGTLVTVSS </INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="553">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle01">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctttgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacatcattggaagtaaaaatgtttactggtaccagcagaggetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="554">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q554">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDIIGSKNVYWYQQRLGQAPVLILYRDTNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDNSNKAMFGGGTHLTVL </INSDSeq_sequence
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="555">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q555">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="556">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q556">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="557">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q557">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAIGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="558">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q558">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="559">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q559">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDTNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="560">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q560">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNSNKAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="561">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql002">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtacagttggtggagtctgggggagacctggtgaagcctggggggtccctgagactttcctgtgtggectctggattcaccttcaatacttaccacatgaactgggtccgeccaggectccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="562">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q562">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGF TFNTYHMNWVRQAPGKGLHWVAF INSGGSDTSYADTVQGRFTISRDYAKNTLYLQMNSLRAEDTAVYYCASGYIWTHFDYWGQGTLVTVSS < /INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="563">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql003">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggecccacatcacctgtgggggagacatcattggaagtaaaagtgtttactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="564">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q564">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLRQTAHITCGGDIIGSKSVYWYQQKLGQAPVMIIYRDNNRPTGIPERFSGASSGNTATLTISGSLAEDEADYYCQVWDSRTQALFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="565">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q565">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="566">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q566">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSD</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="567">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q567">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGYIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="568">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q568">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="569">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q569">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDNNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="570">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q570">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSRTQALF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="571">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qlee4">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaggectggggggtccctgagactttcctgtgtggectctggaatcaccttcagtagttaccacatgagttgggtccgecaggetectge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="572">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q572">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGITFSSYHMSWVRQAPGKGLQWVALINSGGSSITYADVVRGRFTISRDYAKNTLYLQMNSLRAEDTAVYYCASGSIWTHFDYWGQGTRVTVSS < /INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="573">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1005">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctttgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggecccgecatcacctgtgggggagacatcattggaagtaaaaatgtttactggtatcaacagaggetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="574">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q574">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDIIGSKNVYWYQQRLGQAPVLIIYRDSNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDNSNKAMFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="575">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q575">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GITFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="576">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q576">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>

file:///Z:/trabajo/ COMPANY/Patentes/QF Mega/New/SOLICITUDES POR PRESENTAR/P2024-000122/08 - pctgb2023050281-seql.xml

133/188



12/8/24, 10:01 08 - pctgh2023050281-seql.xml

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="577">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q577">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="578">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q578">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="579">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q579">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="580">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q580">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNSNKAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="581">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql006">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcaattggtggagtctgggggagacctggtgaagecctggggggtccctgagactttcctgtgtggectctggattcaccttcaatacctaccacatgaactgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="582">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q582">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFNTYHMNWVRQAPGKGLHWVAFINSGGSGTSYADTVKGRFTISRDYAKNTLYLQMNSLRAEDTAVYYCASGSIWTHFDYWGQGTLVTVSS </INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="583">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql007">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtttgaccctgaggcagacggecccacatcacctgtgggggagacatcattggaagtaaaagtgtttactggtaccagcagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="584">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q584">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYVLTQLPSVSLTLRQTAHITCGGDIIGSKSVYWYQQKLGQAPVLIIYRDNNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDSSTQAMFGGGTHLTVL </INSDSeq_sequence
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="585">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q585">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="586">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q586">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="587">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q587">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="588">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q588">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="589">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q589">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDNNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="590">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q590">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTQAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="591">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql008">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaggectggggggtccctgagactttcctgtgtggectctggattcaccttcagtagetaccacatgaactgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="592">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q592">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGFTFSSYHMNWVRQAPGKGLQWVAFINSGGSSTTYADVVRGRFTISRDYAKNTLYLQMNSLRAEDTAVYYCASGSIWTHFDYWGQGTLVTVSS </INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="593">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1009">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctttgtgctgacacagctgccatccgtaagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacagecattggaactaagagtgtttactggtaccagcagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="594">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q594">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDSIGTKSVYWYQQKLGQAPVLIIYRDSNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDSSNKAMFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="595">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q595">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="596">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q596">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="597">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q597">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="598">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q598">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGTKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="599">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q599">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="600">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q600">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSNKAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="601">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle10">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaggectggggggtccctgagactttectgtgtggectctggattcaccttcagtagttaccacatgagetgggtccgecaggetectge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="602">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q602">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGFTFSSYHMSWVRQAPGKGLQWVAFINSGGSSTTYADVVRGRFTISRDYAKNTLYLQMNSLRAEDTAVYYCASGSIWTHFDYWGQGTLVTVSS </ INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="603">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle11">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctttgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacagecattggaagtaaaagtgtttactggtaccagcagaggetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="604">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q604">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDSIGSKSVYWYQQRLGQAPVLIIYRDSNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDNSNKAMFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="605">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q605">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="606">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q606">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="607">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q607">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="608">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q608">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="609">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q609">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="610">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q610">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNSNKAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="611">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle12">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaggectggggggtccctgagactttcctgtgtggectctggattcaccttcagtaactaccacatgagetgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="612">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q612">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGF TFSNYHMSWVRQAPGKGLQWVAF INSGGSSTSYADAVRGRFTISRDYAKNTLYLQMNSLRAEDTAVYYCASGSIWTHFDYWGQGTLVTVSS < /INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="613">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql013">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctttgtgctgacacagctgeccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacatcattggaagtaaaagtgtttactggttccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="614">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q614">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDIIGSKSVYWFQQKLGQAPILIIYRDDNRPTGIPERFSGASSGNTATLIISGALAEDEAHYYCQVWDSSSKAMFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="615">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q615">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="616">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q616">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="617">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q617">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="618">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q618">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="619">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q619">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDDNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="620">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q620">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSSKAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="621">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle14">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtacaactggtggagtctgggggagacctggtgaggecctggggggtccctgagactttcctgtgtggectctggattcaccttcaataattaccacatgagetgggtccgecaggetectge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="622">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg622">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGFTFNNYHMSWVRQAPGKGLQWVAYINSGGSSTSYADAVKGRFTISRDNAKNTLYLQMNSLRAEDTALYYCASGSIWTHFDYWGQGTLVTVSS </INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="623">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql015">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctttgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacatcattggaagtaaaaatgtttactggtaccagcagaggetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="624">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

file:///Z:/trabajo/ COMPANY/Patentes/QF Mega/New/SOLICITUDES POR PRESENTAR/P2024-000122/08 - pctgb2023050281-seql.xml 144/188



12/8/24, 10:01 08 - pctgh2023050281-seql.xml

<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q624">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDIIGSKNVYWYQQRLGQAPVLIIYRDSNRPTGIPERFSGASSGNTATLTISGALAEDEGDYYCQVWDNSNKAIFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="625">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q625">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="626">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q626">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="627">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q627">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="628">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q628">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="629">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q629">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="630">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q630">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNSNKAIF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="631">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qlel6">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtacagctggtggagtctgggggagacctggtgaggectggggggtccctgagactctectgtgtggectctggattcaccttcagtaacctccacatgaattgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="632">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q632">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGFTFSNLHMNWVRQAPGKGLQWVAFINSGGSGTTYADVVRGRFTISRDYAKNTLNLQMTSLRAEDTAVYYCATGSIWTHFDYWGQGTLVTVSS </INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="633">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql017">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctttgtgttgacacagctgccatccgtgagtgtgaccctgaggcagacggecccgecatcacctgtgggggagacagtattggaagtaaaagtgtttactggtaccagcagaagttgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="634">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q634">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDSIGSKSVYWYQQKLGQAPVLIIYRDSNRPTGIPERISGASSGNTATLTISGALAEDEADYYCQVWDSSNKAMFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="635">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g635">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="636">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q636">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="637">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q637">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CATGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="638">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q638">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="639">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q639">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="640">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q640">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSNKAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="641">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql1018">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaggectggggggtccctgagactttcctgtgtggectctggattcaccttcagtaactaccacatgagetgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="642">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q642">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGF TFSNYHMSWVRQAPGKGLQWVAF INSGGTSTTYADAVRGRFTTSRDYAKNTLYLQMNSLRAEDTAVYYCTSGSIWTHFDYWGQGTLVTVSS < /INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="643">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql1019">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctttgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacatcattggaagtaaaagtgtttactggttccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="644">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q644">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDIIGSKSVYWFQQKLGQAPILIIYRDDNRPTGIPERFSGASSGNTATLIISGALAEDEAHYYCQVWDSSSKAMFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="645">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q645">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="646">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q646">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGTS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="647">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q647">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CTSGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="648">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q648">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="649">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q649">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDDNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="650">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q650">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSSKAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="651">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql020">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcaattggtggagtctggtggagacctggtgaagcctggggggtccctgagactttcctgtgtggectctggattcaccttcaatacctaccacatgaactgggtccgecaggectccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="652">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g652">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGF TFNTYHMNWVRQAPGKGLHWVAF INSGGSGTSYEDTVQGRFTISRDYAKNTLYLQMNSLRAEDTAVYYCACGSIWTHFDYWGQGTLVTVSS < /INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="653">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@21">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggecccacatcacctgtgggggagacatcattggaagtaaaagtgtttactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="654">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q654">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>

file:///Z:/trabajo/ COMPANY/Patentes/QF Mega/New/SOLICITUDES POR PRESENTAR/P2024-000122/08 - pctgb2023050281-seql.xml

151/188



12/8/24, 10:01 08 - pctgh2023050281-seql.xml

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLRQTAHITCGGDIIGSKSVYWYQQKLGQAPVMIIYRDNNRPTGIPERFSGASSGNTATLTISGSLAEDEADYYCQVWDSRTQALFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="655">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q655">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="656">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q656">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="657">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q657">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CACGSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="658">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q658">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="659">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q659">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDNNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="660">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q660">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSRTQALF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="661">
<INSDSeq>
<INSDSeq_length>352</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..352</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@22">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaagectggggggtccctgagactttcctgtgtggectctggattcaccttcagtagetaccacatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="662">
<INSDSeq>
<INSDSeq_length>117</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q662">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPGGSLRLSCVASGFTFSSYHMSWVRQAPGKGLQWVAYINSGGSSTSYADAVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAGF IWTHFDYWGQGTLVTVSS </INSDSe
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="663">
<INSDSeq>
<INSDSeq_length>334</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..334</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql023">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gatattgtcatgacacagacgccaccgtccctgtctgtcageccctagagagacggectccatctecctgecaaggeccagtcagagectectgecacagtgatggaaacacctatttggattggtacct

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="664">
<INSDSeq>
<INSDSeq_length>111</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q664">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIVMTQTPPSLSVSPRETASISCKASQSLLHSDGNTYLDWYLQKPGQSPQLLIYLVSNRFTGVSDRFSGSGSGTDFTLRISRVEANDTGVYYCGQGTQLWTFGAGTKVELK </INSDSeq_seqt

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="665">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q665">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="666">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q666">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="667">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q667">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAGFIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="668">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q668">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KASQSLLHSDGNTYLD</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="669">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q669">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LVSNRFT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="670">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q670">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CGQGTQLWTF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="671">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql024">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gcggtgcagctggtggagtctgggggagacctggtgaggectggggggtccctgagactttectgtgtggectctggattcaccttcagtagttaccacatgaactgggtccgecaggetectge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="672">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q672">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>AVQLVESGGDLVRPGGSLRLSCVASGF TFSSYHMNWVRQAPGKGLQWVAF INSGGSSTTYADVVRGRFTISRDYAKNTLFLQMNSLRAEDTAVYYCAIVSIWTHFDYWGQGTLVTVSS </ INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="673">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql1025">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctttgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacatcattggaagtaaaaatgtttactggtaccagcagaggetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="674">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q674">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDIIGSKNVYWYQQRLGQAPVLILYRDTNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDNSNKAMFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="675">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q675">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="676">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q676">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="677">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q677">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAIVSIWTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="678">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q678">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDIIGSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="679">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q679">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDTNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="680">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q680">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNSNKAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="681">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql026">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaggecgggggggtccctgagactttectgtgtggectctggattcaccttcactaactaccacatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="682">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q682">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGFTFTNYHMSWVRQAPGKGLQWVAFINSGGSSTTYTDVVRGRFTISRDYAKNTLYLQMNSLTAEDTAVYYCASGAIWTHFDHWGQGTLVTVSS </ INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="683">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql027">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctttgtactgacacagctgccatccgtgagtgtgaccctgaggcagacggecccgecatcacctgtgggggagacagegttggaagtaaaagtgtttactggtaccagcagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="684">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q684">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDSVGSKSVYWYQQKLGQAPVLIIYRDSNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDNSNKAIFGGGTHLTVL </INSDSeq_sequence
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="685">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q685">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFTNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="686">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q686">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="687">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q687">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGAIWTHFDHW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="688">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q688">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSVGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="689">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q689">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="690">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q690">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNSNKAIF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="691">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql1028">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaggecgggggggtccctgagactttectgtgtggectctggattcaccttcactaactaccacatgagetgggtccgecaggectccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="692">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q692">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGF TFTNYHMSWVRQAPGKGLQWVAFINSGGSSTTYTDVVRGRFTISRDYAKNTLYLQMNSLTAEDTAVYYCASGSIWTHFDHWGQGTLVTVSS < /INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="693">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql1029">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctttgtactgacacagctgccatccgtgagtgtgaccctgaggcagacggecccgecatcacctgtgggggagacagegttggaagtaaaagtgtttactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="694">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q694">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDSVGSKSVYWYQQKLGQAPVLIIYRDSNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDNSNKAIFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="695">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q695">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFTNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="696">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q696">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="697">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q697">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSIWTHFDHW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="698">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q698">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSVGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="699">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q699">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="700">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q700">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNSNKAIF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="701">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@30">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaggectggggggtccctgagactttcctgtgtggectctggattcaccttcagtagetaccacatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="702">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q702">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGF TFSSYHMSWVRQAPGKGLQWVAF INSGGSSTTYADVVRGRFTISRDYAKNTLYLQMNSLRAEDTAVYYCASGSILTHFDYWGQGTLVTVSS </INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="703">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@31">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctttgtgctgacacagctgeccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacagegttggaagtaaaagtgtttactggtaccagcagaagetgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="704">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q704">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDSVGSKSVYWYQQKLGQAPVLIIYRDSNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDNSNKAMFGGGTHLTVL </INSDSeq_sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="705">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q705">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="706">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q706">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGGSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="707">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q707">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSILTHFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="708">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q708">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSVGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="709">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q709">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="710">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q710">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNSNKAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="711">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@32">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctggtgaggecgggggggtccctgagactttectgtgtggectctggattcaccttcagtagetaccacatgaactgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="712">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q712">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVRPGGSLRLSCVASGFTFSSYHMNWVRQAPGKGLQWVAFINSGASSATYADVVRGRFTISRDYAKNTLYLQMNSLRAEDTAVYYCASGSIWTHFDFWGQGTLVTVSS </ INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="713">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql1@33">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctttgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggecccgcatcacctgtgggggagacagegttggaagtaaaagtgtttactggtaccagcagaagetgggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="714">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q714">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SFVLTQLPSVSVTLRQTARITCGGDSVGSKSVYWYQQKLGQAPVLIIYRDSNRPTGIPERFSGASSGNTATLTISGALAEDEADYYCQVWDNSNKAMFGGGTHLTVL </INSDSeq_sequence
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="715">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q715">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="716">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q716">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGASS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="717">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q717">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASGSIWTHFDFW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="718">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q718">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSVGSKSVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="719">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q719">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RDSNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="720">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q720">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDNSNKAMF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="721">
<INSDSeq>
<INSDSeq_length>335</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..335</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q721">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTTAPSVFPLAPSCGSTSGSTVALACLVSGYFPEPVTVSWNSGSLTSGVHTFPSVLQSSGLYSLSSMVTVPSSRWPSETFTCNVAHPASKTKVDKPVPKRENGRVPRPPDCPKCPAPEMLGGPS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="722">
<INSDSeq>
<INSDSeq_length>335</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..335</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q722">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTTAPSVFPLAPSCGSTSGSTVALACLVSGYFPEPVTVSWNSGSLTSGVHTFPSVLQSSGLYSLSSMVTVPSSRWPSETFTCNVAHPASKTKVDKPVPKRENGRVPRPPDCPKCPAPESLGGPS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="723">
<INSDSeq>
<INSDSeq_length>335</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..335</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q723">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTTAPSVFPLAPSCGSTSGSTVALACLVSGYFPEPVTVSWNSGSLTSGVHTFPSVLQSSGLYSLSSMVTVPSSRWPSETFTCNVAHPASKTKVDKPVPKRENGRVPRPPDCPKCPAPESLGGPS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="724">
<INSDSeq>
<INSDSeq_length>335</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..335</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q724">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTTAPSVFPLAPSCGSTSGSTVALACLVSGYFPEPVTVSWNSGSLTSGVHTFPSVLQSSGLYSLSSMVTVPSSRWPSETFTCNVAHPASKTKVDKPVPKRENGRVPRPPDCPKCPAPESLGGPS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="725">
<INSDSeq>
<INSDSeq_length>335</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..335</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q725">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTTAPSVFPLAPSCGSTSGSTVALACLVSGYFPEPVTVSWNSGSLTSGVHTFPSVLQSSGLYSLSSMVTVPSSRWPSETFTCNVAHPASKTKVDKPVPKRENGRVPRPPDCPKCPAPESLGGPS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="726">
<INSDSeq>
<INSDSeq_length>335</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..335</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q726">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTTAPSVFPLAPSCGSTSGSTVALACLVSGYFPEPVTVSWNSGSLTSGVHTFPSVLQSSGLYSLSSMVTVPSSRWPSETFTCNVAHPASKTKVDKPVPKRENGRVPRPPDCPKCPAPEAAGGPS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="727">
<INSDSeq>
<INSDSeq_length>335</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..335</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q727">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTTAPSVFPLAPSCGSTSGSTVALACLVSGYFPEPVTVSWNSGSLTSGVHTFPSVLQSSGLYSLSSMVTVPSSRWPSETFTCNVAHPASKTKVDKPVPKRENGRVPRPPDCPKCPAPEAAGGPS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="728">
<INSDSeq>
<INSDSeq_length>335</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..335</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q728">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ASTTAPSVFPLAPSCGSTSGSTVALACLVSGYFPEPVTVSWNSGSLTSGVHTFPSVLQSSGLYSLSSMVTVPSSRWPSETFTCNVAHPASKTKVDKPVPKRENGRVPRPPDCPKCPAPEAAGGPS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="729">
<INSDSeq>
<INSDSeq_length>335</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..335</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q729">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ASTTAPSVFPLAPSCGSTSGSTVALACLVSGYFPEPVTVSWNSGSLTSGVHTFPSVLQSSGLYSLSSMVTVPSSRWPSETFTCNVAHPASKTKVDKPVPKRENGRVPRPPDCPKCPAPGMLGGPS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="730">
<INSDSeq>
<INSDSeq_length>335</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..335</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q730">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ASTTAPSVFPLAPSCGSTSGSTVALACLVSGYFPEPVTVSWNSGSLTSGVHTFPSVLQSSGLYSLSSMVTVPSSRWPSETFTCNVAHPASKTKVDKPVPKRENGRVPRPPDCPKCPAPEAAGGPS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="731">
<INSDSeq>
<INSDSeq_length>476</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..476</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q731">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MELGLSWIFLLAILKGVQCEVQLVESGGGLVQPGRSLRLSCAASGFTFNDYAMHWVRQAPGKGLEWVSTISWNSGSIGYADSVKGRFTISRDNAKKSLYLQMNSLRAEDTALYYCAKDIQYGNYY

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="732">
<INSDSeq>
<INSDSeq_length>894</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..894</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@34">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgacaacacccagaaattcagtaaatgggactttcccggcagagccaatgaaaggccctattgectatgcaatctggtccaaaaccactcttcaggaggatgtcttcactggtgggecccacgee
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="733">
<INSDSeq>
<INSDSeq_length>475</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..475</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q733">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MEFVLGWVFLVAILQGVQGEVQLVESGGDLVKPAGSLRLSCVASGFTFSNNAMNWVRQAPGKGLQWVAGINSGGSTASADAVKGRFTISRDNAKNTVYLQMNSLTAEDTAVYYCAKVIGNWIATS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="734">
<INSDSeq>
<INSDSeq_length>471</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..471</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q734">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MEFVLGWVFLVAILQGVQGEVQLVESGGDLVKPAGSLRLSCVASGFTFSNNAMNWVRQAPGKGLQWVAGINSGGSTASADAVKGRFTISRDNAKNTVYLQMNSLTAEDTAVYYCAKVIGNWIATS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="735">
<INSDSeq>
<INSDSeq_length>473</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..473</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q735">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MEFVLGWVFLVAILQGVQGEVQLVESGGDLVKPAGSLRLSCVASGFTFSNNAMNWVRQAPGKGLQWVAGINSGGSTASADAVKGRFTISRDNAKNTVYLQMNSLTAEDTAVYYCAKVIGNWIATS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="736">
<INSDSeq>
<INSDSeq_length>471</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..471</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q736">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MEFVLGWVFLVAILQGVQGEVQLVESGGDLVKPAGSLRLSCVASGFTFSNNAMNWVRQAPGKGLQWVAGINSGGSTASADAVKGRFTISRDNAKNTVYLQMNSLTAEDTAVYYCAKVIGNWIATS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="737">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
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<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q738">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcagttggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctectgtgtggtctctggettcaccttcagtggettcgacatgagetgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="738">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q740">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVKPEGSLRLSCVVSGFTFSGFDMSWVRQAPGKGLQWVAYISTDGRSTGYTDAVKGRFTISRDNVKNTLYLQMNSLRTEDTAVYYCAKETRHWGFDYWGQGTLVIVSS </INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="739">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q742">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatgtgttgacacagctgtcatccgtgagtgtgagcctgaggcagacggcccacatcacctgtgggggagacagcattggacgtaaaaatgtttactggcaccagcagaagetgggecggge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="740">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q744">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYVLTQLSSVSVSLRQTAHITCGGDSIGRKNVYWHQQKLGRAPILIIYDDSSRPSGIPERFSGANSGNTATLTISGALAEDEAAYYCQVWDSSTSVFGGGTHLTVL</INSDSeq_sequence:
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="741">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q746">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSGF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="742">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q748">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>STDGRS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="743">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q750">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKETRHWGFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="744">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q752">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGRKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="745">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q754">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDSSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="746">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q756">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="747">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q758">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagttgcacctagtggagtctgggggagacctggtgaagcctgeggggtccctgagactgtcctgtgtggectctggattcaccttcagtagettcagaatgagttgggtccgecagtctectgg
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="748">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q760">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ELHLVESGGDLVKPAGSLRLSCVASGFTFSSFRMSWVRQSPGKGLQFVAGINSDGYNTQYRDDVKGRFTISRDNTEKTLYLQMNNLRVEDTAMYYCVKDQGSWGGNFDFWGQGTLVTVSS </ INS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="749">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q824">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcctatggcctgactcagccaccatccgtgaatgtgaccctgagggagacggcccacatcacctgtgggggagacagcattggaagtaaatatgttcaatggatccagecagattccaggecagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="750">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q766">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYGLTQPPSVNVTLRETAHITCGGDSIGSKYVQWIQQIPGQAPVVIIYKDRNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGTSVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="751">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q768">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="752">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q770">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSDGYN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="753">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q772">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CVKDQGSWGGNFDFW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="754">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q774">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGSKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="755">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q776">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDRNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="756">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q778">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGTSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="757">
<INSDSeq>
<INSDSeq_length>361</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..361</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q826">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gagttgcagctggtggagtctgggggagacctggtgaagectgeggggtccctgagactgtcctgtgtggectctggattcaccttcagtaacttcagaatgagttgggtccgecaggetectge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="758">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q782">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ELQLVESGGDLVKPAGSLRLSCVASGFTFSNFRMSWVRQAPGKGLQFVAGINSDGYSTQYRDDVKGRFTISRDNTEKTLYLQMNNLRVEDTAMYYCVKDQGSWGGNFDYWGQGTLVTVSS </ IN¢

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="759">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q828">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatggcctgactcagccaccatccgtgaatgtgaccctgagggagacggcccacatcacctgtgggggagacagcattggaagtaaatatgttcaatggatccagecagattccaggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="760">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q786">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYGLTQPPSVNVTLRETAHITCGGDSIGSKYVQWIQQIPGQAPVVIIYKDRNRPTGIPERFSGANSGNTATLTISGALAEDEADYYCQVGDSGTSVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="761">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q788">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="762">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q790">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSDGYS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="763">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q792">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CVKDQGSWGGNFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="764">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q794">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGSKYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="765">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q796">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KDRNRPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="766">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q798">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVGDSGTSVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="767">
<INSDSeq>
<INSDSeq_length>358</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..358</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q830">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagacctgttgaagectggggggtccctgagactctectgtgtagectctggattccccttcaggaactacgacatgacctgggtccgecaggetectge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="768">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q802">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLLKPGGSLRLSCVASGFPFRNYDMTWVRQAPGKGLQWVAATHYDGSNTYYTDAVKGRFTISRDNARNTVFLQMNSLRAEDTAVYYCAKKFNNYRPFDYWGQGTLVTVSS </INSL

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="769">
<INSDSeq>
<INSDSeq_length>337</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..337</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q832">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gatattgtcatgacacagacgccaccgtccctgtctgtcageccctagagagacgecctecatctectgecaaggecagtcagagectectgegeagtgatggaaacacctatttggaatggtacct

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="770">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q806">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIVMTQTPPSLSVSPRETPSISCKASQSLLRSDGNTYLEWYLQKPGQSPQLLIYLVSNRFTGVSDRFSGSGSGTDFTLRISRVEANDAGVYYCGQGTQLPWTFGAGTKVELK </INSDSeq_sec

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="771">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q808">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFPFRNY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="772">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q810">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HYDGSN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="773">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q812">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKKFNNYRPFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="774">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q814">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KASQSLLRSDGNTYLE</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="775">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q816">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LVSNRFT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="776">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q818">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CGQGTQLPWTF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="777">
<INSDSeq>
<INSDSeq_length>349</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..349</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q834">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gcggtgcagctggtggagtctgggggagacctggtgaggecgggggggtccctgagactctectgtgtagectctggattcaccttcagtaacttcgacatgtactgggtccgecaggetectge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="778">
<INSDSeq>
<INSDSeq_length>116</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..116</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q822">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AVQLVESGGDLVRPGGSLRLSCVASGFTFSNFDMYWVRQAPGRGLQWVATISYDGFNTYSTDTVRGRFTISRDNARNTVYLQMNSLRVEDTAVFYCTARRFGLGYWGQGTLVTVSS </INSDSec
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="779">
<INSDSeq>
<INSDSeq_length>337</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..337</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q836">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gatattttcatggcacagacgccaccgtccctgtetgtcageccctagagagacggectccatctectgtaaggeccagtcagagectectgecacagtgatggaaacacctatttggattggtacct
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="780">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q838">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIFMAQTPPSLSVSPRETASISCKASQSLLHSDGNTYLDWYLQKPGQSPQLLIYLVSNRFPGVSDRFSGSGSGTGFTLRISRVEASDTGVYYCGQGTQLPYTFSQGTKLEIK </INSDSeq_sec

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="781">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q840">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="782">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q842">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYDGFN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="783">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q844">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CTARRFGLGYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="784">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q846">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KASQSLLHSDGNTYLD</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="785">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q848">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LVSNRFP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="786">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q850">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CGQGTQLPYTF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="787">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>ADN gendémico</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q852">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtgcgactgctggagtctgggggagaccttgtgaaacctgeggggtccctgagactctecctgtgeggtttctggettcaccttcagtacctacgacatgagttgggtccgecaggetccage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="788">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q854">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLLESGGDLVKPAGSLRLSCAVSGFTFSTYDMSWVRQAPGKGLQWVAYITYDGRTTSYTDTVKGRFTVSRDNAKNMLYLKMNSLRSEDAAVYYCAKAHRGWF FDHWGQGTLVTVSS </ INSDS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="789">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q856">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>TCCTATGTGCTGACACAGCTGCCATCCGTGAGTGTGACCCTGAGGCAGACGGCCCGCATCACCTGTGGGGGAGACAGTATTGGAAGTAAAAATGTTTACTGGTACCAACAGAAACTGGGCCAGGC

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="790">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q858">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLRQTARITCGGDSIGSKNVYWYQQKLGQAPVLIIYDDTSRPSGIPERFSGANSGTTATLTISGALAEDEADYYCQVWDSSTGVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="791">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q860">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="792">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q862">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYDGRT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="793">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

file:///Z:/trabajo/ COMPANY/Patentes/QF Mega/New/SOLICITUDES POR PRESENTAR/P2024-000122/08 - pctgb2023050281-seql.xml

183/188



12/8/24, 10:01 08 - pctgh2023050281-seql.xml

<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q864">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKAHRGWFFDHW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="794">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q866">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="795">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q868">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDTSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="796">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q870">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTGVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="797">
<INSDSeq>
<INSDSeq_length>355</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..355</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q872">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggagtctgggggagaccttgtgaaacctgaggggtccctgagactctecctgtgeggtctetggettcaccttcagtagtaacgacatgagttgggtccgecaggetccage

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="798">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q874">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGDLVKPEGSLRLSCAVSGFTFSSNDMSWVRQAPGKGLQWVAYITYDGRSTSYTDIVKGRFTVSRDNAKNTLYLQMNSLRSEDAAVYYCAKAQRGWFFDYWGQGTLVTVSS </INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="799">
<INSDSeq>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..319</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q876">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcctatgtgctgacacagctgccatccgtgagtgtgaccctgaggcagacggeccgecatcacctgtgggggagacagtattggaagtaaaaatgtttactggtaccaacagaaactgggecagge

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="800">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q880">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQLPSVSVTLRQTARITCGGDSIGSKNVYWYQQKLGQAPVLIIYDDDSRPSGIPERISGANSGNTATLTISGALAEDEADYYCQVWDSSTGVFGGGTHLTVL</INSDSeq_sequence:

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="801">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q882">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="802">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q884">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYDGRS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="803">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q886">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAKAQRGWFFDYW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="804">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q888">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDSIGSKNVY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="805">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q890">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDDSRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="806">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q892">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CQVWDSSTGVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="807">
<INSDSeq>
<INSDSeq_length>356</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..356</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql049">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_ value>Canis familiaris</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>NGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMT

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="808">
<INSDSeq>
<INSDSeq_length>1266</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..1266</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@51">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>construccién sintética</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gacaaaactcacacatgcccaccgtgcccagcacctgaactcctggggggaccgtcagtcttectcttccccccaaaacccaaggacaccctcatgatctcccggacccctgaggtcacatgegt

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="809">
<INSDSeq>
<INSDSeq_length>422</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..422</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1@53">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>construccién sintética</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPRE

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="810">
<INSDSeq>
<INSDSeq_length>567</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..567</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1@55">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>construccién sintética</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>caccatcaccatcaccatggccccggecaggtgeagetgecacgectgeggetgegecgecgeccccgacatcaaggacctgetgagecaggetggaggagetggagggectggtgageagectgag
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="811">
<INSDSeq>
<INSDSeq_length>189</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..189</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1@57">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>construccién sintética</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HHHHHHGPGQVQLHACGCAAAPDIKDLLSRLEELEGLVSSLREQGTGGGSGGRGLQQVPPQYPPIQSIRVQFTRCENEKGCIITSPSKDETMKVQDNSIIINCDGFYLISLKGYFSEELSLSLYY
</INSDSeq>
</SequenceData>
</ST26SequencelListing>
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