<?xml version="1.0" encoding="UTF-8"7?>
<!DOCTYPE ST26Sequencelisting PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequencelListing V1 3.dtd">
<ST26Sequencelisting originalFreeTextLanguageCode="en" dtdVersion="V1 3"
fileName="PF0412 sequence 1listing ST26.xml" softwareName="WIPO Sequence"
softwareVersion="2.2.0" productionDate="2023-06-08">
<ApplicantFileReference>PF0412</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>EP</IPOfficeCode>
<ApplicationNumberText>PCT/EP2022/066334</ApplicationNumberText>
<FilingDate>2022-06-15</FilingDate>
</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="en">UCB BIOPHARMA SRL</ApplicantName>
<InventionTitle languageCode="en"> Proteinas de Fusidén Folistatina-
Fc</InventionTitle>
<SequenceTotalQuantity>66</SequenceTotalQuantity>
<SequenceData sequencelDNumber="1">
<INSDSeg>
<INSDSeq length>315</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..315</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="g2">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>Homo
sapiens</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNG
GAPNCIPCKETCENVDCGPGKKCRMNKKNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
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GRCKKTCRDVFEFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
SISEDTEEEEEDEDQDYSFPISSILEW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeg>
<INSDSeq length>288</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..288</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g4">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>Homo
sapiens</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNG
GAPNCIPCKETCENVDCGPGKKCRMNKKNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="3">
<INSDSeqg>
<INSDSeq length>315</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>
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<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..315</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g6">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIENG
GAPNCIPCKETCENVDCGPGKACRMNAANKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
SISEDTEEEEEDEDQDYSFPISSILEW</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelIDNumber="4">
<INSDSeq>
<INSDSeq length>288</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>
<INSDFeature location>1..288</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>

</INSDQualifier>
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<INSDQualifier id="g8">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIENG
GAPNCIPCKETCENVDCGPGKACRMNAANKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
</INSDSeq_ sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="5">
<INSDSeq>
<INSDSeq length>224</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..224</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="qglO0">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>EVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGIIWAS
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GTTFYATWAKGRFTISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGOGTLVTVSSASTKGPSVEPL
APSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP
SNTKVDKKVEPKSC</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="6">
<INSDSeg>
<INSDSeq length>217</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..217</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgl2">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>DIQMTQSPSSVSASVGDRVTITCQSSPSVWSNFLSWYQQKPGKAPKLLIYEASK
LTSGVPSRFSGSGSGTDFTLTISSLOQPEDFATYYCGGGYSSISDTTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGT
ASVVCLLNNFYPREAKVQWKVADNLQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTK
SFNRGEC</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData segquencelDNumber="7">
<INSDSeqg>
<INSDSeq length>6</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>

<INSDFeature>
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<INSDFeature key>fuente</INSDFeature key>
<INSDFeature location>1..6</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="gl4">

<INSDQualifier name>organismo</INSDQualifier name>

<INSDQualifier value>constructo

sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq sequence>SGGGGS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="8">
<INSDSeg>
<INSDSeq length>545</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..545</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="gl6">

<INSDQualifier_name>organismo</INSDQualifier_name>

<INSDQualifier value>constructo

sintético</INSDQualifier value>

</INSDQualifier>
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</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNG
GAPNCIPCKETCENVDCGPGKACRMNAANKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
SISEDTEEEEEDEDQDYSFPISSILEWSGGGGSEVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVROAPGKGL
EWIGIIWASGTTEYATWAKGRETISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSAS
TKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQT
YICNVNHKPSNTKVDKKVEPKSC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="9">
<INSDSeg>
<INSDSeq length>539</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..539</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgl8">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNG
GAPNCIPCKETCENVDCGPGKACRMNAANKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
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SISEDTEEEEEDEDQDYSFPISSILEWEVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGII
WASGTTFYATWAKGREFTISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSASTKGPSV
FPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKKVEPKSC</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="10">
<INSDSeq>
<INSDSeq length>518</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..518</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg20">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNG
GAPNCIPCKETCENVDCGPGKACRMNAANKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
SGGGGSEVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGIIWASGTTFYATWAKGREFTISRD
NSKNTVYLQMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLV
KDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC</IN
SDSeq_sequence>

</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="11">

<INSDSeg>
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<INSDSeq length>512</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..512</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="qg22">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIENG
GAPNCIPCKETCENVDCGPGKACRMNAANKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVEFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
EVQOLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGIIWASGTTEFYATWAKGREFTISRDNSKNTV
YLOMNSLRAEDTAVYYCARTVPGYSTAPYEFDLWGQGTLVTVSSASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC</INSDSeq_
sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="12">
<INSDSeq>
<INSDSeq length>29</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..29</INSDFeature location>
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<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg24">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MVRARHQPGGLCLLLLLLCQFMEDRSAQA</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelIDNumber="13">
<INSDSeq>
<INSDSeq length>12</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..12</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg26">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>

</INSDFeature>
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</INSDSeq_ feature-table>
<INSDSeq sequence>QSSPSVWSNFLS</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="14">
<INSDSeg>
<INSDSeq length>7</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..7</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg28">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq sequence>EASKLTS</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="15">
<INSDSeg>
<INSDSeq length>11</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..11</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>
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<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qg30">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq sequence>GGGYSSISDTT</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="16">
<INSDSeq>
<INSDSeq length>10</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..10</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="qg32">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq sequence>GIDLSNYAIN</INSDSeq sequence>

</INSDSeqg>
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</SequenceData>
<SequenceData sequenceIlDNumber="17">
<INSDSeg>
<INSDSeq length>16</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..16</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg34">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq sequence>IIWASGTTFYATWAKG</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="18">
<INSDSeg>
<INSDSeq length>13</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>
<INSDFeature location>1..13</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
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<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g36">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq sequence>TVPGYSTAPYFDL</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="19">
<INSDSeq>
<INSDSeq length>12</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..12</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qg38">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_ sequence>SGGGGSSGGGGS</INSDSeq sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="20">
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<INSDSeq>
<INSDSeq length>5</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..5</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg40">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq sequence>GGGGS</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq length>10</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>
<INSDFeature location>1..10</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>

</INSDQualifier>
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<INSDQualifier id="qg42">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq sequence>GGGGSGGGGS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeg>
<INSDSeq length>315</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..315</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg44">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>
<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>76</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="qgl39">

<INSDQualifier_name>nota</INSDQualifier_name>
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<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>81..82</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="qgl40">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIEFNG
GAPNCIPCKETCENVDCGPGKXCRMNXXNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
SISEDTEEEEEDEDQDYSFPISSILEW</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq length>288</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>
<INSDFeature location>1..288</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>proteina</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="qg46">
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<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>
<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>76</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="qgl41l">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>
<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>81..82</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="qgl42">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNG
GAPNCIPCKETCENVDCGPGKXCRMNXXNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="24">
<INSDSeg>
<INSDSeq length>539</INSDSeq length>
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<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..539</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qg48">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>76</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="qgl43">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>
<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>81..82</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="qgl44">

<INSDQualifier_name>nota</INSDQualifier_name>

<INSDQualifier value>cualquier

aminodcido</INSDQualifier value>
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</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNG
GAPNCIPCKETCENVDCGPGKXCRMNXXNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVEFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
SISEDTEEEEEDEDQDYSFPISSILEWEVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGIT
WASGTTEFYATWAKGRFTISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSASTKGPSV
FPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKKVEPKSC</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="25">
<INSDSeq>
<INSDSeq length>545</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..545</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g50">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>76</INSDFeature location>

<INSDFeature quals>
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<INSDQualifier id="qgl45">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>
<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>81..82</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="qgl46">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNG
GAPNCIPCKETCENVDCGPGKXCRMNXXNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVEFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
SISEDTEEEEEDEDQDYSFPISSILEWSGGGGSEVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVROAPGKGL
EWIGIIWASGTTEYATWAKGREFTISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSAS
TKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQT
YICNVNHKPSNTKVDKKVEPKSC</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="26">
<INSDSeg>
<INSDSeq length>512</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..512</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>
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<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="gb52">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>76</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="qgl47">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>
<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>81..82</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="qgl48">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNG
GAPNCIPCKETCENVDCGPGKXCRMNXXNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
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EVOLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVROAPGKGLEWIGIIWASGTTEFYATWAKGRETISRDNSKNTV
YLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC</INSDSeq_
sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="27">
<INSDSeq>
<INSDSeq length>518</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..518</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g54">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>76</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="qgl49">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

<INSDFeature>
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<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>81..82</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="gl50">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNG
GAPNCIPCKETCENVDCGPGKXCRMNXXNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVEFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
SGGGGSEVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGIIWASGTTEYATWAKGREFTISRD
NSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLV
KDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC</IN
SDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="28">
<INSDSeq>
<INSDSeq length>539</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>
<INSDFeature location>1..539</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g56">

<INSDQualifier_name>organismo</INSDQualifier_name>
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<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>300</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="gl51">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>
<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>305..306</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="qgl52">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_ sequence>EVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGIIWAS
GTTFYATWAKGREFTISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSASTKGPSVEPL
APSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP
SNTKVDKKVEPKSCGNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNGGAPNCIPCKE
TCENVDCGPGKXCRMNXXNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQGRCKKTCRDV
FCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKCIKAKSCEDIQ
CTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCNSISEDTEEEE
EDEDQDYSFPISSILEW</INSDSeq sequence>

</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="29">

<INSDSeg>
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<INSDSeq length>545</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..545</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="g58">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>306</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="gl53">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>VARIANTE</INSDFeature key>
<INSDFeature location>311..312</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="qgl54">

<INSDQualifier_name>nota</INSDQualifier_name>
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<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>EVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGIIWAS
GTTFYATWAKGRFTISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGOGTLVTVSSASTKGPSVEPL
APSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP
SNTKVDKKVEPKSCSGGGGSGNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLEFKWMI ENGGAPN
CIPCKETCENVDCGPGKXCRMNXXNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQGRCK
KTCRDVEFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKCIKAK
SCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCNSISE
DTEEEEEDEDQDYSFPISSILEW</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="30">
<INSDSeq>
<INSDSeq length>512</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..512</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="g60">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>VARIANTE</INSDFeature key>
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<INSDFeature location>300</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="qgl55">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature_location>305..306</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier id="gl56">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>EVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGIIWAS
GTTEFYATWAKGRETISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSASTKGPSVEPL
APSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP
SNTKVDKKVEPKSCGNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLEKWMIFNGGAPNCIPCKE
TCENVDCGPGKXCRMNXXNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQGRCKKTCRDV
FCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKCIKAKSCEDIQ
CTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN</INSDSeq_
sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelIDNumber="31">
<INSDSeg>
<INSDSeq length>518</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>
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<INSDFeature location>1..518</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g62">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>
<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>306</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="qgl57">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>VARIANTE</INSDFeature key>

<INSDFeature location>311..312</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="qgl58">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>cualquier
aminodcido</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq feature-table>
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<INSDSeq sequence>EVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGIIWAS
GTTFYATWAKGREFTISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSASTKGPSVEPL
APSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP
SNTKVDKKVEPKSCSGGGGSGNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLEFKWMIFNGGAPN
CIPCKETCENVDCGPGKXCRMNXXNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQGRCK
KTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKCIKAK
SCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN</IN
SDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="32">
<INSDSeq>
<INSDSeq length>545</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..545</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g64">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIENG
GAPNCIPCKETCENVDCGPGKKCRMNKKNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
SISEDTEEEEEDEDQDYSFPISSILEWSGGGGSEVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGL
EWIGIIWASGTTEFYATWAKGRFTISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSAS
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TKGPSVEFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQT
YICNVNHKPSNTKVDKKVEPKSC</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="33">
<INSDSeg>
<INSDSeq length>539</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..539</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg66">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIEFNG
GAPNCIPCKETCENVDCGPGKKCRMNKKNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
SISEDTEEEEEDEDQDYSFPISSILEWEVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGII
WASGTTFYATWAKGREFTISRDNSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSASTKGPSV
FPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKKVEPKSC</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="34">
<INSDSeg>
<INSDSeq length>518</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
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<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..518</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg68">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNG
GAPNCIPCKETCENVDCGPGKKCRMNKKNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVEFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
SGGGGSEVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGIIWASGTTEYATWAKGRETISRD
NSKNTVYLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLV
KDYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC</IN
SDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="35">
<INSDSeg>
<INSDSeq length>512</INSDSeq length>
<INSDSeq moltype>AA</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..512</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>
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<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>proteina</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qg70">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>GNCWLRQAKNGRCQVLYKTELSKEECCSTGRLSTSWTEEDVNDNTLFKWMIFNG
GAPNCIPCKETCENVDCGPGKKCRMNKKNKPRCVCAPDCSNITWKGPVCGLDGKTYRNECALLKARCKEQPELEVQYQ
GRCKKTCRDVFCPGSSTCVVDQTNNAYCVTCNRICPEPASSEQYLCGNDGVTYSSACHLRKATCLLGRSIGLAYEGKC
IKAKSCEDIQCTGGKKCLWDFKVGRGRCSLCDELCPDSKSDEPVCASADNTYASECAMKEAACSSGVLLEVKHSGSCN
EVQLLESGGGLVQPGGSLRLSCAVSGIDLSNYAINWVRQAPGKGLEWIGIIWASGTTFYATWAKGRFTISRDNSKNTV
YLOMNSLRAEDTAVYYCARTVPGYSTAPYFDLWGQGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC</INSDSeq
sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="36">
<INSDSeg>
<INSDSeq length>945</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..945</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qg75">

<INSDQualifier_name>organismo</INSDQualifier_name>
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<INSDQualifier value>Homo
sapiens</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>gggaactgttggctgagacaggccaagaacggacgctgccaggtcctgtacaag
actgaattgtccaaggaagagtgctgctccaccggacggctgtcaaccagctggactgaagaggacgtgaacgacaac
accctcttcaagtggatgatcttcaacggtggcgcacctaactgtattccgtgtaaagaaacctgtgaaaacgtcgac
tgtggacccgggaagaagtgcaggatgaacaagaagaacaagccgcgctgegtgtgtgcacctgactgectcgaacatce
acctggaagggcccagtctgtgggctggacggaaagacctaccggaacgaatgtgccctgctgaaggecteggtgcaag
gagcaaccggaactggaagtgcagtaccaggggcggtgcaagaaaacctgtcgggatgtgttttgeccctggatecctcece
acttgcgtggtggaccagaccaacaacgcctactgtgtgacatgcaacaggatctgcccggagectgettecteggag
cagtacctctgcggcaatgatggecgtgacctactcectceccgectgtcacttgegcaaagecacttgectgectgggacge
agcatcgggctcgectatgagggaaagtgtattaaggccaagtcctgcgaggacatccagtgcaccggcggaaagaag
tgcctctgggatttcaaagttggccggggcagatgctecgetgtgecgatgagectgtgecccggactcgaagtcggacgaa
cccgtctgtgctagecgataacgcgacctacgcatcggagtgecgeccatgaaggaggeccgcatgetcectagecggagtgetyg
ctggaggtcaagcactccggttcctgcaactccatcagcgaagataccgaagaagaagaggaagatgaggaccaggac
tattccttcccgatctcatccattctggaatgg</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="37">
<INSDSeg>
<INSDSeq length>864</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..864</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g77">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>

</INSDQualifier>
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</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_ sequence>gggaactgttggctgagacaggccaagaacggacgctgccaggtcctgtacaag
actgaattgtccaaggaagagtgctgctccaccggacggctgtcaaccagctggactgaagaggacgtgaacgacaac
accctcttcaagtggatgatcttcaacggtggcgcacctaactgtattccgtgtaaagaaacctgtgaaaacgtcgac
tgtggacccgggaagaagtgcaggatgaacaagaagaacaagccgcgctgecgtgtgtgcacctgactgectcgaacatce
acctggaagggcccagtctgtgggctggacggaaagacctaccggaacgaatgtgccctgectgaaggectecggtgcaag
gagcaaccggaactggaagtgcagtaccaggggcggtgcaagaaaacctgtcgggatgtgttttgeccctggatecctcece
acttgcgtggtggaccagaccaacaacgcctactgtgtgacatgcaacaggatctgcccggagecctgecttectecggag
cagtacctctgcggcaatgatggcgtgacctactcectccgectgtcacttgegcaaagecacttgectgectgggacge
agcatcgggctcgcecctatgagggaaagtgtattaaggccaagtcctgcgaggacatccagtgcaccggcggaaagaag
tgcctctgggatttcaaagttggccggggcagatgectecgetgtgecgatgagetgtgecccggactcgaagtecggacgaa
cccgtctgtgctagecgataacgcgacctacgcatcggagtgecgeccatgaaggaggeccgecatgectcectagecggagtgetyg
ctggaggtcaagcactccggttcctgcaac</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="38">
<INSDSeqg>
<INSDSeq length>945</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..945</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qg79">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>
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<INSDSeq sequence>gggaactgttggctgagacaggccaagaacgggcgctgccaagtgttgtataag
accgagctgtcgaaggaggaatgctgcagcactggccggctttcaacctectggaccgaagaagatgtcaacgataac
accctgttcaagtggatgatcttcaacggtggagcccccaactgcatccecgtgtaaagaaacttgecgaaaatgtggat
tgtggcccecgggaaggcecctgeccggatgaacgecggccaacaagecgagatgegtgtgtgeccececgactgectecgaacatce
acctggaagggacctgtgtgcggcctggacggaaagacctaccggaatgagtgecgecctgctgaaggeccecggtgtaaa
gaacagcctgagttggaagtgcagtaccagggtcgctgcaagaaaacctgtcgggacgtgttctgteccgggetectca
acttgcgtggtggaccagactaacaacgcctactgcgtgacttgcaacaggatctgecccagagececggettegtecgag
caatacctgtgcggaaacgacggcgtgacctactccagecgecgtgeccatcteccggaaggeccacatgectgetecggacgyg
tccattggactggcctacgagggaaagtgcatcaaggctaagtcctgcgaagatattcagtgcaccggcggaaagaag
tgcctctgggacttcaaagtcggtagagggcgctgctcectectgtgecgacgaactgtgecccagattccaagteccgacgag
cctgtctgtgcctccgacaacgcaacctacgecteccgaatgecgeccatgaaggaagecgegtgetcatececggagtgetyg
cttgaagtcaagcactcgggctcgtgtaatagcatctccgaggacactgaggaggaagaggaagatgaagatcaggac
tacagctttccgatttcctcaatcttggagtgg</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelIDNumber="39">
<INSDSeg>
<INSDSeq length>864</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..864</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qg81">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>gggaactgttggctgagacaggccaagaacgggcgctgccaagtgttgtataag
accgagctgtcgaaggaggaatgctgcagcactggccggctttcaacctectggaccgaagaagatgtcaacgataac
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accctgttcaagtggatgatcttcaacggtggagcccccaactgcatccecgtgtaaagaaacttgecgaaaatgtggat
tgtggccccgggaaggcecctgeccggatgaacgcggeccaacaageccgagatgegtgtgtgecceccgactgectecgaacatce
acctggaagggacctgtgtgcggcctggacggaaagacctaccggaatgagtgecgeccctgctgaaggeccecggtgtaaa
gaacagcctgagttggaagtgcagtaccagggtcgctgcaagaaaacctgtcgggacgtgttctgtccgggectectca
acttgcgtggtggaccagactaacaacgcctactgcgtgacttgcaacaggatctgecccagageccggettegtecgag
caatacctgtgcggaaacgacggcgtgacctactccagecgegtgeccatcteccggaaggecacatgectgectecggacgyg
tccattggactggcctacgagggaaagtgcatcaaggctaagtcctgcgaagatattcagtgcaccggecggaaagaag
tgcctctgggacttcaaagtcggtagagggcgctgctcectectgtgecgacgaactgtgecccagattccaagteccgacgag
cctgtctgtgcctccgacaacgcaacctacgecteccgaatgecgeccatgaaggaageccgegtgectcateccggagtgetyg
cttgaagtcaagcactcgggctcegtgtaat</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelIDNumber="40">
<INSDSeg>
<INSDSeq length>672</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..672</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g83">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>gaggttcagctgctggagtctggaggcgggcttgtccagecctggagggagectyg
cgtctctcttgtgcagtaagcggcatcgacctgtccaactacgecgattaactgggtacgtcaggcaccgggtaaaggt
ctggaatggatcggcatcatctgggcctctggtacgaccttctacgectacttgggccaaaggtegtttcaccatcectece
cgtgacaatagcaaaaacaccgtgtacctgcagatgaactctctgcgtgcggaagacactgcggtttactattgegeg
cgtaccgttccgggctattctactgcaccgtacttcgacctgtggggtcagggtactctggttaccgtctecgageget
tctacaaagggcccatcggtcttececcectggecaccectectccaagagcacctectgggggcacagecggecctgggetge
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ctggtcaaggactacttccccgaaccggtgacggtgtcgtggaactcaggcgeccctgaccagecggegtgcacacctte
ccggctgtcctacagtcctcaggactctactcecctcagecagegtggtgaccgtgeccteccagecagettgggcacccag
acctacatctgcaacgtgaatcacaagcccagcaacaccaaggtggacaagaaagttgagcccaaatcttgt</INSD
Seq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="41">
<INSDSeqg>
<INSDSeq length>651</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..651</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qg85">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_ sequence>gatatccagatgacccagagtccaagcagtgtttccgeccagegtaggecgategt
gtgactattacctgtcagtcctctccgagegtttggtccaacttecctgagetggtaccagcagaaaccgggtaaagcece
ccgaaactgctgatctacgaggcgtctaaactgacctctggtgtaccgtccecgtttcageggetectggetectggtacyg
gacttcactctgaccatctcctctctgcageccggaagactttgcaacgtactactgecggtggtggttactctteccate
tctgacaccacgttcggtggtggcaccaaagttgaaatcaaacgtacggtagcggccccatctgtcttecatectteccyg
ccatctgatgagcagttgaaatctggaactgcctctgttgtgtgecctgctgaataacttctatcccagagaggccaaa
gtacagtggaaggtggataacgccctccaatcgggtaactcccaggagagtgtcacagagcaggacagcaaggacagc
acctacagcctcagcagcaccctgacgctgagcaaagcagactacgagaaacacaaagtctacgcctgcgaagtcacc
catcagggcctgagctcgcccgtcacaaagagcttcaacaggggagagtgt</INSDSeq_sequence>

</INSDSeqg>
</SequenceData>

<SequenceData sequenceIDNumber="42">

107



<INSDSeq>
<INSDSeq length>18</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..18</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g87">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq sequence>tcgggtggaggaggctca</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq length>1635</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..1635</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>

</INSDQualifier>
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<INSDQualifier id="g89">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>gggaactgttggctgagacaggccaagaacgggcgctgccaagtgttgtataag
accgagctgtcgaaggaggaatgctgcagcactggccggctttcaacctectggaccgaagaagatgtcaacgataac
accctgttcaagtggatgatcttcaacggtggagcccccaactgcatccecgtgtaaagaaacttgecgaaaatgtggat
tgtggcccecgggaaggcecctgeccggatgaacgcggccaacaagecgagatgegtgtgtgeccececgactgetecgaacatce
acctggaagggacctgtgtgcggcctggacggaaagacctaccggaatgagtgecgeccctgctgaaggeccecggtgtaaa
gaacagcctgagttggaagtgcagtaccagggtcgctgcaagaaaacctgtcgggacgtgttctgteccgggectectca
acttgcgtggtggaccagactaacaacgcctactgcgtgacttgcaacaggatctgecccagageccggecttegtecgag
caatacctgtgcggaaacgacggcgtgacctactccagecgecgtgeccatcteccggaaggecacatgectgectecggacgyg
tccattggactggcctacgagggaaagtgcatcaaggctaagtcctgcgaagatattcagtgcaccggcggaaagaag
tgcctctgggacttcaaagtcggtagagggcgctgctcectectgtgecgacgaactgtgecccagattccaagteccgacgag
cctgtctgtgcctccgacaacgcaacctacgcecteccgaatgecgeccatgaaggaageccgegtgetcateccggagtgetyg
cttgaagtcaagcactcgggctcgtgtaatagcatctccgaggacactgaggaggaagaggaagatgaagatcaggac
tacagctttccgatttcctcaatecttggagtggteccggaggaggtggaagcgaagtccagectgetggaatcaggegga
gggcttgtgcagcctgggggaagceccttecggttgtcatgtgececgtgteccggtatcgacctgteccaactacgcaatcaac
tgggttagacaggcgccaggaaagggactggagtggattggcatcatctgggccagcgggactacgttctatgccacce
tgggccaagggtcgcttcaccatctcgecgggacaactcaaagaacacggtgtacctccagatgaactccctgagaget
gaggacactgccgtgtattactgcgcgagaaccgtacctggctactccactgecccectacttcgacctttggggacag
gggaccctggtcacagtgtccagcgectcaaccaagggccccagegtcectttececgettgeccecgagetcgaagtecgacce
agcggaggcactgcagccctgggttgtctggtcaaggactacttccctgagececcgtgaccgtgtcatggaacagecgge
gccctcacttcgggecgtgcacacttttecctgeggtgeteccagtecgteccgggetctactececctgtecatececgtggtcace
gtgccgtcctecgtcactcggaacccagacctacatctgcaacgtgaaccacaagcecttccaacaccaaggtcgacaag
aaggtcgaacccaagtcctgc</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="44">
<INSDSeg>
<INSDSeq length>1617</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..1617</INSDFeature location>

<INSDFeature quals>
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<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qg91">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>gggaactgttggctgagacaggccaagaacgggcgctgccaagtgttgtataag
accgagctgtcgaaggaggaatgctgcagcactggccggctttcaacctectggaccgaagaagatgtcaacgataac
accctgttcaagtggatgatcttcaacggtggagcccccaactgcatccecgtgtaaagaaacttgecgaaaatgtggat
tgtggccccgggaaggcctgeccggatgaacgcggeccaacaageccgagatgegtgtgtgeccececgactgectecgaacatce
acctggaagggacctgtgtgcggcctggacggaaagacctaccggaatgagtgcgccctgectgaaggecccggtgtaaa
gaacagcctgagttggaagtgcagtaccagggtcgctgcaagaaaacctgtcgggacgtgttctgtccgggectectca
acttgcgtggtggaccagactaacaacgcctactgcgtgacttgcaacaggatctgcccagageccggettegtecgag
caatacctgtgcggaaacgacggcgtgacctactccagecgecgtgeccatcteccggaaggecacatgectgectecggacgyg
tccattggactggcctacgagggaaagtgcatcaaggctaagtcctgcgaagatattcagtgcaccggcggaaagaag
tgcctctgggacttcaaagtcggtagagggcgctgctcectectgtgecgacgaactgtgecccagattccaagteccgacgag
cctgtctgtgcctccgacaacgcaacctacgecteccgaatgecgeccatgaaggaagecgegtgetcatececggagtgetyg
cttgaagtcaagcactcgggctcgtgtaatagcatctccgaggacactgaggaggaagaggaagatgaagatcaggac
tacagctttccgatttcctcaatcttggagtgggaagtccagectgectggaatcaggecggagggecttgtgcagectggg
ggaagccttcggttgtcatgtgccgtgteccggtatcgacctgtccaactacgcaatcaactgggttagacaggecgceca
ggaaagggactggagtggattggcatcatctgggccagcgggactacgttctatgccacctgggeccaagggtegette
accatctcgcgggacaactcaaagaacacggtgtacctccagatgaacteccctgagagctgaggacactgececgtgtat
tactgcgcgagaaccgtacctggctactccactgeccecctacttecgacctttggggacaggggaccctggtcacagtyg
tccagcgcecctcaaccaagggccccagegtcectttecegettgececcgagetcgaagtcgaccageggaggcactgcagec
ctgggttgtctggtcaaggactacttccctgagceccgtgaccgtgtcatggaacagecggegecctcacttecgggegtyg
cacacttttcctgcggtgctccagtcgtccgggectctactececectgtcateccgtggtcaccgtgecgtecctegtecactce
ggaacccagacctacatctgcaacgtgaaccacaagccttccaacaccaaggtcgacaagaaggtcgaacccaagtcc
tgc</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeg>
<INSDSeq length>1554</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
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<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..1554</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g93">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_ sequence>ggaaactgctggctgagacaggccaagaacggccgctgtcaagtgctgtacaag
accgagttgtccaaggaggaatgttgtagcaccggccggttgtccacctectggaccgaggaggacgtgaacgataac
accctgttcaagtggatgattttcaacggcggtgccccaaattgcatccectgcaaggagacttgecgaaaatgtggac
tgcggaccgggaaaggcctgtcggatgaacgctgecgaacaageccgcecgctgegtgtgtgeccecggactgecteccaacatce
acttggaagggccccgtgtgtggactggacggaaagacctaccgcaacgagtgcgceccctgctgaaggeccecggtgcaag
gagcaacctgagttagaagtgcaataccagggccggtgcaaaaagacttgccgcgatgtgttctgtcccgggteccage
acttgcgtggtggatcagaccaacaacgcctactgcgtgacgtgcaaccggatttgcccagagcecggcatcttecgaa
caatacctgtgcggcaacgatggcgtgacctactcgtccgecctgeccatcteccggaaggecacttgtetgetggggagg
tcgattggactcgcatacgaagggaagtgcattaaggctaagtcctgcgaggacatccagtgcaccggcggaaagaag
tgcctgtgggacttcaaagtcggaaggggtcggtgttececctgtgecgacgaactgtgtceccgactccaagtecggacgaa
cctgtgtgcgcgagcgataacgctacatacgecctecggaatgecgeccatgaaagaggcggettgetcatcececggegtectyg
ctggaagtgaagcattccggaagctgcaattccggaggaggtggaagcgaagtccagectgectggaatcaggecggaggyg
cttgtgcagcctgggggaagccttcecggttgtcatgtgeccgtgtececggtatcgacctgteccaactacgcaatcaactgg
gttagacaggcgccaggaaagggactggagtggattggcatcatctgggeccagecgggactacgttctatgeccacctgg
gccaagggtcgcttcaccatctcgcgggacaactcaaagaacacggtgtacctccagatgaactccctgagagectgag
gacactgccgtgtattactgcgcgagaaccgtacctggctactccactgecccecctacttecgacctttggggacagggg
accctggtcacagtgtccagcgcctcaaccaagggccccagegtetttececgettgecececgagetecgaagtcgaccage
ggaggcactgcagccctgggttgtctggtcaaggactactteccctgagecccgtgaccgtgtcatggaacagecggegcec
ctcacttcgggcgtgcacacttttcctgecggtgecteccagtecgteccgggetectactececctgtcatececgtggtcacegtyg
ccgtcctcgtcactcggaacccagacctacatctgcaacgtgaaccacaagcecttccaacaccaaggtcgacaagaag
gtcgaacccaagtcctge</INSDSeq sequence>

</INSDSeqg>

</SequenceData>
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<SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq length>1536</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..1536</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g95">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>ggaaactgctggctgagacaggccaagaacggccgctgtcaagtgctgtacaag
accgagttgtccaaggaggaatgttgtagcaccggccggttgtccacctectggaccgaggaggacgtgaacgataac
accctgttcaagtggatgattttcaacggcggtgccccaaattgcatccecctgcaaggagacttgecgaaaatgtggac
tgcggaccgggaaaggcctgtcggatgaacgctgecgaacaageccgcecgctgegtgtgtgeccecggactgectceccaacatce
acttggaagggccccgtgtgtggactggacggaaagacctaccgcaacgagtgcgceccctgctgaaggeccecggtgcaag
gagcaacctgagttagaagtgcaataccagggccggtgcaaaaagacttgccgecgatgtgttctgtcccgggtecage
acttgcgtggtggatcagaccaacaacgcctactgcgtgacgtgcaaccggatttgcccagagececggcatecttecgaa
caatacctgtgcggcaacgatggcgtgacctactcgtcecgectgeccatcteccggaaggecacttgtetgectggggagg
tcgattggactcgcatacgaagggaagtgcattaaggctaagtcctgcgaggacatccagtgcaccggcggaaagaag
tgcctgtgggacttcaaagtcggaaggggtcggtgttcecctgtgecgacgaactgtgtcccgactccaagtecggacgaa
cctgtgtgcgcgagcgataacgctacatacgecctecggaatgecgeccatgaaagaggcggcettgetcatcecggegtectyg
ctggaagtgaagcattccggaagctgcaatgaagtccagectgectggaatcaggcggagggecttgtgcagecctggggga
agccttcggttgtcatgtgccgtgteccggtatcgacctgtccaactacgcaatcaactgggttagacaggecgeccagga
aagggactggagtggattggcatcatctgggccagcgggactacgttctatgccacctgggeccaagggtecgecttcacce
atctcgcgggacaactcaaagaacacggtgtacctccagatgaactccctgagagctgaggacactgeccgtgtattac
tgcgcgagaaccgtacctggctactccactgecccectacttcgacctttggggacaggggaccctggtcacagtgtece
agcgcctcaaccaagggccccagcecgtecttteecgettgecccgagectcgaagtcgaccagecggaggcactgcagecctg
ggttgtctggtcaaggactacttccctgagecccgtgaccgtgtcatggaacagecggecgecctcacttecgggegtgcecac
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acttttcctgcggtgctccagtcgteccgggectctactececctgtcatececgtggtcaccgtgeecgtectegtcactecgga
acccagacctacatctgcaacgtgaaccacaagccttccaacaccaaggtcgacaagaaggtcgaacccaagtcecctge
</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="47">
<INSDSeg>
<INSDSeq length>87</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..87</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg97">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_ sequence>atggtccgggccagacaccagccgggaggtctttgtetgetgettetgetgete
tgccaattcatggaggatcggtccgcccaagct</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeg>
<INSDSeq length>36</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

113



<INSDFeature location>1..36</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g99">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>cagtcctctccgagcgtttggtccaacttcctgage</INSDSeq sequence

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="49">
<INSDSeg>
<INSDSeq length>21</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..21</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qglO01">

<INSDQualifier_name>organismo</INSDQualifier_name>

<INSDQualifier value>constructo

sintético</INSDQualifier value>
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</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>gaggcgtctaaactgacctct</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeg>
<INSDSeq length>33</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..33</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gl03">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_sequence>ggtggtggttactcttccatctctgacaccacg</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="51">
<INSDSeqg>
<INSDSeq length>30</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>
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<INSDFeature location>1..30</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gl05">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>ggcatcgacctgtccaactacgcgattaac</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="52">
<INSDSeg>
<INSDSeq length>48</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..48</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgl07">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>

</INSDQualifier>
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</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>atcatctgggcctctggtacgaccttctacgctacttgggccaaaggt</INSD
Seq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelIDNumber="53">
<INSDSeqg>
<INSDSeq length>39</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..39</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gl09">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_sequence>accgttccgggctattctactgcaccgtacttcgacctg</INSDSeq_seque
nce>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="54">
<INSDSeqg>
<INSDSeq length>36</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

117



<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..36</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qglll">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>tcgggtggaggaggctcatcgggtggaggaggctca</INSDSeq sequence

</INSDSeqg>
</SequenceData>
<SequenceData sequenceIlDNumber="55">
<INSDSeg>
<INSDSeq length>15</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..15</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgll3">

<INSDQualifier_name>organismo</INSDQualifier_name>
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<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>ggtggaggaggctca</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
<INSDSeq length>30</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..30</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgll5">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>ggtggaggaggctcaggtggaggaggctca</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeqg>
<INSDSeq length>945</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>
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<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..945</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgll7">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>misc feature</INSDFeature key>

<INSDFeature location>226..228</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="gl59">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>n es a, c,
g o t</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

<INSDFeature>

<INSDFeature key>misc feature</INSDFeature key>

<INSDFeature location>241..246</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="gle60">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>n es a, c,
g o t</INSDQualifier value>

</INSDQualifier>
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</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_ sequence>gggaactgttggctgagacaggccaagaacgggcgctgccaagtgttgtataag
accgagctgtcgaaggaggaatgctgcagcactggccggctttcaacctectggaccgaagaagatgtcaacgataac
accctgttcaagtggatgatcttcaacggtggagcccccaactgcatccecgtgtaaagaaacttgecgaaaatgtggat
tgtggccccgggaagnnntgccggatgaacnnnnnnaacaagccgagatgecgtgtgtgecccccgactgectecgaacatce
acctggaagggacctgtgtgcggcctggacggaaagacctaccggaatgagtgcgccctgectgaaggecccggtgtaaa
gaacagcctgagttggaagtgcagtaccagggtcgctgcaagaaaacctgtcgggacgtgttctgtccgggectectca
acttgcgtggtggaccagactaacaacgcctactgcgtgacttgcaacaggatctgecccagagececggettegtecgag
caatacctgtgcggaaacgacggcgtgacctactccagecgecgtgeccatcteccggaaggecacatgectgectecggacgyg
tccattggactggcctacgagggaaagtgcatcaaggctaagtcctgcgaagatattcagtgcaccggcggaaagaag
tgcctctgggacttcaaagtcggtagagggcgectgectcectectgtgecgacgaactgtgecccagattccaagteccgacgag
cctgtctgtgcctccgacaacgcaacctacgecteccgaatgecgeccatgaaggaageccgegtgetcatececggagtgetyg
cttgaagtcaagcactcgggctcgtgtaatagcatctccgaggacactgaggaggaagaggaagatgaagatcaggac
tacagctttccgatttcctcaatcttggagtgg</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeqg>
<INSDSeq length>864</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..864</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gll9">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

<INSDFeature>
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<INSDFeature key>misc feature</INSDFeature key>

<INSDFeature location>226..228</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="glé6l">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>n es a, c,
g o t</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

<INSDFeature>

<INSDFeature key>misc feature</INSDFeature key>

<INSDFeature location>241..246</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="gle62">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>n es a, c,
g o t</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>gggaactgttggctgagacaggccaagaacgggcgctgccaagtgttgtataag
accgagctgtcgaaggaggaatgctgcagcactggccggctttcaacctectggaccgaagaagatgtcaacgataac
accctgttcaagtggatgatcttcaacggtggagcccccaactgcatccecgtgtaaagaaacttgecgaaaatgtggat
tgtggcccecgggaagnnntgccggatgaacnnnnnnaacaagccgagatgecgtgtgtgecccecgactgectecgaacatce
acctggaagggacctgtgtgcggcctggacggaaagacctaccggaatgagtgecgeccctgctgaaggeccecggtgtaaa
gaacagcctgagttggaagtgcagtaccagggtcgctgcaagaaaacctgtcgggacgtgttctgteccgggetectca
acttgcgtggtggaccagactaacaacgcctactgcgtgacttgcaacaggatctgcccagagececggettegtecgag
caatacctgtgcggaaacgacggcgtgacctactccagecgecgtgeccatcteccggaaggeccacatgectgetecggacgg
tccattggactggcctacgagggaaagtgcatcaaggctaagtcctgcgaagatattcagtgcaccggcggaaagaag
tgcctctgggacttcaaagtcggtagagggcgctgctcectectgtgecgacgaactgtgecccagattccaagteccgacgag
cctgtctgtgcctccgacaacgcaacctacgcecteccgaatgecgeccatgaaggaageccgegtgetcateccggagtgetyg
cttgaagtcaagcactcgggctcegtgtaat</INSDSeq sequence>

</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="59">

<INSDSeg>
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<INSDSeq length>1617</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..1617</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgl21">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

<INSDFeature>

<INSDFeature key>misc feature</INSDFeature key>

<INSDFeature location>226..228</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="glé63">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>n es a, c,
g o t</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

<INSDFeature>
<INSDFeature key>misc feature</INSDFeature key>
<INSDFeature location>241..246</INSDFeature location>

<INSDFeature quals>

<INSDQualifier id="gle64">
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<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>n es a, c,
g o t</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>gggaactgttggctgagacaggccaagaacgggcgctgccaagtgttgtataag
accgagctgtcgaaggaggaatgctgcagcactggccggctttcaacctectggaccgaagaagatgtcaacgataac
accctgttcaagtggatgatcttcaacggtggagcccccaactgcatccecgtgtaaagaaacttgecgaaaatgtggat
tgtggccccgggaagnnntgccggatgaacnnnnnnaacaagccgagatgecgtgtgtgecccccgactgectecgaacatce
acctggaagggacctgtgtgcggcctggacggaaagacctaccggaatgagtgecgeccctgctgaaggeccecggtgtaaa
gaacagcctgagttggaagtgcagtaccagggtcgctgcaagaaaacctgtcgggacgtgttctgteccgggetectceca
acttgcgtggtggaccagactaacaacgcctactgcgtgacttgcaacaggatctgcccagagececggettegtecgag
caatacctgtgcggaaacgacggcgtgacctactccagecgecgtgccatcteccggaaggeccacatgectgetcggacgg
tccattggactggcctacgagggaaagtgcatcaaggctaagtcctgcgaagatattcagtgcaccggcggaaagaag
tgcctctgggacttcaaagtcggtagagggcgctgctcectectgtgecgacgaactgtgecccagattccaagteccgacgag
cctgtctgtgcctccgacaacgcaacctacgeccteccgaatgecgeccatgaaggaageccgegtgectcateccggagtgetyg
cttgaagtcaagcactcgggctcgtgtaatagcatctccgaggacactgaggaggaagaggaagatgaagatcaggac
tacagctttccgatttcctcaatcttggagtgggaagtccagectgectggaatcaggecggagggecttgtgcagectggg
ggaagccttcggttgtcatgtgccgtgtcecggtatcgacctgtccaactacgcaatcaactgggttagacaggegceca
ggaaagggactggagtggattggcatcatctgggccagcgggactacgttctatgccacctgggccaagggtegette
accatctcgcgggacaactcaaagaacacggtgtacctccagatgaacteccctgagagctgaggacactgeccgtgtat
tactgcgcgagaaccgtacctggctactccactgecccectacttcgacctttggggacaggggaccctggtcacagtyg
tccagcgcecctcaaccaagggccccagegtcectttecegettgececcgagetcgaagtcgaccageggaggcactgcagec
ctgggttgtctggtcaaggactacttccctgagceccgtgaccgtgtcatggaacagecggecgecctcacttecgggegtyg
cacacttttcctgcggtgctccagtcgtccgggectctactececctgtcatececgtggtcaccgtgecgtectegtcactce
ggaacccagacctacatctgcaacgtgaaccacaagccttccaacaccaaggtcgacaagaaggtcgaacccaagtcc
tgc</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="60">
<INSDSeg>
<INSDSeq length>1635</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..1635</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>
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<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgl23">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

<INSDFeature>

<INSDFeature key>misc feature</INSDFeature key>

<INSDFeature location>226..228</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="glé65">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>n es a, c,
g o t</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>misc feature</INSDFeature key>

<INSDFeature location>241..246</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="qgl66">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>n es a, c,
g o t</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq sequence>gggaactgttggctgagacaggccaagaacgggcgctgccaagtgttgtataag
accgagctgtcgaaggaggaatgctgcagcactggccggctttcaacctectggaccgaagaagatgtcaacgataac
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accctgttcaagtggatgatcttcaacggtggagcccccaactgcatccecgtgtaaagaaacttgecgaaaatgtggat
tgtggccccgggaagnnntgccggatgaacnnnnnnaacaagccgagatgecgtgtgtgecccccgactgectecgaacatce
acctggaagggacctgtgtgcggcctggacggaaagacctaccggaatgagtgecgeccctgctgaaggeccecggtgtaaa
gaacagcctgagttggaagtgcagtaccagggtcgctgcaagaaaacctgtcgggacgtgttctgtccgggectectca
acttgcgtggtggaccagactaacaacgcctactgcgtgacttgcaacaggatctgecccagageccggettegtecgag
caatacctgtgcggaaacgacggcgtgacctactccagecgegtgeccatcteccggaaggecacatgectgectecggacgyg
tccattggactggcctacgagggaaagtgcatcaaggctaagtcctgcgaagatattcagtgcaccggecggaaagaag
tgcctctgggacttcaaagtcggtagagggcgctgctcectectgtgecgacgaactgtgecccagattccaagteccgacgag
cctgtctgtgcctccgacaacgcaacctacgecteccgaatgecgeccatgaaggaageccgegtgectcateccggagtgetyg
cttgaagtcaagcactcgggctcgtgtaatagcatctccgaggacactgaggaggaagaggaagatgaagatcaggac
tacagctttccgatttcctcaatcttggagtggtccggaggaggtggaagecgaagtccagectgectggaatcaggecgga
gggcttgtgcagcctgggggaagceccttecggttgtcatgtgececgtgtccggtatcgacctgteccaactacgcaatcaac
tgggttagacaggcgccaggaaagggactggagtggattggcatcatctgggccagecgggactacgttctatgccacce
tgggccaagggtcgcttcaccatctcgecgggacaactcaaagaacacggtgtacctccagatgaactccctgagaget
gaggacactgccgtgtattactgcgcgagaaccgtacctggctactccactgecccectacttcgacctttggggacag
gggaccctggtcacagtgtccagcgectcaaccaagggccccagegtectttecgettgeccecgagetcgaagtecgace
agcggaggcactgcagccctgggttgtctggtcaaggactacttccctgagececcgtgaccgtgtcatggaacagecgge
gccctcacttecgggecgtgcacacttttecctgeggtgecteccagtegtececgggetectactececctgtcatececgtggtcace
gtgccgtcctecgtcactcggaacccagacctacatctgcaacgtgaaccacaagcecttccaacaccaaggtcgacaag
aaggtcgaacccaagtcctgc</INSDSeqﬁsequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="61">
<INSDSeg>

<INSDSeq length>1536</INSDSeq length>

<INSDSeq moltype>ADN</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>
<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..1536</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gl25">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>

</INSDQualifier>
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</INSDFeature quals>
</INSDFeature>

<INSDFeature>

<INSDFeature key>misc feature</INSDFeature key>

<INSDFeature location>226..228</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="gl67">

<INSDQualifier name>nota</INSDQualifier name>
<INSDQualifier value>n es a, c,
g o t</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
<INSDFeature>

<INSDFeature key>misc feature</INSDFeature key>

<INSDFeature location>241..246</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="glé68">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>n es a, c,
g o t</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_ sequence>ggaaactgctggctgagacaggccaagaacggccgctgtcaagtgctgtacaag
accgagttgtccaaggaggaatgttgtagcaccggccggttgtccacctectggaccgaggaggacgtgaacgataac
accctgttcaagtggatgattttcaacggcggtgccccaaattgcatccectgcaaggagacttgcgaaaatgtggac
tgcggaccgggaaagnnntgtcggatgaacnnnnnnaacaagccgcgctgecgtgtgtgecccggactgectceccaacatce
acttggaagggccccgtgtgtggactggacggaaagacctaccgcaacgagtgcgceccctgectgaaggecccggtgcaag
gagcaacctgagttagaagtgcaataccagggccggtgcaaaaagacttgccgecgatgtgttctgtecccgggtecage
acttgcgtggtggatcagaccaacaacgcctactgcgtgacgtgcaaccggatttgecccagageccggcatcttecgaa
caatacctgtgcggcaacgatggcgtgacctactcgtccgectgeccatcteccggaaggecacttgtetgectggggagg
tcgattggactcgcatacgaagggaagtgcattaaggctaagtcctgcgaggacatccagtgcaccggcggaaagaag
tgcctgtgggacttcaaagtcggaaggggtcggtgttcecctgtgecgacgaactgtgtecccgactccaagtecggacgaa
cctgtgtgcgcgagcgataacgctacatacgecctcecggaatgecgeccatgaaagaggcggcettgetcatececggegtectyg
ctggaagtgaagcattccggaagctgcaatgaagtccagectgectggaatcaggcggagggecttgtgcagecctggggga
agccttcggttgtcatgtgccgtgteccggtatcgacctgtccaactacgcaatcaactgggttagacaggcgccagga
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aagggactggagtggattggcatcatctgggccagcgggactacgttctatgccacctgggeccaagggtecgecttcacce
atctcgcgggacaactcaaagaacacggtgtacctccagatgaactccctgagagctgaggacactgeccgtgtattac
tgcgcgagaaccgtacctggctactccactgeccectacttcgacctttggggacaggggacecctggtcacagtgtece
agcgcctcaaccaagggccccagcgtcectttececgettgecccgagetcgaagtcgaccagecggaggcactgcagecctg
ggttgtctggtcaaggactacttccctgagecccgtgaccgtgtcatggaacagecggecgecctcacttecgggegtgcecac
acttttcctgcggtgctccagtcgteccgggectctactececctgtcatececgtggtcaccgtgeecgtectecgtcactecgga
acccagacctacatctgcaacgtgaaccacaagccttccaacaccaaggtcgacaagaaggtcgaacccaagtectge
</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="62">
<INSDSeg>
<INSDSeq length>1554</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..1554</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgl27">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

<INSDFeature>
<INSDFeature key>misc feature</INSDFeature key>
<INSDFeature location>226..228</INSDFeature location>
<INSDFeature quals>

<INSDQualifier id="qgl37">

<INSDQualifier_name>nota</INSDQualifier_name>

128



<INSDQualifier value>n es a, c,
g o t</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

<INSDFeature>

<INSDFeature key>misc feature</INSDFeature key>

<INSDFeature location>241..246</INSDFeature location>
<INSDFeature quals>
<INSDQualifier id="qgl38">

<INSDQualifier_name>nota</INSDQualifier_name>
<INSDQualifier value>n es a, c,
g o t</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>ggaaactgctggctgagacaggccaagaacggccgctgtcaagtgctgtacaag
accgagttgtccaaggaggaatgttgtagcaccggccggttgtccacctectggaccgaggaggacgtgaacgataac
accctgttcaagtggatgattttcaacggcggtgccccaaattgcatccectgcaaggagacttgecgaaaatgtggac
tgcggaccgggaaagnnntgtcggatgaacnnnnnnaacaagccgcgctgecgtgtgtgecccggactgectceccaacatce
acttggaagggccccgtgtgtggactggacggaaagacctaccgcaacgagtgcgceccctgectgaaggecccggtgcaag
gagcaacctgagttagaagtgcaataccagggccggtgcaaaaagacttgccgecgatgtgttctgtecccgggtecage
acttgcgtggtggatcagaccaacaacgcctactgcgtgacgtgcaaccggatttgecccagageccggcatcttecgaa
caatacctgtgcggcaacgatggcgtgacctactcgtccgectgeccatcteccggaaggecacttgtetgetggggagg
tcgattggactcgcatacgaagggaagtgcattaaggctaagtcctgcgaggacatccagtgcaccggcggaaagaag
tgcctgtgggacttcaaagtcggaaggggtcggtgttcecctgtgecgacgaactgtgtecccgactccaagtecggacgaa
cctgtgtgcgcgagcgataacgctacatacgecctcecggaatgecgeccatgaaagaggcggettgetcatcececggegtectyg
ctggaagtgaagcattccggaagctgcaattccggaggaggtggaagcgaagtccagectgectggaatcaggecggaggyg
cttgtgcagcctgggggaagccttcecggttgtcatgtgeccgtgtececggtatcgacctgteccaactacgcaatcaactgg
gttagacaggcgccaggaaagggactggagtggattggcatcatctgggeccagegggactacgttctatgeccacctgg
gccaagggtcgcttcaccatctcgcgggacaactcaaagaacacggtgtacctceccagatgaactcecctgagagectgag
gacactgccgtgtattactgcgcgagaaccgtacctggctactccactgeccecctacttcgacctttggggacagggg
accctggtcacagtgtccagcgcctcaaccaagggccccagegtectttececgettgecececgagetcgaagtcgaccage
ggaggcactgcagccctgggttgtctggtcaaggactacttceccctgagececcgtgaccgtgtcatggaacagecggegcec
ctcacttcgggcgtgcacacttttcctgecggtgecteccagtecgteccgggetectactececctgtcatececgtggtcacegtyg
ccgtcctcgtcactcggaacccagacctacatctgcaacgtgaaccacaagccttccaacaccaaggtcgacaagaag
gtcgaacccaagtcctgc</INSDSeq_sequence>

</INSDSeqg>
</SequenceData>

<SequenceData sequenceIDNumber="63">
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<INSDSeq>
<INSDSeq length>1635</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..1635</INSDFeature location>
<INSDFeature quals>
<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gl29">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>gggaactgttggctgagacaggccaagaacggacgctgccaggtcctgtacaag
actgaattgtccaaggaagagtgctgctccaccggacggctgtcaaccagctggactgaagaggacgtgaacgacaac
accctcttcaagtggatgatcttcaacggtggcgcacctaactgtattccgtgtaaagaaacctgtgaaaacgtcgac
tgtggacccgggaagaagtgcaggatgaacaagaagaacaagccgcgctgecgtgtgtgcacctgactgectcgaacatce
acctggaagggcccagtctgtgggctggacggaaagacctaccggaacgaatgtgccctgectgaaggectecggtgcaag
gagcaaccggaactggaagtgcagtaccaggggcggtgcaagaaaacctgtcgggatgtgttttgecctggatectcee
acttgcgtggtggaccagaccaacaacgcctactgtgtgacatgcaacaggatctgcccggagectgettecteggag
cagtacctctgcggcaatgatggcgtgacctactcectceccgectgtcacttgegcaaagecacttgectgectgggacge
agcatcgggctcgectatgagggaaagtgtattaaggccaagtcctgcgaggacatccagtgcaccggcggaaagaag
tgcctctgggatttcaaagttggccggggcagatgctecgetgtgecgatgagetgtgecccggactcgaagtecggacgaa
cccgtctgtgctagcgataacgcgacctacgcatcggagtgecgeccatgaaggaggeccgcatgectctagecggagtgetyg
ctggaggtcaagcactccggttcctgcaactccatcagcgaagataccgaagaagaagaggaagatgaggaccaggac
tattccttcccgatctcatccattctggaatggteccggaggaggtggaagecgaagtccagectgectggaatcaggecgga
gggcttgtgcagcctgggggaagccttcggttgtcatgtgececgtgtccggtatcgacctgteccaactacgcaatcaac
tgggttagacaggcgccaggaaagggactggagtggattggcatcatctgggccagcgggactacgttctatgccacce
tgggccaagggtcgcttcaccatctcgcgggacaactcaaagaacacggtgtacctccagatgaactccctgagaget
gaggacactgccgtgtattactgcgcgagaaccgtacctggctactccactgecccectacttcgacctttggggacag
gggaccctggtcacagtgtccagcgectcaaccaagggccccagegtecttteccgettgeccecgagetcgaagtecgace
agcggaggcactgcagccctgggttgtctggtcaaggactacttcecctgagecccgtgaccgtgtcatggaacagecgge
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gccctcacttecgggecgtgcacacttttecctgeggtgetceccagtecgtececgggetectacteecctgtecatececgtggtcace
gtgccgtcctecgtcactcggaacccagacctacatctgcaacgtgaaccacaagcecttccaacaccaaggtcgacaag
aaggtcgaacccaagtcctgc</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="64">
<INSDSeg>
<INSDSeq length>1617</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..1617</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgl31">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_ sequence>gggaactgttggctgagacaggccaagaacggacgctgccaggtcctgtacaag
actgaattgtccaaggaagagtgctgctccaccggacggctgtcaaccagctggactgaagaggacgtgaacgacaac
accctcttcaagtggatgatcttcaacggtggcgcacctaactgtattccgtgtaaagaaacctgtgaaaacgtcgac
tgtggacccgggaagaagtgcaggatgaacaagaagaacaagccgcgctgegtgtgtgcacctgactgectcgaacatce
acctggaagggcccagtctgtgggctggacggaaagacctaccggaacgaatgtgccctgectgaaggectecggtgcaag
gagcaaccggaactggaagtgcagtaccaggggcggtgcaagaaaacctgtcgggatgtgttttgecctggatectcee
acttgcgtggtggaccagaccaacaacgcctactgtgtgacatgcaacaggatctgcccggagecctgecttectecggag
cagtacctctgcggcaatgatggcgtgacctactcecctceccgectgtcacttgecgcaaageccacttgectgetgggacge
agcatcgggctcgcecctatgagggaaagtgtattaaggccaagtcctgcgaggacatccagtgcaccggcggaaagaag
tgcctctgggatttcaaagttggccggggcagatgctecgetgtgecgatgagetgtgecccggactcgaagtecggacgaa
cccgtctgtgctagecgataacgcgacctacgcatcggagtgecgeccatgaaggaggeccgecatgetcectagecggagtgetyg
ctggaggtcaagcactccggttcctgcaactccatcagcgaagataccgaagaagaagaggaagatgaggaccaggac
tattccttcccgatctcatccattctggaatgggaagtceccagetgectggaatcaggecggagggettgtgcagectggg
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ggaagccttcggttgtcatgtgccgtgteccggtatcgacctgtccaactacgcaatcaactgggttagacaggcgcecca
ggaaagggactggagtggattggcatcatctgggccagcgggactacgttctatgccacctgggeccaagggtegette
accatctcgcgggacaactcaaagaacacggtgtacctccagatgaacteccctgagagctgaggacactgececgtgtat
tactgcgcgagaaccgtacctggctactccactgecccectacttcgacctttggggacaggggaccctggtcacagtyg
tccagcgcecctcaaccaagggccccagegtcectttecegettgececcgagetcgaagtcgaccageggaggcactgcagec
ctgggttgtctggtcaaggactacttccctgagceccgtgaccgtgtcatggaacagecggegecctcacttecgggegtyg
cacacttttcctgcggtgctccagtcgtccgggcectctactececectgtcatececgtggtcaccgtgecgtecctegtcecactce
ggaacccagacctacatctgcaacgtgaaccacaagccttccaacaccaaggtcgacaagaaggtcgaacccaagtcc
tgc</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="65">
<INSDSeqg>
<INSDSeq length>1554</INSDSeq length>
<INSDSeq moltype>ADN</INSDSeq moltype>
<INSDSeq division>PAT</INSDSeq division>
<INSDSeq feature-table>
<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..1554</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgl34">

<INSDQualifier name>organismo</INSDQualifier name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq sequence>gggaactgttggctgagacaggccaagaacggacgctgccaggtcctgtacaag
actgaattgtccaaggaagagtgctgctccaccggacggctgtcaaccagctggactgaagaggacgtgaacgacaac
accctcttcaagtggatgatcttcaacggtggcgcacctaactgtattccgtgtaaagaaacctgtgaaaacgtcgac
tgtggacccgggaagaagtgcaggatgaacaagaagaacaagccgcgctgegtgtgtgcacctgactgectecgaacatce
acctggaagggcccagtctgtgggctggacggaaagacctaccggaacgaatgtgceccctgectgaaggecteggtgcaag
gagcaaccggaactggaagtgcagtaccaggggcggtgcaagaaaacctgtcgggatgtgttttgecctggatectce
acttgcgtggtggaccagaccaacaacgcctactgtgtgacatgcaacaggatctgceccggagectgettecteggag
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cagtacctctgcggcaatgatggcgtgacctactcecctceccgectgtcacttgecgcaaagecacttgectgetgggacge
agcatcgggctcgcecctatgagggaaagtgtattaaggccaagtcctgcgaggacatccagtgcaccggcggaaagaag
tgcctctgggatttcaaagttggeccggggcagatgctecgetgtgecgatgagetgtgecccggactcgaagtecggacgaa
cccgtctgtgctagecgataacgcgacctacgcatcggagtgecgeccatgaaggaggceccgecatgectctagecggagtgetyg
ctggaggtcaagcactccggttcctgcaactccggaggaggtggaagcgaagtccagectgectggaatcaggecggaggyg
cttgtgcagcctgggggaagccttcecggttgtcatgtgeccgtgtececggtatcgacctgteccaactacgcaatcaactgg
gttagacaggcgccaggaaagggactggagtggattggcatcatctgggeccagegggactacgttctatgeccacctgg
gccaagggtcgcttcaccatctcgcgggacaactcaaagaacacggtgtacctccagatgaactccctgagagectgag
gacactgccgtgtattactgcgcgagaaccgtacctggctactccactgeccecctacttcgacctttggggacagggg
accctggtcacagtgtccagcgcctcaaccaagggccccagegtetttececgettgecececgagectcgaagtcgaccage
ggaggcactgcagccctgggttgtctggtcaaggactacttceccctgagececcgtgaccgtgtcatggaacagecggegec
ctcacttcgggcgtgcacacttttcctgecggtgcteccagtecgteccgggetctactececctgtcateccgtggtcacegtyg
ccgtcctcgtcactcggaacccagacctacatctgcaacgtgaaccacaagceccttccaacaccaaggtcgacaagaag
gtcgaacccaagtcctgc</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="66">
<INSDSeg>

<INSDSeq length>1536</INSDSeq length>

<INSDSeq moltype>ADN</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>fuente</INSDFeature key>

<INSDFeature location>1..1536</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>otro
ADN</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgl36">

<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier value>constructo
sintético</INSDQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_ sequence>gggaactgttggctgagacaggccaagaacggacgctgccaggtcctgtacaag
actgaattgtccaaggaagagtgctgctccaccggacggctgtcaaccagctggactgaagaggacgtgaacgacaac
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accctcttcaagtggatgatcttcaacggtggcgcacctaactgtattccgtgtaaagaaacctgtgaaaacgtcgac
tgtggacccgggaagaagtgcaggatgaacaagaagaacaagccgcgctgecgtgtgtgcacctgactgectecgaacatce
acctggaagggcccagtctgtgggctggacggaaagacctaccggaacgaatgtgeccctgectgaaggecteggtgcaag
gagcaaccggaactggaagtgcagtaccaggggcggtgcaagaaaacctgtcgggatgtgttttgeccctggatecctcece
acttgcgtggtggaccagaccaacaacgcctactgtgtgacatgcaacaggatctgcccggagectgettecteggag
cagtacctctgcggcaatgatggecgtgacctactcectceccgectgtcacttgegcaaagecacttgectgectgggacge
agcatcgggctcgectatgagggaaagtgtattaaggccaagtcctgcgaggacatccagtgcaccggcggaaagaag
tgcctctgggatttcaaagttggccggggcagatgctecgetgtgecgatgagetgtgecccggactcgaagtecggacgaa
cccgtctgtgctagecgataacgcgacctacgcatcggagtgecgeccatgaaggaggeccgcatgectctagecggagtgetyg
ctggaggtcaagcactccggttcctgcaacgaagtccagectgectggaatcaggcggagggecttgtgcagecctggggga
agccttcggttgtcatgtgccgtgteccggtatcgacctgtccaactacgcaatcaactgggttagacaggcgeccagga
aagggactggagtggattggcatcatctgggccagcgggactacgttctatgccacctgggeccaagggtegettcace
atctcgcgggacaactcaaagaacacggtgtacctccagatgaactccctgagagctgaggacactgeccgtgtattac
tgcgcgagaaccgtacctggctactccactgecccectacttcgacctttggggacaggggaccctggtcacagtgtece
agcgcctcaaccaagggccccagcegtectttececgettgecccgagectcgaagtcgaccagecggaggcactgcagecctg
ggttgtctggtcaaggactacttccctgagecccgtgaccgtgtcatggaacagecggecgecctcacttecgggegtgcecac
acttttcctgcggtgctccagtcecgteccgggctctacteccecctgtcatcecgtggtcaccgtgecgtectegtcactecgga
acccagacctacatctgcaacgtgaaccacaagccttccaacaccaaggtcgacaagaaggtcgaacccaagtectge
</INSDSeq sequence>
</INSDSeq>
</SequenceData>

</ST26Sequencelisting>
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