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<ST26SequenceListing dtdVersion="V1_3" fileName="250702 Sequence Listing [Listado de Secuencias].xml" softwareName="WIPO Sequence"
softwareVersion="2.3.0" productionDate="2025-07-02">
<ApplicantFileReference>26001</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/478,640</ApplicationNumberText>
<FilingDate>2023-01-05</FilingDate>

</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="en">HARPOON THERAPEUTICS, INC.</ApplicantName>
<InventorName languageCode="en">WESCHE, Holger</InventorName>
<InventionTitle languageCode="es">PROTEÍNA TRIESPECÍFICA DIRIGIDA A TROP2 PARA EL TRATAMIENTO DEL CÁNCER</InventionTitle>
<SequenceTotalQuantity>655</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q1">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLAQAGDSLRLSCAASRRTFSSRVMGWFRQAPGKEREFVAGINWSSTGTYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAAGAPRTWTGGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGVNWGSDATYYADSVKGRFTISTDNAKNTVYLQMDSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="3">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q3">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGINWSSDATYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGINWSSDATYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTPVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="5">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q5">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRSFSSRVMGWFRQAPGKEREFVAGINWSSDATYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="6">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAVSGRTFSSRVMGWFRQAPGKEREFVAGINWSSDATYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="7">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q7">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGVVQAGGSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGINWSSDATYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="8">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGINWSSDATYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTGGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="9">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q9">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRSFSSRVMGWFRQAPGKEREFVAGINWSSDATYYADSVKGRFTISTDNANTVYLQMNRLKPEDTAVYYCAAGAPRKWTDGYAYWGQGTQVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="10">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q10">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGINWSSDATYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="11">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q11">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAASRRTFSSRVMGWFRQAPGKEREFVAGINWSSTGTYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAAGAPRTWTGGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="12">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q12">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGINWSTEVTNYADSVKGRFTISTDNAKNTVYLQMNSLKPEDAAVYYCAAGAPRTWTRGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="13">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q13">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGANWGSDATYYADSVKGRFTISTDNAKNTVYLQMDSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="14">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q14">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAASVRTFSSRVMGWFRQAPGKEREFVAGINWVSGSTYYTDSVKGRFTFSRDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRTWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="15">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q15">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCTASGRSFSSRVMGWFRQAPGKEREFVAGINWSTEVTNYADSVKGRFTISTDNAKNTVYLQMNSLKPEDAAVYYCAAGAPRTWTRGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="16">
<INSDSeq>
<INSDSeq_length>129</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q16">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGLTFSSRVMGWFRQYPGKEREFVAGINTGSDATYYADSVKGRFTISTDNAKTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS<

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="17">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q17">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLAQPGGSLRLSCVASGRTFSSRVMGWFRQAPGKEREFVAGVNWGSDATYYADSVKGRFTISTDNAKNTVYLQMDSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="18">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q18">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLAQAGDSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGINWSSDATYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="19">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q19">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRTFSSRVMGWLRQAPGKEREFVAGINWSSDATYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="20">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAASRRTFSSRVVGWFRQAPGKEREFVAGINWSSTGTYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAAGAPPTWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="21">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q21">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVGGINWTTDATSYAESVKGRFTISTDNAKDTVYLQMNSLKPEDTAVYYCAAGAPPRWTDGYEYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="22">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q22">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLAQAGDSLRLTCAASRRTFSSRVMGWFRQAPGKEREFVAGINWSSTGTYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAAGAPRTWTGGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="23">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q23">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGSVQAGGSLRLSCAASRRTFSSRVMGWFRQAPGKEREFVAGINWSSTGTYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAAGAPRTWTGGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="24">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGESLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGINWSSDATYYADSVEGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="25">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q25">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRSFSSRVMGWFRQAPGKEREFVAGINWSSDATYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYSCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="26">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLAQAGDSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGVNWGSDATYYADSVKGRFTISTDNAKNTVYLQMDSLKPEDTAVYYCAAGAPRKWTDGYDYQGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="27">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q27">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGVNWGSDATYYADSVKGRFTISTDNAKNTVYLQMDSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="28">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQTGGSLRLSCAASRRTFSSRVMGWFRQAPGKEREFVAGINWSSTGTYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAAGAPRTWTGGYDYWGQGTQVTVSS</INSDSeq



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="29">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q29">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCALSGRTFSSRVMGWFRQAPGKEREFVAGVNWGSDATYYADSVKGRFTISTDNAKNTVYLQMDSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="30">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRTFSSRVMGWFRQAPGKEREFVAGINWSSDVAYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="31">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q31">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAASGRSFSSRVMGWFRQAPGKEREFVAGINWSSDATYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAAGAPRKWTDGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="32">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q32">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASRRTFSSRVVGWFRQAPGKEREFVAGINWSSTGTYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAAGAPPTWTDRYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="33">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q33">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASRRTFSSRVMGWFRQAPGKEREFVAGINWSSTGTYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAAGAPRTWTGGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="34">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q34">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRSFSSRVMGWFRQAPGKEREFVAGINWSTEVTNYADSVKGRFTISTDNAKNTVYLQMNSLKPEDAAVYYCAAGAPRTWTRGYDYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="35">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q35">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGSFTRISAMAWYRQAPGNQRELVASIIIDGTTNYAESVKGRFTISRDNAKNTVYLQMNNLKPEDTAVYYCNVGARMHWGPTRDYWGQGTQVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="36">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGSFFRISAMAWYRQAPGNQRELVASIISDGSANYAESVNGRFTISRDNAKNTVYLQMNNLKPEDTADYYCNVGARMHWGPTRDYWGQGTQVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="37">
<INSDSeq>



<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q37">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGSFTRISAMAWYRQAPGNQRELVASIISDGSTNYAESVKGRFTISRDNAKNMVYLQMNNLKPEDTAVYSCNVGARMYWGPTRDYWGQGTQVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="38">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGSFTRISAMAWYRQAPGNQRELVASIISDGSTNYAESVKGRFTISRDNAKNTAYLQMNNLKPEDTAVYYCNVGARMYWGPTRDYWGQGTQVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="39">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q39">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGSFFRISAMAWYRQAPGNQRELVASIISDGSTNYVESVKGRFTISRDNAKNTVYLQMNNLKPEDTAVYYCNVGARMHWGPTRDYWGQGTQVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="40">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGSFTRISAMAWYRQAPGNQRELVASIIADGSSNYAESVKGRFTISRDNAKNTVYLQMNNLKPEDTAGYYCNVGARMHWGPTRDYWGQGTQVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="41">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q41">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGSFFRISAMAWYRQAPGNQRELVASIISDGSTNYVESVRGRFTISRDNAKNTVYLQMNNLKPEDTAVYYCNVGARMHQGPTRDYWGQGTQVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="42">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGSFTRISAMAWYRQAPGNQRELVASIIIDGSTNYAESVKGRFTISRDNAKNTVYLQMNNLKPGDTAVYYCNVGARMHWGPTRDYWGQGTQVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="43">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q43">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAASGRTFGSYTTGWFRQAPGKEREFVAALSWIGSSTYYPDSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAAGPGITPNPRTRTYDYWGQGTQVTVSS</INSD

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="44">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAASGRTIGSYTTGWFRQAPGKEREFVAALSWIGSSTYYPDSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAAGPGITPNPRTRTYDYWGQGTQVTVSS</INSD

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="45">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q45">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCEVSGGTFSNLGMGWVRQAPGKERELIAGITKSGSSVYYADSVKGRFTISRDNAKNTVFLQMNSLKPADTSVYYCGASPLIGSSWLTDRNKFGYWGQGTQVTVSS</IN

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="46">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCVVSGGTFSNLAMGWVRQAPGKEREFVVAISKSGSSVYYADSVKGRFTISRDNAKNTVFLQMNSLKPADTSVYYCGASPLIGSSWLTDRNKFGYWGQGTQVTVSS</IN

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="47">
<INSDSeq>
<INSDSeq_length>128</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q47">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLAQAGDSLRLSCAASGRTFSSYAMGWFRQAPGKEREFVAAISWSDSSTYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAATAYYCSGYGCYDRARVYDYWGQGTQVTVSS</

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="48">
<INSDSeq>
<INSDSeq_length>128</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q48">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASERTFRQYAMGWFRQAPGKEREFVATISWSGGRTYYADSVKGRFTISRDNAENTVYLQMNSLKPEDTAVYYCAASNYYCAGYGCYDRASLFDYWGQGTQVTVSS</

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="49">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q49">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGSIFGINAMGWYRQGPGKQRDLVAVTTSAGMTSYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCNLRSPYITALNYWGQGTQVTVSS</INSDSeq_se

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="50">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q50">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAASGLTFSNHDMAWFRQAPGKEREFIAAISWSGGNTDYVDFVKGRFTSSRDNAKNTVYLQMNSLKPEDTALYFCAAVRVAGRSYEYHYWGQGTQVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="51">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q51">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGDSLRLSCVASRRTFNMGWFRQAPGKEREFVAAIKESGGDAYYADSVKGRFFISRDNAKNMVYLQMNNLKPEDTAVYSCAADPRLIIPSGNSYWYWGQGTQVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="52">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q52">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAASGRTFSSYAMGWFRQAPGKEREFVAAITRSGGSTLYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAASGTGWPLEYEYEYDYWGQGTQVTVSS</INSD

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="53">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q53">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGLTFSSRVMGWFRQYPGKEREFVAGINTGSDATYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGAPRKWTDGYDYWGQGTLVTVSS</INSDSeq

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="54">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q54">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGRTFGSYTTGWFRQAPGKEREFVAALSWIGSSTYYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGPGITPNPRTRTYDYWGQGTLVTVSS</INSD

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="55">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q55">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGRTFGSYTTGWFRQAPGKEREFVAALSWIGSSTYYPDSVKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCAAGPGITPNPRTRTYDYWGQGTLVTVSS</INSD

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="56">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q56">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGRTIGSYTTGWFRQAPGKEREFVAALSWIGSSTYYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGPGITPNPRTRTYDYWGQGTLVTVSS</INSD

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="57">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q57">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGRTFSSYAMGWFRQAPGKEREFVAAITRSGGSTLYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAASGTGWPLEYEYEYDYWGQGTLVTVSS</INSD

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="58">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q58">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="59">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q59">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="60">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q60">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="61">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q61">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="62">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q62">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRSFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="63">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q63">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="64">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="65">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q65">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="66">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q66">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRSFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="67">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q67">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="68">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="69">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q69">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="70">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q70">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="71">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q71">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="72">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q72">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRSFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="73">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q73">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>GLTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="74">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q74">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="75">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q75">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="76">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q76">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="77">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q77">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RRTFSSR</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="78">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="79">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q79">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="80">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="81">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q81">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="82">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRSFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="83">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q83">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="84">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q84">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="85">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q85">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="86">
<INSDSeq>



<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="87">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q87">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="88">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q88">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRSFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="89">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q89">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="90">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q90">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="91">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q91">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRSFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="92">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSFTRIS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="93">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q93">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSFFRIS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="94">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q94">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSFTRIS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="95">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q95">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSFTRIS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="96">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q96">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSFFRIS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="97">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q97">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSFTRIS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="98">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q98">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSFFRIS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="99">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q99">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSFTRIS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="100">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q100">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFGSY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="101">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q101">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTIGSY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="102">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q102">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGTFSNL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="103">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q103">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGTFSNL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="104">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q104">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="105">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q105">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q106">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Any amino acid</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ERTFRXY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="106">
<INSDSeq>



<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q107">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSIFGIN</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="107">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q108">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GLTFSNH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="108">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q109">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RRTFN</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="109">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q110">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="110">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q111">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="111">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q112">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFGSY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="112">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q113">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFGSY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="113">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q114">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTIGSY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="114">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q115">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GRTFSSY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="115">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q116">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSTG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="116">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q117">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWGSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="117">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q118">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="118">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q119">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="119">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q120">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="120">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q121">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="121">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q122">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="122">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q123">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="123">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q124">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="124">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q125">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="125">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q126">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSTG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="126">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q127">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSTEV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="127">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q128">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWGSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="128">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q129">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWVSGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="129">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q130">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSTEV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="130">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q131">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NTGSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="131">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q132">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWGSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="132">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q133">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="133">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q134">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="134">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q135">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSTG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="135">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q136">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWTTDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="136">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q137">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSTG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="137">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q138">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSTG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="138">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q139">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="139">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q140">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="140">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q141">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWGSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="141">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q142">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWGSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="142">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q143">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSTG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="143">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q144">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWGSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="144">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q145">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="145">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q146">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="146">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q147">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSTG</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="147">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q148">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSSTG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="148">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q149">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWSTEV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="149">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q150">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IIDGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="150">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q151">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ISDGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="151">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q152">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ISDGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="152">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q153">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ISDGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="153">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q154">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ISDGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="154">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q155">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IADGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="155">
<INSDSeq>



<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q156">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ISDGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="156">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q157">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IIDGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="157">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q158">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SWIGSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="158">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q159">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SWIGSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="159">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q160">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TKSGSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="160">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q161">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SKSGSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="161">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q162">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SWSDSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="162">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q163">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SWSGGR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="163">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q164">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSAGM</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="164">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q165">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SWSGGN</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="165">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q166">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KESGGD</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="166">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q167">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TRSGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="167">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q168">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NTGSDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="168">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q169">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SWIGSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="169">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q170">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SWIGSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="170">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q171">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SWIGSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="171">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q172">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TRSGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="172">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q173">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRTWTGGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="173">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q174">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="174">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q175">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="175">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q176">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="176">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q177">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="177">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q178">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="178">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q179">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="179">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q180">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTGGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="180">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q181">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYAY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="181">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q182">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="182">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q183">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRTWTGGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="183">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q184">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRTWTRGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="184">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q185">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="185">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q186">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRTWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="186">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q187">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRTWTRGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="187">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q188">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="188">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q189">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="189">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q190">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="190">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q191">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="191">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q192">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>GAPPTWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="192">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q193">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPPRWTDGYEY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="193">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q194">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRTWTGGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="194">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q195">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRTWTGGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="195">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q196">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="196">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q197">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="197">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q198">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="198">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q199">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="199">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q200">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRTWTGGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="200">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q201">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="201">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q202">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="202">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q203">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="203">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q204">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPPTWTDRYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="204">
<INSDSeq>



<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q205">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRTWTGGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="205">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q206">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRTWTRGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="206">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q207">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GARMHWGPTRDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="207">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q208">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GARMHWGPTRDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="208">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q209">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GARMYWGPTRDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="209">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q210">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GARMYWGPTRDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="210">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q211">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GARMHWGPTRDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="211">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q212">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GARMHWGPTRDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="212">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q213">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q214">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Any amino acid</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GARMHXGPTRDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="213">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q215">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GARMHWGPTRDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="214">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q216">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPGITPNPRTRTYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="215">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q217">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPGITPNPRTRTYDY</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="216">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q218">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SPLIGSSWLTDRNKFGY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="217">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q219">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SPLIGSSWLTDRNKFGY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="218">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q220">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TAYYCSGYGCYDRARVYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="219">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q221">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SNYYCAGYGCYDRASLFDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="220">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q222">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RSPYITALNY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="221">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q223">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VRVAGRSYEYHY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="222">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q224">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DPRLIIPSGNSYWY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="223">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q225">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGTGWPLEYEYEYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="224">
<INSDSeq>



<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q226">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GAPRKWTDGYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="225">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q227">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPGITPNPRTRTYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="226">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q228">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPGITPNPRTRTYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="227">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q229">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPGITPNPRTRTYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="228">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q230">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGTGWPLEYEYEYDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="229">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q231">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="230">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q232">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="231">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q233">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="232">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q234">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="233">
<INSDSeq>
<INSDSeq_length>401</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..401</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q235">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="234">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q236">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="235">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q237">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="236">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q238">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="237">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q239">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="238">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q240">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="239">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q241">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="240">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q242">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="241">
<INSDSeq>
<INSDSeq_length>392</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..392</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q243">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="242">
<INSDSeq>
<INSDSeq_length>392</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..392</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q244">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="243">
<INSDSeq>
<INSDSeq_length>392</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..392</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q245">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="244">
<INSDSeq>
<INSDSeq_length>392</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..392</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q246">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="245">
<INSDSeq>
<INSDSeq_length>392</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..392</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q247">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="246">
<INSDSeq>
<INSDSeq_length>392</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..392</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q248">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="247">
<INSDSeq>
<INSDSeq_length>392</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..392</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q249">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="248">
<INSDSeq>
<INSDSeq_length>392</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..392</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q250">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="249">
<INSDSeq>
<INSDSeq_length>396</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..396</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q251">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="250">
<INSDSeq>
<INSDSeq_length>396</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..396</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q252">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="251">
<INSDSeq>
<INSDSeq_length>398</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..398</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q253">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="252">
<INSDSeq>
<INSDSeq_length>398</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..398</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q254">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="253">
<INSDSeq>
<INSDSeq_length>400</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..400</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q255">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="254">
<INSDSeq>
<INSDSeq_length>400</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..400</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q256">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="255">
<INSDSeq>
<INSDSeq_length>390</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..390</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q257">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="256">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q258">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="257">
<INSDSeq>
<INSDSeq_length>392</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..392</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q259">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="258">
<INSDSeq>
<INSDSeq_length>396</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..396</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q260">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="259">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q261">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="260">
<INSDSeq>
<INSDSeq_length>396</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..396</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q262">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="261">
<INSDSeq>
<INSDSeq_length>396</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..396</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q263">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="262">
<INSDSeq>
<INSDSeq_length>396</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..396</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q264">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="263">
<INSDSeq>
<INSDSeq_length>396</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..396</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q265">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGSQTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="264">
<INSDSeq>
<INSDSeq_length>531</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..531</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q266">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQGGGGGLDGNEEPGGLEWVSSISGSGRDTLYADSVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSGGGGPQ



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="265">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q267">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLAQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="266">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q268">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="267">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q269">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="268">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q270">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="269">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q271">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="270">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q272">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAVS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="271">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q273">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGVVQAGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="272">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q274">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="273">
<INSDSeq>



<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q275">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="274">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q276">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="275">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q277">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="276">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q278">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="277">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q279">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="278">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q280">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="279">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q281">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCTAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="280">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q282">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="281">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q283">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLAQPGGSLRLSCVAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="282">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q284">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLAQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="283">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q285">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="284">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q286">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="285">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q287">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="286">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q288">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLAQAGDSLRLTCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="287">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q289">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGSVQAGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="288">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q290">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGESLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="289">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q291">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="290">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q292">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLAQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="291">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q293">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="292">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q294">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQTGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="293">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q295">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCALS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="294">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q296">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="295">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q297">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="296">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q298">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="297">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q299">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="298">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q300">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="299">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q301">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="300">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q302">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="301">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q303">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="302">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q304">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="303">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q305">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="304">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q306">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="305">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q307">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="306">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q308">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="307">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q309">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="308">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q310">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="309">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q311">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCEVS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="310">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q312">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCVVS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="311">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q313">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLAQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="312">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q314">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="313">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q315">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="314">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q316">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="315">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q317">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGDSLRLSCVAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="316">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q318">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGDSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="317">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q319">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="318">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q320">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="319">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q321">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="320">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q322">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="321">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q323">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="322">
<INSDSeq>



<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q324">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="323">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q325">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="324">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q326">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="325">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q327">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="326">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q328">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="327">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q329">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="328">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q330">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="329">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q331">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="330">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q332">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="331">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q333">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="332">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q334">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="333">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q335">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="334">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q336">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="335">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q337">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="336">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q338">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="337">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q339">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQYPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="338">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q340">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="339">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q341">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="340">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q342">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWLRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="341">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q343">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VVGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="342">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q344">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVGGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="343">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q345">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="344">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q346">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="345">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q347">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="346">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q348">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="347">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q349">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="348">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q350">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="349">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q351">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="350">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q352">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="351">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q353">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="352">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q354">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="353">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q355">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VVGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="354">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q356">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="355">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q357">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQAPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="356">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q358">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMAWYRQAPGNQRELVASI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="357">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q359">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMAWYRQAPGNQRELVASI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="358">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q360">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>AMAWYRQAPGNQRELVASI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="359">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q361">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMAWYRQAPGNQRELVASI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="360">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q362">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMAWYRQAPGNQRELVASI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="361">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q363">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMAWYRQAPGNQRELVASI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="362">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q364">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMAWYRQAPGNQRELVASI</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="363">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q365">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMAWYRQAPGNQRELVASI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="364">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q366">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TTGWFRQAPGKEREFVAAL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="365">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q367">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TTGWFRQAPGKEREFVAAL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="366">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q368">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GMGWVRQAPGKERELIAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="367">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q369">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMGWVRQAPGKEREFVVAI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="368">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q370">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMGWFRQAPGKEREFVAAI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="369">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q371">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMGWFRQAPGKEREFVATI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="370">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q372">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMGWYRQGPGKQRDLVAVT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="371">
<INSDSeq>



<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q373">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DMAWFRQAPGKEREFIAAI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="372">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q374">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MGWFRQAPGKEREFVAAI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="373">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q375">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMGWFRQAPGKEREFVAAI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="374">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q376">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VMGWFRQYPGKEREFVAGI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="375">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q377">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TTGWFRQAPGKEREFVAAL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="376">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q378">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TTGWFRQAPGKEREFVAAL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="377">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q379">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TTGWFRQAPGKEREFVAAL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="378">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q380">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AMGWFRQAPGKEREFVAAI</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="379">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q381">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="380">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q382">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMDSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="381">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q383">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="382">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q384">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="383">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q385">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="384">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q386">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="385">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q387">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="386">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q388">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="387">
<INSDSeq>
<INSDSeq_length>40</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..40</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q389">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNANTVYLQMNRLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="388">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q390">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="389">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q391">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="390">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q392">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNYADSVKGRFTISTDNAKNTVYLQMNSLKPEDAAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="391">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q393">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMDSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="392">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q394">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYTDSVKGRFTFSRDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="393">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q395">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNYADSVKGRFTISTDNAKNTVYLQMNSLKPEDAAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="394">
<INSDSeq>
<INSDSeq_length>49</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..49</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q396">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="395">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q397">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMDSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="396">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q398">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="397">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q399">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="398">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q400">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="399">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q401">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>TSYAESVKGRFTISTDNAKDTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="400">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q402">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="401">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q403">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="402">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q404">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVEGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="403">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q405">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYSCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="404">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q406">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMDSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="405">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q407">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMDSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="406">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q408">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="407">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q409">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMDSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="408">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q410">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="409">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q411">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="410">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q412">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="411">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q413">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYVDSVKGRFAISTDDAKNTVYLQMNNLKPEDTAVYYCAA</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="412">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q414">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNYADSVKGRFTISTDNAKNTVYLQMNSLKPEDAAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="413">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q415">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNYAESVKGRFTISRDNAKNTVYLQMNNLKPEDTAVYYCNV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="414">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q416">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ANYAESVNGRFTISRDNAKNTVYLQMNNLKPEDTADYYCNV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="415">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q417">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNYAESVKGRFTISRDNAKNMVYLQMNNLKPEDTAVYSCNV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="416">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q418">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNYAESVKGRFTISRDNAKNTAYLQMNNLKPEDTAVYYCNV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="417">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q419">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNYVESVKGRFTISRDNAKNTVYLQMNNLKPEDTAVYYCNV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="418">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q420">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SNYAESVKGRFTISRDNAKNTVYLQMNNLKPEDTAGYYCNV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="419">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q421">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNYVESVRGRFTISRDNAKNTVYLQMNNLKPEDTAVYYCNV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="420">
<INSDSeq>



<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q422">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNYAESVKGRFTISRDNAKNTVYLQMNNLKPGDTAVYYCNV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="421">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q423">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYPDSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="422">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q424">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYPDSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="423">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q425">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VYYADSVKGRFTISRDNAKNTVFLQMNSLKPADTSVYYCGA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="424">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q426">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VYYADSVKGRFTISRDNAKNTVFLQMNSLKPADTSVYYCGA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="425">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q427">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISTDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="426">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q428">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISRDNAENTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="427">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q429">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCNL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="428">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q430">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TDYVDFVKGRFTSSRDNAKNTVYLQMNSLKPEDTALYFCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="429">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q431">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AYYADSVKGRFFISRDNAKNMVYLQMNNLKPEDTAVYSCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="430">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q432">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TLYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="431">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q433">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="432">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q434">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="433">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q435">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYPDSVKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="434">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q436">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="435">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q437">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TLYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="436">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q438">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="437">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q439">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="438">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q440">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="439">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q441">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTPVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="440">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q442">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="441">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q443">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="442">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q444">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="443">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q445">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="444">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q446">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="445">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q447">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="446">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q448">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="447">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q449">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="448">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q450">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="449">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q451">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="450">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q452">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="451">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q453">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="452">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q454">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="453">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q455">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="454">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q456">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="455">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q457">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="456">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q458">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="457">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q459">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="458">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q460">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="459">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q461">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="460">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q462">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="461">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q463">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q464">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Any amino acid</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="462">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q465">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="463">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q466">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="464">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q467">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="465">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q468">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="466">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q469">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="467">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q470">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="468">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q471">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="469">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q472">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="470">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q473">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="471">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q474">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="472">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q475">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="473">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q476">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="474">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q477">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="475">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q478">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="476">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q479">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="477">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q480">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="478">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q481">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="479">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q482">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="480">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q483">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="481">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q484">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="482">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q485">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="483">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q486">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="484">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q487">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="485">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q488">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="486">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q489">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="487">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q490">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTQVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="488">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q491">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTLVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="489">
<INSDSeq>



<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q492">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTLVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="490">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q493">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTLVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="491">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q494">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTLVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="492">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q495">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTLVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="493">
<INSDSeq>
<INSDSeq_length>115</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..115</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q496">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYADSVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS</INSDSeq_seque

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="494">
<INSDSeq>
<INSDSeq_length>249</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..249</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q497">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVLGGGGSGGGGSGGGGSEVQLV

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="495">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q498">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGGGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="496">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q499">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HHHHHH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="497">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q500">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="498">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q501">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGPQASTGRSGGGGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="499">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q502">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGPLGLQAGVVGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="500">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q503">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGPLNLQAGVVGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="501">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q504">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGPAGLQAGVVGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="502">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q505">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGPANLQAGVVGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="503">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q506">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGEYSGLSDGGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="504">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q507">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGKPAEFTVDGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="505">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q508">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGGDFLAEGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="506">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q509">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGAGPLIVGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="507">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q510">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGLRELHLGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="508">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q511">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PQASTGGSGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="509">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q512">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGLRELHLGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="510">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q513">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGPQASTGGSGGGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="511">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q514">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGPQASTGGSGGGGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="512">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q515">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGLRELHLGGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="513">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q516">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGLRELHLGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="514">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q517">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q518">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This sequence may encompass 1-10 GS repeating units</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSGSGSGSGSGSGSGSGSGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="515">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q519">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1..30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q520">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This sequence may encompass 1-10 GGS repeating units</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGGSGGSGGSGGSGGSGGSGGSGGSGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="516">
<INSDSeq>
<INSDSeq_length>40</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q521">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1..40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q522">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This sequence may encompass 1-10 GGGS repeating units</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGSGGGSGGGSGGGSGGGSGGGSGGGSGGGSGGGSGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="517">
<INSDSeq>
<INSDSeq_length>40</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q523">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1..40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q524">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This sequence may encompass 1-10 GGSG repeating units</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGGGSGGGSGGGSGGGSGGGSGGGSGGGSGGGSGGGSG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="518">
<INSDSeq>
<INSDSeq_length>50</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..50</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q525">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1..50</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q526">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This sequence may encompass 1-10 GGSGG repeating units</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="519">
<INSDSeq>
<INSDSeq_length>50</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..50</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q527">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1..50</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q528">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This sequence may encompass 1-10 GGGGS repeating units</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="520">
<INSDSeq>
<INSDSeq_length>50</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..50</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q529">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1..50</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q530">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This sequence may encompass 1-10 GGGGG repeating units</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="521">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q531">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1..30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q532">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This sequence may encompass 1-10 GGG repeating units</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGGGGGGGGGGGGGGGGGGGGGGGGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="522">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q533">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGGGSGGGGSGGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="523">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q534">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGGGSGGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="524">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q535">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="525">
<INSDSeq>
<INSDSeq_length>4</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q536">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="526">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q537">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="527">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q538">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSGSG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="528">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q539">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="529">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q540">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGSG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="530">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q541">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GSSSG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="531">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q542">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q543">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This sequence may encompass 1-4 GGGGS repeating units</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGGGSGGGGSGGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="532">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q544">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q545">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This sequence may encompass 2-4 GGGGS repeating units</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGGGSGGGGSGGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="533">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q546">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>



<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q547">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This sequence may encompass 1-3 GGGGS repeating units</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGGGSGGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="534">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q548">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KPLGLQARVV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="535">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q549">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PQASTGRSGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="536">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q550">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PQGSTGRAAG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="537">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q551">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PPASSGRAGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="538">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q552">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PIPVQGRAH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="539">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q553">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGPQASTGRSGGGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="540">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q554">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGPQGSTGRAAGGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="541">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q555">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGPQGSTARSAGGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="542">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q556">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGKPLGLQARVVGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="543">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q557">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="544">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q558">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGGGSGGVVGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="545">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q559">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGGGSGGVVGGGGT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="546">
<INSDSeq>
<INSDSeq_length>323</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..323</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q560">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MARGPGLAPPPLRLPLLLLVLAAVTGHTAAQDNCTCPTNKMTVCSPDGPGGRCQCRALGSGMAVDCSTLTSKCLLLKARMSAPKNARTLVRPSEHALVDNDGLYDPDCDPEGRFKARQCNQTSVCWCVNS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="547">
<INSDSeq>
<INSDSeq_length>297</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..297</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q561">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HTAAQDNCTCPTNKMTVCSPDGPGGRCQCRALGSGMAVDCSTLTSKCLLLKARMSAPKNARTLVRPSEHALVDNDGLYDPDCDPEGRFKARQCNQTSVCWCVNSVGVRRTDKGDLSLRCDELVRTHHIL

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="548">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q562">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LPETG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="549">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q563">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQGGGGGLDGNEEPGGLEWVSSISGSGRDTLYADSVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS</INSD

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="550">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q564">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGGLDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="551">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q565">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KRALGLPG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="552">
<INSDSeq>
<INSDSeq_length>40</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q566">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DEDEDEDEDEDEDEDERPLALWRSDRDRDRDRDRDRDRDR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="553">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q567">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ALIVLGGVAGLLLFIGLGIFFCVRC</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="554">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q568">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LEATA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="555">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q569">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGAANLVRGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="556">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q570">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGRIGFLRTA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="557">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q571">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PLGLAG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="558">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q572">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q573">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Any amino acid</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PLGLAX</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="559">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q574">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q575">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Methyl Alanine</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PLGCAG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="560">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q576">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ESPAYYTA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="561">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q577">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RLQLKL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="562">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q578">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RLQLKAC</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="563">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q579">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>3</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q580">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Citrulline</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q581">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hypofluorous acid modified tyrosine</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EPXGYL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="564">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q582">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGRSA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="565">
<INSDSeq>
<INSDSeq_length>4</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q583">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DAFK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="566">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q584">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGRR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="567">
<INSDSeq>
<INSDSeq_length>4</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q585">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="568">
<INSDSeq>
<INSDSeq_length>4</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q586">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ALAL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="569">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q587">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ADVDAPDGLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="570">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q588">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AADISDPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="571">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q589">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q590">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Ethyl phenylalanine</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PICFF</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="572">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q591">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGPRGLPG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="573">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q592">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HSSKLQ</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="574">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q593">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HSSKLQL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="575">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q594">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HSSKLQEDA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="576">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q595">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LVLASSSFGY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="577">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q596">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GVSQNYPIVG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="578">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q597">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GVVQASCRLA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="579">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q598">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSLDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="580">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q599">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DPRSFL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="581">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q600">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PPRSFL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="582">
<INSDSeq>
<INSDSeq_length>4</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q601">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DEVD</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="583">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q602">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DEVDP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="584">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q603">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KGSGDVEG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="585">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q604">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GWEHDG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="586">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q605">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EDDDDKA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="587">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q606">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KQEQNPGST</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="588">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q607">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GKAFRR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="589">
<INSDSeq>
<INSDSeq_length>4</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q608">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DAFK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="590">
<INSDSeq>
<INSDSeq_length>4</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q609">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVLK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="591">
<INSDSeq>
<INSDSeq_length>4</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q610">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DAFK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="592">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q611">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>ALLLALL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="593">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q612">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGRALDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="594">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q613">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGYAGLDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="595">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q614">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGAGGPDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="596">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q615">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GGRGGPDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="597">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q616">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGPDGNEEPGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="598">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q617">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGEALDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="599">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q618">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGDASLDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="600">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q619">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>GSGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="601">
<INSDSeq>
<INSDSeq_length>322</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..322</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q620">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MARGPGLAPPPLRLPLLLLVLAAVTGHTAAQDNCTCPTNKMTVCSPDGPGGRCQCRALGSGMAVDCSTLTSKCLLLKARMSAPKNARTLVRPSEHALVDNDGLYDPDCDPEGRFKARQCNQTSVCWCVNS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="602">
<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..24</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q621">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IYIWAPLAGTCGVLLLSLVITLYC</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="603">
<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q622">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GLLVAGVLVLLVSLGVAIHLCC</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="604">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q623">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LCYLLDGILFIYGVILTALFLRV</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="605">
<INSDSeq>
<INSDSeq_length>26</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..26</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q624">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVLVVVGGVLACYSLLVTVAFIIFWV</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="606">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q625">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AAILGLGLVLGLLGPLAILLALYLL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="607">
<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..24</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q626">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ALPAALAVISFLLGLGLGVACVLA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="608">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q627">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APGKG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="609">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q628">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGQDGNEEMGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="610">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q629">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGQDGNEEGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="611">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q630">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGRDAPDGNEEGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="612">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q631">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGQDGNEEMGGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="613">
<INSDSeq>



<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q632">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APFGSEM</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="614">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q633">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AWNGPYE</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="615">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q634">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AQDNGDTKTG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="616">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q635">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AEAKETQG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="617">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q636">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ATRREQVEG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="618">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q637">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AQAPSQP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="619">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q638">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ATRSRTRNDG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="620">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q639">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ALSVDPSG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="621">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q640">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ARLSVDPG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="622">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q641">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AVEAADRG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="623">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q642">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGPDGNEEMGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="624">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q643">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGFDGNEEMGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="625">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q644">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGDGNEEMGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="626">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q645">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGEMDGEGQNGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="627">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q646">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGGPDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="628">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q647">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGALDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="629">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q648">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGALDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="630">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q649">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGGPDGNEEPGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="631">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q650">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGALDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="632">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q651">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGSLDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="633">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q652">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGGPDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="634">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q653">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGVRDGPDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="635">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q654">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGGPDGNEEPGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="636">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q655">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGRGPDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="637">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q656">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGGLDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="638">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q657">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGVGPDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="639">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q658">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGEGPDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="640">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q659">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGVALDGNEEPGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="641">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q660">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>unidentified</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="642">
<INSDSeq>
<INSDSeq_length>4</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q661">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>unidentified</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CPPC</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="643">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q662">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>unidentified</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CPEPKSCDTPPPCPR</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="644">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q663">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>unidentified</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ELKTPLGDTTHT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="645">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q664">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>unidentified</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>KSCDKTHTCP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="646">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q665">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>unidentified</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KCCVDCP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="647">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q666">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>unidentified</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KYGPPCP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="648">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q667">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EPKSCDKTHTCPPCP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="649">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q668">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>ERKCCVECPPCP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="650">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q669">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ELKTPLGDTTHTCPRCP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="651">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q670">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SPNMVPHAHHAQ</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="652">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q671">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EPKSCDKTYTCPPCP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="653">
<INSDSeq>
<INSDSeq_length>45</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..45</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q672">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACD</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="654">
<INSDSeq>
<INSDSeq_length>4</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q673">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="655">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q674">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1..30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q675">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This sequence may encompass 1-10 GSS repeating units</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSSGSSGSSGSSGSSGSSGSSGSSGSSGSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>

</ST26SequenceListing>


