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<ST26SequencelListing originalFreeTextLanguageCode="en" nonEnglishFreeTextLanguageCode="es" dtdVersion="V1_3" fileName="MONS556WO_ST26-ES.xml"
softwareName="WIPO Sequence" softwareVersion="2.3.0" productionDate="2024-08-30">
<ApplicantFileReference>BCS226022 01 US</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>US 63/329964</ApplicationNumberText>
<FilingDate>2022-04-12</FilingDate>
</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="en">Monsanto Technology LLC</ApplicantName>
<InventorName languageCode="en">Flasinski, Stanislaw</InventorName>
<InventionTitle languageCode="es">ELEMENTOS REGULADORES DE PLANTAS Y SUS USOS PARA LA AUTOESCISION</InventionTitle>
<SequenceTotalQuantity>21</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">
<INSDSeq>
<INSDSeq_length>2221</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..2221</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a regulatory expression element group (EXP), EXP-Zm.BabyBoom2 comprising a promoter (P-
Zm.BabyBoom2:2) operably linked 5' to a leader (L-Zm.BabyBoom2:1), operably linked 5' to an intron (I-Zm.BabyBoom2:1).
</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de un grupo de elementos de regulacion de expresion (EXP), EXP-Zm.BabyBoom2 que comprende
un promotor (P-Zm.BabyBoom2:2) unido operativamente en 5' a un lider (L-Zm.BabyBoom2:1), unido operativamente en 5' a un intron (I-
Zm.BabyBoom2:1).</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2221</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Zea mays</INSDQualifier_value>
<NonEnglishQualifier_value>Zea mays</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ccgcgctctgtatcggacggtctgegatgacacgaggtcgtcttcccccttgetggaatctagatctcgecactagggagagatcttatggtgetttgggecgataggtcattcgagaggegtcec
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeq>
<INSDSeq_length>1640</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..1640</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q45">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a promoter, P-Zm.BabyBoom2:2.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de un promotor, P-Zm.BabyBoom2:2.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1640</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Zea mays</INSDQualifier_value>
<NonEnglishQualifier_value>Zea mays</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ccgcgctctgtatcggacggtctgegatgacacgaggtcgtcttcccccttgetggaatctagatctcgecactagggagagatcttatggtgetttgggecgataggtcattcgagaggegtcec
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="3">
<INSDSeq>
<INSDSeq_length>431</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..431</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a leader, L-Zm.BabyBoom2:1.</INSDQualifier_value>
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<NonEnglishQualifier_value>Secuencia de ADN de un lider, L-Zm.BabyBoom2:1.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..431</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q48">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Zea mays</INSDQualifier_value>
<NonEnglishQualifier_value>Zea mays</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>attacctattcccttacgtccccagcagcagtageccccageccccagtgecgecagttgegetcagetatctetgetgagecgattagataaatccggeggaggaagagggaagaattategtgeg
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">
<INSDSeq>
<INSDSeq_length>150</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..150</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of an intron, I-Zm.BabyBoom2:1.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de un intron, I-Zm.BabyBoom2:1.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..150</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q50">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Zea mays</INSDQualifier_value>
<NonEnglishQualifier_value>Zea mays</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggtactggttcttcggtttctccgattctggatgctggatggatggattataggeggetttgtggtttgttattccttcttcggatggatctaactatgegttttttattgtacaaatgttte
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="5">
<INSDSeq>
<INSDSeq_length>1007</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..1007</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q51">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a 3' UTR, T-Zm.BabyBoom2:1.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de una region 3' UTR, T-Zm.BabyBoom2:1.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1007</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg52">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Zea mays</INSDQualifier_value>
<NonEnglishQualifier_value>Zea mays</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cttccaagttcaatgcagtgattgtcgatcgagcagatttggccagacgtatatgcagettagttggtacatatacagataggagaaccggttgcagtttgtcaatattcctgetttacatgact
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="6">
<INSDSeq>
<INSDSeq_length>2317</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..2317</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="qg53">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of an EXP, EXP-Zm.GRMZM2G512113_GSI85 comprising a promoter and leader (P-Zm.GRMZM2G512113:1)
operably linked 5' to an intron, I-Zm.GSI85.nno:1.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de un EXP, EXP-Zm.GRMZM2G512113_GSI85 que comprende un promotor y lider (P-
Zm.GRMZM2G512113:1) unido operativamente en 5' a un intron, I-Zm.GSI85.nno:1.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2317</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q54">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintetico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ccttccttccatatttacttcttatttcaaccaaaccaagatgttaggttttaggcccagaaccatgecatatgactgattgtaagectgtaggcacagatgeccaatgtgttttttttttctgtttt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="7">
<INSDSeq>
<INSDSeq_length>2000</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..2000</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q55">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a promoter and leader, P-Zm.GRMZM2G512113:1.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de un promotor y lider, P-Zm.GRMZM2G512113:1.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2000</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q56">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Zea mays</INSDQualifier_value>
<NonEnglishQualifier_value>Zea mays</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ccttccttccatatttacttcttatttcaaccaaaccaagatgttaggttttaggcccagaaccatgecatatgactgattgtaagectgtaggcacagatgeccaatgtgttttttttttctgtttt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="8">
<INSDSeq>
<INSDSeq_length>310</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..310</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q57">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a synthetic intron, I-Zm.GSI85.nno:1.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de un intron sintetico, I-Zm.GSI85.nno:1.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..310</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q58">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintetico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tctcaggtaagctacttcgatccgcctcacggatccgetegggtttctcccttctegattggtggttegttgttgetctactctactgetecgegtgectggattcggtagatccgecgegetgtt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="9">
<INSDSeq>
<INSDSeq_length>704</INSDSeq_length>
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<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..704</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q59">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a 3' UTR, T-Zm.GRMZM2G512113:1.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de una region 3' UTR, T-Zm.GRMZM2G512113:1.</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..704</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q60">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Zea mays</INSDQualifier_value>
<NonEnglishQualifier_value>Zea mays</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cggcgctatccttaccgagctttcatgecatgtaccacgeccctetttectettegeagtetttgtttcatcactcagcagaattcacgatgtatgtcttcttgaccttgecaagacttttcgetage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="10">
<INSDSeq>
<INSDSeq_length>2405</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..2405</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q61">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of an EXP, EXP-SETvi.SPO11-1_Eef7 comprising a promoter (P-SETvi.SP011-1:1) operably linked 5' to a
leader (L-SETvi.SPO11-1:1), operably linked 5' to an intron (I-SETit.Eef7:2).</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de un EXP, EXP-SETvi.SPO11-1_Eef7 que comprende un promotor (P-SETvi.SP011-1:1) unido
operativamente 5' a un lider (L-SETvi.SPO11-1:1), unido operativamente 5' a un intron (I-SETit.Eef7:2).</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2405</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg62">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintetico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcgaatgacctaaggtcactaccaatgaaaatttcattctcctttaatatgccaactaggatctttttataatgtagtaaagaggtaaagaaaagatagaaggaatcattttcacccagatagaz
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="11">
<INSDSeq>
<INSDSeq_length>1730</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..1730</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a promoter, P-SETvi.SPO11-1:1.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de un promotor, P-SETvi.SPO11-1:1.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1730</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Setaria italica</INSDQualifier_value>
<NonEnglishQualifier_value>Setaria italica</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>tcgaatgacctaaggtcactaccaatgaaaatttcattctcctttaatatgccaactaggatctttttataatgtagtaaagaggtaaagaaaagatagaaggaatcattttcacccagatagaz

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="12">
<INSDSeq>
<INSDSeq_length>55</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..55</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg65">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a leader, L-SETvi.SPO11-1:1.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de un lider, L-SETvi.SP011-1:1.</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..55</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q66">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Setaria italica</INSDQualifier_value>
<NonEnglishQualifier_value>Setaria italica</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ccgagtgggagaagcccgagecgeageggegeacgcatcccgaccgactegtgtc</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="13">
<INSDSeq>
<INSDSeq_length>620</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..620</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of an intron, I-SETit.Eef7:2.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de un intron, I-SETit.Eef7:2.</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..620</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Setaria italica</INSDQualifier_value>
<NonEnglishQualifier_value>Setaria italica</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ccgcgggtttgtgcctcctcgtgetagtagcaatttgacctttctggtagtttgatttgtttcttggtactcgecatctccgattccgtaggatttttgggttttgegtgetaacttgettcgage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="14">
<INSDSeq>
<INSDSeq_length>776</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..776</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a 3' UTR, T-SETvi.SPO11-1:1.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de una region 3' UTR, T-SETvi.SP011-1:1.</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..776</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q70">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Setaria italica</INSDQualifier_value>
<NonEnglishQualifier_value>Setaria italica</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gattatacttgcacccgtccggaatgtgecctgtcttacagaatgggetattectttgtttgactatagttatgtacttatgttgecatgactggtttagtatagtagttacatgtctgatgatgte
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="15">
<INSDSeq>
<INSDSeq_length>601</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..601</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q71">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a 3' UTR, T-SACra.Hspl16.9:29.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de una region 3' UTR, T-SACra.Hsp16.9:29.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..601</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q72">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Saccharum ravennae</INSDQualifier_value>
<NonEnglishQualifier_value>Saccharum ravennae</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agagccatggacgcaggtcaaagcttgeggectcggatcteccggtttcagectacgegactegtgtgttcttactctgetttggtaattggtatgtttggtgtgtactgttcagtgtttcgaagte
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="16">
<INSDSeq>
<INSDSeq_length>1221</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..1221</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a coding sequence encoding Cre-recombinase (GOI-Cre_1) comprising a processable intron.
</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de una secuencia codificante que codifica Cre-recombinasa (GOI-Cre_1) que comprende un
intron procesable.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1221</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q74">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintetico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgtccaatttactgaccgtacaccaaaatttgcctgecattaccggtcgatgcaacgagtgatgaggttcgcaagaacctgatggacatgttcagggatcgeccaggegttttctgagecataccteg
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="17">
<INSDSeq>
<INSDSeq_length>1119</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..1119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a synthetic coding sequence encoding Cre-recombinase (GOI-Cre_2) comprising a processable intron
used for expression in a plant cell.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de una secuencia codificante sintetica que codifica Cre-recombinasa (GOI-Cre_2) que
comprende un intron procesable usado para la expresion en una celula vegetal.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1119</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q76">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintetico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgtccaacctgctgaccgtgcaccagaacctacccgecactccctgtggacgcaacgagtgacgaggttcgcaagaacctgatggatatgttccgagatcgecaggegttctctgagecacacctg
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="18">
<INSDSeq>
<INSDSeq_length>2001</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..2001</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a coding sequence encoding beta-glucuronidase (GUS) comprising a processable intron.
</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de una secuencia codificante que codifica beta-glucuronidasa (GUS) que comprende un intron
procesable.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2001</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintetico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggtccgtcctgtagaaaccccaacccgtgaaatcaaaaaactcgacggectgtgggecattcagtctggatcgecgaaaactgtggaattgatcagegttggtgggaaagegegttacaagaaag
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="19">
<INSDSeq>
<INSDSeq_length>1830</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..1830</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a synthetic coding sequence encoding the insect toxin molecule TIC10746_3 used for expression in a
plant cell.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de una secuencia codificante sintetica que codifica la molecula de toxina de insecto
TIC10746_3 usada para la expresion en una celula vegetal.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1830</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintetico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgactaacaattacaccgacgcgctccagtctccggaagccacageccatttcgaagggggeggtcteggeggegatcagecatcagcaccaaggtgeteggectecteggegtgecgttegegge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="20">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a Cre-recombinase recognition sequence, LoxP.</INSDQualifier_value>
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<NonEnglishQualifier_value>Secuencia de ADN de una secuencia de reconocimiento de Cre-recombinasa, LoxP.</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Enterobacteria phage P1</INSDQualifier_value>
<NonEnglishQualifier_value>Enterobacteria fago P1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ataacttcgtatagcatacattatacgaagttat</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="21">
<INSDSeq>
<INSDSeq_length>1020</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..1020</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA sequence of a synthetic coding sequence encoding the selectable marker, GOI-CP4-EPSPS used for selection of
transformed plant cells using glyphosate selection.</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de ADN de una secuencia codificante sintetica que codifica al marcador seleccionable, GOI-CP4-
EPSPS usado para la seleccion de celulas vegetales transformadas usando seleccion de glifosato.</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1020</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q84">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintetico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcgcaagttagcagaatctgcaatggtgtgcagaacccatctcttatctccaatctctcgaaatccagtcaacgcaaatctcccttateggtttctctgaagacgecagecagecatccacgage
</INSDSeq>
</SequenceData>
</ST26SequencelListing>
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