
<?xml version="1.0" encoding="UTF-8"?>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN" 
"ST26SequenceListing_V1_3.dtd">
<ST26SequenceListing   dtdVersion="V1_3" fileName="0638WO_SL.xml" softwareName="WIPO
Sequence" softwareVersion="2.3.0" productionDate="2023-12-19">

<ApplicationIdentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>PCT/US2023/082295</ApplicationNumberText>
<FilingDate>2023-12-04</FilingDate>

</ApplicationIdentification>
<ApplicantFileReference>0638WO</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>

<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/430,265</ApplicationNumberText>
<FilingDate>2022-12-05</FilingDate>

</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="en">ALEXION PHARMACEUTICALS, 

INC.</ApplicantName>
<InventionTitle languageCode="en">TACI-FC FUSION PROTEINS FOR 

MULTIFUNCTIONAL INHIBITION OF BAFF, APRIL, AND NEONATAL FC RECEPTOR</InventionTitle>
<SequenceTotalQuantity>82</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">

<INSDSeq>
<INSDSeq_length>43</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..43</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRS</INSDSeq_sequence>
</INSDSeq>



</SequenceData>
<SequenceData sequenceIDNumber="2">

<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..39</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q2">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCEN</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="3">

<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q3">



<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>EPKSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">

<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q4">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>EPKSSAGGGGAGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="5">

<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q5">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>EPKSSAGGGGAGGGGAGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="6">

<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q6">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>AGGGGAGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="7">

<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q7">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>AGGGGAGGGGAGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="8">

<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q8">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>



</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGRSSKARSSSRGGGRGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="9">

<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q9">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GKTKPREEQYNSTYRVVSVLTG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="10">

<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>



</INSDQualifier>
<INSDQualifier id="q10">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>AEAAAKEAAAKAGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="11">

<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q11">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>AEAAAKAGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="12">

<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q12">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SAEAAAKEAAAKAGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="13">

<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q13">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SAEAAAKAGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="14">
<INSDSeq>

<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q14">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GGNGSAEAAAKEAAAKANGTGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="15">

<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q15">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GGNGSAEAAAKEAAAKANGSGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="16">

<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..227</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q16">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN
AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDS
eq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="17">

<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..227</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q17">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN
AKTKPREEQFNSTYRVVSVLAVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVK
GFYPSDIAVAWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHAHYTQKSLSLSLGK</INSDS
eq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="18">

<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..227</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q18">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN
AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHLTQKSLSLSLGK</INSDS
eq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="19">

<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..226</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q19">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>DKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN
AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSe
q_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="20">

<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..227</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q20">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>DKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN
AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDS
eq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="21">

<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..227</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q21">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>DKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN
AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDS
eq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="22">

<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..227</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q22">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN
AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDS
eq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="23">

<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..227</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q23">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>DKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN
AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDS
eq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="24">

<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..227</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q24">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>DKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN



AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDS
eq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="25">

<INSDSeq>
<INSDSeq_length>284</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..284</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q25">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSEPKSSAGGGGAGGGGDKTHTCPP
CPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQD
WLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="26">

<INSDSeq>
<INSDSeq_length>289</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..289</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q26">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSEPKSSAGGGGAGGGGAGGGGDKT
HTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLT
VLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="27">

<INSDSeq>
<INSDSeq_length>269</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..269</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q27">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSDKTHTCPPCPAPEFEGGPSVFLF
PPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKG



LPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLT
VDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="28">

<INSDSeq>
<INSDSeq_length>284</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..284</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q28">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRGGGRGGDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="29">

<INSDSeq>
<INSDSeq_length>284</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..284</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q29">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRGGGRGGDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="30">

<INSDSeq>
<INSDSeq_length>284</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..284</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q30">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRGGGRGGDKTHTCPPC
PAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV



LDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="31">

<INSDSeq>
<INSDSeq_length>284</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..284</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q31">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRGGGRGGDKTHTCPPC
PAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="32">

<INSDSeq>
<INSDSeq_length>284</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..284</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q32">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRGGGRGGDKTHTCPPC
PAPEFEGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="33">

<INSDSeq>
<INSDSeq_length>284</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..284</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q33">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRGGGRGGDKTHTCPPC
PAPEFEGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="34">

<INSDSeq>
<INSDSeq_length>288</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..288</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q34">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGKTKPREEQYNSTYRVVSVLTGDKTHT
CPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVL
HQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="35">

<INSDSeq>
<INSDSeq_length>284</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..284</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q35">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRGGGRGGDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="36">

<INSDSeq>
<INSDSeq_length>266</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..266</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q36">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSS
IEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>



</SequenceData>
<SequenceData sequenceIDNumber="37">

<INSDSeq>
<INSDSeq_length>288</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..288</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q37">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGKTKPREEQYNSTYRVVSVLTGDKTHT
CPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLAVL
HQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVAWESNGQPENNYKT
TPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHAHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="38">

<INSDSeq>
<INSDSeq_length>266</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..266</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>



</INSDQualifier>
<INSDQualifier id="q38">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSS
IEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVMHEALHNHLTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="39">

<INSDSeq>
<INSDSeq_length>293</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..293</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q39">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MSGLGRSRRGGRSRVDQEERFPQGLWTGVAMRSCPEEQYWDPLLGTCMSCKTICNHQSQRTCAAFC
RSLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSPVNLPPELRRQRSGEVENNSDNSGRYQGLEHRGSEASPAL
PGLKLSADQVALVYSTLGLCLCAVLCCFLVAVACFLKKRGDPCSCQPRSRPRQSPAKSSQDHAMEAGSPVSTSPEPVETCSFCF
PECRAPTQESAVTPGTPDPTCAGRWGCHTRTTVLQPCPHIPDSGLGIVCVPAQEGGPGA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="40">
<INSDSeq>

<INSDSeq_length>165</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..165</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q40">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MSGLGRSRRGGRSRVDQEERFPQGLWTGVAMRSCPEEQYWDPLLGTCMSCKTICNHQSQRTCAAFC
RSLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSPVNLPPELRRQRSGEVENNSDNSGRYQGLEHRGSEASPAL
PGLKLSADQVALVYS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="41">

<INSDSeq>
<INSDSeq_length>53</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..53</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q41">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>CPEEQYWDPLLGTCMSCKTICNHQSQRTCAAFCRSLSCRKEQGKFYDHLLRDC</INSDSeq_seq
uence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="42">

<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..33</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q42">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>CPEEQYWDPLLGTCMSCKTICNHQSQRTCAAFC</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="43">

<INSDSeq>
<INSDSeq_length>77</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..77</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q43">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>CASICGQHPKQCAYFCENKLRSPVNLPPELRRQRSGEVENNSDNSGRYQGLEHRGSEASPALPGLK
LSADQVALVYS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="44">

<INSDSeq>
<INSDSeq_length>36</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..36</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q44">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>CRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCEN</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="45">

<INSDSeq>
<INSDSeq_length>272</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..272</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q45">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSS
IEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVLHEALHSHYTQKSLSLSLGKHHHHHH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="46">

<INSDSeq>
<INSDSeq_length>285</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..285</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q46">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSAEAAAKEAAAKAGGGGDKTHTCP
PCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQ
DWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="47">

<INSDSeq>
<INSDSeq_length>282</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..282</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q47">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENSAEAAAKEAAAKAGGGGDKTHTCPPCP
APEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWL
NGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVL



DSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="48">

<INSDSeq>
<INSDSeq_length>277</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..277</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q48">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENSAEAAAKAGGGGDKTHTCPPCPAPEFE
GGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEY
KCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="49">

<INSDSeq>
<INSDSeq_length>272</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..272</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q49">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSS
IEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVMHEALHNHYTQKSLSLSLGKHHHHHH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="50">

<INSDSeq>
<INSDSeq_length>272</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..272</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q50">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLYITREPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAP
IEKTISKTKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYNTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVMHEALHNHYTQKSLSLSLGKHHHHHH</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="51">

<INSDSeq>
<INSDSeq_length>272</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..272</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q51">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAP
IEKTISKTKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYNTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVMHEALHNHYTQKSLSLSLGKHHHHHH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="52">

<INSDSeq>
<INSDSeq_length>272</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..272</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q52">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLYITREPEVTCVVVDVSHEDPQVQFKWYVDGVEVHNAKTKLREEQYNSTFRVVSVLTVLHQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYNTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVMHEALHNHYTQKSLSLSLGKHHHHHH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="53">

<INSDSeq>
<INSDSeq_length>272</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..272</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q53">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLMISRTPEVTCVVVDVSHEDPQVQFKWYVDGVEVHNAKTKLREEQYNSTFRVVSVLTVLHQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYNTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVMHEALHNHYTQKSLSLSLGKHHHHHH</INSDSeq_sequence>

</INSDSeq>



</SequenceData>
<SequenceData sequenceIDNumber="54">

<INSDSeq>
<INSDSeq_length>271</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..271</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q54">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLMISRTPEVTCVVVDVSHEDPQVKFNWYVDGVQVHNAKTKPREQQYNSTYRVVSVLTVLHQNWLDGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNDGEPENYKTTPPVLDSDGSFFLYSKLTVDKS
RWQQGNVFSCSVMHEALHNHYTQKSLSLSPGHHHHHH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="55">

<INSDSeq>
<INSDSeq_length>284</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..284</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>



</INSDQualifier>
<INSDQualifier id="q55">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSAGGGGAGGGGAGGGGDKTHTCPP
CPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQD
WLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="56">

<INSDSeq>
<INSDSeq_length>270</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..270</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q56">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSDKTHTCPPCPAPEFEGGPSVFLF
PPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKG
LPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLT
VDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="57">
<INSDSeq>

<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q57">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSEPKSSDKTHTCPPCPAPEAEGAP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPSSIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGSGGSGGDYKDDDDK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="58">

<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q58">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHHLRDCISCASICGQHPKQCAYFCENKLRSEPKSSDKTHTCPPCPAPEAEGAP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPSSIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGSGGSGGDYKDDDDK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="59">

<INSDSeq>
<INSDSeq_length>272</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..272</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q59">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLHISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSS
IEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVMHEALHHHYTQKSLSLSLGKHHHHHH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="60">



<INSDSeq>
<INSDSeq_length>272</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..272</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q60">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSS
IEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVMHEALHHHYTQKSLSLSLGKHHHHHH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="61">

<INSDSeq>
<INSDSeq_length>241</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..241</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q61">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>EPKSSAGGGGAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDP
EVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQ
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQK
SLSLSLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="62">

<INSDSeq>
<INSDSeq_length>246</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..246</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q62">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>EPKSSAGGGGAGGGGAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDV
SQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYT
LPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHH
HYTQKSLSLSLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="63">

<INSDSeq>



<INSDSeq_length>245</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..245</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q63">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>GGRSSKARSSSRGGGRGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQ
EDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLP
PSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHY
TQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="64">

<INSDSeq>
<INSDSeq_length>242</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..242</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q64">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>AEAAAKEAAAKAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQED
PEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS
QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQ
KSLSLSLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="65">

<INSDSeq>
<INSDSeq_length>243</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..243</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q65">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SAEAAAKEAAAKAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQE
DPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPP
SQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYT
QKSLSLSLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="66">

<INSDSeq>
<INSDSeq_length>238</INSDSeq_length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..238</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q66">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SAEAAAKAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQ
FNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEM
TKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLS
LSLG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="67">

<INSDSeq>
<INSDSeq_length>285</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..285</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q67">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>Homo 
sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSEPKSSAGGGGAGGGGDKTHTCPP
CPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQD
WLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="68">

<INSDSeq>
<INSDSeq_length>266</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..266</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q68">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSS
IEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVLHEALHSHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="69">

<INSDSeq>
<INSDSeq_length>852</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..852</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q69">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>agcctgtcttgtagaaaagagcagggcaagttctacgaccatctgctgagagactgcatcagctgc
gccagcatttgcggacagcaccctaagcagtgcgcctacttctgcgagaacaagctgagaagcgagcctaaatcttctgccggc
ggaggcggagctggtggtggcggagataagacacacacctgtcctccatgtcctgctccagagtttgaaggcggccctagcgtg
ttcctgtttcctccaaagcctaaggacaccctgtacatcacccgcgagcctgaagtgacatgtgtggtggtggacgtgtcccaa
gaggaccccgaggtgcagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagcctagagaggaacagttc
aacagcacctacagagtggtgtccgtgctgaccgtgctgcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtcc
aacaagggcctgcctagcagcatcgagaaaaccatcagcaaggccaagggccagccaagggaacctcaggtttacaccctgcct
ccaagccaagaggaaatgaccaagaaccaggtgtccctgacctgcctggtcaagggcttctacccttccgatatcgccgtggaa
tgggagagcaatggccagcctgagaacaactacaagaccacacctcctgtgctggacagcgacggcagcttctttctgtactcc
cggctgacagtggacaagagcagatggcaagagggcaacgtgttcagctgctctgtgatgcacgaagccctgcaccaccactac
acccagaagtctttgagcctgagcctgggc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="70">

<INSDSeq>
<INSDSeq_length>855</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..855</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>genomic
DNA</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q70">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>agcctgtcttgtagaaaagagcagggcaagttctacgaccatctgctgagagactgcatcagctgc
gccagcatttgcggacagcaccctaagcagtgcgcctacttctgcgagaacaagctgagaagcgagcctaaatcttctgccggc
ggaggcggagctggtggtggcggagataagacacacacctgtcctccatgtcctgctccagagtttgaaggcggccctagcgtg
ttcctgtttcctccaaagcctaaggacaccctgtacatcacccgcgagcctgaagtgacatgtgtggtggtggacgtgtcccaa
gaggaccccgaggtgcagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagcctagagaggaacagttc
aacagcacctacagagtggtgtccgtgctgaccgtgctgcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtcc
aacaagggcctgcctagcagcatcgagaaaaccatcagcaaggccaagggccagccaagggaacctcaggtttacaccctgcct
ccaagccaagaggaaatgaccaagaaccaggtgtccctgacctgcctggtcaagggcttctacccttccgatatcgccgtggaa
tgggagagcaatggccagcctgagaacaactacaagaccacacctcctgtgctggacagcgacggcagcttctttctgtactcc
cggctgacagtggacaagagcagatggcaagagggcaacgtgttcagctgctctgtgatgcacgaagccctgcaccaccactac
acccagaagtctttgagcctgagcctgggcaag</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="71">

<INSDSeq>
<INSDSeq_length>266</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..266</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q71">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>



</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPELLGGPSVFLFPPKP
KDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSS
IEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVLHEALHSHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="72">

<INSDSeq>
<INSDSeq_length>227</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..227</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q72">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>DKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN
AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVK
GFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDS
eq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="73">

<INSDSeq>
<INSDSeq_length>72</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q73">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>2..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q74">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>11..18</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q75">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>20..27</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q76">



<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>29..36</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q77">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>38..45</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q78">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>47..54</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q79">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>56..63</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier id="q80">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>65..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q81">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q82">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

sequence may encompass 1-8 AGx repeating units, wherein x = 
1-8</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>AGGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGGGAGG
GGGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="74">

<INSDSeq>
<INSDSeq_length>72</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q83">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>2..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q84">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>11..18</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q85">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>20..27</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q86">

<INSDQualifier_name>note</INSDQualifier_name>



<INSDQualifier_value>This 
region may encompass 1-8 residues</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>29..36</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q87">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>38..45</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q88">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>47..54</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q89">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>56..63</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q90">



<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>65..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q91">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q92">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

sequence may encompass 1-8 GAx repeating units, wherein x = 
1-8</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>GAAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAAAGAA
AAAAAA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="75">

<INSDSeq>
<INSDSeq_length>72</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q93">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q94">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>10..17</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q95">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>19..26</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q96">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 



region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>28..35</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q97">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>37..44</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q98">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>46..53</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q99">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>55..62</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q100">



<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>64..71</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q101">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q102">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

sequence may encompass 1-8 AxG repeating units, wherein x = 
1-8</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>AAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAAAGAAA
AAAAAG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="76">

<INSDSeq>
<INSDSeq_length>72</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q103">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q104">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>10..17</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q105">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>19..26</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q106">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>



</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>28..35</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q107">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>37..44</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q108">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>46..53</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q109">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>55..62</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q110">

<INSDQualifier_name>note</INSDQualifier_name>



<INSDQualifier_value>This 
region may encompass 1-8 residues</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>64..71</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q111">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q112">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

sequence may encompass 1-8 GxA repeating units, wherein x = 
1-8</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>GGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGGGAGGG
GGGGGA</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="77">

<INSDSeq>
<INSDSeq_length>72</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q113">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>2..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q114">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>11..18</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q115">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>20..27</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q116">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>29..36</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q117">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>38..45</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q118">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>47..54</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q119">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>56..63</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q120">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 



region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>65..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q121">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q122">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

sequence may encompass 1-8 SGx repeating units, wherein x = 
1-8</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SGGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGGGSGG
GGGGGG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="78">

<INSDSeq>
<INSDSeq_length>72</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q123">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>2..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q124">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>11..18</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q125">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>20..27</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q126">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>



</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>29..36</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q127">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>38..45</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q128">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>47..54</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q129">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>56..63</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q130">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>



</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>65..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q131">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q132">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

sequence may encompass 1-8 GSx repeating units, wherein x = 
1-8</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>GSSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSSSGSS
SSSSSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="79">

<INSDSeq>
<INSDSeq_length>72</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q133">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q134">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>10..17</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q135">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>19..26</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q136">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>



<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>28..35</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q137">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>37..44</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q138">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>46..53</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q139">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>55..62</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q140">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>64..71</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q141">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q142">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

sequence may encompass 1-8 SxG repeating units, wherein x = 
1-8</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSSSGSSS
SSSSSG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="80">

<INSDSeq>
<INSDSeq_length>72</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q143">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q144">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>10..17</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q145">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>19..26</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q146">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>



<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>28..35</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q147">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>37..44</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q148">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>46..53</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q149">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>55..62</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q150">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>



</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>64..71</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q151">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 1-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..72</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q152">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

sequence may encompass 1-8 GxS repeating units, wherein x = 
1-8</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>GGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGGGSGGG
GGGGGS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="81">

<INSDSeq>
<INSDSeq_length>80</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..80</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>



</INSDQualifier>
<INSDQualifier id="q153">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>2..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q154">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 2-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>12..19</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q155">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 2-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>22..29</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q156">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 2-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>



<INSDFeature_location>32..39</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q157">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 2-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>42..49</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q158">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 2-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>52..59</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q159">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 2-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>62..69</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q160">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 2-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>



<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>72..79</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q161">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

region may encompass 2-8 residues</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>VARIANT</INSDFeature_key>

<INSDFeature_location>1..80</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q162">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This 

sequence may encompass 1-8 EAxK repeating units, wherein x = 
2-8</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EAAAAAAAAKEAAAAAAAAKEAAAAAAAAKEAAAAAAAAKEAAAAAAAAKEAAAAAAAAKEAAAAA
AAAKEAAAAAAAAK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="82">

<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q163">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>HHHHHH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>

</ST26SequenceListing>


