
<?xml version="1.0" encoding="UTF-8"?>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN" 
"ST26SequenceListing_V1_3.dtd">
<ST26SequenceListing originalFreeTextLanguageCode="en" 
nonEnglishFreeTextLanguageCode="es" dtdVersion="V1_3" fileName="31549-UNC5.xml" 
softwareName="WIPO Sequence" softwareVersion="2.3.0" 
productionDate="2025-06-13">
  <ApplicantFileReference>31549</ApplicantFileReference>
  <EarliestPriorityApplicationIdentification>
    <IPOfficeCode>GB</IPOfficeCode>
    <ApplicationNumberText>2300277.7</ApplicationNumberText>
    <FilingDate>2023-01-09</FilingDate>
  </EarliestPriorityApplicationIdentification>
  <ApplicantName languageCode="es">ELI LILLY AND COMPANY</ApplicantName>
  <ApplicantNameLatin>ELI LILLY AND COMPANY</ApplicantNameLatin>
  <InventionTitle languageCode="en">ANTI-UNC5C ANTIBODIES</InventionTitle>
  <InventionTitle languageCode="es">ANTICUERPOS ANTI-UNC5C</InventionTitle>
  <SequenceTotalQuantity>262</SequenceTotalQuantity>
  <SequenceData sequenceIDNumber="1">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q2">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVSGGSISSYFWTWIRQPPGKRLEWIGYIHNSGTTNQNPS
LKSRVTISIDTSKNHFSLKLSSVTAADTAVYYCARGRGMATLPFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="2">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>



          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q4">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVSGGSISSYFWSWIRQPPGKGLEWIGYIHNSGTTNYNPS
LKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARGRGMATLPFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="3">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q6">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVSGGSISSYFWTWIRQPPGKGLEWIGYIHNSGTTNYNPS
LKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARGRGMATLPFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="4">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>



        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q8">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVSGGSISSYFWSWIRQPPGKRLEWIGYIHNSGTTNYNPS
LKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARGRGMATLPFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="5">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q10">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVSGGSISSYFWSWIRQPPGKGLEWIGYIHNSGTTNQNPS
LKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARGRGMATLPFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="6">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>



      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q12">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVSGGSISSYFWSWIRQPPGKGLEWIGYIHNSGTTNYNPS
LKSRVTISIDTSKNQFSLKLSSVTAADTAVYYCARGRGMATLPFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="7">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q14">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVSGGSISSYFWSWIRQPPGKGLEWIGYIHNSGTTNYNPS
LKSRVTISVDTSKNHFSLKLSSVTAADTAVYYCARGRGMATLPFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="8">
    <INSDSeq>



      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q16">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVSGGSISSYFWTWIRQPPGKRLEWIGYIHNSGTTNQNPS
LKSRVTISIDKSKNHFSLKLSSVTAADTAVYYCARGRGMATLPFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="9">
    <INSDSeq>
      <INSDSeq_length>107</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..107</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q18">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQSYSTPLTFGGGTKVEIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>



  <SequenceData sequenceIDNumber="10">
    <INSDSeq>
      <INSDSeq_length>107</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..107</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q20">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCQASQDITNYLNWYQQKPGKAPKLLIYDASNLETGVPSRF
SGSGSGTDFTFTISSLQPEDIATYYCQQYDNLPYTFGQGTKVEIR</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="11">
    <INSDSeq>
      <INSDSeq_length>108</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..108</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q22">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQSVSSTYLAWYQQKPGQAPRLLIYAASSRATGIPDR
FSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPWTFGQGTKVEIK</INSDSeq_sequence>



    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="12">
    <INSDSeq>
      <INSDSeq_length>113</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..113</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q24">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSKNKNYLAWYQQKPGKAPKLLIYAASSLQS
GVPSRFSGSGSGTDFTLTISSLQAEDVAVYYCQQYYSTPWTFGQGTKVEIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="13">
    <INSDSeq>
      <INSDSeq_length>107</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..107</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q26">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      



<INSDSeq_sequence>DIQMTQSPSTLSASVGDRVTITCRASQSISSWLAWYQQKPGKAPKLLIYKASSLESGVPSRF
SGSGSGTEFTLTISSLQPDDFATYYCQQYSSYSPTFGQGTKVEIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="14">
    <INSDSeq>
      <INSDSeq_length>110</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..110</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q28">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QSALTQPASVSGSPGQSITISCTGTSSDVGGYNYVSWYQQHPGKAPKLMIYDVSNRPSGVSN
RFSGSKSGNTASLTISGLQTEDEAEYYCSSYTSSSTFVFGPGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="15">
    <INSDSeq>
      <INSDSeq_length>107</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..107</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q30">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>



      </INSDSeq_feature-table>
      
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQSISNYLNWYQQKPGKAPNLLIYAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQSYSTPPTFGPGTKVDIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="16">
    <INSDSeq>
      <INSDSeq_length>107</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..107</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q32">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQSISRYLNWYQQKPGKAPKLLIYAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQSYTTPLTFGQGTKVEIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="17">
    <INSDSeq>
      <INSDSeq_length>107</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..107</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q34">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>



          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQTISNYLNWYQQKPGKAPKLLIYAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQSYSTPLTFGGGTKVEIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="18">
    <INSDSeq>
      <INSDSeq_length>107</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..107</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q36">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>EIVLTQSPGTLSLSPGERVTLSCRASQNIISNYLAWYQQKPGQAPRLLIYGASSRATGIPDR
FSGSGSGTDFTLTISSLQPEDFAVYCHQYGSIPLTFGGGTKVEIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="19">
    <INSDSeq>
      <INSDSeq_length>110</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..110</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q38">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 



sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QSALTQPPSASGSPGQSVTISCTGTSSDVGGYNYVSWFQQHPGKAPKLIIYEVTKRPSGVPD
RFSGSKSGNAASLTVSGLQAEDEADYYCSSYAGSNNLLFGGGTKLTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="20">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q40">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>GGSISSYF</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="21">
    <INSDSeq>
      <INSDSeq_length>7</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..7</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q42">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 



sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>IHNSGTT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="22">
    <INSDSeq>
      <INSDSeq_length>7</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..7</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q44">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>IHYSGTT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="23">
    <INSDSeq>
      <INSDSeq_length>13</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..13</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q46">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>



          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ARGRGMATLPFDY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="24">
    <INSDSeq>
      <INSDSeq_length>6</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..6</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q48">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSISSY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="25">
    <INSDSeq>
      <INSDSeq_length>6</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..6</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q50">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>



      </INSDSeq_feature-table>
      <INSDSeq_sequence>QDITNY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="26">
    <INSDSeq>
      <INSDSeq_length>7</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..7</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q52">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSVSSTY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="27">
    <INSDSeq>
      <INSDSeq_length>12</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..12</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q54">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSVLYSSKNKNY</INSDSeq_sequence>



    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="28">
    <INSDSeq>
      <INSDSeq_length>6</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..6</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q56">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSISSW</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="29">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q58">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SSDVGGYNY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>



  <SequenceData sequenceIDNumber="30">
    <INSDSeq>
      <INSDSeq_length>6</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..6</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q60">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSISNY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="31">
    <INSDSeq>
      <INSDSeq_length>6</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..6</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q62">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSISRY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="32">
    <INSDSeq>



      <INSDSeq_length>6</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..6</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q64">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QTISNY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="33">
    <INSDSeq>
      <INSDSeq_length>7</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..7</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q66">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QNIISNY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="34">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />



      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="35">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="36">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="37">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="38">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="39">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="40">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>



            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q78">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QQSYSTPLT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="41">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q80">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QQYDNLPYT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="42">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>



              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q82">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QQYGSSPWT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="43">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q84">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QQYYSTPWT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="44">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>



            <INSDQualifier id="q86">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QQYSSYSPT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="45">
    <INSDSeq>
      <INSDSeq_length>10</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..10</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q88">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SSYTSSSTFV</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="46">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q90">
              <INSDQualifier_name>organism</INSDQualifier_name>



              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QQSYSTPPT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="47">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q92">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QQSYTTPLT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="48">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q94">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 



sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>HQYGSIPLT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="49">
    <INSDSeq>
      <INSDSeq_length>10</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..10</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q96">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SSYAGSNNLL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="50">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q98">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>



          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="51">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q100">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>WTWIRQPPGKRLEWIGY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="52">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q102">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>



      </INSDSeq_feature-table>
      <INSDSeq_sequence>WSWIRQPPGKGLEWIGY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="53">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q104">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>WTWIRQPPGKGLEWIGY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="54">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q106">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>WSWIRQPPGKRLEWIGY</INSDSeq_sequence>



    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="55">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q108">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NQNPSLKSRVTISIDTSKNHFSLKLSSVTAADTAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="56">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q110">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYC</INSDSeq_sequence>



    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="57">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q112">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NQNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="58">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q114">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NYNPSLKSRVTISIDTSKNQFSLKLSSVTAADTAVYYC</INSDSeq_sequence>



    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="59">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q116">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NYNPSLKSRVTISVDTSKNHFSLKLSSVTAADTAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="60">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q118">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NQNPSLKSRVTISIDKSKNHFSLKLSSVTAADTAVYYC</INSDSeq_sequence>



    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="61">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q120">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NQNPSLKSRVTISVDKSKNQFSLKLSSVTAADTAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="62">
    <INSDSeq>
      <INSDSeq_length>11</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..11</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q122">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>WGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>



  </SequenceData>
  <SequenceData sequenceIDNumber="63">
    <INSDSeq>
      <INSDSeq_length>26</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..26</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q124">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="64">
    <INSDSeq>
      <INSDSeq_length>26</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..26</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q126">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCQAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="65">



    <INSDSeq>
      <INSDSeq_length>26</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..26</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q128">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="66">
    <INSDSeq>
      <INSDSeq_length>26</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..26</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q130">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>DIVMTQSPDSLAVSLGERATINCKSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="67">
    <INSDSeq>
      <INSDSeq_length>26</INSDSeq_length>



      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..26</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q132">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>DIQMTQSPSTLSASVGDRVTITCRAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="68">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q134">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSALTQPASVSGSPGQSITISCTGT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="69">
    <INSDSeq>
      <INSDSeq_length>26</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>



      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..26</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q136">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>EIVLTQSPGTLSLSPGERVTLSCRAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="70">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q138">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSALTQPPSASGSPGQSVTISCTGT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="71">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>



          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q140">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>LNWYQQKPGKAPKLLIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="72">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q142">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>LAWYQQKPGQAPRLLIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="73">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>



          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q144">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>LAWYQQKPGKAPKLLIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="74">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q146">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>VSWYQQHPGKAPKLMIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="75">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>



              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q148">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>LNWYQQKPGKAPNLLIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="76">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q150">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>VSWFQQHPGKAPKLIIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="77">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>



            </INSDQualifier>
            <INSDQualifier id="q152">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SLQSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="78">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q154">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>NLETGVPSRFSGSGSGTDFTFTISSLQPEDIATYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="79">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q156">



              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="80">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q158">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SLQSGVPSRFSGSGSGTDFTLTISSLQAEDVAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="81">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q160">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>



              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SLESGVPSRFSGSGSGTEFTLTISSLQPDDFATYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="82">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q162">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>NRPSGVSNRFSGSKSGNTASLTISGLQTEDEAEYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="83">
    <INSDSeq>
      <INSDSeq_length>35</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..35</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q164">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>



            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SRATGIPDRFSGSGSGTDFTLTISSLQPEDFAVYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="84">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q166">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>KRPSGVPDRFSGSKSGNAASLTVSGLQAEDEADYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="85">
    <INSDSeq>
      <INSDSeq_length>10</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..10</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q168">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>



        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>FGGGTKVEIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="86">
    <INSDSeq>
      <INSDSeq_length>10</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..10</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q170">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>FGQGTKVEIR</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="87">
    <INSDSeq>
      <INSDSeq_length>10</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..10</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q172">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>



      <INSDSeq_sequence>FGQGTKVEIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="88">
    <INSDSeq>
      <INSDSeq_length>10</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..10</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q174">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>FGPGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="89">
    <INSDSeq>
      <INSDSeq_length>10</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..10</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q176">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>FGPGTKVDIK</INSDSeq_sequence>
    </INSDSeq>



  </SequenceData>
  <SequenceData sequenceIDNumber="90">
    <INSDSeq>
      <INSDSeq_length>10</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..10</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q178">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>FGGGTKLTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="91">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q180">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVSGGSISSYFWSWIRQPPGKGLEWIGYIHNSGTTNQNPS
LKSRVTISVDKSKNQFSLKLSSVTAADTAVYYCARGRGMATLPFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>



  </SequenceData>
  <SequenceData sequenceIDNumber="92">
    <INSDSeq>
      <INSDSeq_length>107</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..107</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q182">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQSYSTPLTFGGGTKVEIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="93">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q184">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVSGGSISSYFWSWIRQPPGKGLEWIGYIHYSGTTNQNPS



LKSRVTISVDKSKNQFSLKLSSVTAADTAVYYCARGRGMATLPFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="94">
    <INSDSeq>
      <INSDSeq_length>107</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..107</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q186">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQSYSTPLTFGGGTKVEIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="95">
    <INSDSeq>
      <INSDSeq_length>118</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..118</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q188">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>



      
<INSDSeq_sequence>EVKLDETGGGLVQPGRPMKLSCVASGFTFSDYWMNWVRQSPEKGLEWVAQIRNKPYNYETYY
SDSVKGRFTISRDDSKSSVYLQMNNLRVEDMGIYYCTGSYYGMDYWGQGTSVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="96">
    <INSDSeq>
      <INSDSeq_length>112</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..112</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q190">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>DVVMTQTPLSLPVSLGDQASISCRSSQSLVNSNGNTYLRWYLQKPGQSPKVLIYKVSNRVSG
VPDRFSGSGSGTDFTLKISRVEAEDLGVYFCSQSTHVPWTFGGGTKLEIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="97">
    <INSDSeq>
      <INSDSeq_length>362</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..362</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q192">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>



        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>GSHHHHHHGSDYKDDDDKGSQDDEFFHELPETFPSDPPEPLPHFLIEPEEAYIVKNKPVNLY
CKASPATQIYFKCNSEWVHQKDHVVDERVDETSGLIVREVSIEISRQQVEELFGPEDYWCQCVAWSSAGTTKSRKAYVRI
AYLRKTFEQEPLGKEVSLEQEVLLQCRPPEGIPVAEVEWLKNEDIIDPAEDRNFYITIDHNLIIKQARLSDTANYTCVAK
NIVAKRKSTTATVIVYVNGGWSTWTEWSVCNSRCGRGYQKRTRTCTNPAPLNGGAFCEGQSVQKIACTTLCPVDGRWTSW
SKWSTCGTECTHWRRRECTAPAPKNGGKDCDGLVLQSKNCTDGLCMQAAPDSDDVALYGS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="98">
    <INSDSeq>
      <INSDSeq_length>362</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..362</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q194">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>GSHHHHHHGSDYKDDDDKGSQDDDFFHELPETFPSDPPEPLPHFLIEPEEAYIVKNKPVNLY
CKASPATQIYFKCNSEWVHQKDHIVDERVDETSGLIVREVSIEISRQQVEELFGPEDYWCQCVAWSSAGTTKSRKAYVRI
AYLRKTFEQEPLGKEVSLEQEVLLQCRPPEGIPVAEVEWLKNEDIIDPVEDRNFYITIDHNLIIKQARLSDTANYTCVAK
NIVAKRKSTTATVIVYVNGGWSTWTEWSVCNSRCGRGYQKRTRTCTNPAPLNGGAFCEGQSVQKIACTTLCPVDGRWTPW
SKWSTCGTECTHWRRRECTAPAPKNGGKDCDGLVLQSKNCTDGLCMQTAPDSDDVALYGS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="99">
    <INSDSeq>
      <INSDSeq_length>931</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..931</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>



            </INSDQualifier>
            <INSDQualifier id="q196">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>Homo sapiens</INSDQualifier_value>
              <NonEnglishQualifier_value>Homo 
sapiens</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>MRKGLRATAARCGLGLGYLLQMLVLPALALLSASGTGSAAQDDDFFHELPETFPSDPPEPLP
HFLIEPEEAYIVKNKPVNLYCKASPATQIYFKCNSEWVHQKDHIVDERVDETSGLIVREVSIEISRQQVEELFGPEDYWC
QCVAWSSAGTTKSRKAYVRIAYLRKTFEQEPLGKEVSLEQEVLLQCRPPEGIPVAEVEWLKNEDIIDPVEDRNFYITIDH
NLIIKQARLSDTANYTCVAKNIVAKRKSTTATVIVYVNGGWSTWTEWSVCNSRCGRGYQKRTRTCTNPAPLNGGAFCEGQ
SVQKIACTTLCPVDGRWTPWSKWSTCGTECTHWRRRECTAPAPKNGGKDCDGLVLQSKNCTDGLCMQTAPDSDDVALYVG
IVIAVIVCLAISVVVALFVYRKNHRDFESDIIDSSALNGGFQPVNIKAARQDLLAVPPDLTSAAAMYRGPVYALHDVSDK
IPMTNSPILDPLPNLKIKVYNTSGAVTPQDDLSEFTSKLSPQMTQSLLENEALSLKNQSLARQTDPSCTAFGSFNSLGGH
LIVPNSGVSLLIPAGAIPQGRVYEMYVTVHRKETMRPPMDDSQTLLTPVVSCGPPGALLTRPVVLTMHHCADPNTEDWKI
LLKNQAAQGQWEDVVVVGEENFTTPCYIQLDAEACHILTENLSTYALVGHSTTKAAAKRLKLAIFGPLCCSSLEYSIRVY
CLDDTQDALKEILHLERQMGGQLLEEPKALHFKGSTHNLRLSIHDIAHSLWKSKLLAKYQEIPFYHVWSGSQRNLHCTFT
LERFSLNTVELVCKLCVRQVEGEGQIFQLNCTVSEEPTGIDLPLLDPANTITTVTGPSAFSIPLPIRQKLCSSLDAPQTR
GHDWRMLAHKLNLDRYLNYFATKSSPTGVILDLWEAQNFPDGNLSMLAAVLEEMGRHETVVSLAAEGQY</INSDSeq_s
equence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="100">
    <INSDSeq>
      <INSDSeq_length>931</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..931</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q199">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>Mus musculus</INSDQualifier_value>
              <NonEnglishQualifier_value>Mus 
musculus</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>MRKGLRATAARCGLGLGYLLQMLVLPALALLSASGTGSAAQDDEFFHELPETFPSDPPEPLP
HFLIEPEEAYIVKNKPVNLYCKASPATQIYFKCNSEWVHQKDHVVDERVDETSGLIVREVSIEISRQQVEELFGPEDYWC
QCVAWSSAGTTKSRKAYVRIAYLRKTFEQEPLGKEVSLEQEVLLQCRPPEGIPVAEVEWLKNEDIIDPAEDRNFYITIDH
NLIIKQARLSDTANYTCVAKNIVAKRKSTTATVIVYVNGGWSTWTEWSVCNSRCGRGYQKRTRTCTNPAPLNGGAFCEGQ



SVQKIACTTLCPVDGRWTSWSKWSTCGTECTHWRRRECTAPAPKNGGKDCDGLVLQSKNCTDGLCMQAAPDSDDVALYVG
IVIAVTVCLAITVVVALFVYRKNHRDFESDIIDSSALNGGFQPVNIKAARQDLLAVPPDLTSAAAMYRGPVYALHDVSDK
IPMTNSPILDPLPNLKIKVYNSSGAVTPQDDLAEFSSKLSPQMTQSLLENEALNLKNQSLARQTDPSCTAFGTFNSLGGH
LIIPNSGVSLLIPAGAIPQGRVYEMYVTVHRKENMRPPMEDSQTLLTPVVSCGPPGALLTRPVILTLHHCADPSTEDWKI
QLKNQAVQGQWEDVVVVGEENFTTPCYIQLDAEACHILTENLSTYALVGQSTTKAAAKRLKLAIFGPLCCSSLEYSIRVY
CLDDTQDALKEVLQLERQMGGQLLEEPKALHFKGSIHNLRLSIHDIAHSLWKSKLLAKYQEIPFYHIWSGSQRNLHCTFT
LERLSLNTVELVCKLCVRQVEGEGQIFQLNCTVSEEPTGIDLPLLDPASTITTVTGPSAFSIPLPIRQKLCSSLDAPQTR
GHDWRMLAHKLNLDRYLNYFATKSSPTGVILDLWEAQNFPDGNLSMLAAVLEEMGRHETVVSLAAEGQY</INSDSeq_s
equence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="101">
    <INSDSeq>
      <INSDSeq_length>340</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..340</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q201">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QDDEFFHELPETFPSDPPEPLPHFLIEPEEAYIVKNKPVNLYCKASPATQIYFKCNSEWVHQ
KDHVVDERVDETSGLIVREVSIEISRQQVEELFGPEDYWCQCVAWSSAGTTKSRKAYVRIAYLRKTFEQEPLGKEVSLEQ
EVLLQCRPPEGIPVAEVEWLKNEDIIDPAEDRNFYITIDHNLIIKQARLSDTANYTCVAKNIVAKRKSTTATVIVYVNGG
WSTWTEWSVCNSRCGRGYQKRTRTCTNPAPLNGGAFCEGQSVQKIACTTLCPVDGRWTSWSKWSTCGTECTHWRRRECTA
PAPKNGGKDCDGLVLQSKNCTDGLCMQAAPDSDDVALY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="102">
    <INSDSeq>
      <INSDSeq_length>340</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..340</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>



              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q203">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QDDDFFHELPETFPSDPPEPLPHFLIEPEEAYIVKNKPVNLYCKASPATQIYFKCNSEWVHQ
KDHIVDERVDETSGLIVREVSIEISRQQVEELFGPEDYWCQCVAWSSAGTTKSRKAYVRIAYLRKTFEQEPLGKEVSLEQ
EVLLQCRPPEGIPVAEVEWLKNEDIIDPVEDRNFYITIDHNLIIKQARLSDTANYTCVAKNIVAKRKSTTATVIVYVNGG
WSTWTEWSVCNSRCGRGYQKRTRTCTNPAPLNGGAFCEGQSVQKIACTTLCPVDGRWTPWSKWSTCGTECTHWRRRECTA
PAPKNGGKDCDGLVLQSKNCTDGLCMQTAPDSDDVALY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="103">
    <INSDSeq>
      <INSDSeq_length>362</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..362</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q205">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>GSHHHHHHGSDYKDDDDKGSQDDDFFHELPETFPSDPPEPLPHFLIEPEEAYIVKNKPVNLY
CKASPATQIYFKCNSEWVHQKDHVVDERVDETSGLIVREVSIEISRQQVEELFGPEDYWCQCVAWSSAGTTKSRKAYVRI
AYLRKTFEQEPLGKEVSLEQEVLLQCRPPEGIPMAEVEWLKNEDIIDPVEDRNFYITIDHNLIIKQARLSDTANYTCVAK
NIVAKRKSTTATVIVYVNGGWSTWAEWSVCNSRCGRGYQKRTRTCTNPAPLNGGAFCEGQSVQKIACTTLCPVDGRWTSW
SKWSTCGTECTHWRRRECTAPAPKNGGKDCDGLVLQSKNCTDGLCMQAAPDSDDVALYGS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="104">
    <INSDSeq>
      <INSDSeq_length>362</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>



      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..362</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q207">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>GSHHHHHHGSDYKDDDDKGSQDDDFFHELPETFPSDPPEPLPHFLIEPEEAYIVKNKPVNLY
CKASPATQIYFKCNSEWVHQKDHIVDERVDETSGLIVREVSIEISRQQVEELFGPEDYWCQCVAWSSAGTTKSRKAYVRI
AYLRKTFEQEPLGKEVSLEQEVLLQCRPPEGIPVAEVEWLKNEDIIDPVEDRNFYITIDHNLIIKQARLSDTANYTCVAK
NIVAKRKSTTATVIVYVNGGWSTWTEWSVCNSRCGRGYQKRTRTCTNPAPLNGGAFCEGQSVQKIACTTLCPVDGRWTPW
SKWSTCGTECTHWRRRECTAPAPKNGGKDCDGLVLQSKNCTDGLCMQTAPDSDDVALYGS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="105">
    <INSDSeq>
      <INSDSeq_length>303</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..303</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q209">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>GSHHHHHHGSDYKDDDDKGSQQSATVANPVPGANPDLLPHFLVEPEDVYIVKNKPVLLVCKA
VPATQIFFKCNGEWVRQVDHVIERSTDGSSGLPTMEVRINVSRQQVEKVFGLEEYWCQCVAWSSSGTTKSQKAYIRIAYL
RKNFEQEPLAKEVSLEQGIVLPCRPPEGIPPAEVEWLRNEDLVDPSLDPNVYITREHSLVVRQARLADTANYTCVAKNIV



ARRRSASAAVIVYVDGSWSPWSKWSACGLDCTHWRSRECSDPAPRNGGEECQGTDLDTRNCTSDLCVHTASGPEDVALYG
S</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="106">
    <INSDSeq>
      <INSDSeq_length>373</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..373</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q211">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>GSHHHHHHGSDYKDDDDKGSGTDSGSEVLPDSFPSAPAEPLPYFLQEPQDAYIVKNKPVELR
CRAFPATQIYFKCNGEWVSQNDHVTQEGLDEATGLRVREVQIEVSRQQVEELFGLEDYWCQCVAWSSAGTTKSRRAYVRI
AYLRKNFDQEPLGKEVPLDHEVLLQCRPPEGVPVAEVEWLKNEDVIDPTQDTNFLLTIDHNLIIRQARLSDTANYTCVAK
NIVAKRRSTTATVIVYVNGGWSSWAEWSPCSNRCGRGWQKRTRTCTNPAPLNGGAFCEGQAFQKTACTTICPVDGAWTEW
SKWSACSTECAHWRSRECMAPPPQNGGRDCSGTLLDSKNCTDGLCMQNKKTLSDPNSHLLEASGDAALYGS</INSDSeq
_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="107">
    <INSDSeq>
      <INSDSeq_length>351</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..351</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q213">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 



sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>GSQDDDFFHELPETFPSDPPEPLPHFLIEPEEAYIVKNKPVNLYCKASPATQIYFKCNSEWV
HQKDHIVDERVDETSGLIVREVSIEISRQQVEELFGPEDYWCQCVAWSSAGTTKSRKAYVRIAYLRKTFEQEPLGKEVSL
EQEVLLQCRPPEGIPVAEVEWLKNEDIIDPVEDRNFYITIDHNLIIKQARLSDTANYTCVAKNIVAKRKSTTATVIVYVN
GGWSTWTEWSVCNSRCGRGYQKRTRTCTNPAPLNGGAFCEGQSVQKIACTTLCPVDGRWTPWSKWSTCGTECTHWRRREC
TAPAPKNGGKDCDGLVLQSKNCTDGLCMQTAPDSDDVALYGSKHHHHHH</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="108">
    <INSDSeq>
      <INSDSeq_length>369</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..369</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q215">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>GSHHHHHHGSDYKDDDDKGSARGTDNGEALPESIPSAPGTLPHFIEEPDDAYIIKSNPIALR
CKARPAMQIFFKCNGEWVHQNEHVSEETLDESSGLKVREVFINVTRQQVEDFHGPEDYWCQCVAWSHLGTSKSRKASVRI
AYLRKNFEQDPQGREVPIEGMIVLHCRPPEGVPAAEVEWLKNEEPIDSEQDENIDTRADHNLIIRQARLSDSGNYTCMAA
NIVAKRRSLSATVVVYVNGGWSSWTEWSACNVRCGRGWQKRSRTCTNPAPLNGGAFCEGMSVQKITCTSLCPVDGSWEVW
SEWSVCSPECEHLRIRECTAPPPRNGGKFCEGLSQESENCTDGLCILDKKPLHEIKPQSIENASDGS</INSDSeq_seq
uence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="109">
    <INSDSeq>
      <INSDSeq_length>1094</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..1094</INSDFeature_location>



          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q217">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>GSHHHHHHGSDYKDDDDKGSHLQVTGFQIKAFTALRFLSEPSDAVTMRGGNVLLDCSAESDR
GVPVIKWKKDGIHLALGMDERKQQLSNGSLLIQNILHSRHHKPDEGLYQCEASLGDSGSIISRTAKVAVAGPLRFLSQTE
SVTAFMGDTVLLKCEVIGEPMPTIHWQKNQQDLTPIPGDSRVVVLPSGALQISRLQPGDIGIYRCSARNPASSRTGNEAE
VRILSDPGLHRQLYFLQRPSNVVAIEGKDAVLECCVSGYPPPSFTWLRGEEVIQLRSKKYSLLGGSNLLISNVTDDDSGM
YTCVVTYKNENISASAELTVLVPPWFLNHPSNLYAYESMDIEFECTVSGKPVPTVNWMKNGDVVIPSDYFQIVGGSNLRI
LGVVKSDEGFYQCVAENEAGNAQTSAQLIVPKPAIPSSSVLPSAPRDVVPVLVSSRFVRLSWRPPAEAKGNIQTFTVFFS
REGDNRERALNTTQPGSLQLTVGNLKPEAMYTFRVVAYNEWGPGESSQPIKVATQPELQVPGPVENLQAVSTSPTSILIT
WEPPAYANGPVQGYRLFCTEVSTGKEQNIEVDGLSYKLEGLKKFTEYSLRFLAYNRYGPGVSTDDITVVTLSDVPSAPPQ
NVSLEVVNSRSIKVSWLPPPSGTQNGFITGYKIRHRKTTRRGEMETLEPNNLWYLFTGLEKGSQYSFQVSAMTVNGTGPP
SNWYTAETPENDLDESQVPDQPSSLHVRPQTNCIIMSWTPPLNPNIVVRGYIIGYGVGSPYAETVRVDSKQRYYSIERLE
SSSHYVISLKAFNNAGEGVPLYESATTRSITDPTDPVDYYPLLDDFPTSVPDLSTPMLPPVGVQAVALTHDAVRVSWADN
SVPKNQKTSEVRLYTVRWRTSFSASAKYKSEDTTSLSYTATGLKPNTMYEFSVMVTKNRRSSTWSMTAHATTYEAAPTSA
PKDLTVITREGKPRAVIVSWQPPLEANGKITAYILFYTLDKNIPIDDWIMETISGDRLTHQIMDLNLDTMYYFRIQARNS
KGVGPLSDPILFRTLKVEHPDKMANDQGRHGDGGYWPVDTNLIDRSTLNEPPIGQMHPPHGSVTPQKNSNGS</INSDSe
q_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="110">
    <INSDSeq>
      <INSDSeq_length>931</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..931</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q219">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>



      </INSDSeq_feature-table>
      
<INSDSeq_sequence>MRKGLRATAARCGLGLGYLLQMLVLPALALLSASGTGSAAQDDDFFHELPETFPSDPPEPLP
HFLIEPEEAYIVKNKPVNLYCKASPATQIYFKCNSEWVHQKDHIVDERVDETSGLIVREVSIEISRQQVEELFGPEDYWC
QCVAWSSAGTTKSRKAYVRIAYLRKTFEQEPLGKEVSLEQEVLLQCRPPEGIPVAEVEWLKNEDIIDPVEDRNFYITIDH
NLIIKQARLSDTANYTCVAKNIVAKRKSTTATVIVYVNGGWSTWTEWSVCNSRCGRGYQKRTRTCTNPAPLNGGAFCEGQ
SVQKIACTTLCPVDGRWTPWSKWSTCGTECTHWRRRECTAPAPKNGGKDCDGLVLQSKNCTDGLCMQTAPDSDDVALYVG
IVIAVIVCLAISVVVALFVYRKNHRDFESDIIDSSALNGGFQPVNIKAARQDLLAVPPDLTSAAAMYRGPVYALHDVSDK
IPMTNSPILDPLPNLKIKVYNTSGAVTPQDDLSEFTSKLSPQMTQSLLENEALSLKNQSLARQTDPSCTAFGSFNSLGGH
LIVPNSGVSLLIPAGAIPQGRVYEMYVTVHRKETMRPPMDDSQTLLTPVVSCGPPGALLTRPVVLTMHHCADPNTEDWKI
LLKNQAAQGQWEDVVVVGEENFTTPCYIQLDAEACHILTENLSTYALVGHSTTKAAAKRLKLAIFGPLCCSSLEYSIRVY
CLDDTQDALKEILHLERQMGGQLLEEPKALHFKGSTHNLRLSIHDIAHSLWKSKLLAKYQEIPFYHVWSGSQRNLHCTFT
LERFSLNTVELVCKLCVRQVEGEGQIFQLNCTVSEEPTGIDLPLLDPANTITMVTGPSAFSIPLPIRQKLCSSLDAPQTR
GHDWRMLAHKLNLDRYLNYFATKSSPTGVILDLWEAQNFPDGNLSMLAAVLEEMGRHETVVSLAAEGQY</INSDSeq_s
equence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="111">
    <INSDSeq>
      <INSDSeq_length>214</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..214</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q221">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>GSDPPEPLPHFLIEPEEAYIVKNKPVNLYCKASPATQIYFKCNSEWVHQKDHIVDERVDETS
GLIVREVSIEISRQQVEELFGPEDYWCQCVAWSSAGTTKSRKAYVRIAYLRKTFEQEPLGKEVSLEQEVLLQCRPPEGIP
VAEVEWLKNEDIIDPVEDRNFYITIDHNLIIKQARLSDTANYTCVAKNIVAKRKSTTATVIVYVGSHHHHHH</INSDSe
q_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="112">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>



          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q223">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVSGGSTGSYYWSWIRQPPGKGLEWIGYTHYSGHTNQNPS
LKSRVTMSVDSSKSQLSLKLTSVTAADTAVYYCARGRGMATLPFDSWGQGILVIVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="113">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q225">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSETLSLTCTVSGGSIGSYFWSWIRQTPGKGLEWIGYIHYSGSSNYNPS
LKSRVTISVDTFKNQFSLKLTSVTAADTAVYYCARGRGMATLPFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="114">
    <INSDSeq>
      <INSDSeq_length>107</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>



      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..107</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q227">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQSYSTPLTFGGGTKVEIK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="115">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q229">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>GGSTGSYY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="116">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>



      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q231">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>GGSIGSYF</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="117">
    <INSDSeq>
      <INSDSeq_length>7</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..7</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q233">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>THYSGHT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="118">
    <INSDSeq>
      <INSDSeq_length>7</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>



          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..7</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q235">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>IHYSGSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="119">
    <INSDSeq>
      <INSDSeq_length>13</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..13</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q237">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ARGRGMATLPFDS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="120">
    <INSDSeq>
      <INSDSeq_length>13</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..13</INSDFeature_location>



          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q239">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ARGRGMATLPFDY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="121">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q241">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QQSYSTPLT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="122">
    <INSDSeq>
      <INSDSeq_length>125</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..125</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>



              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q243">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLLETGGGLVQPGGSLRLSCAASGFTFSSYSMNWVRQAPGKGLEWVSSISSSSSYIYYAD
SVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDPYSGYEFVSEPYFDYWGQGTLVTVSS</INSDSeq_sequenc
e>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="123">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q245">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>EVQLVESGGVVVQPGGSLRLSCAASGFTFDDYAMHWVRQAPGKGLEWVSLISWDGGSTYYAD
SVKGRFTISRDNSKNSLYLQMNSLRAEDTALYYCAKDSIQLWSFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="124">
    <INSDSeq>
      <INSDSeq_length>125</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>



          <INSDFeature_location>1..125</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q248">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVTLKESGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGRINPNSGGTNYAQ
KFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCAREEDCSSTSCYGDAFDIWGQGTMVTVSS</INSDSeq_sequenc
e>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="125">
    <INSDSeq>
      <INSDSeq_length>116</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..116</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q250">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQQSGGGLVKPGGSLRLSCAASGFTFSDYYMSWIRQAPGKGLEWVSYISSSSSYTNYAD
SVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARGGGGMDVWGQGTMVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="126">
    <INSDSeq>
      <INSDSeq_length>124</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>



      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..124</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q252">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLVESGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGRINPNSGGTNYAQ
KFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCAREGDDSSGWLGGAFDIWGQGTMVTVSS</INSDSeq_sequence
>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="127">
    <INSDSeq>
      <INSDSeq_length>125</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..125</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q254">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>EVQLLETGGGLVQPGRSLRLSCAASGFTFDDYAMHWVRQAPGKGLEWVSGISWNSGSIGYAD
SVKGRFTISRDNAKNSLYLQMNSLRAEDTALYYCAKDSYGDYFRGYYYGMDVWGQGTMVTVSS</INSDSeq_sequenc
e>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="128">



    <INSDSeq>
      <INSDSeq_length>122</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..122</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q256">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>EVQLLESAGGVVQLGRSLRLSCAASGFTFSNYGMHWVRQAPGKGLEWVAIIYFDGRNKYYAG
SVGGRFTISRDNSKNTLYLQMDSLRSDDTAVYYCARPLFPWLRVDGLDVWGHGTMVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="129">
    <INSDSeq>
      <INSDSeq_length>121</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..121</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q258">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLVQSGAEVKKPGESLKISCKGSGYSFTSYWIGWVRQMPGKGLEWMGIIYPGDSDTRYSP
SFQGQVTISADKSISTAYLQWSSLKASDTAMYYCARQRRGSGTRGMDVWGQGTTVTVSS</INSDSeq_sequence>
    </INSDSeq>



  </SequenceData>
  <SequenceData sequenceIDNumber="130">
    <INSDSeq>
      <INSDSeq_length>119</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..119</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q260">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLQESGPGLVKPSGTLSLTCAVSGGSISSSNWWSWVRQPPGKGLEWIGEIYHSGSTNYNP
SLKSRVTISVDKSKNQFSLKLSSVTAADTAVYYCARGRGGSYYFDYWGQGTLVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="131">
    <INSDSeq>
      <INSDSeq_length>126</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..126</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q262">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCSASGFTFINYAMSWVRQAPGKGLEWVSTISGSGASIYYAD



SVKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCAKGAYYDSSGYYALDAFDIWGQGTMVTVSS</INSDSeq_sequen
ce>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="132">
    <INSDSeq>
      <INSDSeq_length>111</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..111</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q264">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NFMLTQPHSVSESPGKTVTISCTGSSGSIASNYVQWYQQRPGSAPTTVIYEDNQRPSGVPDR
FSGSIDSSSNSASLTISGLKTEDEADYYCQSYDSSNHWVFGGGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="133">
    <INSDSeq>
      <INSDSeq_length>110</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..110</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q266">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>



      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QSALTQPASVSGSPGQSITISCTGARSDVGGYDYVSWFQQHPGKVPKLMIYDVNNRPSGVSN
RFSGSKSGNTASLTISGLQAEDEADYYCSSFTDSSTYVFGTGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="134">
    <INSDSeq>
      <INSDSeq_length>112</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..112</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q268">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QSVLTQPHSVSESPGKTVTISCTRSSGSIVSNYVQWYQQRPGSSPTTVIYEDNQRPSGVPDR
FSGSIDRSSNSASLTISGLKTEDEGDYYCQSYDKTSRVILFGEGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="135">
    <INSDSeq>
      <INSDSeq_length>111</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..111</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q270">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>



          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NFMLTQPHSVSESPGKTVTISCTGSSGSIASNYVQWYQQRPGSAPTTVIYEDNQRPSGVPDR
FSGSIDSSSNSASLTISGLKTEDEADYYCQSYDSSNHVVFGGGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="136">
    <INSDSeq>
      <INSDSeq_length>111</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..111</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q272">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NFMLTQPHSVLESPGKTVTIPCTRSSGSIASNYVQWYQQRPGSAPTAVIFEDNVRPSGVPDR
FSGSVDSSSNSASLTISGLKTEDEGDFYCQSYDSSGHVVFGGGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="137">
    <INSDSeq>
      <INSDSeq_length>112</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..112</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q274">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 



sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QSVLTQPPSVSGAPGQRVTISCTGSSSNIGAGYDVHWYQQLPGTAPKLLIYGNSNRPSGVPD
RFSGSKSGTSASLAITGLQAEDEADYYCQSYDSSLSASYVFGTGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="138">
    <INSDSeq>
      <INSDSeq_length>111</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..111</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q276">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QSALTQPASVSGSPGQSITISCTGTSSDVGNYNLVSWYQQYPGKAPKLLIYEVIKRPSGISG
RFSGSKSGNTASLTISGLQAEDEADYYCSSYTSSSTDYVFGTGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="139">
    <INSDSeq>
      <INSDSeq_length>106</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..106</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q278">
              <INSDQualifier_name>organism</INSDQualifier_name>



              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QAGLTQPPSVSVSPGQTASITCSGKKLGDKYTSWYQQKPGQSPLLVIYQDNKRPSGVPGRFS
GSNSGNTATLTISGTQPMDEADYYCQAWDSSTVIFGGGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="140">
    <INSDSeq>
      <INSDSeq_length>110</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..110</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q280">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNTVNWYQQVPGTAPKLLIYSNNQRPSGVPDR
FSGSKSGTSASLAISGLQSEDEADYYCAAWDDSLNGWVFGGGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="141">
    <INSDSeq>
      <INSDSeq_length>105</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..105</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>



            <INSDQualifier id="q282">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QSVLTQPPSVSVSAGQTASITCSGDMLGGKYASWYQHKPGQSPVLVIYQDARRPSGISERFS
GSSSGNTATLTISGTQAMDEADYYCQAWGSTAVFGGGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="142">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q284">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>GFTFSSYS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="143">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>



            <INSDQualifier id="q286">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>GFTFDDYA</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="144">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q288">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>GYTFTGYY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="145">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q290">
              <INSDQualifier_name>organism</INSDQualifier_name>



              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>GFTFSDYY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="146">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q292">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>GFTFSNYG</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="147">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q294">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 



sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>GYSFTSYW</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="148">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q296">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>GGSISSSNW</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="149">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q298">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>



          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>GFTFINYA</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="150">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q300">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ISSSSSYI</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="151">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q302">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>



      </INSDSeq_feature-table>
      <INSDSeq_sequence>ISWDGGST</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="152">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q304">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>INPNSGGT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="153">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q306">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ISSSSSYT</INSDSeq_sequence>



    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="154">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q308">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ISWNSGSI</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="155">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q310">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>IYFDGRNK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>



  <SequenceData sequenceIDNumber="156">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q312">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>IYPGDSDT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="157">
    <INSDSeq>
      <INSDSeq_length>7</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..7</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q314">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>IYHSGST</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="158">
    <INSDSeq>



      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q316">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ISGSGASI</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="159">
    <INSDSeq>
      <INSDSeq_length>18</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..18</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q318">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ARDPYSGYEFVSEPYFDY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="160">
    <INSDSeq>
      <INSDSeq_length>12</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>



      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..12</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q320">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>AKDSIQLWSFDY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="161">
    <INSDSeq>
      <INSDSeq_length>18</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..18</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q322">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>AREEDCSSTSCYGDAFDI</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="162">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>



        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q324">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ARGGGGMDV</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="163">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q326">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>AREGDDSSGWLGGAFDI</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="164">
    <INSDSeq>
      <INSDSeq_length>18</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>



          <INSDFeature_location>1..18</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q328">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>AKDSYGDYFRGYYYGMDV</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="165">
    <INSDSeq>
      <INSDSeq_length>15</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..15</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q330">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ARPLFPWLRVDGLDV</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="166">
    <INSDSeq>
      <INSDSeq_length>14</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..14</INSDFeature_location>
          <INSDFeature_quals>



            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q332">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ARQRRGSGTRGMDV</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="167">
    <INSDSeq>
      <INSDSeq_length>12</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..12</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q334">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ARGRGGSYYFDY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="168">
    <INSDSeq>
      <INSDSeq_length>19</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..19</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>



              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q336">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>AKGAYYDSSGYYALDAFDI</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="169">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q338">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SGSIASNY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="170">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>



            <INSDQualifier id="q340">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>RSDVGGYDY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="171">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q342">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SGSIVSNY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="172">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q344">
              <INSDQualifier_name>organism</INSDQualifier_name>



              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SSNIGAGYD</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="173">
    <INSDSeq>
      <INSDSeq_length>9</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..9</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q346">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SSDVGNYNL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="174">
    <INSDSeq>
      <INSDSeq_length>6</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..6</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q348">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 



sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>KLGDKY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="175">
    <INSDSeq>
      <INSDSeq_length>8</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..8</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q350">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>SSNIGSNT</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="176">
    <INSDSeq>
      <INSDSeq_length>6</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..6</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q352">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>



          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>MLGGKY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="177">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="178">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="179">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="180">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="181">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="182">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>



  <SequenceData sequenceIDNumber="183">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="184">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="185">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="186">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="187">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="188">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="189">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>



    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="190">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="191">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="192">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="193">
    <INSDSeq>
      <INSDSeq_length />
      <INSDSeq_moltype />
      <INSDSeq_division />
      <INSDSeq_sequence>000</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="194">
    <INSDSeq>
      <INSDSeq_length>350</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..350</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q388">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>



          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>GSQDDDFFHELPETFPSDPPEPLPHFLIEPEEAYIVKNKPVNLYCKASPATQIYFKCNSEWV
HQKDHIVDERVDETSGLIVREVSIEISRQQVEELFGPEDYWCQCVAWSSAGTTKSRKAYVRIAYLRKTFEQEPLGKEVSL
EQEVLLQCRPPEGIPVAEVEWLKNEDIIDPVEDRNFYITIDHNLIIKQARLSDTANYTCVAKNIVAKRKSTTATVIVYVN
GGWSTWTEWSVCNSRCGRGYQKRTRTCTNPAPLNGGAFCEGQSVQKIACTTLCPVDGRWTPWSKWSTCGTECTHWRRREC
TAPAPKNGGKDCDGLVLQSKNCTDGLCMQTAPDSDDVALYGSHHHHHH</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="195">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q390">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>WSWIRQTPGKGLEWIGY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="196">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q392">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>



              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NQNPSLKSRVTMSVDSSKSQLSLKLTSVTAADTAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="197">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q394">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NYNPSLKSRVTISVDTFKNQFSLKLTSVTAADTAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="198">
    <INSDSeq>
      <INSDSeq_length>11</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..11</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q396">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>



              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>WGQGILVIVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="199">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q398">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QVQLLETGGGLVQPGGSLRLSCAAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="200">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q400">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>



            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>MNWVRQAPGKGLEWVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="201">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q402">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>YYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="202">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q404">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>



          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>EVQLVESGGVVVQPGGSLRLSCAAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="203">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q406">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>MHWVRQAPGKGLEWVSL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="204">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q408">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>



      </INSDSeq_feature-table>
      
<INSDSeq_sequence>YYADSVKGRFTISRDNSKNSLYLQMNSLRAEDTALYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="205">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q410">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QVTLKESGAEVKKPGASVKVSCKAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="206">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q412">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>



      <INSDSeq_sequence>MHWVRQAPGQGLEWMGR</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="207">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q414">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="208">
    <INSDSeq>
      <INSDSeq_length>11</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..11</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q416">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>WGQGTMVTVSS</INSDSeq_sequence>



    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="209">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q418">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QVQLQQSGGGLVKPGGSLRLSCAAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="210">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q420">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>MSWIRQAPGKGLEWVSY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>



  <SequenceData sequenceIDNumber="211">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q422">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="212">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q424">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QVQLVESGAEVKKPGASVKVSCKAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="213">



    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q426">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>EVQLLETGGGLVQPGRSLRLSCAAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="214">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q428">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>MHWVRQAPGKGLEWVSG</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="215">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>



      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q430">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>GYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTALYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="216">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q432">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>EVQLLESAGGVVQLGRSLRLSCAAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="217">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>



      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q434">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>MHWVRQAPGKGLEWVAI</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="218">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q436">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>YYAGSVGGRFTISRDNSKNTLYLQMDSLRSDDTAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="219">
    <INSDSeq>
      <INSDSeq_length>11</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>



      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..11</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q438">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>WGHGTMVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="220">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q440">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QVQLVQSGAEVKKPGESLKISCKGS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="221">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>



          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q442">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>IGWVRQMPGKGLEWMGI</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="222">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q444">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>RYSPSFQGQVTISADKSISTAYLQWSSLKASDTAMYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="223">
    <INSDSeq>
      <INSDSeq_length>11</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>



          <INSDFeature_location>1..11</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q446">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>WGQGTTVTVSS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="224">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q448">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QVQLQESGPGLVKPSGTLSLTCAVS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="225">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>



            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q450">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>WSWVRQPPGKGLEWIGE</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="226">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q452">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>NYNPSLKSRVTISVDKSKNQFSLKLSSVTAADTAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="227">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>



              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q454">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCSAS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="228">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q456">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>MSWVRQAPGKGLEWVST</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="229">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>



            </INSDQualifier>
            <INSDQualifier id="q458">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>YYADSVKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="230">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q460">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>NFMLTQPHSVSESPGKTVTISCTGS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="231">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>



            <INSDQualifier id="q462">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSALTQPASVSGSPGQSITISCTGA</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="232">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q464">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSALTQPASVSGSPGQSITISCTGA</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="233">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q466">
              <INSDQualifier_name>organism</INSDQualifier_name>



              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>NFMLTQPHSVLESPGKTVTIPCTRS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="234">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q468">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSVLTQPPSVSGAPGQRVTISCTGS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="235">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q470">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 



sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QAGLTQPPSVSVSPGQTASITCSGK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="236">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q472">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSVLTQPPSASGTPGQRVTISCSGS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="237">
    <INSDSeq>
      <INSDSeq_length>25</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..25</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q474">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>



          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QSVLTQPPSVSVSAGQTASITCSGD</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="238">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q476">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>VQWYQQRPGSAPTTVIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="239">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q478">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>



      </INSDSeq_feature-table>
      <INSDSeq_sequence>VSWFQQHPGKVPKLMIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="240">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q480">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>VQWYQQRPGSSPTTVIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="241">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q482">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>VQWYQQRPGSAPTAVIF</INSDSeq_sequence>



    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="242">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q484">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>VHWYQQLPGTAPKLLIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="243">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q486">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>VSWYQQYPGKAPKLLIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>



  <SequenceData sequenceIDNumber="244">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q488">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>TSWYQQKPGQSPLLVIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="245">
    <INSDSeq>
      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q490">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>VNWYQQVPGTAPKLLIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="246">
    <INSDSeq>



      <INSDSeq_length>17</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..17</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q492">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ASWYQHKPGQSPVLVIY</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="247">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q494">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QRPSGVPDRFSGSIDSSSNSASLTISGLKTEDEADYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="248">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>



      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q496">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>NRPSGVSNRFSGSKSGNTASLTISGLQAEDEADYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="249">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q498">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>QRPSGVPDRFSGSIDRSSNSASLTISGLKTEDEGDYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="250">
    <INSDSeq>
      <INSDSeq_length>38</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>



      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..38</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q500">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>VRPSGVPDRFSGSVDSSSNSASLTISGLKTEDEGDFYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="251">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q502">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>NRPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="252">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>



      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q504">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>KRPSGISGRFSGSKSGNTASLTISGLQAEDEADYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="253">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q506">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>KRPSGVPGRFSGSNSGNTATLTISGTQPMDEADYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="254">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>



          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q508">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>QRPSGVPDRFSGSKSGTSASLAISGLQSEDEADYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="255">
    <INSDSeq>
      <INSDSeq_length>36</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..36</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q510">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>RRPSGISERFSGSSSGNTATLTISGTQAMDEADYYC</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="256">
    <INSDSeq>
      <INSDSeq_length>10</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..10</INSDFeature_location>



          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q512">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>FGGGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="257">
    <INSDSeq>
      <INSDSeq_length>10</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..10</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q514">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>FGTGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="258">
    <INSDSeq>
      <INSDSeq_length>10</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..10</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>



              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q516">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>FGEGTKVTVL</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="259">
    <INSDSeq>
      <INSDSeq_length>41</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..41</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q518">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>YCKASPATQIYFKCNSEWVHQKDHIVDERVDETSGLIVREV</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="260">
    <INSDSeq>
      <INSDSeq_length>41</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..41</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>



              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q520">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>RCRAFPATQIYFKCNGEWVSQNDHVTQEGLDEATGLRVREV</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="261">
    <INSDSeq>
      <INSDSeq_length>41</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..41</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q522">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>VCKAVPATQIFFKCNGEWVRQVDHVIERSTDGSSGLPTMEV</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="262">
    <INSDSeq>
      <INSDSeq_length>41</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..41</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>



              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q524">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>RCKARPAMQIFFKCNGEWVHQNEHVSEETLDESSGLKVREV</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
</ST26SequenceListing>


