Lista de secuencias

1

Informacion sobre
la lista de
secuencias

1-1Nombre del fichero FA1535-23031 SEQ Listing.xml

1-

Version de la DTD
V1.3

Nombre del software
WIPO Sequence

Version del software

Fecha de produccion
2023-04-14

Informacion general

Solicitud actual:
Referencia al

. FA1535-23031
expediente del

solicitante

Solicitud de prioridad
mas antigua: Oficina JP
de PI



2- Solicitud de prioridad
6 mas antigua: NUmero2022-078632
de solicitud

2-7Solicitud de prioridad
mas antigua: Fecha 2022-05-12
de presentacion

2- Nombre del
8e solicitante Astellas Pharma lnc.
n

2- Titulo de lainvencidn
10 anti-TAA-anti-CD3 multispecific antibody
en

2- Titulo de la invencién

10j 1 TAA-#i CD3 ZERFE MR

a

2- Numero total de 67
11 secuencias

3-1Secuencias

3- ldentificador de la
1-1secuencia

3- Tipo de molécula
1- DNA
2



3- Extensién

1- 1353
3
3- Caracteristicas source 1..1353

1- Localizacion/Califi
ocalizacion/Calrica mol_type = other DNA

4-1dores
organism = synthetic construct
3- Caracteristicas CDS 1..1353
1- Localizacion/Califica L.
protein_id =2
4- dores
2 translation =

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAVIWYDGRNKYYADSVKGRFTISRDNSKN
TLYLQMNSLRAEDTAVYYCTRDHSGSGSYYIDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEA
AGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYGSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

3- Residuos

;- caggttcagc tggttgaatc tggcggegga gttgttcage ctggeggate tectgagactg60
tcttgtgeeg ceteeggett caccttetec tettacggaa tgcactgggt ccgacaggec 120
cctggcaaag gattggaatg ggtcgecgtg atttggtacg acggccggaa caagtactac7180
gccgactceg tgaagggeag attcaccatc tctcgggaca actccaagaa caccctgtac240
ctgcagatga actccctgag agccgaggac accgecgtgt actactgcac cagagatcac300
tccggcetceg gecagetacta catcgattat tggggecagg gecaccctggt caccegtttct360

tccgectagca ccaagggacc cagegtgttc cetetggetce cttccagceaa gtectacctet420

ggcggaacag ctgcetetggg ctgectggtc aaggactact ttcctgagec tgtgaccgtg480



tcctggaact ctggegetct gacatctgge gtgecacacct ttccagetgt getgecagtcc540
tccggectgt actctetgte ctetgtegtg accgtgectt ccagetctet gggaacccagb00
acctacatct gcaatgtgaa ccacaagcct tccaacacca aggtggacaa gaaggtggaa660
cccaagtcct gcgacaagac ccacacctgt cctccatgte ctgectccaga agetgetgge 720
ggccctteeg tgtttetgtt ccctccaaag cctaaggaca cectgatgat ctetcggacc780
cctgaagtga cctgegtggt ggtggatgtg tctcacgagg acccagaagt gaagttcaat840
tggtacgtgg acggegtgga agtgcacaac gccaagacca agectagaga ggaacagtac900
ggctccacct acagagtggt gtccgtgetg acagtgetge accaggattg gectgaacgge960
aaagagtaca agtgcaaggt gtccaacaag gccctgectg ctecctatcga aaagaccatc7020
tccaaggcca agggecagcec tagggaaccc caggtttaca ccttgectcc atctcgggac 71080
gagctgacca agaaccaggt gtcccetgtct tgcgetgtga agggettcta cceccteccgat71740
atcgccgtgg aatgggagtc taatggeccag cctgagaaca actacaagac aacccctcct7200
gtgctggact ccgacggctce attcttcctg gtgtccaage tgaccgigga caagtctaga’260
tggcagcagg gcaacgtgtt ctcctgecage gtgatgcacg aggccctgea caatcactac1320

acacagaagt ctctgtctct gagcccecgge aag1353

3- Secuencias
2

3- ldentificadorde la
2-1secuencia



3- Tipo de molécula
2- AA

3- Extensidén

2- 451

3

3- Caracteristicas source 1..451
2- Localizacién/Califica

4-1dores mol_type = protein
organism = synthetic construct

3- Residuos

2- QVQLVESGGG VVQPGGSLRL SCAASGFTFS SYGMHWVRQA PGKGLEWVAV IWYDGRNKYY60
ADSVKGRFTI SRDNSKNTLY LQMNSLRAED TAVYYCTRDH SGSGSYYIDY WGQGTLVTVS120
SASTKGPSVF PLAPSSKSTS GGTAALGCLV KDYFPEPVTV SWNSGALTSG VHTFPAVLQS 780
SGLYSLSSVV TVPSSSLGTQ TYICNVNHKP SNTKVDKKVE PKSCDKTHTC PPCPAPEAAG240
GPSVFLFPPK PKDTLMISRT PEVTCVVVDV SHEDPEVKFN WYVDGVEVHN AKTKPREEQY300
GSTYRVVSVL TVLHQDWLNG KEYKCKVSNK ALPAPIEKTI SKAKGQPREP QVYTLPPSRD360
ELTKNQVSLS CAVKGFYPSD IAVEWESNGQ PENNYKTTPP VLDSDGSFFL VSKLTVDKSR420

WQQGNVFSCS VMHEALHNHY TQKSLSLSPG K457

3- Secuencias
3

3- ldentificador de la
3-1secuencia



3- Tipo de molécula
3- DNA

3- Extensidén

3- 639

3

3- Caracteristicas CDS 1..639

3- Localizacién/Califica L.
protein_id =4

4-1dores

translation =
EIAMTQSPATLSVSPGERATLSCRASQSVSSNLAWYQQKPGQAPRLLIYGASTRATGLPARFSGSGSGTEFTLTISSLQSED
FAVYYCQQYNNFWTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQES
VTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

3- Caracteristicas source 1..639
3- Localizaciéon/Califica
mol_type = other DNA

4- dores

2 organism = synthetic construct

3- Residuos
gagattgcca tgacacagtc tcccgccaca ctgtctgtta gececctggega gagagetacc60
ctgtcctgta gagectctca gtcegtgtec tctaacctgg cctggtatca gcagaagect120
ggacaggctc cccggcetgtt gatctatgge gettctacca gagectacegg cectgectget180
agattctccg getetggatce tggcaccgag tttaccctga ccatctccag cetgecagtcc240
gaggatttcg ccgtgtacta ctgccagcag tacaacaact tctggacctt cggccaggge300
accaaggtgg aaatcaagcg tacggtggec getccttceg tgttcatctt cccaccttcc360

gacgagcagc tgaagtccgg cacagcttct gtcgtgtgec tgetgaacaa cttttaccct420



cgggaagcca aggtgcagtg gaaggtggac aatgecctge agageggecaa ctcccaagag480
tctgtgaccg agcaggactc caaggacagce acctacagcc tgtcctccac actgaccctg540
tccaaggccg actacgagaa gcacaaggtg tacgcctgeg aagtgaccca tcagggectg600

tctagccctg tgaccaagtc tttcaaccgg ggcgagtgt639

3- Secuencias
a4

3- ldentificador de la
4-1secuencia

3- Tipo de molécula
4- AA
2

3- Extensién

4- 213

3

3- Caracteristicas source 1..213
4- Localizacion/Califica

mol_type = protein
4-1dores —P P

organism = synthetic construct

3- Residuos
4-
5 EIAMTQSPAT LSVSPGERAT LSCRASQSVS SNLAWYQQKP GQAPRLLIYG ASTRATGLPAG0O

RFSGSGSGTE FTLTISSLQS EDFAVYYCQQ YNNFWTFGQG TKVEIKRTVA APSVFIFPPS120
DEQLKSGTAS VVCLLNNFYP REAKVQWKVD NALQSGNSQE SVTEQDSKDS TYSLSSTLTL780

SKADYEKHKV YACEVTHQGL SSPVTKSFNR GEC213



3- Secuencias
5

3- ldentificadorde la
5-1secuencia

3- Tipo de molécula
5- DNA
2

3- Extensidén

5- 1458

3

3- Caracteristicas CDS 1..1458

5- Localizacién/Califica L.
protein_id =6

4-1dores
translation =
EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTLSGAQPEDEAEYYCALW
YSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPREEQYGSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTK
NQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQ
KSLSLSPGK

3- Caracteristicas source 1..1458

5- Localizacién/Califica
mol_type = other DNA
4- dores

2 organism = synthetic construct



3- Residuos

2_ gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactg60
tcttgtgeeg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gectggaatg ggtcgeccgg atcagatcca agtacaacaa ttacgccacc 780
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagcc gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaactc ctatgtgtct tggtttgect actggggeca gggcacactg360
gtcacagtgt cctctggaaa gectggetct ggcaageccg gatctggaaa accaggetcc420
ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegetg tgaccacctc caactacgec540
aattgggtge agcagaagcec tggacaggca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggeecgetetgb60
actttgtctg gtgcccagcec tgaggatgag getgagtact attgecgecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcctccgac /780
aagacccaca cctgtcctcc atgtcctget ccagaagcetg ctggeggecc tteegtgtit840
ctgttccctc caaagectaa ggacaccctg atgatctctc ggacccctga agtgacctge900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggec960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacggctc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct gectgetect atcgaaaaga ccatctccaa ggccaaggge 1740

cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200



3-
6

3-

caggtgtccc tgtggtgtct ggtcaagggce ttctacccct ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac1320
ggctcattct ttctgtactc caagetgacc gtggacaagt ccagatggea gcagggcaac71380
gtgttctcct gcagegtgat gcacgaggcece ctgcacaatc actacacaca gaagtcectg7440

tctetgteccce ctggcaag71458

Secuencias

Identificador de la

6-1secuencia

3- Tipo de molécula
6- AA
2
3- Extension
6- 486
3
3- Caracteristicas source 1..486
6- Localizacién/Califica .
mol_type = protein
4-1dores
organism = synthetic construct
3- Residuos

EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60
YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNSYVS WFAYWGQGTL720

VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA780



NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TLSGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYGSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALPAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486

3-7Secuencias

3- ldentificador de la
7-1secuencia

3- Tipo de molécula
7- DNA

3- Extensidén

7- 1353

3

3- Caracteristicas CDS 1..1353

7- Localizacién/Califica L.
protein_id =8

4-1dores

translation =
QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAVIWYDGRNKYYADSVKGRFTISRDNSKN
TLYLQMNSLRAEDTAVYYCTRDHSGSGSYYIDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEA
AGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK



Caracteristicas source 1..1353
Localizacion/Califica

dores mol_type = other DNA

organism = synthetic construct
Residuos
caggttcagc tggttgaatc tggcggegga gttgttcage ctggeggate tectgagactg60
tcttgtgeeg cectecggett caccttetec tettacggaa tgcactgggt ccgacaggec 120
cctggcaaag gattggaatg ggtcgecgtg atttggtacg acggccggaa caagtactac7180
gccgactceg tgaagggeag attcaccatce tctcgggaca actccaagaa caccctgtac240
ctgcagatga actccctgag agccgaggac accgecgtgt actactgcac cagagatcac300
tccggeteccg gcagetacta catcgattat tggggecagg gecacccetggt caccgtttct360
tccgctageca ccaagggacc cagegtgtic cetetggetce cttccagecaa gtctacctct420
ggcggaacag ctgetetggg ctgectggtc aaggactact ttcctgagec tgtgaccgtg480
tcctggaact ctggegcetct gacatctgge gtgcacacct ttccagetgt getgecagtcc540
tccggectgt actctetgte ctetgtegtg accgtgectt ccagetctet gggaacccagb00
acctacatct gcaatgtgaa ccacaagcct tccaacacca aggtggacaa gaaggtggaa660
cccaagtcct gcgacaagac ccacacctgt cctccatgte ctgetccaga agetgetgge 720
ggccctteceg tgtttctgtt ccctccaaag cctaaggaca cectgatgat ctctecggacc 780
cctgaagtga cctgegtggt ggtggatgtg tctcacgagg acccagaagt gaagttcaat840
tggtacgtgg acggegtgga agtgcacaac gccaagacca agectagaga ggaacagtac900

aactccacct acagagtggt gtccgtgetg acagtgetge accaggattg gctgaacgge 960

aaagagtaca agtgcaaggt gtccaacaag gccctggetg ctcctatcga aaagaccatc 71020



tccaaggcca agggccagcec tagggaaccc caggtttaca ccttgectcc atctcgggac 7080
gagctgacca agaaccaggt gtcccetgtct tgcgetgtga agggettcta cceccteecgat7740
atcgccgtgg aatgggagtc taatggeccag cctgagaaca actacaagac aacccctcct7200
gtgctggact ccgacggctc attcttectg gtgtccaage tgaccgtgga caagtctaga1260
tggcagcagg gcaacgtgtt ctcctgecage gtgatgecacg aggecctgea caatcactac7320

acacagaagt ctctgtctct gagcccegge aag7353

3- Secuencias
8

3- ldentificadorde la
8-1secuencia

3- Tipo de molécula
8- AA
2

3- Extensidén

8- 451
3
3- Caracteristicas source 1..451

8- Localizacién/Califica .
mol_type = protein
4-1dores

organism = synthetic construct
3- Residuos
8-
5 QVQLVESGGG VVQPGGSLRL SCAASGFTFS SYGMHWVRQA PGKGLEWVAV IWYDGRNKYY60

ADSVKGRFTI SRDNSKNTLY LOQMNSLRAED TAVYYCTRDH SGSGSYYIDY WGQGTLVTVS720



SASTKGPSVF PLAPSSKSTS GGTAALGCLV KDYFPEPVTV SWNSGALTSG VHTFPAVLQS780
SGLYSLSSVV TVPSSSLGTQ TYICNVNHKP SNTKVDKKVE PKSCDKTHTC PPCPAPEAAG240
GPSVFLFPPK PKDTLMISRT PEVTCVVVDV SHEDPEVKFN WYVDGVEVHN AKTKPREEQY300
NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK ALAAPIEKTI SKAKGQPREP QVYTLPPSRD360
ELTKNQVSLS CAVKGFYPSD IAVEWESNGQ PENNYKTTPP VLDSDGSFFL VSKLTVDKSR420

WQQGNVFSCS VMHEALHNHY TQKSLSLSPG K457

3- Secuencias

9

3-

Identificador de la

9-1secuencia

3-
o-
2

3-
9-
3

3-
O-

Tipo de molécula

DNA
Extensién

1335
Caracteristicas CDS 1..1335
Localizacion/Califica L

protein_id =10

4-1dores

translation =

QVQLQQWGAGLLKPSETLSLTCAVYGGSFSPYYWSWIRQPPGKGLEWIGEINHSGSTNYNPSLKSRVTISVDTSKNQFSL
KLSSVTAADTAVYYCARRAGDFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGA
LTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLF
PPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK



VSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

Caracteristicas source 1..1335
Localizacion/Califica

dores mol_type = other DNA

organism = synthetic construct
Residuos
caggttcagt tgcagcaatg gggegetgge ctgetgaage cttctgagac actgtetetg60
acctgcegctg tgtacggegg ctecttctet cecttactact ggtecctggat ccggecagect7120
cctggcaaag gactggaatg gatcggegag atcaaccact ccggetccac caactacaac780
cccagcctga agtccagagt gaccatctcc gtggacacct ccaagaacca gttctcecctg240
aagctgtcct ccgtgaccgce tgetgatacce geegtgtact actgtgeteg gagagecgge300
gacttcgatt attggggaca gggcacactg gtcaccgtgt cctctgetag caccaagggal360
ccctetgtgt tcectetgge tecttccage aagtctacct ctggeggaac agetgetctg420
ggctgectgg tcaaggacta ctttcctgag cetgtgaccg tgtettggaa ctetggeget480
ctgacatctg gcgtgcacac ctttccagct gtgetgecagt cctecggect gtactctetgb40
tcctetgteg tgaccgtgece ttccagetct ctgggaaccce agacctacat ctgcaatgtg600
aaccacaagc cttccaacac caaggtggac aagaaggtgg aacccaagtc ctgcgacaag660
acccacacct gtcctccatg tcectgetcca gaagetgetg geggecctte cgtgtttectg720
ttccctccaa agecctaagga caccctgatg atctctcgga cccctgaagt gacctgegtg 780
gtggtggatg tgtctcacga ggatcccgaa gtgaagttca attggtacgt ggacggegtg840

gaagtgcaca acgccaagac caagcctaga gaggaacagt acaactccac ctacagagtg900



gtgtcecgtge tgaccgtget gcaccaggat tggectgaacg gcaaagagta caagtgcaag960
gtgtccaaca aggccctgge cgetcctatc gaaaagacca tcagcaagge caagggecag?020
cctagggaac cccaggttta caccttgect ccatctcggg acgagetgac caagaatcag?080
gtgtcccetgt cetgtgecgt gaagggettc tacccettccg atatcgecgt ggaatgggag? 140
agcaatggcc agcctgagaa caactacaag acaacccctc ctgtgetgga ctccgacgge 1200
tcattcttcc tggtgtccaa getgacagtg gacaagtcca gatggcagcea gggcaacgtg1260
ttctcctgea gegtgatgea cgaggecctg cacaatcact acacccagaa gagtetgtct71320

ctgtccecetg gcaag1335

3- Secuencias
10

3- ldentificador de la
10 secuencia 10
-1

3- Tipo de molécula
10 AA
-2

3- Extensién
10 445
-3

3- Caracteristicas source 1..445

10 Localizacion/Califica .
mol_type = protein

-4-dores

1 organism = synthetic construct



3-
10
-5

Residuos

QVQLQQWGAG LLKPSETLSL TCAVYGGSFS PYYWSWIRQP PGKGLEWIGE INHSGSTNYN60
PSLKSRVTIS VDTSKNQFSL KLSSVTAADT AVYYCARRAG DFDYWGQGTL VTVSSASTKG 120
PSVFPLAPSS KSTSGGTAAL GCLVKDYFPE PVTVSWNSGA LTSGVHTFPA VLQSSGLYSL780
SSVVTVPSSS LGTQTYICNV NHKPSNTKVD KKVEPKSCDK THTCPPCPAP EAAGGPSVFL240
FPPKPKDTLM ISRTPEVTCV VVDVSHEDPE VKFNWYVDGV EVHNAKTKPR EEQYNSTYRV300
VSVLTVLHQD WLNGKEYKCK VSNKALAAPI EKTISKAKGQ PREPQVYTLP PSRDELTKNQ360
VSLSCAVKGF YPSDIAVEWE SNGQPENNYK TTPPVLDSDG SFFLVSKLTV DKSRWQQGNV420

FSCSVMHEAL HNHYTQKSLS LSPGK445

Secuencias

Identificador de la
secuencia 11

Tipo de molécula

DNA
Extensién

636
Caracteristicas CDS 1..636
Localizacion/Califica
dores protein_id =12



-4- translation =

1 DIQMTQSPSTLSASVGDRVTITCRASQSISSWLAWYQQKPGKAPKLLIYKASSLESGVPSRFSGSGSGTEFTLTISSLQPDD
FATYYCQQYNSYIFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTE
QDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

3- Caracteristicas source 1..636
11 Localizacion/Califica
mol_type = other DNA

-4-dores

2 organism = synthetic construct

3- Residuos

11

5 gacatccaga tgacccagtc tccatccaca ctgtcecgect ctgtgggega cagagtgacc60

atcacctgtc gggcctctca gtccatctcet tettggetgg cetggtatca gcagaagect7120
ggcaaggctc ccaagcetget gatctacaag gectectete tggaatcegg cgtgeectct180
agattctccg getectggatce tggcaccgag tttaccctga caatctccag cctgecagect240
gacgacttcg ccacctacta ctgccagcag tacaactcct acatcttcgg ccagggcacc300
aagctggaaa tcaagcgtac ggtggecegct ccttecegtgt tcatcttcec accttccgac360
gagcagctga agtccggecac agcettctgtc gtgtgectge tgaacaactt ctaccctcgg420
gaagccaagg tgcagtggaa ggtggacaat gccctgeagt ccggecaactc ccaagagtct480
gtgaccgagc aggactccaa ggacagcacc tacagcctgt cctccacact gaccectgtcc540

aaggccgact acgagaagca caaggtgtac gecctgegaag tgacccatca gggecetgtct600

agccctgtga ccaagtcttt caaccgggge gagtgc636

3- Secuencias
12



3- ldentificador de la
12 secuencia 12
-1

3- Tipo de molécula
12 AA
-2

3- Extensidén
12 212
-3

3- Caracteristicas source 1..212

12 Localizacién/Califica i
mol_type = protein

-4-dores

1 organism = synthetic construct

3- Residuos

12
5 DIQMTQSPST LSASVGDRVT ITCRASQSIS SWLAWYQQKP GKAPKLLIYK ASSLESGVPS60

RFSGSGSGTE FTLTISSLQP DDFATYYCQQ YNSYIFGQGT KLEIKRTVAA PSVFIFPPSD 720
EQLKSGTASV VCLLNNFYPR EAKVQWKVDN ALQSGNSQES VTEQDSKDST YSLSSTLTLS780

KADYEKHKVY ACEVTHQGLS SPVTKSFNRG EC2712

3- Secuencias
13

3- ldentificador de la
13 secuencia 13
-1



3- Tipo de molécula
13 DNA
-2

3- Extensidén
13 1458
-3

3- Caracteristicas CDS 1..1458

13 Localizacién/Califica L.
protein_id =14

-4-dores

1 translation =
EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGDDYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTLSGAQPEDEAEYYCALW
YSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELT
KNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT

QKSLSLSPGK

3- Caracteristicas source 1..1458

13 Localizacion/Califica

mol_type = other DNA

-4-dores

2 organism = synthetic construct

3- Residuos

13

5 gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactg60

tcttgtgeeg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gectggaatg ggtcgeccgg atcagatcca agtacaacaa ttacgccacc 780

tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240

ctgtacctgc agatgaacaa cctgagagcc gaggacaccg ccgtgtacta ctgtgtgegg300



cacggcaact tcggcgacga ctatgtgtct tggtttgect actggggeca gggcacactg360
gtcacagtgt cctctggaaa gectggetct ggcaageecg gatctggaaa accaggetcc420
ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegetg tgaccacctc caactacgec540
aattgggtgc agcagaagcec tggacaggca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggecgetetg660
actttgtctg gtgcccagcec tgaggatgag getgagtact attgecgecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcctcecgac/780
aagacccaca cctgtcctcce atgtcctgcet ccagaagetg ctggeggecc tteegtgttt840
ctgttccctc caaagectaa ggacaccctg atgatctctc ggacccctga agtgacctge900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggc960
gtggaagtgc acaacgccaa gaccaagcect agagaggaac agtacaactc cacctacaga7020
gtggtgtccg tgctgacagt gectgcaccag gattggetga acggcaaaga gtacaagtge 71080
aaggtgtcca acaaggccct ggectgetect atcgaaaaga ccatctccaa ggccaaggge 1740
cagcctaggg aaccccaggt ttacaccttg cctccaageca gggacgagcet gaccaagaac 71200
caggtgtccc tgtggtgtct ggtcaagggce ttctacccct ccgatatcge cgtggaatgg1260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctectgtget ggactccgac1320
ggctcattct ttctgtactc caagetgacc gtggacaagt ccagatggea gcagggcaac71380
gtgttctcct gcagegtgat gcacgaggece ctgcacaatc actacacaca gaagtcectg7440

tctetgtecce ctggecaag1458



3- Secuencias
14

3- ldentificadorde la
14 secuencia 14
-1

3- Tipo de molécula
14 AA
-2

3- Extension

14 486

-3

3- Caracteristicas source 1..486

14 Localizacion/Califica i

mol_type = protein

-4-dores

1 organism = synthetic construct

3- Residuos

14

5 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60
YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGDDYVS WFAYWGQGTL720
VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA780
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TLSGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420

ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480



SLSPGK486

3- Secuencias
15

3- ldentificadorde la
15 secuencia
-1

3- Tipo de molécula
15
-2

3- Extensién
15
-3

3- Caracteristicas

15 Localizacién/Califica

-4-dores
1

3- Caracteristicas

15 Localizacién/Califica

-4-dores
2

15

DNA

1458

CDS 1..1458
protein_id =16

translation =
EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATEYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTISGAQPEDEAEYYCALW
YSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELT
KNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGK

source 1..1458
mol_type = other DNA

organism = synthetic construct



3- Residuos

155 gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactg60
tcttgtgeeg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gectggaatg ggtcgeccgg atcagatcca agtacaacaa ttacgccacc 780
gagtacgccg actccgtgaa ggacagattc accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagcc gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaactc ctatgtgtct tggtttgect actggggeca gggcacactg360
gtcacagtgt cctctggaaa gectggetct ggcaageccg gatctggaaa accaggetcc420
ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegetg tgaccacctc caactacgec540
aattgggtgc agcagaagcec tggacaggca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggeecgetetgb60
actatctctg gtgcccagcec tgaggatgag getgagtact attgcgecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcctccgac /780
aagacccaca cctgtcctcc atgtcctget ccagaagcetg ctggeggecc tteegtgttt840
ctgttccctc caaagectaa ggacaccctg atgatctctc ggacccctga agtgacctge900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggec960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 71080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140

cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200



caggtgtccc tgtggtgtct ggtcaagggce ttctacccct ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac1320
ggctcattct ttctgtactc caagetgacc gtggacaagt ccagatggea gcagggcaac71380
gtgttctcct gcagegtgat gcacgaggcece ctgcacaatc actacacaca gaagtcectg7440

tctetgteccce ctggcaag71458

3- Secuencias
16

3- ldentificadorde la
16 secuencia 16
-1

3- Tipo de molécula
16 AA
-2

3- Extensidén
16 486
-3

3- Caracteristicas source 1..486

16 Localizacion/Califica i
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos

16
5 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60

EYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNSYVS WFAYWGQGTL720



VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA180
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TISGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486

3- Secuencias
17

3- ldentificador de la
17 secuencia 17
-1

3- Tipo de molécula
17 DNA
-2

3- Extensién
17 1458
-3

3- Caracteristicas CDS 1..1458

17 Localizacion/Califica L.
protein_id =18

-4-dores

1 translation =
EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNDYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS

PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTLSGAQPEDEADYYCAL



WYSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDE
LTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPGK

3- Caracteristicas source 1..1458

17 Localizacion/Califica

-4- dores mol_type = other DNA

2 organism = synthetic construct

3- Residuos

:|57 gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactgeo
tcttgtgeeg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gcctggaatg ggtcgeccgg atcagatcca agtacaacaa ttacgccacc180
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagec gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaacga ctatgtgtct tggtttgect actggggeca gggcacactg360
gtcacagtgt cctctggaaa gectggetct ggcaageecg gatctggaaa accaggetcc420
ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegetg tgaccacctc caactacgec540
aattgggtgc agcagaagcec tggacaggca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggecgetectg660
actttgtctg gtgcccagcec tgaggatgag getgattact attgegecct gtggtactcc720

aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcectcecgac/780

aagacccaca cctgtcctcc atgtcctget ccagaagetg ctggeggecc tteegtgttt840



ctgttccctc caaagcctaa ggacaccctg atgatctctc ggacccctga agtgacctgec900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggc960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140
cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200
caggtgtccc tgtggtgtct ggtcaagggce ttctacccect ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac 1320
ggctcattct ttctgtactc caagetgacc gtggacaagt ccagatggea gcagggcaac71380
gtgttctcct gcagegtgat gcacgaggcece ctgcacaatc actacacaca gaagtccctg7440

tctetgtecce ctggecaag71458

3- Secuencias
18

3- ldentificador de la
18 secuencia 18
-1

3- Tipo de molécula
18 AA
-2

3- Extensidén
18 486
-3



3- Caracteristicas source 1..486
18 Localizacion/Califica

4- dores mol_type = protein

1 organism = synthetic construct

3- Residuos

158 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60
YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNDYVS WFAYWGQGTL720
VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA180
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TLSGAQPEDE ADYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486

3- Secuencias
19

3- ldentificador de la
19 secuencia 19
-1

3- Tipo de molécula
19 DNA
-2



3- Extensién

19 1458

-3

3- Caracteristicas CDS 1..1458

19 L li ién/Califi
ocalizacion/Califica protein_id = 20

-4-dores

1 translation =

EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGDSYVSWFDYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTLSGAQPEDEAEYYCALW
YSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELT
KNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGK

3- Caracteristicas source 1..1458
19 Localizacion/Califica
mol_type = other DNA

-4-dores

2 organism = synthetic construct

3- Residuos

19

5 gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactg60

tcttgtgecg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gectggaatg ggtecgeccgg atcagatcca agtacaacaa ttacgccacc780
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagcc gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcgactc ctatgtgtct tggtttgact actggggeca gggcaccctg360

gtcacagtgt cctctggaaa gectggetcet ggcaageecg gatctggaaa accaggetcc420



3-
20

ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegcetg tgaccacctc caactacgec540
aattgggtgc agcagaagcc tggacaggeca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggecgetetgb60
actttgtctg gtgcccagec tgaggatgag getgagtact attgegecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcctccgac /780
aagacccaca cctgtcctcce atgtcctgcet ccagaagetg ctggeggecc tteegtgtit840
ctgttccctc caaagectaa ggacaccctg atgatctctc ggacccctga agtgacctge900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggc960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140
cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200
caggtgtccc tgtggtgtct ggtcaagggce ttctacccect ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac1320
ggctcattct ttctgtactc caagctgacc gtggacaagt ccagatggca gcagggecaac 1380
gtgttctcct gcagegtgat gcacgaggec ctgcacaatc actacacaca gaagtccctg7440

tctetgtecece ctggcaag7458

Secuencias



3- ldentificador de la
20 secuencia 20
-1

3- Tipo de molécula
20 AA
-2

3- Extensidén

20 486
-3
3- Caracteristicas source 1..486

20 Localizacién/Califica

-4- dores mol_type = protein

1 organism = synthetic construct

3- Residuos

250 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60
YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGDSYVS WFDYWGQGTL720
VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA1780
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TLSGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486



w
1

Secuencias

w
1

Identificador de la
21 secuencia 21

3- Tipo de molécula
21 DNA

3- Extensidén

21 1458

-3

3- Caracteristicas CDS 1..1458

21 Localizacién/Califica L.
protein_id =22

-4-dores

1 translation =

EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNDYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLGDKAALTLSGAQPEDEAEYYCAL
WYSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDE
LTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPGK

3- Caracteristicas source 1..1458
21 Localizacién/Califica

mol_type = other DNA
-4-dores

2 organism = synthetic construct



3- Residuos

2; gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactg60
tcttgtgeeg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gectggaatg ggtcgeccgg atcagatcca agtacaacaa ttacgccacc 780
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagcc gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaacga ctatgtgtct tggtttgect actggggeca gggcacactg360
gtcacagtgt cctctggaaa gectggetct ggcaageccg gatctggaaa accaggetcc420
ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegetg tgaccacctc caactacgec540
aattgggtge agcagaagcec tggacaggca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gegtgectge cagattetet ggatctetge tgggegataa ggecgetetgb60
actttgtctg gtgcccagcec tgaggatgag getgagtact attgecgecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcctccgac /780
aagacccaca cctgtcctcc atgtcctget ccagaagcetg ctggeggecc tteegtgttt840
ctgttccctc caaagectaa ggacaccctg atgatctctc ggacccctga agtgacctge900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggc960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtccg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetecct atcgaaaaga ccatctccaa ggccaaggge 1140

cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200



caggtgtccc tgtggtgtct ggtcaagggce ttctacccct ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac1320
ggctcattct ttctgtactc caagetgacc gtggacaagt ccagatggea gcagggcaac71380
gtgttctcct gcagegtgat gcacgaggcece ctgcacaatc actacacaca gaagtcectg7440

tctetgteccce ctggcaag71458

3- Secuencias
22

3- ldentificadorde la
22 secuencia 22
-1

3- Tipo de molécula
22 AA
-2

3- Extensidén

22 486
-3
3- Caracteristicas source 1..486

22 Localizacién/Califica i
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos

22
5 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60

YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNDYVS WFAYWGQGTL 720



VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA180
NWVQQKPGQA PRGLIGGTNK RAPGVPARFS GSLLGDKAAL TLSGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486

3- Secuencias
23

3- ldentificador de la
23 secuencia 23
-1

3- Tipo de molécula
23 DNA
-2

3- Extensién

23 1458
-3
3- Caracteristicas CDS 1..1458

23 Localizacién/Califica L.
protein_id =24

-4-dores

1 translation =
EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNSYVSWFDYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS

PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGVPARFSGSLLGDKAALTLSGAQPEDEAEYYCAL



WYSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDE
LTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPGK

3- Caracteristicas source 1..1458
23 Localizacién/Califica
mol_type = other DNA

-4-dores

2 organism = synthetic construct

3- Residuos

23

5 gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactgeo

tcttgtgeeg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gcctggaatg ggtcgeccgg atcagatcca agtacaacaa ttacgccacc180
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagec gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaactc ctatgtgtct tggtttgact actggggeca gggcaccctg360
gtcacagtgt cctctggaaa gectggetct ggcaageecg gatctggaaa accaggetcc420
ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegetg tgaccacctc caactacgec540
aattgggtge agcagaagcec tggacaggeca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gegtgectge cagattctet ggatctetge tgggegataa ggeegetetgb60
actttgtctg gtgcccagcec tgaggatgag getgagtact attgecgecct gtggtactcc720

aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcectcecgac/780

aagacccaca cctgtcctcc atgtcctget ccagaagetg ctggeggecc tteegtgttt840



ctgttccctc caaagcctaa ggacaccctg atgatctctc ggacccctga agtgacctgec900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggc960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140
cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200
caggtgtccc tgtggtgtct ggtcaagggce ttctacccect ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac 1320
ggctcattct ttctgtactc caagetgacc gtggacaagt ccagatggea gcagggcaac71380
gtgttctcct gcagegtgat gcacgaggcece ctgcacaatc actacacaca gaagtccctg7440

tctetgtecce ctggecaag71458

3- Secuencias
24

3- ldentificador de la
24 secuencia 24
-1

3- Tipo de molécula
24 AA
-2

3- Extensidén
24 486
-3



3- Caracteristicas source 1..486
24 Localizacién/Califica

4- dores mol_type = protein

1 organism = synthetic construct

3- Residuos

254 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60
YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNSYVS WFDYWGQGTL720
VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA1780
NWVQQKPGQA PRGLIGGTNK RAPGVPARFS GSLLGDKAAL TLSGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486

3- Secuencias
25

3- ldentificador de la
25 secuencia 25
-1

3- Tipo de molécula
25 DNA
-2



3- Extensién

25 1458
-3
3- Caracteristicas source 1..1458

25 Localizacién/Califica
mol_type = other DNA

-4-dores
1 organism = synthetic construct
3- Caracteristicas CDS 1..1458
25 Localizacién/Califica
protein_id =26
-4-dores
2 translation =

EVQLVESGGGLIQPGGSLRLSCAASGFTFSDHAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKS
TLYLQMNNLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTV
SPGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTISGAQPEDEAEYYCAL

WYSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDE
LTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPGK

3- Residuos

255 gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactg60
tcttgtgeeg cetetggett caccttectet gaccacgeca tgaactgggt ccgacagget120
cctggcaaag gectggaatg ggtecgeccgg atcagatcca agtacaacaa ctacgeccacc 780
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagcc gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaactc ctatgtgtct tggtttgect actggggeca gggcacactg360

gtcacagtgt cctctggaaa gectggetcet ggcaageecg gatctggaaa accaggetcc420



3-
26

ggaaaacctg gcagccaggce cgtggttacc caagagcecta gtctgacagt gtctcctgge480
ggcaccgtga cactgacctg tagatcttct accggegcetg tgaccacctc caattacgecc540
aattgggtgc agcagaagcc cggccaagcet cctagaggac tgatcggagg caccaacaage00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggeecgetetgb60
acaatctctg gtgcccagcec tgaggatgag getgagtact attgegecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcctccgac /780
aagacccaca cctgtcctcce atgtcctgcet ccagaagetg ctggeggecec tteegtgtit840
ctgttccctc caaagectaa ggacaccctg atgatctctc ggacccctga agtgacctge900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggec960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140
cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200
caggtgtccc tgtggtgtct ggtcaagggce ttctacccect ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac 1320
ggctcattct ttctgtactc caagctgacc gtggacaagt ccagatggca gcagggcaac 1380
gtgttctcct gcagegtgat gcacgaggec ctgcacaatc actacacaca gaagtccctg7440

tctetgtecece ctggcaag7458

Secuencias



3- ldentificador de la
26 secuencia 26
-1

3- Tipo de molécula
26 AA
-2

3- Extensidén

26 486
-3
3- Caracteristicas source 1..486

26 Localizacién/Califica

-4- dores mol_type = protein

1 organism = synthetic construct

3- Residuos

256 EVQLVESGGG LIQPGGSLRL SCAASGFTFS DHAMNWVRQA PGKGLEWVAR IRSKYNNYAT60
YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNSYVS WFAYWGQGTL1720
VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA180
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TISGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486



3- Secuencias
27

3- ldentificadorde la
27 secuencia
-1

3- Tipo de molécula
27
-2

3- Extensidén
27
-3

3- Caracteristicas

27 Localizacién/Califica

-4-dores
1

3- Caracteristicas

27 Localizacién/Califica

-4-dores
2

27

DNA

1458

CDS 1..1458
protein_id =28

translation =
EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKANNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTISGAQPEDEAEYYCALW
YSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELT
KNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGK

source 1..1458
mol_type = other DNA

organism = synthetic construct



3- Residuos

257 gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactg60
tcttgtgeeg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gectggaatg ggtecgeccgg atcagatcca aggccaacaa ttacgccacc 780
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagcc gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaactc ctatgtgtct tggtttgect actggggeca gggcacactg360
gtcacagtgt cctctggaaa gectggetct ggcaagecceg gatctggaaa accaggetcc420
ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegetg tgaccacctc caactacgec540
aattgggtge agcagaagcec tggacaggeca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggeecgetetgb60
actatctctg gtgcccagcec tgaggatgag getgagtact attgcgecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtecctccgac /780
aagacccaca cctgtcctcc atgtcctget ccagaagcetg ctggeggecc tteegtgttt840
ctgttccctc caaagectaa ggacaccctg atgatctctc ggacccctga agtgacctge900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggec960
gtggaagtgc acaacgccaa gaccaagcect agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 71080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatcagcaa ggccaaggge 1740

cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200



caggtgtccc tgtggtgtct ggtcaagggce ttctacccct ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac1320
ggctcattct ttctgtactc caagetgacc gtggacaagt ccagatggea gcagggcaac71380
gtgttctcct gcagegtgat gcacgaggcece ctgcacaatc actacacaca gaagtcectg7440

tctetgteccce ctggcaag71458

3- Secuencias
28

3- ldentificadorde la
28 secuencia 28
-1

3- Tipo de molécula
28 AA
-2

3- Extensidén

28 486
-3
3- Caracteristicas source 1..486

28 Localizacién/Califica i
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos

28
5 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKANNYAT60

YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNSYVS WFAYWGQGTL720



VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA180
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TISGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486

3- Secuencias
29

3- ldentificador de la
29 secuencia 29
-1

3- Tipo de molécula
29 DNA
-2

3- Extensién

29 1458
-3
3- Caracteristicas CDS 1..1458
29 Localizacién/Califica

protein_id =30
-4-dores
1 translation =

EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATSYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNSYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTISGAQPEDEAEYYCALW



YSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELT
KNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGK

3- Caracteristicas source 1..1458
29 Localizacién/Califica
mol_type = other DNA

-4-dores

2 organism = synthetic construct

3- Residuos

29

5 gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactgeo

tcttgtgeeg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gcctggaatg ggtcgeccgg atcagatcca agtacaacaa ttacgccacc180
tcctacgecg actccgtgaa ggacagattc accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagcec gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaactc ctatgtgtct tggtttgect actggggeca gggcacactg360
gtcacagtgt cctctggaaa gectggetcet ggcaageecg gatctggaaa accaggetcc420
ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegetg tgaccacctc caactacgec540
aattgggtge agcagaagcec tggacaggeca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggecgetctgb60
actatctctg gtgcccagcec tgaggatgag getgagtact attgcgecct gtggtactcc720

aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcectcecgac/780

aagacccaca cctgtcctcc atgtcctget ccagaagetg ctggeggecc tteegtgttt840



ctgttccctc caaagcctaa ggacaccctg atgatctctc ggacccctga agtgacctgec900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggc960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140
cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200
caggtgtccc tgtggtgtct ggtcaagggce ttctacccect ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac 1320
ggctcattct ttctgtactc caagetgacc gtggacaagt ccagatggea gcagggcaac71380
gtgttctcct gcagegtgat gcacgaggcece ctgcacaatc actacacaca gaagtccctg7440

tctetgtecce ctggecaag71458

3- Secuencias
30

3- ldentificador de la
30 secuencia 30
-1

3- Tipo de molécula
30 AA
-2

3- Extensidén
30 486
-3



3- Caracteristicas source 1..486
30 Localizacién/Califica

4 dores mol_type = protein

1 organism = synthetic construct

3- Residuos

350 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60
SYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNSYVS WFAYWGQGTL720
VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA1780
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TISGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486

Secuencias

w
1

Identificador de la

w
1

31 secuencia 31

3- Tipo de molécula
31 DNA



3
31
-3

3
31

-4-

1

3-
31

-4-

2

3-

Extension

1458

Caracteristicas CDS 1..1458

Localizacién/Califica protein_id = 32

dores
translation =
EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNEYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTISGAQPEDEAEYYCALW
YSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELT
KNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGK

Caracteristicas source 1..1458

Localizacién/Califica
mol_type = other DNA

dores
organism = synthetic construct

Residuos

! gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactg60

-5

tcttgtgecg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gectggaatg ggtecgeccgg atcagatcca agtacaacaa ttacgccacc780
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagcc gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaacga gtatgtgtct tggtttgecct actggggeca gggcacactg360

gtcacagtgt cctctggaaa gectggetcet ggcaageecg gatctggaaa accaggetcc420



3-
32

ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegcetg tgaccacctc caactacgec540
aattgggtgc agcagaagcc tggacaggeca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggecgetetgb60
actatctctg gtgcccagcec tgaggatgag getgagtact attgegecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcctccgac /780
aagacccaca cctgtcctcce atgtcctgcet ccagaagetg ctggeggecec tteegtgtit840
ctgttccctc caaagectaa ggacaccctg atgatctctc ggacccctga agtgacctge900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggc960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140
cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200
caggtgtccc tgtggtgtct ggtcaaggge ttctacccct ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac 1320
ggctcattct ttctgtactc caagctgacc gtggacaagt ccagatggca gcagggecaac 1380
gtgttctcct gcagegtgat gcacgaggec ctgcacaatc actacacaca gaagtccctg7440

tctetgtecece ctggcaag7458

Secuencias



3- ldentificador de la
32 secuencia 32
-1

3- Tipo de molécula
32 AA
-2

3- Extensidén

32 486
-3
3- Caracteristicas source 1..486

32 Localizacién/Califica

-4- dores mol_type = protein

1 organism = synthetic construct

3- Residuos

352 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60
YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNEYVS WFAYWGQGTL720
VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA180
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TISGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486



3- Secuencias
33

3- ldentificadorde la
33 secuencia
-1

3- Tipo de molécula
33
-2

3- Extensidén
33
-3

3- Caracteristicas

33 Localizacién/Califica

-4-dores
1

3- Caracteristicas

33 Localizacién/Califica

-4-dores
2

33

DNA

1458

CDS 1..1458
protein_id =34

translation =
EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNDYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTISGAQPEDEAEYYCALW
YSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELT
KNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGK

source 1..1458
mol_type = other DNA

organism = synthetic construct



3- Residuos

3: gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactg60
tcttgtgeeg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gectggaatg ggtcgeccgg atcagatcca agtacaacaa ttacgccacc 780
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagcc gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaacga ctatgtgtct tggtttgect actggggeca gggcacactg360
gtcacagtgt cctctggaaa gectggetct ggcaageccg gatctggaaa accaggetcc420
ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegetg tgaccacctc caactacgec540
aattgggtge agcagaagcec tggacaggca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggeecgetetgb60
actatctctg gtgcccagcec tgaggatgag getgagtact attgcgecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcctccgac /780
aagacccaca cctgtcctcc atgtcctget ccagaagetg ctggeggecc tteegtgtit840
ctgttccctc caaagectaa ggacaccctg atgatctctc ggacccctga agtgacctge900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggec960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140

cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200



caggtgtccc tgtggtgtct ggtcaagggce ttctacccct ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac1320
ggctcattct ttctgtactc caagetgacc gtggacaagt ccagatggea gcagggcaac71380
gtgttctcct gcagegtgat gcacgaggcece ctgcacaatc actacacaca gaagtcectg7440

tctetgteccce ctggcaag71458

3- Secuencias
34

3- ldentificadorde la
34 secuencia 34
-1

3- Tipo de molécula
34 AA
-2

3- Extensidén

34 486
-3
3- Caracteristicas source 1..486

34 Localizacién/Califica i
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos

34
5 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60

YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNDYVS WFAYWGQGTL 720



VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA180
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TISGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486

3- Secuencias
35

3- ldentificador de la
35 secuencia 35
-1

3- Tipo de molécula
35 DNA
-2

3- Extensién

35 1458
-3
3- Caracteristicas CDS 1..1458
35 Localizacién/Califica

protein_id =36
-4-dores
1 translation =

EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNSYVSWFDYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTISGAQPEDEAEYYCALW



YSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELT
KNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGK

3- Caracteristicas source 1..1458
35 Localizacién/Califica
mol_type = other DNA

-4-dores

2 organism = synthetic construct

3- Residuos

35

5 gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactgeo

tcttgtgeeg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gcctggaatg ggtcgeccgg atcagatcca agtacaacaa ttacgccacc180
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagec gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaactc ctatgtgtct tggtttgact actggggeca gggcaccctg360
gtcacagtgt cctctggaaa gectggetct ggcaageecg gatctggaaa accaggetcc420
ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegetg tgaccacctc caactacgec540
aattgggtge agcagaagcec tggacaggeca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggecgetectg660
actatctctg gtgcccagcec tgaggatgag getgagtact attgcgecct gtggtactcc720

aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcectececgac/780

aagacccaca cctgtcctcc atgtcctget ccagaagetg ctggeggecc tteegtgttt840



ctgttccctc caaagcctaa ggacaccctg atgatctctc ggacccctga agtgacctgec900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggc960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140
cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200
caggtgtccc tgtggtgtct ggtcaagggce ttctacccect ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac 1320
ggctcattct ttctgtactc caagetgacc gtggacaagt ccagatggea gcagggcaac71380
gtgttctcct gcagegtgat gcacgaggcece ctgcacaatc actacacaca gaagtccctg7440

tctetgtecce ctggecaag71458

3- Secuencias
36

3- ldentificador de la
36 secuencia 36
-1

3- Tipo de molécula
36 AA
-2

3- Extensidén
36 486
-3



3- Caracteristicas source 1..486
36 Localizacién/Califica

4- dores mol_type = protein

1 organism = synthetic construct

3- Residuos

356 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60
YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNSYVS WFDYWGQGTL720
VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA1780
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TISGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486

3- Secuencias
37

3- ldentificador de la
37 secuencia 37
-1

3- Tipo de molécula
37 DNA
-2



3- Extensién

37 1458

-3

3- Caracteristicas CDS 1..1458

37 L li ién/Califi
ocalizacion/Califica protein_id = 38

-4-dores

1 translation =

EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNEYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTLSGAQPEDEADYYCAL
WYSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDE
LTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPGK

3- Caracteristicas source 1..1458
37 Localizaciéon/Califica
mol_type = other DNA

-4-dores

2 organism = synthetic construct

3- Residuos

37

5 gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactg60

tcttgtgecg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gectggaatg ggtecgeccgg atcagatcca agtacaacaa ttacgccacc780
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagcc gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaacga gtatgtgtct tggtttgecct actggggeca gggcacactg360

gtcacagtgt cctctggaaa gectggetcet ggcaageecg gatctggaaa accaggetcc420



3-
38

ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegcetg tgaccacctc caactacgec540
aattgggtgc agcagaagcc tggacaggeca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggecgetetgb60
actttgtctg gtgcccagcece tgaggatgag getgattact attgegecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcctccgac /780
aagacccaca cctgtcctcce atgtecctgcet ccagaagetg ctggeggecc tteegtgtit840
ctgttccctc caaagectaa ggacaccctg atgatctctc ggacccctga agtgacctge900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggc960
gtggaagtgc acaacgccaa gaccaagcect agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140
cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200
caggtgtccc tgtggtgtct ggtcaagggce ttctacccect ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac 1320
ggctcattct ttctgtactc caagctgacc gtggacaagt ccagatggca gcagggcaac 1380
gtgttctcct gcagegtgat gcacgaggec ctgcacaatc actacacaca gaagtccctg7440

tctetgtecce ctggcaag7458

Secuencias



3- ldentificador de la
38 secuencia 38
-1

3- Tipo de molécula
38 AA
-2

3- Extensidén

38 486
-3
3- Caracteristicas source 1..486

38 Localizacién/Califica

-4- dores mol_type = protein

1 organism = synthetic construct

3- Residuos

358 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60
YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNEYVS WFAYWGQGTL720
VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA180
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TLSGAQPEDE ADYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486



3- Secuencias
39

3- ldentificadorde la
39 secuencia
-1

3- Tipo de molécula
39
-2

3- Extensidén
39
-3

3- Caracteristicas

39 Localizacién/Califica

-4-dores
1

3- Caracteristicas

39 Localizacién/Califica

-4-dores
2

39

DNA

1458

CDS 1..1458
protein_id =40

translation =
EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNSYVSWFDYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTLSGAQPEDEADYYCAL
WYSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDE
LTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNH
YTQKSLSLSPGK

source 1..1458
mol_type = other DNA

organism = synthetic construct



3- Residuos

3: gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactg60
tcttgtgeeg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gectggaatg ggtcgeccgg atcagatcca agtacaacaa ttacgccacc 780
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagcc gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaactc ctatgtgtct tggtttgact actggggeca gggcaccctg360
gtcacagtgt cctctggaaa gectggetct ggcaageccg gatctggaaa accaggetcc420
ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegetg tgaccacctc caactacgec540
aattgggtgc agcagaagcec tggacaggca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gecactcctge cagattctct ggatctetge tgggegataa ggeecgetetgb60
actttgtctg gtgcccagcec tgaggatgag getgattact attgegecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcctccgac /780
aagacccaca cctgtcctcc atgtcctget ccagaagcetg ctggeggecc tteegtgttt840
ctgttccctc caaagectaa ggacaccctg atgatctctc ggacccctga agtgacctge900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggc960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtccg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140

cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200



caggtgtccc tgtggtgtct ggtcaagggce ttctacccct ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac1320
ggctcattct ttctgtactc caagetgacc gtggacaagt ccagatggea gcagggcaac71380
gtgttctcct gcagegtgat gcacgaggcece ctgcacaatc actacacaca gaagtcectg7440

tctetgteccce ctggcaag71458

3- Secuencias
40

3- ldentificadorde la
40 secuencia 40
-1

3- Tipo de molécula
40 AA
-2

3- Extensidén

40 486
-3
3- Caracteristicas source 1..486

40 Localizaciéon/Califica i
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos

40
5 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60

YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNSYVS WFDYWGQGTL720



VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA180
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TLSGAQPEDE ADYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486

3- Secuencias

3- ldentificador de la
41 secuencia 41

3- Tipo de molécula
41 DNA

3- Extensién

41 1458
-3
3- Caracteristicas CDS 1..1458

41 Localizacion/Califica L.
protein_id =42

-4-dores

1 translation =
EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNDYVSWFAYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS

PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTLSGAQPEDEAEYYCALW



YSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELT
KNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGK

3- Caracteristicas source 1..1458

41 Localizacién/Califica

-4- dores mol_type = other DNA

2 organism = synthetic construct

3- Residuos

i_;l gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactgeo
tcttgtgeeg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gcctggaatg ggtcgeccgg atcagatcca agtacaacaa ttacgccacc180
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagec gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaacga ctatgtgtct tggtttgect actggggeca gggcacactg360
gtcacagtgt cctctggaaa gectggetct ggcaageecg gatctggaaa accaggetcc420
ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegetg tgaccacctc caactacgec540
aattgggtgc agcagaagcec tggacaggca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggecgetectg660
actttgtctg gtgcccagcec tgaggatgag getgagtact attgecgecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcectcecgac/780

aagacccaca cctgtcctcc atgtcctget ccagaagcetg ctggeggecc tteegtgttt840



ctgttccctc caaagcctaa ggacaccctg atgatctctc ggacccctga agtgacctgec900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggc960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140
cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200
caggtgtccc tgtggtgtct ggtcaagggce ttctacccect ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac 1320
ggctcattct ttctgtactc caagetgacc gtggacaagt ccagatggea gcagggcaac71380
gtgttctcct gcagegtgat gcacgaggcece ctgcacaatc actacacaca gaagtccctg7440

tctetgtecce ctggecaag71458

3- Secuencias
42

3- ldentificador de la
42 secuencia 42
-1

3- Tipo de molécula
42 AA
-2

3- Extensidén
42 486
-3



3- Caracteristicas source 1..486
42 Localizacion/Califica

4- dores mol_type = protein

1 organism = synthetic construct

3- Residuos

452 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60
YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNDYVS WFAYWGQGTL720
VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA180
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TLSGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486

3- Secuencias
43

3- ldentificador de la
43 secuencia 43
-1

3- Tipo de molécula
43 DNA
-2



3- Extensién

43 1458
-3
3- Caracteristicas CDS 1..1458

43 Localizacion/Califica L.
protein_id =44

-4-dores

1 translation =
EVQLVESGGGLIQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKDRFTISRDDSKST
LYLQMNNLRAEDTAVYYCVRHGNFGNSYVSWFDYWGQGTLVTVSSGKPGSGKPGSGKPGSGKPGSQAVVTQEPSLTVS
PGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFSGSLLGDKAALTLSGAQPEDEAEYYCALW
YSNLWVFGGGTKVTVLEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELT
KNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT

QKSLSLSPGK
3- Caracteristicas source 1..1458
43 Localizacion/Califica
mol_type = other DNA
-4-dores
2 organism = synthetic construct
3- Residuos
43
5 gaagtgcagc tggttgaatc tggcggegga ctgattcage ctggeggatce tectgagactg60
tcttgtgecg cetetggett caccttcaac acctacgceca tgaactgggt ccgacagget120
cctggcaaag gectggaatg ggtecgeccgg atcagatcca agtacaacaa ttacgccacc780
tactacgccg actccgtgaa ggaccggtic accatctctc gggacgactc caagagcacc240
ctgtacctgc agatgaacaa cctgagagcc gaggacaccg ccgtgtacta ctgtgtgegg300
cacggcaact tcggcaactc ctatgtgtct tggtttgact actggggeca gggcaccctg360

gtcacagtgt cctctggaaa gectggetcet ggcaageecg gatctggaaa accaggetcc420



3-
44

ggaaaacctg gcagccaggce cgtggttacc caagagcectt ctctgacagt gtctcetgge480
ggcaccgtga cactgacctg tagatcttct accggegcetg tgaccacctc caactacgec540
aattgggtgc agcagaagcc tggacaggeca cccagaggac tgatcggagg caccaacaagb00
agagcccctg gcactcctge cagattctct ggatctetge tgggegataa ggecgetetgb60
actttgtctg gtgcccagec tgaggatgag getgagtact attgegecct gtggtactcc720
aacctgtggg ttttcggegg tggcaccaaa gtgaccgtge tggaacctaa gtcctccgac /780
aagacccaca cctgtcctcce atgtcctgcet ccagaagetg ctggeggecc tteegtgtit840
ctgttccctc caaagectaa ggacaccctg atgatctctc ggacccctga agtgacctge900
gtggtggtgg atgtgtctca cgaggaccca gaagtgaagt tcaattggta cgtggacggc960
gtggaagtgc acaacgccaa gaccaagcct agagaggaac agtacaactc cacctacaga7020
gtggtgtceg tgetgacagt gectgecaccag gattggetga acggcaaaga gtacaagtge 1080
aaggtgtcca acaaggccct ggetgetect atcgaaaaga ccatctccaa ggccaaggge 1140
cagcctaggg aaccccaggt ttacaccttg cctccaagca gggacgagcet gaccaagaac1200
caggtgtccc tgtggtgtct ggtcaagggce ttctacccect ccgatatcge cgtggaatgg7260
gagtctaatg gccagccaga gaacaactac aagacaaccc ctcctgtget ggactccgac1320
ggctcattct ttctgtactc caagctgacc gtggacaagt ccagatggca gcagggecaac 1380
gtgttctcct gcagegtgat gcacgaggec ctgcacaatc actacacaca gaagtccctg7440

tctetgtecece ctggcaag7458

Secuencias



3- ldentificador de la
44 secuencia 44
-1

3- Tipo de molécula
44 AA
-2

3- Extensidén

44 486
-3
3- Caracteristicas source 1..486

44 Localizacién/Califica

-4- dores mol_type = protein

1 organism = synthetic construct

3- Residuos

454 EVQLVESGGG LIQPGGSLRL SCAASGFTFN TYAMNWVRQA PGKGLEWVAR IRSKYNNYAT60
YYADSVKDRF TISRDDSKST LYLQMNNLRA EDTAVYYCVR HGNFGNSYVS WFDYWGQGTL720
VTVSSGKPGS GKPGSGKPGS GKPGSQAVVT QEPSLTVSPG GTVTLTCRSS TGAVTTSNYA180
NWVQQKPGQA PRGLIGGTNK RAPGTPARFS GSLLGDKAAL TLSGAQPEDE AEYYCALWYS240
NLWVFGGGTK VTVLEPKSSD KTHTCPPCPA PEAAGGPSVF LFPPKPKDTL MISRTPEVTC300
VVVDVSHEDP EVKFNWYVDG VEVHNAKTKP REEQYNSTYR VVSVLTVLHQ DWLNGKEYKC360
KVSNKALAAP IEKTISKAKG QPREPQVYTL PPSRDELTKN QVSLWCLVKG FYPSDIAVEW420
ESNGQPENNY KTTPPVLDSD GSFFLYSKLT VDKSRWQQGN VFSCSVMHEA LHNHYTQKSL480

SLSPGK486



3- Secuencias
45

3- ldentificadorde la
45 secuencia 45
-1

3- Tipo de molécula
45 DNA
-2

3- Extensidén

45 726

-3

3- Caracteristicas CDS 1..726

45 Localizacién/Califica L.
protein_id =46

-4-dores

1 translation =

EVQLLESGGGLVQPGESLRLSCKAFGYTFTNHHINWVRQAPGKCLEWVGYINPYNDYTTFNDKFKDRFTLSVDKSKSTAY

LQMNSLRAEDTAVYYCARTWGHWYFDLWGQGTLVTVSSGGGGSGGGGSGGGGSNIQMTQSPSSLSASVGDRVTITCR

ASQSVSSNLAWYQQKPGKAPKLLIYDSSTRATGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQYNNWPPWTFGCGTK
LEIKR

3- Caracteristicas source 1..726
45 Localizacién/Califica
mol_type = other DNA
-4-dores
2 organism = synthetic construct
3- Residuos
45
5 gaagttcagc tgttggaaag tggtggcgga ctggtccage ctggegaatc tetgagactgb0

agctgcaagg ccttcgggta tacctttacc aaccaccaca tcaattgggt tcgacaagec 720

cctggcaagt gcctggaatg ggtcggatat atcaacccct acaacgacta caccaccttc180



aacgacaagt tcaaggaccg gttcaccctg tccgtggata agtccaagag caccgcettac240
ctgcagatga actccctgag agccgaggat acagcetgigt attactgtge ccggacctgg300
ggccactggt actttgattt gtggggeccag ggaacccteg tgacagtctce ttetggegge360
ggaggaagcg gaggeggagg ttcaggegge ggtggatcta acatccagat gacccagtct420
ccatccagcc tgtctgectce tgtgggegac agagtgacaa ttacctgteg ggectectcag480
tccgtgtcca gecaatctgge ttggtatcag cagaageccg gcaaggetcc caagetgetgsb40
atctacgact cctccaccag agctaccggce gtgccatcta gattctcegg ctetggetct600
ggcaccgact ttaccctgac aatttccagc ctgcagectg aggacttcge cacctactac660
tgccagcagt acaacaactg gcctccettgg accttcgget gcggcaccaa actggaaatc720

aagcgc/26

3- Secuencias
46

3- ldentificadorde la
46 secuencia 46
-1

3- Tipo de molécula
46 AA
-2

3- Extensidén
46 242
-3



3- Caracteristicas source 1..242
46 Localizacion/Califica .
mol_type = protein

-4-dores

1 organism = synthetic construct

3- Residuos

46

5 EVQLLESGGG LVQPGESLRL SCKAFGYTFT NHHINWVRQA PGKCLEWVGY INPYNDYTTF60

NDKFKDRFTL SVDKSKSTAY LQMNSLRAED TAVYYCARTW GHWYFDLWGQ GTLVTVSSGG120
GGSGGGGSGG GGSNIQMTQS PSSLSASVGD RVTITCRASQ SVSSNLAWYQ QKPGKAPKLL780
IYDSSTRATG VPSRFSGSGS GTDFTLTISS LQPEDFATYY CQQYNNWPPW TFGCGTKLEI240

KR242

3- Secuencias
47

3- ldentificadorde la
47 secuencia 47
-1

3- Tipo de molécula
47 DNA
-2

3- Extensién

47 732
-3
3- Caracteristicas CDS 1..732

47 Localizacion/Califica

dores protein_id =48



-4- translation =

1 QVQLQESGPGLVKPSETLSLTCTVSGGSISGYYWSWIRQPPGKCLEWIGYIYYSGFTNYNPSLKSRVTISVDTSKNQFSLKL
SSVTAADTAVYYCTRDHSHYYYMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSASGTPGQRVTISCSGSSS
NIGSNTVNWYQQFPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSASLAISGLQSEDEADYYCAGWDDSLNGPVFGCGTK
LTVLG

3- Caracteristicas source 1..732
47 Localizacion/Califica
mol_type = other DNA

-4-dores

2 organism = synthetic construct

3- Residuos

47

5 caggttcagt tgcaagaatc tggcccaggc ctecgtgaage cctccgaaac actgtetetg60

acctgcacag tgtccggcegg ctectatctct ggctactact ggtcctggat cagacagect120
cctggcaagt gecctggaatg gatcggetac atctactact ctggettcac caactacaac7180
cccagcctga agtccagagt gaccatcagce gtggacacct ctaagaacca gttctctctg240
aagctgtcct ccgtgaccgce cgetgatacc getgtgtatt actgcacceg ggaccacage300
cactactact acatggacgt gtggggacag ggaacaaccg tgacagtctc ttcaggeggt360
ggtggatcag gcggeggagg aagtggtgge ggaggttctce agtectgtget gacccaacct420
ccttcecgctt ctggcacacc tggeccagaga gtgacaatct cttgetcegg ctectecectcc480
aacatcggct ctaacaccgt gaactggtat cagcagttcc ccggcaccgce tcctaagetgb40
ctgatctact ccaacaacca gecggcecttcc ggegtgeeccg atagattcte tggectctaagb00
tccggecacct ctgeccagect ggetatttct ggactgcaga gecgaggacga ggccgactat660
tattgtgccg getgggacga ctetctgaac ggecctgttt ttggetgegg caccaaactg/720

actgtgctgg gc/32



3- Secuencias
48

3- ldentificadorde la
48 secuencia 48
-1

3- Tipo de molécula
48 AA
-2

3- Extensidén

48 244
-3
3- Caracteristicas source 1..244

48 Localizacion/Califica .

mol_type = protein

-4-dores

1 organism = synthetic construct

3- Residuos

48

5 QVQLQESGPG LVKPSETLSL TCTVSGGSIS GYYWSWIRQP PGKCLEWIGY IYYSGFTNYNG60

PSLKSRVTIS VDTSKNQFSL KLSSVTAADT AVYYCTRDHS HYYYMDVWGQ GTTVTVSSGG120
GGSGGGGSGG GGSQSVLTQP PSASGTPGQR VTISCSGSSS NIGSNTVNWY QQFPGTAPKL780
LIYSNNQRPS GVPDRFSGSK SGTSASLAIS GLQSEDEADY YCAGWDDSLN GPVFGCGTKL240

TVLG244

3- Secuencias
49



3- ldentificador de la
49 secuencia 49
-1

3- Tipo de molécula
49 DNA
-2

3- Extensidén

49 747
-3
3- Caracteristicas CDS 1..747

49 Localizacién/Califica L.
protein_id =50

-4-dores

1 translation =
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNTVNWYQQFPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSASLAISGLQ
SEDEADYYCAGWDDSLNGPVFGGGTKLTVLGGGGGSGGGGSGGGGSGGGGSQVQLQESGPGLVKPSETLSLTCTVSG
GSISGYYWSWIRQPPGKGLEWIGYIYYSGFTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCTRDHSHYYYMDV

WGQGTTVTVSS

3- Caracteristicas source 1..747

49 Localizacion/Califica
mol_type = other DNA
-4-dores

2 organism = synthetic construct
3- Residuos
49
5 caatctgttc tgacccaacc tccttcecgec tectggecacac ctggecagag agtgaccatc60
tcttgecteceg getectecte caacatcgge tctaacaccg tgaactggta tcagecagttc 720

cccggceaccg ctcctaagcet getgatctac tccaacaacc ageggecttc cggegtgeecc 180

gatagattct ctggctctaa gtccggecacc tctgeccagcec tggetattte tggactgcag240



agcgaggacg aggccgacta ttattgtgec ggetgggacg actctctgaa cggeecctgtt300

tttggcggtg gcaccaaact gacagtgett ggaggeggtg gtggatcagg cggeggtggal360
agtggtggtg gtggtagegg aggtggtgga tctcaggtge agectccaaga gtetggacct420
ggcctcgtga agecttccga gacactgtct ctgacctgea cagtgtcegg cggetctatc480
tctggctact actggtcctg gatcagacag cctecctggea agggactcga gtggatcgge540
tacatctact actctggctt caccaactac aaccccagcc tgaagtcceg cgtgaccatc600
agcgtggaca cctctaagaa ccagttctct ctgaagctgt cctecegtgac cgecgetgat660
accgctgtgt attactgcac ccgggaccac agccactact actacatgga cgtgtgggga/720

cagggaacaa ccgtgacagt gtcctcc747

3- Secuencias
50

3- ldentificadorde la
50 secuencia 50
-1

3- Tipo de molécula
50 AA
-2

3- Extensidén

50 249
-3

3- Caracteristicas source 1..249
50 Localizacién/Califica

dores mol_type = protein



-4- organism = synthetic construct
1

3- Residuos

5: QSVLTQPPSA SGTPGQRVTI SCSGSSSNIG SNTVNWYQQF PGTAPKLLIY SNNQRPSGVP60
DRFSGSKSGT SASLAISGLQ SEDEADYYCA GWDDSLNGPV FGGGTKLTVL GGGGGSGGGG120
SGGGGSGGGG SQVQLQESGP GLVKPSETLS LTCTVSGGSI SGYYWSWIRQ PPGKGLEWIG 180
YIYYSGFTNY NPSLKSRVTI SVDTSKNQFS LKLSSVTAAD TAVYYCTRDH SHYYYMDVWG240

QGTTVTVSS249

w
1

Secuencias

w
1

Identificador de la
51 secuencia 51

3- Tipo de molécula
51 DNA

3- Extensidén

51 732

-3

3- Caracteristicas CDS 1..732

51 Localizacién/Califica L.
protein_id =52

-4-dores

1 translation =

QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKCLEWIGYIYYSGYTNYNPSLKSRVNISVDTSQNQFSLK
LNSLTAADTAVYYCARTHSYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSASGTPGQRVTISCSGSS



SNIGNNPVNWYQQFPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSASLAISGLQSEDEADYYCEAWDDSLNGPVFGCG
TKLTVLG

3- Caracteristicas source 1..732

51 Localizacion/Califica

4- dores mol_type = other DNA

2 organism = synthetic construct

3- Residuos

! caggttcagt tgcaagaatc tggcccaggce ctegtgaage cctccgaaac actgtetctg60

acctgcacag tgtccggegg ctccatctcet tcctactact ggtcctggat cagacagect120
cctggcaagt gecctggaatg gatcggetac atctactact ccggetacac caactacaac780
cccagcctga agtccagagt gaacatctcc gtggacacca gccagaacca gttetetetg240
aagctgaact ccctgaccgce cgetgatacce getgtgtatt actgegetcg gacccacage300
tactactatg gcatggacgt gtggggacaa gggacaaccg tgacagtctc ttcaggeggt360
ggtggatcag gcggeggagg aagtggtgge ggaggttctce agtctgtget gacccaacct420
ccttcegett ctggecacacc tggeccagaga gtgaccatca getgtagegg ctectecectec480
aacatcggca acaaccccgt gaactggtat cagcagttcc ccggecacagce ccctaagetg5h40
ctgatctact ccaacaacca gecggcecttcc ggegtgeccg atagattcte tggectctaagb600
tccggecacct ctgeccagect ggetatttct ggactgcaga gecgaggacga ggecgactac660

tattgcgagg cttgggacga ctctctgaac ggecccetgtgt ttggetgtgg caccaaactg720

actgtgectgg gc /732

3- Secuencias
52



3- ldentificador de la
52 secuencia 52
-1

3- Tipo de molécula
52 AA
-2

3- Extensidén

52 244
-3
3- Caracteristicas source 1..244

52 Localizaciéon/Califica i
mol_type = protein

-4-dores

1 organism = synthetic construct

3- Residuos

52

5 QVQLQESGPG LVKPSETLSL TCTVSGGSIS SYYWSWIRQP PGKCLEWIGY IYYSGYTNYNG60
PSLKSRVNIS VDTSQNQFSL KLNSLTAADT AVYYCARTHS YYYGMDVWGQ GTTVTVSSGG120
GGSGGGGSGG GGSQSVLTQP PSASGTPGQR VTISCSGSSS NIGNNPVNWY QQFPGTAPKL780
LIYSNNQRPS GVPDRFSGSK SGTSASLAIS GLQSEDEADY YCEAWDDSLN GPVFGCGTKL240

TVLG244

3- Secuencias
53

3- ldentificador de la
53 secuencia 53
-1



3- Tipo de molécula
53 DNA
-2

3- Extensidén

53 741
-3
3- Caracteristicas CDS1..741

53 Localizacién/Califica L.
protein_id =54

-4-dores

1 translation =
QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWTWIRQPPGKCLELVGYIYYSGYTSYNPSLKSRVTISIDTSKNQFSLQLN
SVTAADTAVYFCARDDYGGNGYYGVDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSASGTPGQRVTISCSG
SSSNIGNNPVNWYRQLPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSASLAISGLQSEDEADYYCAAWDDSLNGWVFG

CGTKLTVLG
3- Caracteristicas source 1..741
53 Localizacién/Califica
mol_type = other DNA
-4-dores
2 organism = synthetic construct
3- Residuos
53
5 caggttcagt tgcaagaatc tggcccagge ctcgtgaage cctccgaaac actgtetetg60
acctgcacag tgtccggegg ctccatctet tcctactact ggacctggat cagacagect7120
cctggcaagt gecttggaact cgtgggetac atctactact ccggetacac cagctacaac780
cccagcctga agtccagagt gaccatcagce atcgacacct ctaagaacca gttcagectg240

cagctcaact ccgtgaccgc tgetgatacc getgtgtact tectgegecag agatgactac300

ggcggcaacg getattatgg cgtggacgtt tggggacaag ggacaaccgt gacagtgtct360

agcggaggtg gtggatcagg cggeggtgga agtggtggtg gtggetctca gtetgtgetg420



acccaacctc cttctgectc tggcacacct ggccagagag tgacaatctc ttgctcegge480
tcctcctcca acatcggcaa caaccccegtg aactggtaca gacagetgec aggcacagec540
cctaagctgce tgatctactc caacaaccag cggecttccg gegtgeccga tagattctct600
ggatctaagt ccggcaccag cgccagcectg getatttctg gactgcagag cgaggacgag660
gccgactact actgtgecgce ttgggacgat tctctgaacg gatgggtgtt cggetgegge 720

accaaactga ctgtgctggg a/741

3- Secuencias
54

3- ldentificadorde la
54 secuencia 54
-1

3- Tipo de molécula
54 AA
-2

3- Extensidén

54 247
-3
3- Caracteristicas source 1..247

54 Localizacién/Califica i
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos
54
5 QVQLQESGPG LVKPSETLSL TCTVSGGSIS SYYWTWIRQP PGKCLELVGY IYYSGYTSYNG60



PSLKSRVTIS IDTSKNQFSL QLNSVTAADT AVYFCARDDY GGNGYYGVDV WGQGTTVTVS120
SGGGGSGGGG SGGGGSQSVL TQPPSASGTP GQRVTISCSG SSSNIGNNPV NWYRQLPGTA780
PKLLIYSNNQ RPSGVPDRFS GSKSGTSASL AISGLQSEDE ADYYCAAWDD SLNGWVFGCG240

TKLTVLG247

3- Secuencias
55

3- ldentificador de la
55 secuencia 55
-1

3- Tipo de molécula
55 AA
-2

3- Extensidén

55 4
-3
3- Caracteristicas source 1..4

55 Localizacién/Califica .
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos
55
5 GGGS4



3- Secuencias
56

3- ldentificadorde la
56 secuencia 56
-1

3- Tipo de molécula
56 AA
-2

3- Extensidén

56 4
-3
3- Caracteristicas source 1..4

56 Localizacién/Califica i
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos
56
5 SGGG4

3- Secuencias
57

3- ldentificadorde la
57 secuencia 57
-1

3- Tipo de molécula
57 AA
-2



3- Extensién

57 5
-3
3- Caracteristicas source 1..5

57 Localizacién/Califica .
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos
57
5 GGGGS5

3- Secuencias
58

3- ldentificador de la
58 secuencia 58
-1

3- Tipo de molécula
58 AA
-2

3- Extensién

58 5
-3
3- Caracteristicas source 1..5

58 Localizacién/Califica i
mol_type = protein
-4-dores

1 organism = synthetic construct



3- Residuos
58
5 SGGGG5

3- Secuencias
59

3- ldentificador de la
59 secuencia 59
-1

3- Tipo de molécula
59 AA
-2

3- Extensidén

59 6
-3
3- Caracteristicas source 1..6

59 Localizacién/Califica .
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos
59
5 GGGGGS6

3- Secuencias
60



3- ldentificador de la
60 secuencia 60
-1

3- Tipo de molécula
60 AA
-2

3- Extensidén

60 6
-3
3- Caracteristicas source 1..6

60 Localizacion/Califica i
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos
60
5 SGGGGG6H

w
1

Secuencias

w
1

Identificador de la
61 secuencia 61

3- Tipo de molécula
61 AA



3- Extensién

61 7
-3
3- Caracteristicas source 1..7

61 Localizacién/Califica .
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos
61
5 GGGGGGS7

3- Secuencias
62

3- ldentificador de la
62 secuencia 62
-1

3- Tipo de molécula
62 AA
-2

3- Extensién

62 7
-3
3- Caracteristicas source 1..7

62 Localizacién/Califica i
mol_type = protein
-4-dores

1 organism = synthetic construct



3- Residuos
62
5 SGGGGGG7

3- Secuencias
63

3- ldentificador de la
63 secuencia 63
-1

3- Tipo de molécula
63 AA
-2

3- Extensidén

63 5
-3
3- Caracteristicas source 1..5

63 Localizacién/Califica .
mol_type = protein
-4-dores

1 organism = synthetic construct

3- Residuos
63
5 GKPGS5

3- Secuencias
64



3- ldentificador de la
64 secuencia 64
-1

3- Tipo de molécula
64 DNA
-2

3- Extensidén

64 1365
-3
3- Caracteristicas source 1..1365

64 Localizacién/Califica
mol_type = other DNA

-4-dores
1 organism = synthetic construct
3- Caracteristicas CDS 1..1365
64 Localizacién/Califica L.
protein_id =65
-4-dores
2 translation =

QVHLVQSGAEVKKPGASVKISCKASGYILTSYYMQWVRQAPGQGLEWMGIINPSYGGTRYAQKFQGRVTMTRDTSTSTV
YMELSSLRSEDTAVYYCARDHLLGPRDYYYYGLDVWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFP
EPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPA
PEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQ
DWLNGKEYKCKVSNKALAAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

3- Residuos
4
caagtgcatc tggttcagtc tggcgeccgaa gtgaagaaac ctggegectc cgtgaagatc60
tcctgcaagg cctetggeta catcctgace agetactaca tgecagtgggt ccgacagget7120

cctggacagg gacttgagtg gatgggcatc atcaacccca getacggegg caccagatac180



gcccagaaat tccagggeag agtgaccatg accagagaca cctccaccag caccgtgtac240
atggaactgt ccagcctgag atccgaggac accgecgtgt actactgege cagagatcat300
ctgctgggec ccagagatta ctactactac ggectggatg tgtggggeca gggcacaaca360
gtgacagtgt cctccgcettc caccaaggga cccetetgtgt ttcctetgge teccctccage420
aagtctacct ctggtggaac agctgecctg ggectgectgg tcaaggatta ctttcctgag480
cctgtgaccg tgtcctggaa ctetggeget ctgacatctg gegtgecacac ctttccaget540
gtgctgecagt ccteecggect gtactctcetg tectetgteg tgaccgtgece ttccagetct600
ctgggcaccc agacctacat ctgcaatgtg aaccacaagc cttccaacac caaggtggac660
aagaaggtgg aacccaagtc ctgcgacaag acccacacct gtcctecatg teetgetcca720
gaagctgctg gcggeccatce cgtgtttctg ttccctccaa agectaagga caccctgatg /780
atcagcagaa cccctgaagt gacctgegtg gtggtggatg tgtcccacga ggacccagaa840
gtgaagttca attggtacgt ggacggcegtg gaagtgcaca acgccaagac caagcctaga900
gaggaacagt acaactccac ctacagagtg gtgtccgtge tgaccgtget gcaccaggat960
tggctgaacg gcaaagagta caagtgcaag gtgtccaaca aggecctgge cgetcctatc 7020
gaaaagacca tctccaaggc caagggccag cctagggaac cccaggttta caccttgect7080
ccatctcggg acgagctgac caagaaccag gtgtcccetgt cttgtgecgt gaagggettc1740
tacccctccg atatcgetgt ggaatgggag agcaatggec agccagagaa caactacaag?200
acaacccctc ctgtgectgga ctccgacgge tcattcttcce tggtgtccaa getgacagtg1260
gacaagtcca gatggcagca gggcaacgtg ttctcectgea gegtgatgea cgaggecctg1320

cacaatcact acacacagaa gtctctgtct ctgagccccg gcaaal365



3- Secuencias
65

3- ldentificadorde la
65 secuencia 65
-1

3- Tipo de molécula
65 AA
-2

3- Extensidén

65 455
-3
3- Caracteristicas source 1..455

65 Localizacién/Califica i
mol_type = protein

-4-dores

1 organism = synthetic construct

3- Residuos

65

5 QVHLVQSGAE VKKPGASVKI SCKASGYILT SYYMQWVRQA PGQGLEWMGI INPSYGGTRY60

AQKFQGRVTM TRDTSTSTVY MELSSLRSED TAVYYCARDH LLGPRDYYYY GLDVWGQGTT120
VTVSSASTKG PSVFPLAPSS KSTSGGTAAL GCLVKDYFPE PVTVSWNSGA LTSGVHTFPA1780
VLQSSGLYSL SSVVTVPSSS LGTQTYICNV NHKPSNTKVD KKVEPKSCDK THTCPPCPAP240
EAAGGPSVFL FPPKPKDTLM ISRTPEVTCV VVDVSHEDPE VKFNWYVDGV EVHNAKTKPR300
EEQYNSTYRV VSVLTVLHQD WLNGKEYKCK VSNKALAAPI EKTISKAKGQ PREPQVYTLP360
PSRDELTKNQ VSLSCAVKGF YPSDIAVEWE SNGQPENNYK TTPPVLDSDG SFFLVSKLTV420

DKSRWQQGNV FSCSVMHEAL HNHYTQKSLS LSPGK455



3- Secuencias
66

3- ldentificadorde la
66 secuencia 66
-1

3- Tipo de molécula
66 DNA
-2

3- Extensidén

66 648
-3
3- Caracteristicas source 1..648

66 Localizacién/Califica
mol_type = other DNA

-4-dores
1 organism = synthetic construct
3- Caracteristicas CDS 1..648
66 Localizacién/Califica
protein_id =67
-4-dores
2 translation =

QSVLTQPPSVSAAPGQKVTISCSGSSSNIGNNYVSWYQQFPGTAPKLLIYDNNKRPSGIPDRFSGSKSGTSATLGITGLQT
GDEADYYCGTWDSSLRAHVFGTGTKVTVLGQPKANPTVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADGSPVKA
GVETTKPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

3- Residuos
6
cagtccgtge tgacccagcc tecttetgtt tetgetgecc ctggecagaa agtgaccatc60

tcttgectecg getectecte caacatcgge aacaactacg tgtcctggta tcagecagttc 720



cccggcaccg ctcctaagcet getgatctac gacaacaaca ageggeccag cggeatcect780
gacagattct ccggatctaa gtccggecacc tctgectaccc tgggecatcac aggattgcag240
acaggcgacg aggccgacta ctattgcgge acctgggaca gttctetgeg ggeccatgtt300
tttggcaccg gcaccaaagt gaccgtgcetg ggacagecta aggeccaatcc taccgtgaca360
ctgttcccte catccteccga ggaactgecag gccaacaagg ctacccetegt gtgectgatc420
tccgactttt accctggege tgtgaccgtg gecctggaagg ctgatggatce tecetgtgaag4d80
gctggegtgg aaaccaccaa gecttccaag cagtccaaca acaaatacge cgectectec540
tacctgtctc tgacccctga acagtggaag tcccaccggt cctactcttg ccaagtgacc600

catgagggct ccaccgtgga aaagaccgtg gectecctaccg agtgetct648

3- Secuencias
67

3- ldentificadorde la
67 secuencia 67
-1

3- Tipo de molécula
67 AA
-2

3- Extensidén

67 216
-3

3- Caracteristicas source 1..216
67 Localizacién/Califica

dores mol_type = protein



-4- organism = synthetic construct
1

3- Residuos

657 QSVLTQPPSV SAAPGQKVTI SCSGSSSNIG NNYVSWYQQF PGTAPKLLIY DNNKRPSGIP60
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLRAHV FGTGTKVTVL GQPKANPTVT720
LFPPSSEELQ ANKATLVCLI SDFYPGAVTV AWKADGSPVK AGVETTKPSK QSNNKYAASS 780

YLSLTPEQWK SHRSYSCQVT HEGSTVEKTV APTECS276



