
<?xml version="1.0" encoding="UTF-8"?> 

<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 

1.3//EN" "ST26SequenceListing_V1_3.dtd"> 

<ST26SequenceListing originalFreeTextLanguageCode="en" 

nonEnglishFreeTextLanguageCode="es" dtdVersion="V1_3" 

fileName="0638WO_SL.xml" softwareName="WIPO Sequence" 

softwareVersion="2.3.0" productionDate="2023-12-19"> 

  <ApplicationIdentification> 

    <IPOfficeCode>US</IPOfficeCode> 

    <ApplicationNumberText>PCT/US2023/082295</ApplicationNumberText> 

    <FilingDate>2023-12-04</FilingDate> 

  </ApplicationIdentification> 

  <ApplicantFileReference>0638WO</ApplicantFileReference> 

  <EarliestPriorityApplicationIdentification> 

    <IPOfficeCode>US</IPOfficeCode> 

    <ApplicationNumberText>63/430,265</ApplicationNumberText> 

    <FilingDate>2022-12-05</FilingDate> 

  </EarliestPriorityApplicationIdentification> 

  <ApplicantName languageCode="es">ALEXION PHARMACEUTICALS, 

INC.</ApplicantName> 

  <ApplicantNameLatin>ALEXION PHARMACEUTICALS, 

INC.</ApplicantNameLatin> 

  <InventionTitle languageCode="en">TACI-FC FUSION PROTEINS FOR 

MULTIFUNCTIONAL INHIBITION OF BAFF, APRIL, AND NEONATAL FC 

RECEPTOR</InventionTitle> 

  <InventionTitle languageCode="es">PROTEÍNAS DE FUSIÓN TACI-FC PARA 

LA INHIBICIÓN MULTIFUNCIONAL DE BAFF, APRIL Y RECEPTOR FC 

NEONATAL</InventionTitle> 

  <SequenceTotalQuantity>82</SequenceTotalQuantity> 

  <SequenceData sequenceIDNumber="1"> 

    <INSDSeq> 

      <INSDSeq_length>43</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..43</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q1"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 



      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRS</INSDSeq

_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="2"> 

    <INSDSeq> 

      <INSDSeq_length>39</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..39</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q2"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCEN</INSDSeq_seq

uence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="3"> 

    <INSDSeq> 

      <INSDSeq_length>5</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..5</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q3"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 



          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>EPKSS</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="4"> 

    <INSDSeq> 

      <INSDSeq_length>15</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..15</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q4"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>EPKSSAGGGGAGGGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="5"> 

    <INSDSeq> 

      <INSDSeq_length>20</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..20</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q5"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 



          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>EPKSSAGGGGAGGGGAGGGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="6"> 

    <INSDSeq> 

      <INSDSeq_length>10</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..10</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q6"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>AGGGGAGGGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="7"> 

    <INSDSeq> 

      <INSDSeq_length>15</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..15</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q7"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 



          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>AGGGGAGGGGAGGGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="8"> 

    <INSDSeq> 

      <INSDSeq_length>18</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..18</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q8"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>GGRSSKARSSSRGGGRGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="9"> 

    <INSDSeq> 

      <INSDSeq_length>22</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..22</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q9"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 



          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>GKTKPREEQYNSTYRVVSVLTG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="10"> 

    <INSDSeq> 

      <INSDSeq_length>16</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..16</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q10"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>AEAAAKEAAAKAGGGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="11"> 

    <INSDSeq> 

      <INSDSeq_length>11</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..11</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q11"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 



          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>AEAAAKAGGGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="12"> 

    <INSDSeq> 

      <INSDSeq_length>17</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..17</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q12"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>SAEAAAKEAAAKAGGGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="13"> 

    <INSDSeq> 

      <INSDSeq_length>12</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..12</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q13"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 



          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>SAEAAAKAGGGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="14"> 

    <INSDSeq> 

      <INSDSeq_length>22</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..22</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q14"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>GGNGSAEAAAKEAAAKANGTGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="15"> 

    <INSDSeq> 

      <INSDSeq_length>22</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..22</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q15"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 



          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>GGNGSAEAAAKEAAAKANGSGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="16"> 

    <INSDSeq> 

      <INSDSeq_length>227</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..227</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q16"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPE

VQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQ

PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="17"> 

    <INSDSeq> 

      <INSDSeq_length>227</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..227</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q17"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 



              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPE

VQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLAVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQ

PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVAWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVFSCSVMHEALHAHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="18"> 

    <INSDSeq> 

      <INSDSeq_length>227</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..227</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q18"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPE

VQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQ

PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVFSCSVMHEALHNHLTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="19"> 

    <INSDSeq> 

      <INSDSeq_length>226</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..226</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 



              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q19"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>DKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPE

VQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQ

PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="20"> 

    <INSDSeq> 

      <INSDSeq_length>227</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..227</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q20"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>DKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPE

VQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQ

PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="21"> 

    <INSDSeq> 

      <INSDSeq_length>227</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 



      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..227</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q21"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>DKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPE

VQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQ

PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="22"> 

    <INSDSeq> 

      <INSDSeq_length>227</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..227</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q22"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPE

VQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQ

PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 



  </SequenceData> 

  <SequenceData sequenceIDNumber="23"> 

    <INSDSeq> 

      <INSDSeq_length>227</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..227</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q23"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>DKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPE

VQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQ

PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="24"> 

    <INSDSeq> 

      <INSDSeq_length>227</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..227</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q24"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 



      

<INSDSeq_sequence>DKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPE

VQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQ

PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="25"> 

    <INSDSeq> 

      <INSDSeq_length>284</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..284</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q25"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSEPKSSAGGG

GAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEV

HNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS

QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFS

CSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="26"> 

    <INSDSeq> 

      <INSDSeq_length>289</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..289</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q26"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 



              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSEPKSSAGGG

GAGGGGAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYV

DGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVY

TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQE

GNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="27"> 

    <INSDSeq> 

      <INSDSeq_length>269</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..269</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q27"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSDKTHTCPPC

PAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNST

YRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLV

KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQK

SLSLSLG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="28"> 

    <INSDSeq> 

      <INSDSeq_length>284</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 



          <INSDFeature_location>1..284</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q28"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRG

GGRGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVH

NAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQ

EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSC

SVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="29"> 

    <INSDSeq> 

      <INSDSeq_length>284</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..284</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q29"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRG

GGRGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVH

NAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQ

EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSC

SVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 



  <SequenceData sequenceIDNumber="30"> 

    <INSDSeq> 

      <INSDSeq_length>284</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..284</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q30"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRG

GGRGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVH

NAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQ

EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSC

SVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="31"> 

    <INSDSeq> 

      <INSDSeq_length>284</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..284</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q31"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 



      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRG

GGRGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVH

NAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQ

EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSC

SVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="32"> 

    <INSDSeq> 

      <INSDSeq_length>284</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..284</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q32"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRG

GGRGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVH

NAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQ

EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSC

SVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="33"> 

    <INSDSeq> 

      <INSDSeq_length>284</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..284</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q33"> 



              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRG

GGRGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVH

NAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQ

EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSC

SVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="34"> 

    <INSDSeq> 

      <INSDSeq_length>288</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..288</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q34"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGKTKPREEQYNST

YRVVSVLTGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDG

VEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTL

PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGN

VFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="35"> 

    <INSDSeq> 

      <INSDSeq_length>284</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 



          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..284</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q35"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGGRSSKARSSSRG

GGRGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVH

NAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQ

EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSC

SVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="36"> 

    <INSDSeq> 

      <INSDSeq_length>266</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..266</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q36"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE

LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVV

SVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY

PSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSL

SLGK</INSDSeq_sequence> 

    </INSDSeq> 



  </SequenceData> 

  <SequenceData sequenceIDNumber="37"> 

    <INSDSeq> 

      <INSDSeq_length>288</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..288</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q37"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENGKTKPREEQYNST

YRVVSVLTGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDG

VEVHNAKTKPREEQFNSTYRVVSVLAVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTL

PPSQEEMTKNQVSLTCLVKGFYPSDIAVAWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGN

VFSCSVMHEALHAHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="38"> 

    <INSDSeq> 

      <INSDSeq_length>266</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..266</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q38"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 



      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE

LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVV

SVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY

PSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHLTQKSLSL

SLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="39"> 

    <INSDSeq> 

      <INSDSeq_length>293</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..293</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q39"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>MSGLGRSRRGGRSRVDQEERFPQGLWTGVAMRSCPEEQYWDPLLGTCMSCKT

ICNHQSQRTCAAFCRSLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSPVNLPPELRRQR

SGEVENNSDNSGRYQGLEHRGSEASPALPGLKLSADQVALVYSTLGLCLCAVLCCFLVAVACFLKKRGDP

CSCQPRSRPRQSPAKSSQDHAMEAGSPVSTSPEPVETCSFCFPECRAPTQESAVTPGTPDPTCAGRWGCH

TRTTVLQPCPHIPDSGLGIVCVPAQEGGPGA</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="40"> 

    <INSDSeq> 

      <INSDSeq_length>165</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..165</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 



            <INSDQualifier id="q40"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>MSGLGRSRRGGRSRVDQEERFPQGLWTGVAMRSCPEEQYWDPLLGTCMSCKT

ICNHQSQRTCAAFCRSLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSPVNLPPELRRQR

SGEVENNSDNSGRYQGLEHRGSEASPALPGLKLSADQVALVYS</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="41"> 

    <INSDSeq> 

      <INSDSeq_length>53</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..53</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q41"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>CPEEQYWDPLLGTCMSCKTICNHQSQRTCAAFCRSLSCRKEQGKFYDHLLRD

C</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="42"> 

    <INSDSeq> 

      <INSDSeq_length>33</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..33</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 



              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q42"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>CPEEQYWDPLLGTCMSCKTICNHQSQRTCAAFC</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="43"> 

    <INSDSeq> 

      <INSDSeq_length>77</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..77</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q43"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>CASICGQHPKQCAYFCENKLRSPVNLPPELRRQRSGEVENNSDNSGRYQGLE

HRGSEASPALPGLKLSADQVALVYS</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="44"> 

    <INSDSeq> 

      <INSDSeq_length>36</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..36</INSDFeature_location> 

          <INSDFeature_quals> 



            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q44"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>CRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCEN</INSDSeq_sequen

ce> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="45"> 

    <INSDSeq> 

      <INSDSeq_length>272</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..272</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q45"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE

LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVV

SVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY

PSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVLHEALHSHYTQKSLSL

SLGKHHHHHH</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="46"> 

    <INSDSeq> 

      <INSDSeq_length>285</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 



      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..285</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q46"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSAEAAAKEAA

AKAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVE

VHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPP

SQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVF

SCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="47"> 

    <INSDSeq> 

      <INSDSeq_length>282</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..282</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q47"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENSAEAAAKEAAAKA

GGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN

AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQE



EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCS

VMHEALHHHYTQKSLSLSLG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="48"> 

    <INSDSeq> 

      <INSDSeq_length>277</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..277</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q48"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENSAEAAAKAGGGGD

KTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKP

REEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKN

QVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEA

LHHHYTQKSLSLSLG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="49"> 

    <INSDSeq> 

      <INSDSeq_length>272</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..272</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q49"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 



            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE

LLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVV

SVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY

PSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSL

SLGKHHHHHH</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="50"> 

    <INSDSeq> 

      <INSDSeq_length>272</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..272</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q50"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE

LLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVV

SVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY

PSDIAVEWESNGQPENNYNTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSL

SLGKHHHHHH</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="51"> 

    <INSDSeq> 

      <INSDSeq_length>272</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..272</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 



              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q51"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE

LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVV

SVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY

PSDIAVEWESNGQPENNYNTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSL

SLGKHHHHHH</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="52"> 

    <INSDSeq> 

      <INSDSeq_length>272</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..272</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q52"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE

LLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSHEDPQVQFKWYVDGVEVHNAKTKLREEQYNSTFRVV

SVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY

PSDIAVEWESNGQPENNYNTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSL

SLGKHHHHHH</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="53"> 

    <INSDSeq> 

      <INSDSeq_length>272</INSDSeq_length> 



      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..272</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q53"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE

LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPQVQFKWYVDGVEVHNAKTKLREEQYNSTFRVV

SVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY

PSDIAVEWESNGQPENNYNTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSL

SLGKHHHHHH</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="54"> 

    <INSDSeq> 

      <INSDSeq_length>271</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..271</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q54"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE

LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPQVKFNWYVDGVQVHNAKTKPREQQYNSTYRVV



SVLTVLHQNWLDGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFY

PSDIAVEWESNDGEPENYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSL

SPGHHHHHH</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="55"> 

    <INSDSeq> 

      <INSDSeq_length>284</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..284</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q55"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSAGGGGAGGG

GAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEV

HNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS

QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFS

CSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="56"> 

    <INSDSeq> 

      <INSDSeq_length>270</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..270</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q56"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 



              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSDKTHTCPPC

PAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNST

YRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLV

KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQK

SLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="57"> 

    <INSDSeq> 

      <INSDSeq_length>291</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..291</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q57"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSEPKSSDKTH

TCPPCPAPEAEGAPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREE

QYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPSSIEKTISKAKGQPREPQVYTLPPSRDELTKNQVS

LTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN

HYTQKSLSLSPGKGGSGGSGGDYKDDDDK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="58"> 

    <INSDSeq> 

      <INSDSeq_length>291</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..291</INSDFeature_location> 



          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q58"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHHLRDCISCASICGQHPKQCAYFCENKLRSEPKSSDKTH

TCPPCPAPEAEGAPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREE

QYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPSSIEKTISKAKGQPREPQVYTLPPSRDELTKNQVS

LTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN

HYTQKSLSLSPGKGGSGGSGGDYKDDDDK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="59"> 

    <INSDSeq> 

      <INSDSeq_length>272</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..272</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q59"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE

LLGGPSVFLFPPKPKDTLHISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVV

SVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY

PSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSL

SLGKHHHHHH</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="60"> 



    <INSDSeq> 

      <INSDSeq_length>272</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..272</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q60"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE

LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVV

SVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY

PSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSL

SLGKHHHHHH</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="61"> 

    <INSDSeq> 

      <INSDSeq_length>241</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..241</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q61"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 



      

<INSDSeq_sequence>EPKSSAGGGGAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREP

EVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKG

LPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="62"> 

    <INSDSeq> 

      <INSDSeq_length>246</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..246</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q62"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>EPKSSAGGGGAGGGGAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLY

ITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCK

VSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYK

TTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequen

ce> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="63"> 

    <INSDSeq> 

      <INSDSeq_length>245</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..245</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q63"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 



              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>GGRSSKARSSSRGGGRGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYIT

REPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVS

NKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT

PPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequenc

e> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="64"> 

    <INSDSeq> 

      <INSDSeq_length>242</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..242</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q64"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>AEAAAKEAAAKAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITRE

PEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNK

GLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP

VLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="65"> 

    <INSDSeq> 

      <INSDSeq_length>243</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..243</INSDFeature_location> 



          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q65"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SAEAAAKEAAAKAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITR

EPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSN

KGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP

PVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="66"> 

    <INSDSeq> 

      <INSDSeq_length>238</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..238</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q66"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SAEAAAKAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVT

CVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPS

SIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDS

DGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="67"> 

    <INSDSeq> 

      <INSDSeq_length>285</INSDSeq_length> 



      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..285</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q67"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENKLRSEPKSSAGGG

GAGGGGDKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEV

HNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS

QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFS

CSVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="68"> 

    <INSDSeq> 

      <INSDSeq_length>266</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..266</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q68"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE

LLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVV



SVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY

PSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVLHEALHSHYTQKSLSL

SLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="69"> 

    <INSDSeq> 

      <INSDSeq_length>852</INSDSeq_length> 

      <INSDSeq_moltype>ADN</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..852</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>ADN genómico</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q69"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>agcctgtcttgtagaaaagagcagggcaagttctacgaccatctgctgagag

actgcatcagctgcgccagcatttgcggacagcaccctaagcagtgcgcctacttctgcgagaacaagct

gagaagcgagcctaaatcttctgccggcggaggcggagctggtggtggcggagataagacacacacctgt

cctccatgtcctgctccagagtttgaaggcggccctagcgtgttcctgtttcctccaaagcctaaggaca

ccctgtacatcacccgcgagcctgaagtgacatgtgtggtggtggacgtgtcccaagaggaccccgaggt

gcagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagcctagagaggaacagttc

aacagcacctacagagtggtgtccgtgctgaccgtgctgcaccaggattggctgaacggcaaagagtaca

agtgcaaggtgtccaacaagggcctgcctagcagcatcgagaaaaccatcagcaaggccaagggccagcc

aagggaacctcaggtttacaccctgcctccaagccaagaggaaatgaccaagaaccaggtgtccctgacc

tgcctggtcaagggcttctacccttccgatatcgccgtggaatgggagagcaatggccagcctgagaaca

actacaagaccacacctcctgtgctggacagcgacggcagcttctttctgtactcccggctgacagtgga

caagagcagatggcaagagggcaacgtgttcagctgctctgtgatgcacgaagccctgcaccaccactac

acccagaagtctttgagcctgagcctgggc</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="70"> 

    <INSDSeq> 

      <INSDSeq_length>855</INSDSeq_length> 

      <INSDSeq_moltype>ADN</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..855</INSDFeature_location> 

          <INSDFeature_quals> 



            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>ADN genómico</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q70"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>agcctgtcttgtagaaaagagcagggcaagttctacgaccatctgctgagag

actgcatcagctgcgccagcatttgcggacagcaccctaagcagtgcgcctacttctgcgagaacaagct

gagaagcgagcctaaatcttctgccggcggaggcggagctggtggtggcggagataagacacacacctgt

cctccatgtcctgctccagagtttgaaggcggccctagcgtgttcctgtttcctccaaagcctaaggaca

ccctgtacatcacccgcgagcctgaagtgacatgtgtggtggtggacgtgtcccaagaggaccccgaggt

gcagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagcctagagaggaacagttc

aacagcacctacagagtggtgtccgtgctgaccgtgctgcaccaggattggctgaacggcaaagagtaca

agtgcaaggtgtccaacaagggcctgcctagcagcatcgagaaaaccatcagcaaggccaagggccagcc

aagggaacctcaggtttacaccctgcctccaagccaagaggaaatgaccaagaaccaggtgtccctgacc

tgcctggtcaagggcttctacccttccgatatcgccgtggaatgggagagcaatggccagcctgagaaca

actacaagaccacacctcctgtgctggacagcgacggcagcttctttctgtactcccggctgacagtgga

caagagcagatggcaagagggcaacgtgttcagctgctctgtgatgcacgaagccctgcaccaccactac

acccagaagtctttgagcctgagcctgggcaag</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="71"> 

    <INSDSeq> 

      <INSDSeq_length>266</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..266</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q71"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SLSCRKEQGKFYDHLLRDCISCASICGQHPKQCAYFCENDKTHTCPPCPAPE



LLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVV

SVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFY

PSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVLHEALHSHYTQKSLSL

SLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="72"> 

    <INSDSeq> 

      <INSDSeq_length>227</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..227</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q72"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>Homo sapiens</INSDQualifier_value> 

              <NonEnglishQualifier_value>Homo 

sapiens</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>DKTHTCPPCPAPEFEGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPE

VQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQ

PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVFSCSVMHEALHHHYTQKSLSLSLGK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="73"> 

    <INSDSeq> 

      <INSDSeq_length>72</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q73"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 



              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>2..9</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q74"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>11..18</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q75"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>20..27</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q76"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>29..36</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q77"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 



            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>38..45</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q78"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>47..54</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q79"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>56..63</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q80"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>65..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q81"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 



        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q82"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This sequence may encompass 1-8 AGx 

repeating units, wherein x = 1-8</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta secuencia puede abarcar 

1-8 unidades de repetición Agx, en donde x = 1-

8</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>AGGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGG

GGAGGGGGGGGAGGGGGGGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="74"> 

    <INSDSeq> 

      <INSDSeq_length>72</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q83"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>2..9</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q84"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 



            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>11..18</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q85"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>20..27</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q86"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>29..36</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q87"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>38..45</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q88"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 



        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>47..54</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q89"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>56..63</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q90"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>65..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q91"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q92"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This sequence may encompass 1-8 GAx 

repeating units, wherein x = 1-8</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta secuencia puede abarcar 

1-8 unidades de repetición GAx, en donde x = 1-

8</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 



      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>GAAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAA

AAGAAAAAAAAGAAAAAAAA</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="75"> 

    <INSDSeq> 

      <INSDSeq_length>72</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q93"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..8</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q94"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>10..17</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q95"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 



        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>19..26</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q96"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>28..35</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q97"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>37..44</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q98"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>46..53</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q99"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 



          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>55..62</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q100"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>64..71</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q101"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q102"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This sequence may encompass 1-8 AxG 

repeating units, wherein x = 1-8</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta secuencia puede abarcar 

1-8 unidades de repetición AxG, en donde x = 1-

8</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>AAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAAAGAAAAAAA

AGAAAAAAAAGAAAAAAAAG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="76"> 

    <INSDSeq> 

      <INSDSeq_length>72</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 



          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q103"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..8</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q104"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>10..17</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q105"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>19..26</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q106"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 



          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>28..35</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q107"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>37..44</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q108"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>46..53</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q109"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>55..62</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q110"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>64..71</INSDFeature_location> 



          <INSDFeature_quals> 

            <INSDQualifier id="q111"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q112"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This sequence may encompass 1-8 GxA 

repeating units, wherein x = 1-8</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta secuencia puede abarcar 

1-8 unidades de repetición GxA, en donde x = 1-

8</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>GGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGGGAGGGGGGG

GAGGGGGGGGAGGGGGGGGA</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="77"> 

    <INSDSeq> 

      <INSDSeq_length>72</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q113"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 



          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>2..9</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q114"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>11..18</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q115"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>20..27</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q116"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>29..36</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q117"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>38..45</INSDFeature_location> 



          <INSDFeature_quals> 

            <INSDQualifier id="q118"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>47..54</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q119"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>56..63</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q120"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>65..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q121"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q122"> 



              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This sequence may encompass 1-8 SGx 

repeating units, wherein x = 1-8</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta secuencia puede abarcar 

1-8 unidades de repetición SGx, en donde x = 1-

8</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SGGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGG

GGSGGGGGGGGSGGGGGGGG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="78"> 

    <INSDSeq> 

      <INSDSeq_length>72</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q123"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>2..9</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q124"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>11..18</INSDFeature_location> 



          <INSDFeature_quals> 

            <INSDQualifier id="q125"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>20..27</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q126"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>29..36</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q127"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>38..45</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q128"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>47..54</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q129"> 



              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>56..63</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q130"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>65..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q131"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q132"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This sequence may encompass 1-8 GSx 

repeating units, wherein x = 1-8</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta secuencia puede abarcar 

1-8 unidades de repetición GSx, en donde x = 1-

8</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>GSSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSS

SSGSSSSSSSSGSSSSSSSS</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 



  <SequenceData sequenceIDNumber="79"> 

    <INSDSeq> 

      <INSDSeq_length>72</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q133"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..8</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q134"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>10..17</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q135"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>19..26</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q136"> 



              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>28..35</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q137"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>37..44</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q138"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>46..53</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q139"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>55..62</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q140"> 

              <INSDQualifier_name>note</INSDQualifier_name> 



              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>64..71</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q141"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q142"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This sequence may encompass 1-8 SxG 

repeating units, wherein x = 1-8</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta secuencia puede abarcar 

1-8 unidades de repetición SxG, en donde x = 1-

8</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>SSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSSSGSSSSSSS

SGSSSSSSSSGSSSSSSSSG</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="80"> 

    <INSDSeq> 

      <INSDSeq_length>72</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 



            <INSDQualifier id="q143"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..8</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q144"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>10..17</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q145"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>19..26</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q146"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>28..35</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q147"> 

              <INSDQualifier_name>note</INSDQualifier_name> 



              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>37..44</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q148"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>46..53</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q149"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>55..62</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q150"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>64..71</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q151"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 1-8 

residues</INSDQualifier_value> 



              <NonEnglishQualifier_value>Esta región puede abarcar 1-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..72</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q152"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This sequence may encompass 1-8 GxS 

repeating units, wherein x = 1-8</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta secuencia puede abarcar 

1-8 unidades de repetición GxS, en donde x = 1-

8</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>GGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGGGSGGGGGGG

GSGGGGGGGGSGGGGGGGGS</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="81"> 

    <INSDSeq> 

      <INSDSeq_length>80</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..80</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q153"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>2..9</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q154"> 

              <INSDQualifier_name>note</INSDQualifier_name> 



              <INSDQualifier_value>This region may encompass 2-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 2-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>12..19</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q155"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 2-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 2-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>22..29</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q156"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 2-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 2-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>32..39</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q157"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 2-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 2-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>42..49</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q158"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 2-8 

residues</INSDQualifier_value> 



              <NonEnglishQualifier_value>Esta región puede abarcar 2-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>52..59</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q159"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 2-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 2-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>62..69</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q160"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 2-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 2-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>72..79</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q161"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This region may encompass 2-8 

residues</INSDQualifier_value> 

              <NonEnglishQualifier_value>Esta región puede abarcar 2-8 

residuos</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

        <INSDFeature> 

          <INSDFeature_key>VARIANT</INSDFeature_key> 

          <INSDFeature_location>1..80</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier id="q162"> 

              <INSDQualifier_name>note</INSDQualifier_name> 

              <INSDQualifier_value>This sequence may encompass 1-8 

EAxK repeating units, wherein x = 2-8</INSDQualifier_value> 



              <NonEnglishQualifier_value>Esta secuencia puede abarcar 

1-8 unidades de repetición EAxK, en donde x = 2-

8</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      

<INSDSeq_sequence>EAAAAAAAAKEAAAAAAAAKEAAAAAAAAKEAAAAAAAAKEAAAAAAAAKEA

AAAAAAAKEAAAAAAAAKEAAAAAAAAK</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

  <SequenceData sequenceIDNumber="82"> 

    <INSDSeq> 

      <INSDSeq_length>6</INSDSeq_length> 

      <INSDSeq_moltype>AA</INSDSeq_moltype> 

      <INSDSeq_division>PAT</INSDSeq_division> 

      <INSDSeq_feature-table> 

        <INSDFeature> 

          <INSDFeature_key>source</INSDFeature_key> 

          <INSDFeature_location>1..6</INSDFeature_location> 

          <INSDFeature_quals> 

            <INSDQualifier> 

              <INSDQualifier_name>mol_type</INSDQualifier_name> 

              <INSDQualifier_value>proteína</INSDQualifier_value> 

            </INSDQualifier> 

            <INSDQualifier id="q163"> 

              <INSDQualifier_name>organism</INSDQualifier_name> 

              <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

              <NonEnglishQualifier_value>constructo 

sintético</NonEnglishQualifier_value> 

            </INSDQualifier> 

          </INSDFeature_quals> 

        </INSDFeature> 

      </INSDSeq_feature-table> 

      <INSDSeq_sequence>HHHHHH</INSDSeq_sequence> 

    </INSDSeq> 

  </SequenceData> 

</ST26SequenceListing> 

 


