
<?xml version="1.0" encoding="UTF-8"?>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN" 
"ST26SequenceListing_V1_3.dtd">
<ST26SequenceListing originalFreeTextLanguageCode="en" 
nonEnglishFreeTextLanguageCode="es" dtdVersion="V1_3" fileName="30144_WO.xml" 
softwareName="WIPO Sequence" softwareVersion="2.3.0" 
productionDate="2023-06-21">
  <ApplicationIdentification>
    <IPOfficeCode>US</IPOfficeCode>
    <ApplicationNumberText>
    </ApplicationNumberText>
    <FilingDate>
    </FilingDate>
  </ApplicationIdentification>
  <ApplicantFileReference>30144_WO</ApplicantFileReference>
  <EarliestPriorityApplicationIdentification>
    <IPOfficeCode>US</IPOfficeCode>
    <ApplicationNumberText>US 63/357,285</ApplicationNumberText>
    <FilingDate>2022-06-30</FilingDate>
  </EarliestPriorityApplicationIdentification>
  <ApplicantName languageCode="es">Eli Lilly and Company</ApplicantName>
  <ApplicantNameLatin>Eli Lilly and Company</ApplicantNameLatin>
  <InventionTitle languageCode="en">Tirzepatide Compositions and 
Use</InventionTitle>
  <InventionTitle languageCode="es">Composiciones y uso de la 
tirzepatida</InventionTitle>
  <SequenceTotalQuantity>4</SequenceTotalQuantity>
  <SequenceData sequenceIDNumber="1">
    <INSDSeq>
      <INSDSeq_length>39</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>REGION</INSDFeature_key>
          <INSDFeature_location>1..39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q1">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>Synthetic Construct</INSDQualifier_value>
              <NonEnglishQualifier_value>Constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>SITE</INSDFeature_key>
          <INSDFeature_location>2</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q2">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>X at position 2 is Aib</INSDQualifier_value>
              <NonEnglishQualifier_value>X en la posición 2 es 
Aib</NonEnglishQualifier_value>



            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>SITE</INSDFeature_key>
          <INSDFeature_location>13</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q3">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>X at position 13 is Aib</INSDQualifier_value>
              <NonEnglishQualifier_value>X en la posición 13 es 
Aib</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>20</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q4">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>Lys at position 20 is chemically modified 
through conjugation to the epsilon-amino group of the K side-chain with 
(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-(gamma-Glu)1-CO-(CH2)18-CO2H</INSDQualif
ier_value>
              <NonEnglishQualifier_value>Lys en la posición 20 se modifica 
químicamente mediante la conjugación al grupo épsilon-amino de la cadena lateral
de la K con 
(2-[2-(2-amino-etoxi)-etoxi]-acetil)2-(gamma-Glu)1-CO-(CH2)18-CO2H</NonEnglishQu
alifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q5">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>C-terminal amino acid is amidated as a 
C-terminal primary amide</INSDQualifier_value>
              <NonEnglishQualifier_value>el aminoácido terminal C está amidado 
como una amida primaria terminal C</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>



            <INSDQualifier id="q6">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>Constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>YXEGTFTSDYSIXLDKIAQKAFVQWLIAGGPSSGAPPPS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="2">
    <INSDSeq>
      <INSDSeq_length>39</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q8">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>Constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>SITE</INSDFeature_key>
          <INSDFeature_location>2</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q11">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>X at position 2 is Aib</INSDQualifier_value>
              <NonEnglishQualifier_value>X en la posición 2 es 
Aib</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>SITE</INSDFeature_key>
          <INSDFeature_location>13</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q12">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>X at position 13 is Aib</INSDQualifier_value>



              <NonEnglishQualifier_value>X en la posición 13 es 
Aib</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>20</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q13">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>K at position 20 is chemically modified 
through conjugation to the epsilon-amino group of the K side-chain with a 
C16-C20 fatty acid or a derivative thereof</INSDQualifier_value>
              <NonEnglishQualifier_value>K en la posición 20 se modifica 
químicamente mediante la conjugación al grupo épsilon-amino de la cadena lateral
K con un ácido graso C16-C20 o un derivado de este.</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q14">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>C-terminal amino acid is optionally amidated 
as a C-terminal primary amide</INSDQualifier_value>
              <NonEnglishQualifier_value>el aminoácido terminal C está 
opcionalmente amidado como una amida primaria terminal 
C</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>SITE</INSDFeature_key>
          <INSDFeature_location>22</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q18">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>X at position 22 is Phe</INSDQualifier_value>
              <NonEnglishQualifier_value>X en la posición 22 es 
Phe</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>YXEGTFTSDYSIXLDKIAQKAXVQWLIAGGPSSGAPPPS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="3">
    <INSDSeq>
      <INSDSeq_length>39</INSDSeq_length>



      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q10">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>Constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>SITE</INSDFeature_key>
          <INSDFeature_location>2</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q15">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>X at position 2 is Aib</INSDQualifier_value>
              <NonEnglishQualifier_value>X en la posición 2 es 
Aib</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>SITE</INSDFeature_key>
          <INSDFeature_location>13</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q16">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>X at position 13 is Aib</INSDQualifier_value>
              <NonEnglishQualifier_value>X en la posición 13 es 
Aib</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>20</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q17">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>K at position 20 is chemically modified 
through conjugation to the epsilon-amino group of the K side-chain with a fatty 
acid selected from the group consisting of 
(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-(gamma-Glu)1-CO-(CH2)18-PO(OH)2, 
(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-CH2CH2-CHPO(OH)2-CO-(CH2)18-CO2H, and 



(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-CO-CH2CH2-CHPO(OH)2-CO-(CH2)18-PO(OH)2</
INSDQualifier_value>
              <NonEnglishQualifier_value>K en la posición 20 se modifica 
químicamente mediante conjugación al grupo épsilon-amino de la cadena lateral K 
con un ácido graso seleccionado del grupo que consiste en 
(2-[2-(2-Amino-etoxi)-etoxi]-acetil)2-(gamma-Glu)1-CO-(CH2)18-PO(OH)2, 
(2-[2-(2-Amino-etoxi)-etoxi]-acetil)2-CH2CH2-CHPO(OH)2-CO-(CH2)18-CO2H, y 
(2-[2-(2-Amino-etoxi)-etoxi]-acetil)2-CO-CH2CH2-CHPO(OH)2-CO-(CH2)18-PO(OH)2</No
nEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q19">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>C-terminal amino acid is optionally amidated 
as a C-terminal primary amide</INSDQualifier_value>
              <NonEnglishQualifier_value>el aminoácido terminal C está 
opcionalmente amidado como una amida primaria terminal 
C</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>YXEGTFTSDYSIXLDKIAQKAFVQWLIAGGPSSGAPPPS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="4">
    <INSDSeq>
      <INSDSeq_length>39</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q21">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>Constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>



          <INSDFeature_key>SITE</INSDFeature_key>
          <INSDFeature_location>2</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q22">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>X at position 2 is Aib</INSDQualifier_value>
              <NonEnglishQualifier_value>X en la posición 2 es 
Aib</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>SITE</INSDFeature_key>
          <INSDFeature_location>13</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q23">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>X at position 13 is Aib</INSDQualifier_value>
              <NonEnglishQualifier_value>X en la posición 13 es 
Aib</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>20</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q24">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>K at position 20 is chemically modified 
through conjugation to the epsilon-amino group of the K side-chain with 
(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-(Aib)-(gamma-Glu)-CO-(CH2)18-CO2H</INSDQu
alifier_value>
              <NonEnglishQualifier_value>K en la posición 20 se modifica 
químicamente a través de  la conjugación al grupo épsilon amino de la cadena 
lateral K con  
(2-[2-(2-aminoetoxi)-etoxi]-acetil)-(Aib)-(gamma-Glu)-CO-(CH2)18-CO2H</NonEnglis
hQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q25">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>The C-terminal amino acid is amidated as a 
C-terminal primary amide</INSDQualifier_value>
              <NonEnglishQualifier_value>El aminoácido terminal C está amidado 
como una amida primaria terminal C</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>



      </INSDSeq_feature-table>
      
<INSDSeq_sequence>YXEGTFTSDYSIXLDKIAQKAFVQWLIAGGPSSGAPPPS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
</ST26SequenceListing>


