
<?xml version="1.0" encoding="UTF-8"?>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN" 
"ST26SequenceListing_V1_3.dtd">
<ST26SequenceListing originalFreeTextLanguageCode="en" 
nonEnglishFreeTextLanguageCode="es" dtdVersion="V1_3" fileName="P30359.xml" 
softwareName="WIPO Sequence" softwareVersion="2.1.0" 
productionDate="2022-12-09">
  <ApplicationIdentification>
    <IPOfficeCode>US</IPOfficeCode>
    <ApplicationNumberText>
    </ApplicationNumberText>
    <FilingDate>
    </FilingDate>
  </ApplicationIdentification>
  <ApplicantFileReference>30359</ApplicantFileReference>
  <ApplicantName languageCode="es">Eli Lilly and Company</ApplicantName>
  <ApplicantNameLatin>Eli Lilly and Company</ApplicantNameLatin>
  <InventionTitle languageCode="en">NOVEL LINKERS FOR SUSTAINED DELIVERY OF 
THERAPUETICS</InventionTitle>
  <InventionTitle languageCode="es">ENLAZADORES NOVEDOSOS PARA EL SUMINISTRO 
SOSTENIDO DE TERAPÉUTICOS</InventionTitle>
  <SequenceTotalQuantity>12</SequenceTotalQuantity>
  <SequenceData sequenceIDNumber="1">
    <INSDSeq>
      <INSDSeq_length>12</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..12</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q2">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>ESKYGPPCPSCP</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="2">
    <INSDSeq>
      <INSDSeq_length>4</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>



        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..4</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q3">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>AGCP</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="3">
    <INSDSeq>
      <INSDSeq_length>220</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..220</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q4">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>AGCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAK
TKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG</
INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="4">
    <INSDSeq>
      <INSDSeq_length>220</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>



      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..220</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q5">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>AGCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVKFNWYVDGVEVHNAK
TKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSLG</
INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="5">
    <INSDSeq>
      <INSDSeq_length>220</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..220</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q6">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>AGCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAK
TKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG</
INSDSeq_sequence>



    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="6">
    <INSDSeq>
      <INSDSeq_length>220</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..220</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q7">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>AGCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVKFNWYVDGVEVHNAK
TKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSLG</
INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="7">
    <INSDSeq>
      <INSDSeq_length>35</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..35</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q8">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>



        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>2</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q11">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>X is Aib</INSDQualifier_value>
              <NonEnglishQualifier_value>X es Aib</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>35</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q12">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>(Peg24-BEA-Maldap2)-NH2</INSDQualifier_value>
              
<NonEnglishQualifier_value>(Peg24-BEA-Maldap2)-NH2</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>HXQGTFTSDYSKYLDEKKAQEFVEWLLEGGPSSGK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="8">
    <INSDSeq>
      <INSDSeq_length>34</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_sequence>HXQGTFTSDYSKYLDEKKAKEFVEWLLEGGPSSG</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="9">
    <INSDSeq>
      <INSDSeq_length>39</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q10">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>



            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>1</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q15">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>amine</INSDQualifier_value>
              <NonEnglishQualifier_value>amina</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q17">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>terminal PEG24-DABA-( 
Maldab)2</INSDQualifier_value>
              <NonEnglishQualifier_value>terminal 
PEG24-DABA-(Maldab)2</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>SPPPAGSSPGGHRFSPCGLGSYHGIRDIKGGFCSSRGKE</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="10">
    <INSDSeq>
      <INSDSeq_length>39</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q23">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>



        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>37</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q27">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>(PEG24-DABA-( Maldab)2</INSDQualifier_value>
              <NonEnglishQualifier_value>(PEG24-DABA-( 
Maldab)2</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>1</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q28">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>amine</INSDQualifier_value>
              <NonEnglishQualifier_value>amina</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>SPPPAGSSPGGHRFSPCGLGSYHGIRDIKGGFCSSRGKE</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="11">
    <INSDSeq>
      <INSDSeq_length>35</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..35</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q30">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>1</INSDFeature_location>
          <INSDFeature_quals>



            <INSDQualifier id="q34">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>X is Aib</INSDQualifier_value>
              <NonEnglishQualifier_value>X es Aib</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      <INSDSeq_sequence>HXQGTFTSDYSKYLDEKKAQEFVEWLLEGGPSSGK</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
  <SequenceData sequenceIDNumber="12">
    <INSDSeq>
      <INSDSeq_length>39</INSDSeq_length>
      <INSDSeq_moltype>AA</INSDSeq_moltype>
      <INSDSeq_division>PAT</INSDSeq_division>
      <INSDSeq_feature-table>
        <INSDFeature>
          <INSDFeature_key>source</INSDFeature_key>
          <INSDFeature_location>1..39</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier>
              <INSDQualifier_name>mol_type</INSDQualifier_name>
              <INSDQualifier_value>protein</INSDQualifier_value>
            </INSDQualifier>
            <INSDQualifier id="q41">
              <INSDQualifier_name>organism</INSDQualifier_name>
              <INSDQualifier_value>synthetic construct</INSDQualifier_value>
              <NonEnglishQualifier_value>constructo 
sintético</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>7</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q44">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>forms an intramolecular bond with cysteine at
position 7</INSDQualifier_value>
              <NonEnglishQualifier_value>forma un enlace intramolecular con 
cisteína en la posición 7</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
        <INSDFeature>
          <INSDFeature_key>MOD_RES</INSDFeature_key>
          <INSDFeature_location>23</INSDFeature_location>
          <INSDFeature_quals>
            <INSDQualifier id="q45">
              <INSDQualifier_name>note</INSDQualifier_name>
              <INSDQualifier_value>forms an intramolecular bond with cysteine at
position 23</INSDQualifier_value>



              <NonEnglishQualifier_value>forma un enlace intramolecular con 
cisteína en la posición 23</NonEnglishQualifier_value>
            </INSDQualifier>
          </INSDFeature_quals>
        </INSDFeature>
      </INSDSeq_feature-table>
      
<INSDSeq_sequence>EKGRSSCFGGKIDRIGHYSGLGCPSFRHGGPSSGAPPPS</INSDSeq_sequence>
    </INSDSeq>
  </SequenceData>
</ST26SequenceListing>


