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3-1-2
3-1-3
3-1-4-1

3-1-5

3-2

3-2-1
3-2-2
3-2-3

3-2-4-1

Tipo de molécula DNA

Extension 347

Caracteristicas Localizacion/Calificadores source 1..347
mol_type = other DNA
organism = Dianthus hybrida

Residuos

tcagttcagc tcacttcagt tcagttcage acagctatat tatttaatag aacttcattc60

agttcagctc agctcaattc agttcagttc agctcatttc agttcagttc agctgtaaaal20

agtccgaaag aacagccatt tttcgggaca ggaggcagaa acccagaatc attcctaaat180

gaattcagca ctgtagttct tctaacttcc tataatacgt catatgaaag tcaacacaag240

atctttgctc agaagaaggg ggtgatagtg aaggcgacta aagatcaaat cacagctatg300

acagcagaaa tcgaacaaga gaaagagaag aacaaatcaa cgacgac347

Secuencias

Identificador de la secuencia 2

Tipo de molécula DNA
Extension 487
Caracteristicas Localizacion/Calificadores source 1..487

mol_type = other DNA

organism = Dianthus hybrida



3-2-5

3-3-1
3-3-2
3-3-3

3-3-4-1

3-3-5

Residuos

tcaacaggta atatatttgt cgacattacg ctcgctaatc tctatatttt tgtcaaaaac60
ttgctttaga tgtagctaat tgaaggtacc tataggatta gtgtgaccct gtaagcaaat120
cggtttgtcg acatttttga cgcttgtcta tgttcagtgt ataaaaaatt ttcttgtgac180

tcaatatgtg tgtgtaattt tatagggtgg catgaacact ccgtttatta gttcaagggc240
aacaaagatc ataatggtag tagacggtcg aggccgcectc gagatgecgg ccttaaacga300
tagcatagat ggcacaaccg aaaactatta caagcaagtc agcacggaac taaagccggg360
tatggtgttt gtcgttcctc ccggecatec tatggticta atgtcttctc aggacgaaaa420

actcgaaact atttgctacg aagtgaatgc caaaggaaat caaaagtttt ccatcgcagg480

gaaagtc487
Secuencias
Identificador de la secuencia 3
Tipo de molécula DNA
Extension 1161
Caracteristicas Localizacion/Calificadores source 1..1161
mol_type = other DNA
organism = Dianthus caryophyllus
Residuos

atgggtgaaa atggaataaa aaatgagagt aacacttgtt atgtgttcaa tgatgaagat60



tttagtacaa tatttaagac tgaagaaggg aaactaagtg ttcttaagaa atttggtggt120
tttttgagag gaattgagaa gtatagaatg ttgatctttg agtcaaatcc tctgtctttt180
ttgacaccta gttactatga ttctgatatc atcttctttg tcggacatgg aaaaggaaca240
ataagtttag tatttgaaaa taggagagaa agttataaca tigaaaaggg acatctaatg300
acgataccag caggagtaac attctacatt atcaacaccg acgacaaaaa caaattggtg360
ttgtccatgt ttctcatttc cattacaaat accggtgact ttgtgccatt tttcgggacad20
ggaggcagaa acccagaatc attcctaaat gcattcagca ctgaagttct tcaaacttcc480
tataatacgt catatgacag tctacagaag atctttgctc agaagaaggg ggtaatagtg540
aaggcgacta aagatcaaat cacagctatg acagctgaaa acgaacaaga gaaagagaag600
aacaaatcaa cgacgacaca atttggaccg tgtcaaatct atagttattt gagggagtct660
aatgaatatg ggaaactttt tatggttgat tataatgaat atcagaaact tcaagacttt720
aacatgttca tctcctttag caaccttcaa cagggtggca tgaacactcc gtttattagt780
tcaagggcaa caaagatcat aatggtagta gacggtcgag gccgectcga gatgccggec840
ttaaacgata gcatagatgg cacaaccgaa aactattaca agcaagtcag cgcggaacta900
aagccgggaa tggtgtttgt cgttcctcce ggcecatecta tggttctaat gtcttctcag960
gacgaaaaac tcgaaactat ttgctacgaa gtgaatgcca aaggaaatca aaagttttcc1020
ctcgcaggga aagtgaactt gatgaagaac atacaaaaag aggcaaaggt tttgtcattt1080
ggaacattag ctgaagaggt tgaccttgtg ctcaacagtc aacagcaaaa tttcttcatal140

aaagctccta cttttaagta all61l



3-4

3-4-1
3-4-2
3-4-3

3-4-4-1

3-4-5

3-5-1
3-5-2

3-5-3

Secuencias
Identificador de la secuencia 4
Tipo de molécula AA
Extension 386
Caracteristicas Localizacion/Calificadores source 1..386
mol_type = protein
organism = Dianthus caryophyllus
Residuos

MGENGIKNES NTCYVENDED FSTIFKTEEG KLSVLKKFGG FLRGIEKYRM LIFESNPLSF60
LTPSYYDSDI IFFVGHGKGT ISLVFENRRE SYNIEKGHLM TIPAGVTFYI INTDDKNKLV120
LSMFLISITN TGDFVPFFGT GGRNPESFLN AFSTEVLQTS YNTSYDSLQK IFAQKKGVIV180
KATKDQITAM TAENEQEKEK NKSTTTQFGP CQIYSYLRES NEYGKLFMVD YNEYQKLQDF240
NMFISFSNLQ QGGMNTPFIS SRATKIIMVV DGRGRLEMPA LNDSIDGTTE NYYKQVSAEL300
KPGMVFVVPP GHPMVLMSSQ DEKLETICYE VNAKGNQKFS LAGKVNLMKN IQKEAKVLSF360

GTLAEEVDLV LNSQQQONFFI KAPTFK386

Secuencias
Identificador de la secuencia 5
Tipo de molécula DNA

Extensién 1155



3-5-4-1 Caracteristicas Localizacion/Calificadores source 1..1155

3-5-5

mol_type = other DNA
organism = Silene littorea

Residuos

atggctttgt caaatggaaa gggagagaat gggaagccat atgtgttcaa agatgaagat60

tttagtacat tgtttgagac ccaagaaggg agtttacgag ttcttcagaa atttaatcaal20

aattctgatg ttttaagagg aattcagaat tataggatgt tgattttcga agcgaatccg180

ttgagttttc taactcctag tcattgggat tctgatatca ttttctttgt tggtcaagga240

aaaggaacta tcagtctggt ttttgaaaag aagagagaaa gcttcaacat tgaaaaggga300

catctcatga caataccagc aggagttaca ttctacatta tcaacagaga tgataccgat360

aaattagtcc tctcaatgtt tgtcagttcg attgctaatc ctggtgattt tgtgccattt420

ttcacggcag gaggcggtca agactctgaa tcattcctat ctgcattcag cactgaggtt480

cttgaagcag cttacaatga atcaaatgaa acactaagca agatcttttc gcaacagggg540

aagggggtga tagtgaaggc atccaaagag caaattgaag ctctgacagce tgaagaagtg600

acgacggaaa gcaatttcgg gccttgccaa atccttagtt atcttcgaga gtcgagtgaa660

tgtgggagac ttttcatggt tgattactgt caatataaga aactccaaga cttcaatatg720

ttcatctcct tttgcaacct tgaaccggga tgcatgaata gtccatttat tagctcaagg780

gcaacaaaga tcataatggt ggtaaagggg cgaggccgag ttgagatggc agcctctcge840

cctggcgaaa agggctcaat agaaattcag tacatgaaaa tcagctcgga attgaaaccg900

gotgtggtgt ttgttattcc tccagggceac cctatggtee taatggctte tcaggattca960



3-6

3-6-1
3-6-2
3-6-3

3-6-4-1

3-6-5

gttttagaaa ctatttgcta tgaagtcaat gctaaaggaa atcagaaatt ttcaattgcal020
gggaaagtga acgtgatgaa gaacattcag aaagaagcaa aagtacttac atttggaaaal080

tcagctgaag aagttgacaa ggtgctcgac agttcgcagt cggattcttt cttgaaagct1140

actggtaaca agtaallss

Secuencias

Identificador de la secuencia 6

Tipo de molécula AA

Extension 384

Caracteristicas Localizacion/Calificadores source 1..384
mol_type = protein
organism = Silene littorea

Residuos

MALSNGKGEN GKPYVFKDED FSTLFETQEG SLRVLQKFNQ NSDVLRGIQN YRMLIFEANPG0O
LSFLTPSHWD SDIIFFVGQG KGTISLVFEK KRESFNIEKG HLMTIPAGVT FYIINRDDTD120
KLVLSMFVSS IANPGDFVPF FTAGGGQDSE SFLSAFSTEV LEAAYNESNE TLSKIFSQQG180
KGVIVKASKE QIEALTAEEV TTESNFGPCQ ILSYLRESSE CGRLFMVDYC QYKKLQDFNM240
FISFCNLEPG CMNSPFISSR ATKIIMVVKG RGRVEMAASR PGEKGSIEIQ YMKISSELKP300
GVVFVIPPGH PMVLMASQDS VLETICYEVN AKGNQKFSIA GKVNVMKNIQ KEAKVLTFGK360

SAEEVDKVLD SSQSDSFLKA TGNK384



3-7 Secuencias

3-7-1 Identificador de la secuencia 7

3-7-2  Tipo de molécula DNA

3-7-3  Extension 1152

3-7-4-1 Caracteristicas Localizacién/Calificadores source 1..1152

mol_type = other DNA
organism = Heliosperma pusillum
3-7-5 Residuos

atggctttgt taaatggaaa tggagagtgt gggaaaccat atgtgtttaa agatgaagat60

tttagtacat tgtttaagac tgaagaagga agtttaagtg ttcttcagaa atttaatgaal20

agttctgatg ttttaagagg gattgagaat tataggatgt taatctttga agcaaatccal80

ttgagtttct taactcctag tcattgggat tctgatatca ttttetttgt tggtcaagga240

aaaggaacaa tcagcctggt ttttgaaaaa aagagagaaa gctttaacat tgaaaaggga300

catctaatgg ttataccagc tggagttaca ttctacatta tcaacagaga tgacactcat360

aaattagtcc tctcaatgtt tgttagttct attgctaatc ctggtgattt tgcgccattt420

ttcggtgcag gaggtcaaga ccctgaatca ttectatttg cattcagcac tgaggttctt480

gaagcagctt acaatgcatc aattaaaaca ctacagggca ccttttcggg gaagggagtgs540

atagtgaagg catccaaaga gcaaattaaa gctctggcag ctgaagaagt gacggaaagc600

aattttgggc catgccaaat ccttagttat cttagagagt cgaatgaatg cgggagactc660



3-8
3-8-1
3-8-2
3-8-3
3-8-4-1

3-8-5

ttcatggttg attactgtga atataagaaa ctccaagact tcaatatgtt catctccttc720
tgcaaccttg aaccgggatg catgaatagt ccatttatta gttcaagggc aacaaagatc780
ataatggtgg taaaggggcg aggtcgagtg gagatggceag tttctcgcaa tggcgaaaag840
ggctcaacag gaactcaata taagaaaatc agctctgaat tgaagccggg cgtagtgttt900
gttattcctc cagggcaccc tatggtectt atggcttctc aggacgaagt tctagaaact960
atttgctatg aagtcaatgc taaaggaaat cagaagtttt cacttgcagg taaagtgaac1020
ttgatgaaga acattcagaa agaagcaaaa gtactgtcat ttggaacatc agctgaagaal080

gtagacagta tgcttgacag tcagcagtcg gatttctttt taaaagctac tagtaacaaall40

ttacaggact ag1152
Secuencias
Identificador de la secuencia 8
Tipo de molécula AA
Extension 383
Caracteristicas Localizacion/Calificadores source 1..383
mol_type = protein
organism = Heliosperma pusillum
Residuos

MALLNGNGEC GKPYVFKDED FSTLFKTEEG SLSVLQKFNE SSDVLRGIEN YRMLIFEANPG60

LSFLTPSHWD SDIIFFVGQG KGTISLVFEK KRESFNIEKG HLMVIPAGVT FYIINRDDTH120



3-9-1
3-9-2
3-9-3

3-9-4-1

3-9-5

KLVLSMFVSS IANPGDFAPF FGAGGQDPES FLFAFSTEVL EAAYNASIKT LOGTFSGKGV180
IVKASKEQIK ALAAEEVTES NFGPCQILSY LRESNECGRL FMVDYCEYKK LQDFNMFISF240

CNLEPGCMNS PFISSRATKI IMVVKGRGRY EMAVSRNGEK GSTGTQYKKI SSELKPGVVF300
VIPPGHPMVL MASQDEVLET ICYEVNAKGN QKFSLAGKVN LMKNIQKEAK VLSFGTSAEE360

VDSMLDSQQS DFFLKATSNK LQD383

Secuencias

Identificador de la secuencia 9

Tipo de molécula DNA

Extension 1158

Caracteristicas Localizacion/Calificadores source 1..1158
mol_type = other DNA
organism = Dianthus hybrida

Residuos

atgggtgaaa atggagtcaa aattgtgagt aacacttgtt atgtgttcaa tgatgaagat60
tttagtacaa tgtttaagac tgaagaaggg aaactaagtg ttcttaagaa atttggtggt120
tttttgagag gaattgagaa gtatagaatg ttgatctttg aatcaaatcc tctgtctttt180
ttgacaccta gtcactatga ttctgatatc atcttctttg ttggacatgg aaaaggaaca240
ataagtttag tatttgaaaa taggagagaa agttacaaca ttgaaaaggg acatctaatg300

acgataccag caggtgtaac attttacatt atcaacaccg acgacaaaaa caaattgatg360



ttgtccatgt ttgtcatttc cattacaaat accggtgact ttgtgccatt ttitgggaca420

ggaggtggaa acccagaatc attcctaaat gcattcagca ctgaagtgct tcaaacttcc480

tataatacgt catatgacag tctacagaag atctttgctc agaagaaggg ggtgatagtg540

aaggcgacta aagatcaaat cacagctatg acagcagaaa tcgaacaaga gaaagagaag600

aacaaatcaa cgacgacaca atttggaccg tgtcaaatct atagttattt gagggagtct660

aatgaatatg ggaaactttt tatggttgat tataatgaat atcagaaact tcaagacttt720

aacatgttca tctcctttag caaccttcaa cagggtggca tgaacactcc gtttattagt780

tcaagggcaa caaagatcat aatggtagta gacggtcgag gccacctcga gatggcggec840

ttaaatgata gcatagatgg cacaaccgaa aactattaca agcaagtcag cacggaacta900

aagccgggta tggtgtttgt cgttcctcce ggcecatccta tggttctaat gtcttctcag960

gacgaaaaac tcgaaactat ttgctacgaa gtgaatgcca aaggaaatca aaagttttcc1020

ctcgcaggga aagtgaactt gatgaagaac atacaaaaag aggcaaaggt tttgtcattt1080

ggaacattag ctgaagaggt tgaccttgtg ctcaacggtc aacagcaaaa tttcttcatal140

aaagctccta ctttttaal158

3-10 Secuencias

3-10-1 Identificador de la secuencia
3-10-2 Tipo de molécula

3-10-3 Extension

3-10-4-1 Caracteristicas Localizacién/Calificadores

10
AA
385

source 1..385



mol_type = protein
organism = Dianthus hybrida
3-10-5 Residuos

MGENGVKIVS NTCYVFNDED FSTMFKTEEG KLSVLKKFGG FLRGIEKYRM LIFESNPLSF60
LTPSHYDSDI IFFVGHGKGT ISLVFENRRE SYNIEKGHLM TIPAGVTFYI INTDDKNKLM120
LSMFVISITN TGDFVPFFGT GGGNPESFLN AFSTEVLQTS YNTSYDSLQK IFAQKKGVIV180
KATKDQITAM TAEIEQEKEK NKSTTTQFGP CQIYSYLRES NEYGKLFMVD YNEYQKLQDF240
NMFISFSNLQ QGGMNTPFIS SRATKIIMVV DGRGHLEMAA LNDSIDGTTE NYYKQVSTEL300
KPGMVFVVPP GHPMVLMSSQ DEKLETICYE VNAKGNQKFS LAGKVNLMKN IQKEAKVLSF360
GTLAEEVDLV LNGQQQNFFI KAPTF385



