
<?xml version="1.0" encoding="UTF-8"?>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN" 
"ST26SequenceListing_V1_3.dtd">
<ST26SequenceListing   dtdVersion="V1_3" fileName="OPA23011.xml" 
softwareName="WIPO Sequence" softwareVersion="2.2.0" productionDate="2023-03-
07">

<ApplicantFileReference>OPA23011</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>

<IPOfficeCode>KR</IPOfficeCode>
<ApplicationNumberText>10-2022-0032091</ApplicationNumberText>
<FilingDate>2022-03-15</FilingDate>

</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="en">GC BIOPHARMA CORP.</ApplicantName>
<InventorName languageCode="en">Miroo Kim</InventorName>
<InventionTitle languageCode="en">Formulación liofilizada que comprende 

una proteína de fusión que incluye α-galactosidasa A</InventionTitle>
<SequenceTotalQuantity>5</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">

<INSDSeq>
<INSDSeq_length>429</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>

<INSDFeature_location>1..429</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>tipo_mol</INSDQualifier_name>

<INSDQualifier_value>proteína</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MQLRNPELHLGCALALRFLALVSWDIPGARALDNGLARTPTMGWLHWERFMCNLDCQEEPDS
CISEKLFMEMAELMVSEGWKDAGYEYLCIDDCWMAPQRDSEGRLQADPQRFPHGIRQLANYVHSKGLKLGIYADVGNKTC
AGFPGSFGYYDIDAQTFADWGVDLLKFDGCYCDSLENLADGYKHMSLALNRTGRSIVYSCEWPLYMWPFQKPNYTEIRQY
CNHWRNFADIDDSWKSIKSILDWTSFNQERIVDVAGPGGWNDPDMLVIGNFGLSWNQQVTQMALWAIMAAPLFMSNDLRH
ISPQAKALLQDKDVIAINQDPLGKQGYQLRQGDNFEVWERPLSGLAWAVAMINRQEIGGPRSYTIAVASLGKGVACNPAC
FITQLLPVKRKLGFYEWTSRLRSHINPTGTVLLQLENTMQMSLKDLL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">

<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGIÓN</INSDFeature_key>
<INSDFeature_location>1..30</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q2">



<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier_value>enlazador 

peptídico</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..30</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>tipo_mol</INSDQualifier_name>

<INSDQualifier_value>proteína</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q3">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>constructo 

sintético</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>GGGGSGGGGSGGGGSGGGGSGGGGSGGGGS</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="3">

<INSDSeq>
<INSDSeq_length>221</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGIÓN</INSDFeature_key>

<INSDFeature_location>1..221</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q4">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier_value>variante 

Fc</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>fuente</INSDFeature_key>

<INSDFeature_location>1..221</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>tipo_mol</INSDQualifier_name>

<INSDQualifier_value>proteína</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q5">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>constructo 



sintético</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>PPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAK
TKPREEQFQSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK<
/INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">

<INSDSeq>
<INSDSeq_length>680</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGIÓN</INSDFeature_key>

<INSDFeature_location>1..680</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q6">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier_value>proteína de 

fusión alfa galactosidasa-Fc</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>fuente</INSDFeature_key>

<INSDFeature_location>1..680</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>tipo_mol</INSDQualifier_name>

<INSDQualifier_value>proteína</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q7">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>constructo 

sintético</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MQLRNPELHLGCALALRFLALVSWDIPGARALDNGLARTPTMGWLHWERFMCNLDCQEEPDS
CISEKLFMEMAELMVSEGWKDAGYEYLCIDDCWMAPQRDSEGRLQADPQRFPHGIRQLANYVHSKGLKLGIYADVGNKTC
AGFPGSFGYYDIDAQTFADWGVDLLKFDGCYCDSLENLADGYKHMSLALNRTGRSIVYSCEWPLYMWPFQKPNYTEIRQY
CNHWRNFADIDDSWKSIKSILDWTSFNQERIVDVAGPGGWNDPDMLVIGNFGLSWNQQVTQMALWAIMAAPLFMSNDLRH
ISPQAKALLQDKDVIAINQDPLGKQGYQLRQGDNFEVWERPLSGLAWAVAMINRQEIGGPRSYTIAVASLGKGVACNPAC
FITQLLPVKRKLGFYEWTSRLRSHINPTGTVLLQLENTMQMSLKDLLGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSPPC
PAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFQSTYRVVSVLTVL
HQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>



</SequenceData>
<SequenceData sequenceIDNumber="5">

<INSDSeq>
<INSDSeq_length>2043</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>característica_misc</INSDFeature_key>

<INSDFeature_location>1..2043</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q8">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier_value>proteína de 

fusión alfa galactosidasa-Fc</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>fuente</INSDFeature_key>

<INSDFeature_location>1..2043</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>tipo_mol</INSDQualifier_name>
<INSDQualifier_value>otro 

ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q9">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>constructo 

sintético</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgcagctgaggaacccagaactacatctgggctgcgcgcttgcgcttcgcttcctggccct
cgtttcctgggacatccctggggctagagcactggacaatggattggcaaggacgcctaccatgggctggctgcactggg
agcgcttcatgtgcaaccttgactgccaggaagagccagattcctgcatcagtgagaagctcttcatggagatggcagag
ctcatggtctcagaaggctggaaggatgcaggttatgagtacctctgcattgatgactgttggatggctccccaaagaga
ttcagaaggcagacttcaggcagaccctcagcgctttcctcatgggattcgccagctagctaattatgttcacagcaaag
gactgaagctagggatttatgcagatgttggaaataaaacctgcgcaggcttccctgggagttttggatactacgacatt
gatgcccagacctttgctgactggggagtagatctgctaaaatttgatggttgttactgtgacagtttggaaaatttggc
agatggttataagcacatgtccttggccctgaataggactggcagaagcattgtgtactcctgtgagtggcctctttata
tgtggccctttcaaaagcccaattatacagaaatccgacagtactgcaatcactggcgaaattttgctgacattgatgat
tcctggaaaagtataaagagtatcttggactggacatcttttaaccaggagagaattgttgatgttgctggaccaggggg
ttggaatgacccagatatgttagtgattggcaactttggcctcagctggaatcagcaagtaactcagatggccctctggg
ctatcatggctgctcctttattcatgtctaatgacctccgacacatcagccctcaagccaaagctctccttcaggataag
gacgtaattgccatcaatcaggaccccttgggcaagcaagggtaccagcttagacagggagacaactttgaagtgtggga
acgacctctctcaggcttagcctgggctgtagctatgataaaccggcaggagattggtggacctcgctcttataccatcg
cagttgcttccctgggtaaaggagtggcctgtaatcctgcctgcttcatcacacagctcctccctgtgaaaaggaagcta
gggttctatgaatggacttcaaggttaagaagtcacataaatcccacaggcactgttttgcttcagctagaaaatacaat
gcagatgtcattaaaagacttacttggcggcggaggttcaggtggtggtggctctggcggtggagggtcggggggaggcg
gctctggaggagggggctccggtgggggaggtagcccaccatgcccagcacctgagttcctggggggaccatcagtcttc
ctgttccccccaaaacccaaggacaccctcatgatctcccggacccctgaggtcacatgcgtggtggtggacgtgagcca
ggaagaccctgaggtccagttcaactggtacgtggacggcgtggaggtgcataatgccaagacaaagccgcgggaggagc
agttccaaagcacgtaccgtgtggtcagcgtcctcaccgtcctgcaccaggactggctgaatggcaaggagtacaagtgc



aaggtctccaacaaaggcctcccatcctccatcgagaaaaccatctccaaagccaaagggcagccccgagaaccacaggt
gtacaccctgcccccatcccaggaggagatgaccaagaaccaggtcagcctgacctgcctggtcaaaggcttctatccca
gcgacatcgccgtggagtgggagagcaatgggcagccggagaacaactacaagaccacgcctcccgtgctggactccgac
ggctccttcttcctctacagcaggctaaccgtggacaagagcaggtggcaggaggggaacgtcttctcatgctccgtgat
gcatgaggctctgcacaaccactacacgcagaagagcctctccctgtctctgggtaaatga</INSDSeq_sequence>

</INSDSeq>
</SequenceData>

</ST26SequenceListing>


