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<?xml version="1.0" encoding=""utf-8"7>
<IDOCTYPE ST26SequencelListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
""ST26SequencelListing V1 3.dtd">
<ST26SequencelListing dtdVersion="v1_ 3" fileName=""159792018440seqlist.xml"
softwareName="WIPO Sequence”™ softwareVersion="2.2_.0" productionDate="2023-05-
09"">
<Applicationldentification>
<IPOfficeCode>SP</I1POfficeCode>
<ApplicationNumberText></ApplicationNumberText>
<FilingDate></FilingDate>
</Applicationldentification>
<ApplicantFileReference>15979-20184.40</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>SP</I1POfficeCode>
<ApplicationNumberText>63/342590</ApplicationNumberText>
<FilingDate>16-05-2022</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode=""en''>Genzyme Corporation</ApplicantName>
<InventionTitle languageCode=""en'">METODOS DE  TRATAMIENTO DE LA
LEUCODISTROFIA METACROMATICA</InventionTitle>
<SequenceTotalQuantity>16</SequenceTotalQuantity>
<SequenceData sequencelDNumber="1">
<INSDSeqg>
<INSDSeq_length>507</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..507</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="g2">
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<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MGAPRSLLLALAAGLAVARPPNIVLIFADDLGYGDLGCYGHPSSTTPNLDQLAA
GGLRFTDFYVPVSLCTPSRAALLTGRLPVRMGMYPGVLVPSSRGGLPLEEVTVAEVLAARGYLTGMAGKWHLGVGPEG
AFLPPHQGFHRFLGIPYSHDQGPCQNLTCFPPATPCDGGCDQGLVP IPLLANLSVEAQPPWLPGLEARYMAFAHDLMA
DAQRQDRPFFLYYASHHTHYPQFSGQSFAERSGRGPFGDSLMELDAAVGTLMTAIGDLGLLEETLVIFTADNGPETMR
MSRGGCSGLLRCGKGTTYEGGVREPALAFWPGHIAPGVTHELASSLDLLPTLAALAGAPLPNVTLDGFDLSPLLLGTG
KSPRQSLFFYPSYPDEVRGVFAVRTGKYKAHFFTQGSAHSDTTADPACHASSSLTAHEPPLLYDLSKDPGENYNLLGG
VAGATPEVLQALKQLQLLKAQLDAAVTFGPSQVARGEDPALQICCHPGCTPRPACCHCPDPHA</ INSDSeq_seque
nce>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="2"">
<INSDSeqg>
<INSDSeq_length>1530</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..1530</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>ADN sin
asignar</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g4'">

<INSDQualifier_name>organism</INSDQualifier_name>
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<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atgagcatgggagcccctagatctctgctgctggctcttgectgectggactggect
gtggccagacctcctaacatcgtgctgatcttcgccgacgatctcggctatggecgatctgggectgttacggacaccct
agcagcaccacacctaacctggatcaactggctgccggcggactgagattcaccgatttctacgtgcccgtgtctctg
tgcacacctagtagagctgctctgctgacaggcagactgccagtgcggatgggaatgtatcctggecgtgectggttcect
agcagtagaggcggactgcctctggaagaagtgacagttgctgaagtgctggccgccagaggctatctgactggaatg
gccggaaaatggcacctcggagttggacctgaaggcgettttctgectcctcaccagggcttccacagatttctgggce
atcccttacagccacgatcagggcccttgccagaacctgacctgctttcctcctgccacaccttgtgatggcggetgt
gatcagggactcgtgcctattcctctgctggccaatctgagcgtggaagctcaacctccttggctgectggectggaa
gccagatatatggccttcgctcacgacctgatggccgacgctcagagacaggacagaccattcttcctgtactacgcc
agccaccacacacactaccctcagttctctggccagtccttcgccgagagatctggcagaggeccttttggcgatagce
ctgatggaactggatgccgccgtgggaacactgatgacagccattggagatctgggcctgctggaagagacactggtc
atcttcaccgccgacaacggccccgagacaatgagaatgagcagaggcggctgtagcggectgectgagatgtggcaag
ggaacaacatacgaaggcggcgtcagagagcctgctctggctttttggcctggacatattgcccctggecgtgacacac
gaactggcctcttctctggatctgctgcctacactggctgctttggctggcgctectctgecctaatgtgaccctggat
ggcttcgatctgtctccactgctgctcggaacaggcaagagccctagacagagectgttcttctaccctagctacccc
gatgaagtgcggggagtgtttgccgtgcggacaggcaagtacaaggcccacttttttacccaaggcagcgcccacagce
gataccacagctgatcctgcttgtcacgcctctagcagcctgacagctcatgaaccacctctgctgtacgacctgtct
aaggaccccggcgagaactataatctgcttggcggagttgccggcgctacacctgaagttctgcaggctctgaaacag
ctccagctgctgaaagcccagctggacgctgectgtgacatttggaccttctcaggtggcaagaggcgaggaccctget
ctgcagatttgttgtcaccctggctgtacccctagacctgcctgctgtcactgtcctgatcctcacgecttga</INSD
Seq_sequence>
</ INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="3"">
<INSDSeq>
<INSDSeq_length>10788</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>



10

15

20

25

30

35

<INSDFeature_location>1..10788</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>otro
ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g6">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ttggccactccctctctgcgcgctcgctcgctcactgaggccgecccgggcaaag
cccgggcgtcgggcegacctttggtcgeccggectcagtgagcgagcgagcgcgcagagagggagtggccaactcecatce
actaggggttccttacgtacaattgggatcccggaccgtcgacattgattattgactagttattaatagtaatcaatt
acggggtcattagttcatagcccatatatggagttccgcgttacataacttacggtaaatggcccgectggcectgaccg
cccaacgacccccgcccattgacgtcaataatgacgtatgttcccatagtaacgccaatagggactttccattgacgt
caatgggtggagtatttacggtaaactgcccacttggcagtacatcaagtgtatcatatgccaagtacgccccctatt
gacgtcaatgacggtaaatggcccgcctggcattatgcccagtacatgaccttatgggactttcctacttggcagtac
atctacgtattagtcatcgctattaccatggtcgaggtgagccccacgttctgcttcactctccccatctecccccccc
tccccacccccaattttgtatttatttattttttaattattttgtgcagcgatgggggcggggggggggggggggcgce
gcgccaggcggggcggggcggggcgaggggcggggcggggcgaggeggagaggtgeggeggcagecaatcagagceggce
gcgctccgaaagtttccttttatggcgaggcggcggcggeggcggecctataaaaagcgaagcgecgecggegggcggga
gtcgctgcgcgectgecttcgecccgtgcecccgetccgecgecgectcgecgecgeccgcecccggetctgactgaccgeg
ttactcccacaggtgagcgggcgggacggcccttcteccteccgggctgtaattagecgettggtttaatgacggettgtt
tcttttctgtggctgcgtgaaagccttgaggggctceccgggagggecctttgtgecggggggageggetecggggggtgeg
tgcgtgtgtgtgtgcgtggggagcgecgegtgeggctecgegetgeccggeggctgtgagegetgecgggegeggegeg
gggctttgtgcgctccgcagtgtgcgcgaggggagcgceggecgggggcggtgeccegeggtgecggggggggetgegag
gggaacaaaggctgcgtgcggggtgtgtgcgtgggggggtgagcagggggtgtgggcgegtcggtcgggctgcaacce
cccctgcacccccctecccgagttgetgagcacggcccggettcgggtgeggggectecgtacggggegtggegegggg

ctcgccgtgecgggcggggggtggecggcaggtgggggtgccgggeggggcggggecgectegggcecggggagggcteg
ggggaggggcgcggcggcccccggagcgcecggeggcetgtecgaggecgcggecgagecgcagecattgecttttatggtaa
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tcgtgcgagagggcgcagggacttectttgtcccaaatctgtgcggageccgaaatctgggaggcgccgecgcacccce
tctagcgggcgeggggcgaageggtygcggcgecggcaggaaggaaatgggeggggagggccttegtgegtegecgege
cgccgtccccttcteccteteccagectecggggetgteccgeggggggacggetgecttcgggggggacggggcagggceg
gggttcggcttctggcgtgtgaccggecggctctagagectetgctaaccatgttcatgecttettctttttcctacag
ctcctgggcaacgtgctggttattgtgctgtctcatcattttggcaaagaattctacgtaccaccatgagcatgggag
cccctagatctctgetgetggetettgetgectggactggetgtggeccagacctectaacatcgtgetgatcttcgecg
acgatctcggctatggcgatctgggctgttacggacaccctagcagcaccacacctaacctggatcaactggctgecg
gcggactgagattcaccgatttctacgtgcccgtgtctctgtgcacacctagtagagctgctcectgctgacaggcagac
tgccagtgcggatgggaatgtatcctggcgtgctggttectagcagtagaggcggactgectctggaagaagtgacag
ttgctgaagtgctggccgceccagaggctatctgactggaatggccggaaaatggcacctcggagttggacctgaaggeg
cttttctgcctectcaccagggcttccacagatttctgggcatcccttacagccacgatcagggeccttgccagaace
tgacctgctttcctcctgecacaccttgtgatggeggctgtgatcagggactcgtgectattcecctectgetggecaate
tgagcgtggaagctcaacctccttggetgectggectggaagccagatatatggecttcgetcacgacctgatggecg
acgctcagagacaggacagaccattcttcctgtactacgccagccaccacacacactaccctcagttctctggccagt
ccttcgccgagagatctggcagaggceccttttggecgatagecctgatggaactggatgccgecgtgggaacactgatga
cagccattggagatctgggcctgctggaagagacactggtcatcttcaccgccgacaacggccccgagacaatgagaa
tgagcagaggcggctgtagcggcectgctgagatgtggcaagggaacaacatacgaaggcggcgtcagagagcectgete
tggctttttggcctggacatattgcccctggegtgacacacgaactggectcttctctggatctgectgectacactgg
ctgctttggctggcgctectctgectaatgtgaccctggatggettcgatctgtctccactgectgectcggaacaggea
agagccctagacagagcctgttcttctaccctagctaccccgatgaagtgcggggagtgtttgeccgtgecggacaggca
agtacaaggcccacttttttacccaaggcagcgcccacagcgataccacagctgatcctgecttgtcacgectctagea
gcctgacagctcatgaaccacctctgctgtacgacctgtctaaggaccccggcgagaactataatctgettggeggag
ttgccggcgcetacacctgaagttctgcaggctctgaaacagctccagetgctgaaagecccagetggacgetgetgtga
catttggaccttctcaggtggcaagaggcgaggaccctgctctgcagatttgttgtcaccctggctgtacccctagac
ctgcctgctgtcactgtcctgatcctcacgcttgagattaatcaacctctggattacaaaatttgtgaaagattgact
ggtattcttaactatgttgctccttttacgctatgtggatacgctgctttaatgcctttgtatcatgctattgettce
cgtatggctttcattttctcctccttgtataaatcctggttgectgtctectttatgaggagttgtggececgttgtcagg
caacgtggcgtggtgtgcactgtgtttgctgacgcaacccccactggttggggcattgecaccacctgtcagetectt
tccgggactttcgetttccccctecctattgeccacggcggaactcatcgecgectgecttgeccgetgetggacaggg
gctcggctgttgggcactgacaattccgtggtgttgtcggggaaatcatcgtecttteccttggetgetegectgtgtt
gccacctggattctgcgecgggacgtecttectgetacgtecctteggecctcaatccagecggaccttecttccegegge
ctgctgccggctcetgeggectettecgegtettegecttecgecctcagacgagteggatctecctttgggecgectee
ccgcctgatcctgtgecttctagttgccagecatctgttgtttgeccccteccccgtgecttecttgaccctggaaggt
gccactcccactgtcctttcctaataaaatgaggaaattgcatcgcattgtctgagtaggtgtcattctattctgggg
ggtggggtggggcaggacagcaagggggaggattgggaagacaatagcaggcatgctcgaaattaggaacccctagtg
atggagttggccactccctctctgegegetcgetegetecactgaggeccgeccecgggcaaageccgggegtcgggegace
tttggtcgceccggectcagtgagcgagcgagecgegcagagagggagtggccaatcgegacggecgacgtetttgttac
aacttactatatatatgcacacatatatatatatttgggtatattgggggggttctaatttaagaaatgcataattgg
ctatagacagacagttgtcagaacttggcaatgggtacgtgcaggttcattataccaagtctacttgtagttgttcaa
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aatgtatcataatacaaggccgggcgaggtcgtcacgcctgtaatcccagcattttgggaggctaaggcaggaggatt
gcttgaggtcaggagtttgtgaccagcctgggcaacagagcaagaccctgtctccaaaaagaaaaaaaataatttttt
acaaaataaaaacaaaatgtatcatcagacgaaattaaataagaggcaattcattgtaatgacaacttttcccagctt
gacatttaacaaaaagtctaagtcctcttaattcatatttaatgatcaaatatcaaatactaattttttttttttttt
tttttttgagacggagtctcgctctgtcgeccaggectggagtgcagtggecgecgatcctggctcactgcaagctccgec
tccegggttcacgecattctectgectcagecteccgagtagctgggattacagacatgcgeccaccacgeccggetaa
ttttgtatttttagtagagatggggtttctccatgttggtcaggctggtcttgaatttcccacctcaggtgatctgece
tgcctcagcctcacaaagcagtagctgggactacaggcacccaccaccacacttggttaattcttttgtatttttttt
gtaaagacgggatttcaccatgttagccaggatggtctcgatctcctgatctcatgatccgecccgectcagectecca
aagtgctgggattacaggcgtgagccaccccgcccggccatcaaatactaattcttaaatggtaaggacccactattc
agaacctgtatccttatcactaatatgcaaatatttattgaatacttactatgtcatgcatactagagagagttagat
aaatttgatacagctaccctcacagaacttacagtgtaatagatggcatgacatgtacatgagtaactgtgaacagtg
ttaaattgctatttaaaaaaaaagacggctgggcgctgtggctcatgecctgtaatcccagcactttgggaggccaagg
caagttgatcgctcgaggtcaagagttcgagaccagcctggccaacgtggtaaaaccccgtctctactaaaaatacaa
aaaaaaaattagccaggcatggtggcacaggcctgtaatcccagctactagggaggctgagacatggagaactgcettg
aatccaggaggcagaggttacagtgagccgagatcataccactacactccagcctgagtgacagagcgagactectgt
ctaaaaaaaaaaaaaaaaaaaaagatacaggttaagtgttatggtagttgaagagagaactcaaactctgtctcagaa
gcctcacttgcatgtggaccactgatatgaaataatataaataggtataattcaataaataggaacttcagttttaat
catcccaaacaccaaaacttcctatcaaacaggtccaataaactcaatctctataagagctagacagaaatctacttg
gtggcctataatcttattagcccttacttgtcccatctgatattaattaaccccatctaatatggattagttaacaat
ccagtggctgctttgacaggaacagttggagagagttggggattgcaacatattcaattatacaaaaatgcattcagce
atctaccttgattaaggcagtgtgcaacagaatttgcaggagagtaaaagaatgattataaatttacaacccttaaag
agctatagctgggcgtggtggctcatgcctgtaaatcccagcactttgggaggctgaggcgggtggatcacctgagge
cagaagttcaagaccagcctagccaacatggcgaaaccctgtctctacaaaaaatacaaaaattagccgggtgtggtg
gcacgtgcctgtagtcccagttacttgggaggccgaggcaggagaatcgettgaacctaggaggtggaggctgcagtg
agccgagattgtgccactgcactccacttcagcctgggcgacaagagcaagactccgtcacaaaaaaaaaaaaaaaaa
aaaaggctaaaatctagtgggaaaggcatatatacatacaactaactgtatagcataataaagctcataatctgtaac
aaaatctaattcgacaagcccagaaacttgtgatttaccaaaaacagttatatatacacaaaaagtaaacctagaacc
caaagttacccagcaccaatgattctctccctaagcagtatcaagtttaaagcagtgattacattctactgcctagat
tgtaaactgagtaaaggagaccagcacctttctgctactgaactagcacagccgtgtaaaccaacaaggcaatggcag
tgcccaactttctgtatgaatataagttacatctgttttattatttgtgacttggtgttgcatgtggttattatcaac
accttctgaaagaacaactacctgctcaggctgccataacaaaataccacagactgagtgacttaacagaaacttatt
tctcacagttttggaggctgggaagtccaaaattaagctaactgcaaggtaggtttcaatctcaggectcttetttgg
cttgaaggtcttctaactgtgtgctcacatgacctcttctaacaagctctctggtgtctetttttttttttttttectt
ttttgagacagagtctcactctgtcacccaggctggagtacagtggcacaatctgggctcactgcaacctccaactcc
cgggttcaagtgattctcatgcctcaccctcccgagtagcttggatgacaggageccgctaccacacccagctaattt
ttgtatttttagtagagatggtgtttcactacattggccaggctggtctcaaactcctgacctegtgatccacccace
ttggcctcccaaagtgctgggattacaggtgtgageccactgegeccgtectggtgtettttcatataagggcactaat
ccaatcagacctgggcccaaccctcccgacttcttctaactgtaattaccttccaaaggccctgtctccaaataccat
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cacactgggggttaggacttcaaaaaaggtatggggggggtgtgggaggacataaatgctcagtccataacaagcacce
caacataaaaatggctagaacagatcacaaaaaaaaggtcctgtatggctttggggaagggctcaaccccaaaatatc
tgaaagctctggaggggcctagaagtggtaaatgaatgaaaacgtggttactctcccgatctgectttcccaaatatg
gccattcttggctgaatcagaaatcaaaggacaggttattaattactagctctaagttacttaccatttgctgagaca
gttcagaaatctgactgcatctcctcagggatctagaacacagttctcaaattctaacttacttgtgatatacttgtg
aatgataaaaatcgctacaggtacttttattaatctgaaagagtattgagaaattacctttcattctgacttttgtct
ggaatgaaaatcaatacttttgctatattccattactgaaataattttactttccagtaaaactggcattataatttt
ttttaatttttaaaacttcataattttttgccagactgacccatgtaaacatacaaattactaataattatgcacgtc
acatctgtaataatggccttcatgtaaacatttttgtggtttacacataaaatctctaattacaaagctatattatct
aaaattacagtaagcaagaaaattaatccaagctaagacaatacttgcaacatcaattcatcatctgtgacaaggact
gcttaagtctctttgtggttgacgtcattaattaactggcctcatgggecttcecgetcactgeccgetttccagtegg
gaaacctgtcgtgccagctgcattaacatggtcatagctgtttecttgegtattgggegetctecgettectegetca
ctgactcgctgcgctcggtcegttcgggtaaagecctggggtgectaatgagcaaaaggccagcaaaaggccaggaacceg
taaaaaggccgcgttgctggegtttttccataggctccgecccecctgacgagcatcacaaaaatcgacgctcaagtca
gaggtggcgaaacccgacaggactataaagataccaggcgtttccccctggaagctccctegtgegetctectgttece
gaccctgccgcttaccggatacctgtccgectttctecccttcgggaagegtggegetttectcatagectcacgetgtag
gtatctcagttcggtgtaggtcgttcgctccaagectgggetgtgtgcacgaacccecccgttcageccgaccgetgege
cttatccggtaactatcgtcttgagtccaacccggtaagacacgacttatcgccactggcagcagccactggtaacag
gattagcagagcgaggtatgtaggcggtgctacagagttcttgaagtggtggcctaactacggctacactagaagaac
agtatttggtatctgcgctctgctgaagccagttaccttcggaaaaagagttggtagctcttgatccggcaaacaaac
caccgctggtagcggtggtttttttgtttgcaagcagcagattacgcgcagaaaaaaaggatctcaagaagatccttt
gatcttttctacggggtctgacgctcagtggaacgaaaactcacgttaagggattttggtcatgagattatcaaaaag
gatcttcacctagatccttttaaattaaaaatgaagttttaaatcaatctaaagtatatatgagtaaacttggtctga
cagttaccaatgcttaatcagtgaggcacctatctcagcgatctgtctatttcgttcatccatagttgecctgactccc
cgtcgtgtagataactacgatacgggagggcttaccatctggccccagtgctgcaatgataccgcgagaaccacgctc
accggctccagatttatcagcaataaaccagccagccggaagggccgagcgcagaagtggtcctgcaactttatccge
ctccatccagtctattaattgttgccgggaagctagagtaagtagttcgccagttaatagtttgegcaacgttgttge
cattgctacaggcatcgtggtgtcacgctcgtcgtttggtatggcttcattcagctccggttcccaacgatcaaggceg
agttacatgatcccccatgttgtgcaaaaaagcggttagctccttcggtcecctccgatcgttgtcagaagtaagttgge
cgcagtgttatcactcatggttatggcagcactgcataattctcttactgtcatgccatccgtaagatgettttctgt
gactggtgagtactcaaccaagtcattctgagaatagtgtatgcggcgaccgagttgctcttgcccggegtcaatacg
ggataataccgcgccacatagcagaactttaaaagtgctcatcattggaaaacgttcttcggggcgaaaactctcaag
gatcttaccgctgttgagatccagttcgatgtaacccactcgtgcacccaactgatcttcagcatcttttactttcac
cagcgtttctgggtgagcaaaaacaggaaggcaaaatgccgcaaaaaagggaataagggcgacacggaaatgttgaat
actcatactcttcctttttcaatattattgaagcatttatcagggttattgtctcatgagcggatacatatttgaatg
tatttagaaaaataaacaaataggggttccgcgcacatttccccgaaaagtgccacctaaattgtaagcgttaatatt
ttgttaaaattcgcgttaaatttttgttaaatcagctcattttttaaccaataggccgaaatcggcaaaatcecttat
aaatcaaaagaatagaccgagatagggttgagtggccgctacagggcgctcccattcgecattcaggctgcgcaactg
ttgggaagggcgtttcggtgcgggectcttcgetattacgeccagectggcgaaagggggatgtgectgcaaggegattaa
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gttgggtaacgccagggttttcccagtcacgacgttgtaaaacgacggccagtgagcgcgacgtaatacgactcacta
tagggcgaattggcggaaggccgtcaaggcctaggcgcgccaacgcgt</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="4">
<INSDSeqg>
<INSDSeq_length>145</1INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..145</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>otro
ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg8">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ttggccactccctctctgcgcgctcgectcgctcactgaggccgcccgggcaaag
cccgggcegtcecgggcgacctttggtcgeccggectcagtgagcgagcgagcgcgcagagagggagtggccaactcecate
actaggggttcct</INSDSeq_sequence>
</ INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="5">
<INSDSeqg>
<INSDSeq_length>145</INSDSeq_length>



10

15

20

25

30

35

9

<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..145</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>otro
ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="gl10">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>aggaacccctagtgatggagttggccactccctctctgcgcgctcgctcgctca
ctgaggccgcccgggcaaagcccgggcgtcgggcgacctttggtcgeccggcctcagtgagcgagcgagcgecgcagag
agggagtggccaa</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="6"">
<INSDSeqg>
<INSDSeq_length>381</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..381</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>otro
ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql2">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gacattgattattgactagttattaatagtaatcaattacggggtcattagttc
atagcccatatatggagttccgcgttacataacttacggtaaatggcccgcctggctgaccgcccaacgacccccgcec
cattgacgtcaataatgacgtatgttcccatagtaacgccaatagggactttccattgacgtcaatgggtggagtatt
tacggtaaactgcccacttggcagtacatcaagtgtatcatatgccaagtacgccccctattgacgtcaatgacggta
aatggcccgcctggcattatgcccagtacatgaccttatgggactttcctacttggcagtacatctacgtattagtca
tcgctattaccatgg</INSDSeq_sequence>
</ INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="7"">
<INSDSeq>
<INSDSeq_length>323</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..323</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
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<INSDQualifier_value>otro
ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qgl4">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tcgaggtgagccccacgttctgcttcactctccccatctcccccccctccccac
ccccaattttgtatttatttattttttaattattttgtgcagcgatgggggcggggggggggggggggecgegegecag
gcggggceggggcggggcgaggggcggggceggggegaggcggagaggtgeggeggcagecaatcagageggegegetec
gaaagtttccttttatggcgaggcggcggcggcggcggccctataaaaagcgaagcgcgcggcgggcgggagtcegetg
cgcgctgecttcgecccgtgecccgetceccgecgece</ INSDSeq_sequence>
</ INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>594</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..594</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>otro
ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql6">
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<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ttaatcaacctctggattacaaaatttgtgaaagattgactggtattcttaact
atgttgctccttttacgctatgtggatacgctgctttaatgectttgtatcatgctattgettcccgtatggetttca
ttttctccteccttgtataaatcctggttgectgtctectttatgaggagttgtggeccgttgtcaggcaacgtggegtgg
tgtgcactgtgtttgctgacgcaacccccactggttggggcattgccaccacctgtcagctecctttccgggactttcg
ctttccccctcecctattgccacggcggaactcatcgecgectgecttgecccgetgectggacaggggetcecggetgttgg
gcactgacaattccgtggtgttgtcggggaaatcatcgtcctttccttggectgctcgectgtgttgeccacctggattc
tgcgcgggacgtccttctgctacgtcccttcggccctcaatccagecggaccttecttcccgeggectgetgecggcetc
tgcggcctcttccgegtcttecgecttcgecctcagacgagtcggatectecctttgggecgectecccgectg</INSD
Seq_sequence>
</ INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="9"">
<INSDSeq>
<INSDSeq_length>736</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..736</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="ql18">
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<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Virus
adenoasociado 9</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MAADGYLPDWLEDNLSEG I REWWALKPGAPQPKANQQHQDNARGLVLPGYKYLG
PGNGLDKGEPVNAADAAALEHDKAYDQQLKAGDNPYLKYNHADAEFQERLKEDTSFGGNLGRAVFQAKKRLLEPLGLY
EEAAKTAPGKKRPVEQSPQEPDSSAG I GKSGAQPAKKRLNFGQTGDTESVPDPQP I GEPPAAPSGVGSLTMASGGGAP
VADNNEGADGVGSSSGNWHCDSQWLGDRV ITTSTRTWALPTYNNHLYKQISNSTSGGSSNDNAYFGYSTPWGYFDFNR
FHCHFSPRDWQRL INNNWGFRPKRLNFKLFNI1QVKEVTDNNGVKT IANNLTSTVQVFTDSDYQLPYVLGSAHEGCLPP
FPADVFMIPQYGYLTLNDGSQAVGRSSFYCLEYFPSQMLRTGNNFQFSYEFENVPFHSSYAHSQSLDRLMNPL IDQYL
YYLSKTINGSGQNQQTLKFSVAGPSNMAVQGRNY I PGPSYRQQRVSTTVTQNNNSEFAWPGASSWALNGRNSLMNPGP
AMASHKEGEDRFFPLSGSL I FGKQGTGRDNVDADKVM I TNEEE IKTTNPVATESYGQVATNHQSAQAQAQTGWVQNQG
I LPGMVWQDRDVYLQGP IWAK IPHTDGNFHPSPLMGGFGMKHPPPQIL IKNTPVPADPPTAFNKDKLNSFITQYSTGQ
VSVEIEWELQKENSKRWNPE IQYTSNYYKSNNVEFAVNTEGVYSEPRPIGTRYLTRNL</INSDSeq_sequence>
</ INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeqg>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q20">
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<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KGGGFHG</INSDSeq_sequence>
</ INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeqg>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g22">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AAAKGGGFHGAS</ INSDSeq_sequence>
</ INSDSeq>
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</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeqg>
<INSDSeq_length>748</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..748</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg24">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MAADGYLPDWLEDNLSEGIREWWALKPGAPQPKANQQHQDNARGLVLPGYKYLG
PGNGLDKGEPVNAADAAALEHDKAYDQQLKAGDNPYLKYNHADAEFQERLKEDTSFGGNLGRAVFQAKKRLLEPLGLY
EEAAKTAPGKKRPVEQSPQEPDSSAG I GKSGAQPAKKRLNFGQTGDTESVPDPQP I GEPPAAPSGVGSLTMASGGGAP
VADNNEGADGVGSSSGNWHCDSQWLGDRVITTSTRTWALPTYNNHLYKQISNSTSGGSSNDNAYFGYSTPWGYFDFNR
FHCHFSPRDWQRL INNNWGFRPKRLNFKLFN IQVKEVTDNNGVKT IANNLTSTVQVFTDSDYQLPYVLGSAHEGCLPP
FPADVFMIPQYGYLTLNDGSQAVGRSSFYCLEYFPSQMLRTGNNFQFSYEFENVPFHSSYAHSQSLDRLMNPLIDQYL
YYLSKT INGSGONQQTLKFSVAGPSNMAVQGRNY I1PGPSYRQQRVSTTVTQNNNSEFAWPGASSWALNGRNSLMNPGP
AMASHKEGEDRFFPLSGSL 1 FGKQGTGRDNVDADKVMITNEEE IKTTNPVATESYGQVATNHQSAQAAAKGGGFHGAS
AQAQTGWVQNQG I LPGMVWQDRDVYLQGP IWAKIPHTDGNFHPSPLMGGFGMKHPPPQIL IKNTPVPADPPTAFNKDK
LNSFITQYSTGQVSVE IEWELQKENSKRWNPEIQYTSNYYKSNNVEFAVNTEGVYSEPRPIGTRYLTRNL</INSDSe

g_sequence>
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</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="13">
<INSDSeg>
<INSDSeq_length>611</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..611</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g26">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>TAPGKKRPVEQSPQEPDSSAG I GKSGAQPAKKRLNFGQTGDTESVPDPQP IGEP
PAAPSGVGSLTMASGGGAPVADNNEGADGVGSSSGNWHCDSQWLGDRV ITTSTRTWALPTYNNHLYKQISNSTSGGSS
NDNAYFGYSTPWGYFDFNRFHCHFSPRDWQRL INNNWGFRPKRLNFKLFNIQVKEVTDNNGVKT IANNLTSTVQVFTD
SDYQLPYVLGSAHEGCLPPFPADVFMIPQYGYLTLNDGSQAVGRSSFYCLEYFPSQMLRTGNNFQFSYEFENVPFHSS
YAHSQSLDRLMNPL IDQYLYYLSKT INGSGQNQQTLKFSVAGPSNMAVQGRNY IPGPSYRQQRVSTTVTQNNNSEFAW
PGASSWALNGRNSLMNPGPAMASHKEGEDRFFPLSGSL I FGKQGTGRDNVDADKVMITNEEE IKTTNPVATESYGQVA
TNHQSAQAAAKGGGFHGASAQAQTGWVQNQG I LPGMVWQDRDVYLQGP IWAK IPHTDGNFHPSPLMGGFGMKHPPPQI
LIKNTPVPADPPTAFNKDKLNSFITQYSTGQVSVE I EWNELQKENSKRWNPE 1QYTSNYYKSNNVEFAVNTEGVYSEPR
PIGTRYLTRNL</INSDSeq_sequence>

</ INSDSeq>
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</SequenceData>
<SequenceData sequencelDNumber="14">
<INSDSeqg>
<INSDSeq_length>546</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1. .546</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g28">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MASGGGAPVADNNEGADGVGSSSGNWHCDSQWLGDRVITTSTRTWALPTYNNHL
YKQISNSTSGGSSNDNAYFGYSTPWGYFDFNRFHCHFSPRDWQRL INNNWGFRPKRLNFKLFNIQVKEVTDNNGVKTI
ANNLTSTVQVFTDSDYQLPYVLGSAHEGCLPPFPADVFMIPQYGYLTLNDGSQAVGRSSFYCLEYFPSQMLRTGNNFQ
FSYEFENVPFHSSYAHSQSLDRLMNPLIDQYLYYLSKTINGSGONQQTLKFSVAGPSNMAVQGRNY IPGPSYRQQRVS
TTVTQNNNSEFAWPGASSWALNGRNSLMNPGPAMASHKEGEDRFFPLSGSL I FGKQGTGRDNVDADKVMITNEEE IKT
TNPVATESYGQVATNHQSAQAAAKGGGFHGASAQAQTGWVQNQG I LPGMVWQDRDVYLQGP IWAK I PHTDGNFHPSPL
MGGFGMKHPPPQILIKNTPVPADPPTAFNKDKLNSFITQYSTGQVSVE IEWELQKENSKRWNPEIQYTSNYYKSNNVE
FAVNTEGVYSEPRPIGTRYLTRNL</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
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<INSDSeqg>
<INSDSeq_length>78</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..78</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>otro
ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q30">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>cactccctctctgcgcgctcgctcgctcactgaggccgggcgaccaaaggtcgce

ccacgcccgggctttgcccgggeg</INSDSeq_sequence>
</ INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>4397</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1..4397</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>otro
ADN</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg32">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ttggccactccctctctgcgcgctcgctcgctcactgaggccgecccgggcaaag
cccgggcgtcgggcegacctttggtcgeccggectcagtgagcgagcgagcgcgcagagagggagtggccaactcecatce
actaggggttccttacgtacaattgggatcccggaccgtcgacattgattattgactagttattaatagtaatcaatt
acggggtcattagttcatagcccatatatggagttccgcgttacataacttacggtaaatggcccgectggcectgaccg
cccaacgacccccgcccattgacgtcaataatgacgtatgttcccatagtaacgccaatagggactttccattgacgt
caatgggtggagtatttacggtaaactgcccacttggcagtacatcaagtgtatcatatgccaagtacgccccctatt
gacgtcaatgacggtaaatggcccgcctggcattatgcccagtacatgaccttatgggactttcctacttggcagtac
atctacgtattagtcatcgctattaccatggtcgaggtgagccccacgttctgcttcactctccccatctecccccccc
tccccacccccaattttgtatttatttattttttaattattttgtgcagcgatgggggcggggggggggggggggcgce
gcgccaggcggggcggggcggggcgaggggcggggcggggcgaggeggagaggtgeggeggcagecaatcagagceggce
gcgctccgaaagtttccttttatggcgaggcggcggcggeggcggecctataaaaagcgaagcgecgecggegggcggga
gtcgctgcgcgectgecttcgecccgtgcecccgetccgecgecgectcgecgecgeccgcecccggetctgactgaccgeg
ttactcccacaggtgagcgggcgggacggcccttcteccteccgggctgtaattagecgettggtttaatgacggettgtt
tcttttctgtggctgcgtgaaagccttgaggggctceccgggagggecctttgtgecggggggageggetecggggggtgeg
tgcgtgtgtgtgtgcgtggggagcgecgegtgeggctecgegetgeccggeggctgtgagegetgecgggegeggegeg
gggctttgtgcgctccgcagtgtgcgcgaggggagcgceggecgggggcggtgeccegeggtgecggggggggetgegag
gggaacaaaggctgcgtgcggggtgtgtgcgtgggggggtgagcagggggtgtgggcgegtcggtcgggctgcaacce
cccctgcacccccctecccgagttgetgagcacggcccggettcgggtgeggggectecgtacggggegtggegegggg

ctcgccgtgecgggcggggggtggecggcaggtgggggtgccgggeggggcggggecgectegggcecggggagggcteg
ggggaggggcgcggcggcccccggagcgcecggeggcetgtecgaggecgcggecgagecgcagecattgecttttatggtaa
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tcgtgcgagagggcgcagggacttcctttgtcccaaatctgtgcggageccgaaatctgggaggcgecgceccgcaccccce
tctagcgggcegcggggcgaagceggtgcggcgecggcaggaaggaaatgggcggggagggcecttcegtgegtcgecgege
cgccgtccccttctecctctccagectcggggcetgtceccgeggggggacggetgecttcgggggggacggggcagggceg
gggttcggcttctggcgtgtgaccggcggctctagagcctctgctaaccatgttcatgecttcttctttttcctacag
ctcctgggcaacgtgctggttattgtgctgtctcatcattttggcaaagaattctacgtaccaccatgagcatgggag
cccctagatctctgectgcectggctecttgectgectggactggectgtggccagacctecctaacatcgtgectgatcecttcgecg
acgatctcggctatggcgatctgggctgttacggacaccctagcagcaccacacctaacctggatcaactggctgccg
gcggactgagattcaccgatttctacgtgcccgtgtctctgtgcacacctagtagagctgctctgctgacaggcagac
tgccagtgcggatgggaatgtatcctggcgtgctggttcctagcagtagaggcggactgcctctggaagaagtgacag
ttgctgaagtgctggccgccagaggctatctgactggaatggccggaaaatggcacctcggagttggacctgaaggceg
cttttctgcctcctcaccagggcttccacagatttctgggcatcccttacagccacgatcagggceccttgeccagaacc
tgacctgctttcctcctgccacaccttgtgatggcggectgtgatcagggactcecgtgectattectctgetggcecaatce
tgagcgtggaagctcaacctccttggctgcctggcctggaagccagatatatggccttcgectcacgacctgatggecg
acgctcagagacaggacagaccattcttcctgtactacgccagccaccacacacactaccctcagttctctggccagt
ccttcgccgagagatctggcagaggceccttttggcgatagecctgatggaactggatgeccgeccgtgggaacactgatga
cagccattggagatctgggcctgctggaagagacactggtcatcttcaccgccgacaacggccccgagacaatgagaa
tgagcagaggcggctgtagcggcctgctgagatgtggcaagggaacaacatacgaaggcggcgtcagagagectgctc
tggctttttggcctggacatattgcccctggecgtgacacacgaactggcctcttctctggatctgectgectacactgg
ctgctttggctggcgctcctctgectaatgtgaccctggatggcttecgatctgtctccactgectgectcggaacaggca
agagccctagacagagcctgttcttctaccctagctaccccgatgaagtgcggggagtgtttgecgtgcggacaggca
agtacaaggcccacttttttacccaaggcagcgcccacagcgataccacagctgatcctgcttgtcacgcctctagca
gcctgacagctcatgaaccacctctgctgtacgacctgtctaaggaccccggcgagaactataatctgettggcggag
ttgccggcgctacacctgaagttctgcaggctctgaaacagctccagctgctgaaagcccagctggacgetgetgtga
catttggaccttctcaggtggcaagaggcgaggaccctgctctgcagatttgttgtcaccctggctgtacccctagac
ctgcctgctgtcactgtcctgatcctcacgcttgagattaatcaacctctggattacaaaatttgtgaaagattgact
ggtattcttaactatgttgctccttttacgctatgtggatacgctgectttaatgectttgtatcatgectattgettcee
cgtatggctttcattttctcctccttgtataaatcctggttgctgtctctttatgaggagttgtggeccgttgtcagg
caacgtggcgtggtgtgcactgtgtttgctgacgcaacccccactggttggggcattgccaccacctgtcagctectt
tccgggactttcgetttcccectecctattgeccacggcggaactcatcgecgectgecttgeccgetgectggacaggg
gctcggctgttgggcactgacaattccgtggtgttgtcggggaaatcatcgtectttccttggectgectecgectgtgtt
gccacctggattctgcgcgggacgtccttctgctacgtecccttcggecctcaatccagcggaccttccttececcgeggce
ctgctgccggctctgeggcectctteccgegtettcgecttecgecctcagacgagtecggatctecctttgggecgectcc
ccgcctgatcctgtgecttctagttgccageccatctgttgtttgeccccteccccgtgecttecttgaccctggaaggt
gccactcccactgtcctttcctaataaaatgaggaaattgcatcgcattgtctgagtaggtgtcattctattctgggg
ggtggggtggggcaggacagcaagggggaggattgggaagacaatagcaggcatgctcgaaattaggaacccctagtg
atggagttggccactccctctctgcgcgctcgectcgectcactgaggccgecccgggcaaagcecccgggcgtecgggegacc
tttggtcgcccggcecctcagtgagcgagcgagcgcgcagagagggagtggccaa</ INSDSeq_sequence>

</INSDSeqg>
</SequenceData>
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