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Figura 2
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Fig 2E: Analisis SDS-PAGE de MFG-E8 truncado, fusiones HSA y proteinas quiméricas MFG-E8/EDIL-3
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Linea 1, 12: Marcador de peso molecular (Biorad, Precision plus protein)

Linea 2: His6_EGF[MFG-E8]_C1[MFG-ES8] 23,87kDa
Linea 3: EGF[MFG-E8]_C1[MFG-E8]_His6 SEQID 115 23,87kDa
Linea 4: EGF[MFG-E8]_HSA_C1[MFG-ES8] SEQID 117 90,38kDa
Linea 5: EGF[MFG-E8]_HSA_C1[MFG-ES] SEQID74  89,27kDa
Linea 6: EGF[MFG-E8]_HSA_C1[MFG-ES] SEQID73  88,72kDa
Linea 7: EGF[EDIL3]_HSA_C1[EDIL3] SEQID71  98,22kDa
Linea 8: EGF[EDIL3]_HSA_C2[EDIL3] SEQID 135 98,20kDa
Linea 9: EGF[MFG-E8]_HSA_C2[MFG-ES] SEQID 137 88,45kDa
Linea 10: EGF[EDIL3]_HSA C1_C2[MFG-ES] SEQID80  115,67kDa
Linea 11: EGF[MFG-E8]_HSA_C1_C2[EDIL3] SEQID82  107,32kDa
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Figura 3

WT MFG-E8 (EGF-C1-C2)
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Fig 4A

Fig 4B
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Figura 4
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Figura 5
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Fig 5C
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Figura 7
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Fig 7B

Fig 8A
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Fig 11B
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Fig 11D
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Fig 11E
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Fia 11F
Proteina de fusion que comprende dominios de GAS6/PROS1
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Fig 11H

Representacion esquemdtica de un ejemplo de proteina de fusion recombinante que
comprende dominios de trombomodulina (CD141)
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Fig 11I

Representacion esquemdtica de un ejemplo de proteina de fusion recombinante que
comprende dominios del receptor C1q del componente del complemento (CD93)
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Fig 13A
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Fig 13C
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Fig 13E
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Fig 14A

Fig 14B
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Fig 14C

Fig 15A
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Fig 15B
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Figura 16
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Pulmoén

Fig 17B Amiloide A Sérico Inducido por AKI
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Fig 19
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Fig 21A

Niveles de ALT en el dia 3 en relacion con el dia de interrupcion de CCL4
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Figure 21C
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Figura 22

a) b)

* FRTTE
EGF_C1
: FP137 EGFRGE) HSA C1 - FP147 EGF_EGF_EGF_H5A_C1
__ 107w FP135 EGF_HSA_CH %107 [EDIL3/DEL-1]
3 —_
= 1 =]
EER L s:' X105 __i
5 o
-_— ] - o
= 6x10%) L e T\l . r’./ L l
@ = Al
[ [+ 4]
5 10 O 4x10% j
_ = /
g 2xi0n S ol A
= = aﬁ
< o B 2 P
0.1 1 10 100 0,1 1 10 100
-2x10°"  Proteina inmovilizada (nM)

2x10*  Proteina inmovilizada (nM)

Figura 23 Radio hidrodindmico de EGF-C1 y EGF-HSA-C1 medido a 3 mg/mL en PBS,
pH 7,4 bajo estrés térmico
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