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<?xml version="1.0" encoding="utf-8"7>

<IDOCTYPE ST26SequenceListing PUBLIC '"-//WIPO//DTD Sequence Listing

1.3//EN" "ST26SequencelListing V1 3.dtd'">

<ST26SequencelListing originalFreeTextLanguageCode=""en" dtdVersion="VvV1 3"
fileName="740019 SA9-335PC.xml"" softwareName=""WIPO Sequence"’

softwareVersion="2_.3.0" productionDate="2023-05-25">

<Applicationldentification>
<IPOfficeCode>WO</I1POfFiceCode>
<ApplicationNumberText></ApplicationNumberText>
<FilingDate></FilingDate>

</Applicationldentification>

<ApplicantFileReference>740019: SA9-335PC</ApplicantFileReference>

<EarliestPriorityApplicationldentification>
<IPOfficeCode>EP</I1POfFficeCode>
<ApplicationNumberText>22305784.5</ApplicationNumberText>
<FilingDate>27-05-2022</FilingDate>

</EarliestPriorityApplicationldentification>

<ApplicantName languageCode=""en'"">SANOFI</ApplicantName>

<InventionTitle languageCode="en">ANTICUERPOS ANTI-BCMA</InventionTitle>

<SequenceTotalQuantity>27</SequenceTotalQuantity>
<SequenceData sequencelDNumber="1"">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HCDR1 de
anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1._.10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg64">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSNFGMH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="2">
<INSDSeg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g3">

<INSDQual i fier_name>note</INSDQualifier_name>
<INSDQualifier_value>HCDR2 de VH
anti-BCMA</INSDQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg65">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VIWSDETNR</ INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="3"">
<INSDSeg>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1._16</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="g5">

<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>HCDR3 de
anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1._.16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q66">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DQQYCSSDSCFTWFDP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="4">
<INSDSeg>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q7">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>LCDR1 de VL_v2
anti-BCMA, de VL_v6 anti-BCMA y de VL _v7 anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g67">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASSTGTVTPSNYAN</INSDSeq_sequence>
</ INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="5">
<INSDSeqg>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg9">

<INSDQual i fier_name>note</INSDQualifier_name>
<INSDQualifier_value>LCDR1 de
VL_original anti-BCMA y de VL_vl anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg68">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CRSSTGTVTPSNYAN</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="6"">
<INSDSeg>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gll1">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>LCDR1 de VL v3
anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg69">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASSTGAVTPSNYAN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="7">
<INSDSeg>
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<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g1l3">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>LCDR1 de VL v4
anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg70">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CASSTGAVTPGYYAN</INSDSeq_sequence>
</ INSDSeq>
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</SequenceData>
<SequenceData sequencelDNumber="8">
<INSDSeqg>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>LCDR1 de VL_v5
anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1._15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q71">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>CASSTGAVTSGYYAN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="9"">
<INSDSeqg>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qgl7">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>LCDR2 de
VL_original anti-BCMA, de VL_vl anti-BCMA, de VL_v2 anti-BCMA, de VL_v6 anti-
BCMA y de VL_v7 anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg72">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DNNSRPP</INSDSeq_sequence>
</ INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeqg>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g19">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>LCDR2 de VL v3
anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q73">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo

sintético</INSDQualifier_value>



10

15

20

25

30

35

12

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DNNIKPP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeg>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg21">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>LCDR2 de VL v4
anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q74">

<INSDQual ifier_name>organism</INSDQualifier_name>



10

15

20

25

30

35

13

<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DNNNKPP</ INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeqg>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..7</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier id="g23">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>LCDR2 de VL v5

anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..7</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q75">
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<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DNNIKPS</INSDSeq_sequence>
</ INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="13">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg25">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>LCDR3 de
VL_original anti-BCMA, de VL_vl anti-BCMA, de VL_v2 anti-BCMA, de VL _v6 anti-
BCMA y de VL_v7 anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
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</INSDQualifier>
<INSDQualifier id="q76">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ALWFGNQWV</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="14">
<INSDSeg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg27">

<INSDQual i fier_name>note</INSDQualifier_name>
<INSDQualifier_value>LCDR3 de VL V3
anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
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<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q77">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ALWYGGQWV</ INSDSeq_sequence>
</ INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..9</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier id="q29">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>LCDR3 de VL_v4

anti-BCMA y de VL_v5 anti-BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..9</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q78">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ALYYGGQWV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeg>
<INSDSeq_length>125</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg31">

<INSDQual i fier_name>note</INSDQualifier_name>
<INSDQualifier_value>VH
BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

anti-
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<INSDFeature_location>1..125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q79">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLVESGGGVVQPGRSLRLSCAASGFTFSNFGMHWVRQAPGRGLEWVAV IWSD
ETNRYYADSVKGRFTVSRDNVKSTVYLQMNSL ISEDTAVYYCARDQQYCSSDSCFTWFDPWGQGTLVTVSS</ INSDS
eq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="17">
<INSDSeg>
<INSDSeq_length>109</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="g33">

<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>VL_original
anti-BCMA</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg80">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVVVTQESALTTSPGETVTLTCRSSTGTVTPSNYANWVQEKPDHFFTGL IGDNN
SRPPGVPARFSASL IGDKAALT I TGAQTEDEAMYFCALWFGNQWVFGGGTKVTVL</INSDSeq_sequence>
</ INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>109</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g35">

<INSDQual i fier_name>note</INSDQualifier_name>
<INSDQualifier_value>VL_ vl anti-
BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q81">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QTVVTQEPSLTVSPGGTVTLTCRSSTGTVTPSNYANWVQQKPDHFFTGL IGDNN
SRPPGVPARFSASL IGDKAALTLSGVQPEDEAEYYCALWFGNQWVFGGGTKLTVL</INSDSeq_sequence>
</ INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="19">
<INSDSeqg>
<INSDSeq_length>109</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg37">

<INSDQual i fier_name>note</INSDQualifier_name>
<INSDQualifier_value>VL_v2 anti-
BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q82">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QTVVTQEPSLTVSPGGTVTLTCASSTGTVTPSNYANWVQQKPGQAPRGL I GDNN
SRPPGTPARFSASLLGGKAALTLSGVQPEDEAEYYCALWFGNQWVFGGGTKLTVL</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="20">
<INSDSeg>
<INSDSeq_length>109</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g39">

<INSDQual i fier_name>note</INSDQualifier_name>
<INSDQualifier_value>VL v3 anti-
BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q83">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QTVVTQEPSLTVSPGGTVTLTCASSTGAVTPSNYANWVQQKPGQAPRGL IGDNN
IKPPWTPARFSGSLLGGKAALTLSGVQPEDEAEYYCALWYGGQWVFGGGTKLTVL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="21">
<INSDSeg>
<INSDSeq_length>109</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g41">

<INSDQual i fier_name>note</INSDQualifier_name>
<INSDQualifier_value>VL v4 anti-
BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>proteina</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q84">
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<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QTVVTQEPSLTVSPGGTVTLTCASSTGAVTPGYYANWVQQKPGQAPRGL IGDNN
NKPPWTPARFSGSLLGGKAALTLSGVQPEDEAEYYCALYYGGQWVFGGGTKLTVL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeg>
<INSDSeq_length>109</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g43">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>VL_v5 anti-
BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg85">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGYYANWVQQKPGQAPRAL IGDNN
IKPSWTPARFSGSLLGGKAALTLSGVQPEDEAEYYCALYYGGQWVFGGGTKLTVL</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeqg>
<INSDSeq_length>109</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g45">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>VL_v6 anti-
BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g86">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QTVVTQEPSLTVSPGGTVTLTCASSTGTVTPSNYANWVQQKPGQFPRGL IGDNN
SRPPGTPARFSASLLGGKAALTLSGVQPEDEAEYYCALWFGNQWVFGGGTKLTVL</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeg>
<INSDSeq_length>109</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q47">

<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>VL v7 anti-
BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q87">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QTVVTQEPSLTVSPGGTVTLTCASSTGTVTPSNYANWVQQKPGQAFRGL IGDNN
SRPPGTPARFSASLLGGKAALTLSGVQPEDEAEYYCALWFGNQWVFGGGTKLTVL</INSDSeq_sequence>
</ INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g49">

<INSDQual i fier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-L1 de anti-
BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g50">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X en la posicién
2 es R o A</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g51">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X en la posicion
7 es T o A</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_ key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="g52">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X en la posicién
11 es S o G</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g53">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X en la posicion
12 es N o Y</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1._15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg88">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>CXSSTGXVTPXXYAN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="26">
<INSDSeqg>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg55">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-L2 de anti-
BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_ key>VARIANT</INSDFeature_ key>
<INSDFeature_location>4</INSDFeature_ location>
<INSDFeature_quals>
<INSDQualifier id="g56">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X en la posicioén
4 es S, 1 o N</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_ key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g57">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X en la posicion
5 es R o K</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</ INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q89">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DNNXXPP</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="27">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="g59">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-L3 de anti-
BCMA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>3</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg60">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X en la posicion
3 es W o Y</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_ key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g61">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X en la posicion
4 es F o Y</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_ key>VARIANT</INSDFeature_ key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g62">

<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>X en la posicion
6 es N o G</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>proteina</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg90">

<INSDQual ifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>constructo
sintético</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ALXXGXQWV</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26SequencelListing>



