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<ST26SequenceListing originalFreeTextLanguageCode="en" dtdVersion="V1_3" fileName="EN listing.xml" softwareName="WIPO Sequence" softwareVersion="2.3.0"
productionDate="2025-07-31">
<ApplicationIdentification>
<IPOfficeCode>WO</IPOfficeCode>
<ApplicationNumberText/>
<FilingDate/>

</ApplicationIdentification>
<ApplicantFileReference>724027</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>CN</IPOfficeCode>
<ApplicationNumberText>202310172129.X</ApplicationNumberText>
<FilingDate>2023-02-27</FilingDate>

</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="en">SUZHOU SUNCADIA BIOPHARMACEUTICALS CO., LTD.</ApplicantName>
<InventionTitle languageCode="en">ANTI-DLL3 ANTIBODY, AND ANTIBODY-DRUG CONJUGATE AND PHARMACEUTICAL USE THEREOF</InventionTitle>
<SequenceTotalQuantity>65</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">
<INSDSeq>
<INSDSeq_length>618</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..618</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q1">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>CHAIN</INSDFeature_key>
<INSDFeature_location>1..618</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q131">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>human-DLL3</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVSPRMSGLLSQTVILALIFLPQTRPAGVFELQIHSFGPGPGPGAPRSPCSARLPCRLFFRVCLKPGLSEEAAESPCALGAALSARGPVYTEQPGAPAPDLPLPDGLLQVPFRDAWPGTFSFIIETWRE

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeq>
<INSDSeq_length>618</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..618</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q132">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Macaca fascicularis</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>CHAIN</INSDFeature_key>
<INSDFeature_location>1..618</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q133">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>cyno-DLL3</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVSPRMSRLLSQTVILALIFIPQARPAGVFELQIHSFGPGPGPGAPRSPCSARGPCRLFFRVCLKPGLSEEAAESPCALGAALSARGPVYTEQPEAPAPDLPLPNGLLQVPFRDAWPGTFSLIIETWRE

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="3">
<INSDSeq>
<INSDSeq_length>589</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..589</INSDFeature_location>
<INSDFeature_quals>

26/8/25, 10:01 SEQLIST.xml

file:///C:/Users/JOM/OneDrive - CAVELIER ABOGADOS S.A.S/Documentos/SOLICITUDES PRESENTADAS/2025/Agosto/COLO-29002-0841-0001-… 1/23



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q134">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Rattus norvegicus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>CHAIN</INSDFeature_key>
<INSDFeature_location>1..589</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q135">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>rat-DLL3</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVSLQVSSLPQTLILAFLLPQALPAGVFELQIHSFGPGPGPGTPRSPCNARGPCRLFFRVCLKPGVSQEAAESLCALGAALSTSGPVYTEQPGVPAAALSLPDGLVRVPFLDAWPGTFSLIIETWREQLG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">
<INSDSeq>
<INSDSeq_length>592</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..592</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q136">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>CHAIN</INSDFeature_key>
<INSDFeature_location>1..592</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q137">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mouse-DLL3</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVSLQVSPLSQTLILAFLLPQALPAGVFELQIHSFGPGPGLGTPRSPCNARGPCRLFFRVCLKPGVSQEATESLCALGAALSTSVPVYTEHPGESAAALPLPDGLVRVPFRDAWPGTFSLVIETWREQLG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="5">
<INSDSeq>
<INSDSeq_length>723</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..723</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q138">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>CHAIN</INSDFeature_key>
<INSDFeature_location>1..723</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q139">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>human-DLL1</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MGSRCALALAVLSALLCQVWSSGVFELKLQEFVNKKGLLGNRNCCRGGAGPPPCACRTFFRVCLKHYQASVSPEPPCTYGSAVTPVLGVDSFSLPDGGGADSAFSNPIRFPFGFTWPGTFSLIIEALHTD

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="6">
<INSDSeq>
<INSDSeq_length>685</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..685</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q140">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>CHAIN</INSDFeature_key>
<INSDFeature_location>1..685</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q141">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>human-DLL4</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MAAASRSASGWALLLLVALWQQRAAGSGVFQLQLQEFINERGVLASGRPCEPGCRTFFRVCLKHFQAVVSPGPCTFGTVSTPVLGTNSFAVRDDSSGGGRNPLQLPFNFTWPGTFSLIIEAWHAPGDDL

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="7">
<INSDSeq>
<INSDSeq_length>507</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..507</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q142">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>His-hDLL3(ECD)</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..507</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q143">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>METDTLLLWVLLLWVPGSTGHHHHHHHHHHGGGGGSGGGGSAGVFELQIHSFGPGPGPGAPRSPCSARLPCRLFFRVCLKPGLSEEAAESPCALGAALSARGPVYTEQPGAPAPDLPLPDGLLQVPFRDA

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="8">
<INSDSeq>
<INSDSeq_length>727</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..727</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q144">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Fc-hDLL3(ECD)</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..727</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q145">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>METDTLLLWVLLLWVPGSTGEPKSSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSN

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="9">
<INSDSeq>
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<INSDSeq_length>514</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..514</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q146">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hDLL3(ECD)-strep twin</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..514</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q147">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>METDTLLLWVLLLWVPGSTGAGVFELQIHSFGPGPGPGAPRSPCSARLPCRLFFRVCLKPGLSEEAAESPCALGAALSARGPVYTEQPGAPAPDLPLPDGLLQVPFRDAWPGTFSFIIETWREELGDQIG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="10">
<INSDSeq>
<INSDSeq_length>514</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..514</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q148">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>cynoDLL3(ECD)-strep twin</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..514</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q149">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>METDTLLLWVLLLWVPGSTGAGVFELQIHSFGPGPGPGAPRSPCSARGPCRLFFRVCLKPGLSEEAAESPCALGAALSARGPVYTEQPEAPAPDLPLPNGLLQVPFRDAWPGTFSLIIETWREELGDQIG

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="11">
<INSDSeq>
<INSDSeq_length>514</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..514</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q150">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mouDLL3(ECD)-strep twin</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..514</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q151">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>METDTLLLWVLLLWVPGSTGAGVFELQIHSFGPGPGLGTPRSPCNARGPCRLFFRVCLKPGVSQEATESLCALGAALSTSVPVYTEHPGESAAALPLPDGLVRVPFRDAWPGTFSLVIETWREQLGEHAG
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</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="12">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q152">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q153">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb6-VH</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLQQSGPVLVKPGASVKMSCKASGYTFTDYYMNWVKQSHGKSLEWIGIINPYSGVTIYNHKFKGKATLTVDKSSNTAYMELNSLTSEDSAVYYCARQDSLLDYAMDYWGQGTSVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="13">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q154">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q155">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb6-VL</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DILMTQSPSSMSVSLGDTVSITCHASQGISGNMGWLQQKPGKSFKGLIYHGANLEDGVPSRFSGSGSGADYSLTISSLESEDFADYYCVQYAQFPYTFGGGTKLEIK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="14">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q156">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q157">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb100-VH</INSDQualifier_value>

</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVKPGGSLKLSCAASGFTFSDSGMHWIRQAPEKGLEWVAYISSGSSTIHYADTVKGRFTISRDNAKNTLFLQMTSLRSEDTAMYYCASPLYYYGRSYNAVAYWGQGTSVTVSS</INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="15">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q158">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q159">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb100-VL</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMNQSPSSLSASLGDTITITCHASQNINVWLSWYQQKPGNIPKLLIYKASDLHTGVPSRFSGSGSGTGFTLTISSLQPEDIATYYCQQGQSYPLTFGGGTKLEIK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="16">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q160">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q161">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb6-HCDR1</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DYYMN</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="17">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q162">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q163">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb6-HCDR2</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IINPYSGVTIYNHKFKG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="18">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q164">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q165">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb6-HCDR3</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QDSLLDYAMDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="19">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q166">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q167">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb6-LCDR1</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HASQGISGNMG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="20">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q168">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q169">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb6-LCDR2</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HGANLED</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="21">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q170">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q171">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb6-LCDR3</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VQYAQFPYT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="22">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q172">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q173">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb100-HCDR1</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DSGMH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="23">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q174">
<INSDQualifier_name>organism</INSDQualifier_name>

26/8/25, 10:01 SEQLIST.xml

file:///C:/Users/JOM/OneDrive - CAVELIER ABOGADOS S.A.S/Documentos/SOLICITUDES PRESENTADAS/2025/Agosto/COLO-29002-0841-0001-… 8/23



<INSDQualifier_value>Mus musculus</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q175">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb100-HCDR2</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YISSGSSTIHYADTVKG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="24">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q176">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q177">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb100-HCDR3</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PLYYYGRSYNAVAY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="25">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q178">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q179">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb100-LCDR1</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HASQNINVWLS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="26">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
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<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q180">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q181">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb100-LCDR2</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KASDLHT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="27">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q182">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus musculus</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q183">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb100-LCDR3</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQGQSYPLT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="28">
<INSDSeq>
<INSDSeq_length>330</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..330</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q184">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>IgG1</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..330</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q185">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKP

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="29">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q186">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hu-kappa</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q187">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="30">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q188">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb100-HCDR3-30</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q189">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PLYHYGRSYNAVAY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="31">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q190">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mAb100-HCDR3-31</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q191">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PLYYYGRSYNGVAY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="32">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
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<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q192">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6 VH1</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q193">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYTFTDYYMNWVRQAPGQRLEWMGIINPYSGVTIYNHKFKGRVTITVDKSASTAYMELSSLRSEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="33">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q194">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6 VH2</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q195">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYTFTDYYMNWVRQAPGQRLEWMGIINPYSGVTIYNHKFKGRVTLTVDKSANTAYMELSSLRSEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="34">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q196">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6 VH3</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q197">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYTFTDYYMNWVRQAPGQRLEWIGIINPYSGVTIYNHKFKGRATLTVDKSANTAYMELSSLRSEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
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<SequenceData sequenceIDNumber="35">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q198">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6 VH4</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q199">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYTFTDYYMNWVRQAPGKRLEWMGIINPYSGVTIYNHKFKGRVTLTVDKSANTAYMELSSLRSEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="36">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q200">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6 VH5</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q201">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGSELKKPGASVKVSCKASGYTFTDYYMNWVRQAPGQGLEWMGIINPYSGVTIYNHKFKGRFVLSVDKSVSTAYLQISSLKAEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="37">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q202">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6 VH6</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q203">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGSELKKPGASVKVSCKASGYTFTDYYMNWVRQAPGQGLEWMGIINPYSGVTIYNHKFKGRFVLSVDKSSNTAYLQISSLKAEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="38">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q204">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6 VH7</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q205">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLKLSCAASGYTFTDYYMNWVRQASGKGLEWVGIINPYSGVTIYNHKFKGRFTLSVDKSKNTAYLQMNSLKTEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="39">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q206">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6VH8</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q207">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYYMNWVRQAPGQRLEWMGIINPYSGVTIYNHKFKGRVTITRDTSASTAYMELSSLRSEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="40">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q208">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6VH9</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q209">
<INSDQualifier_name>organism</INSDQualifier_name>
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<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGSELKKPGASVKVSCKASGYTFTDYYMNWVRQAPGQGLEWMGIINPYSGVTIYNHKFKGRFVFSLDTSVSTAYLQISSLKAEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="41">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q210">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6VH10</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q211">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLKLSCAASGFTFSDYYMNWVRQASGKGLEWVGIINPYSGVTIYNHKFKGRFTISRDDSKNTAYLQMNSLKTEDTAVYYCTRQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="42">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q212">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6VH11</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q213">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGSELKKPGASVKVSCKASGYTFTDYYMNWVKQAPGQGLEWMGIINPYSGVTIYNHKFKGRFVLSVDKSSNTAYLQISSLKAEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="43">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q214">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6VH12</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
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<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q215">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGSELKKPGASVKVSCKASGYTFTDYYMNWVRQAPGQGLEWMGIINPYSGVTIYNHKFKGRFALSVDKSSNTAYLQISSLKAEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="44">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q216">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6VH13</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q217">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGSELKKPGASVKVSCKASGYTFTDYYMNWVKQAPGQGLEWMGIINPYSGVTIYNHKFKGRFALSVDKSSNTAYLQISSLKAEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSS</INSDSeq_

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="45">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q218">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6 VL1</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q219">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCHASQGISGNMGWLQQKPGKAPKGLIYHGANLEDGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCVQYAQFPYTFGGGTKVEIK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="46">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q220">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6 VL2</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q221">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCHASQGISGNMGWLQQKPGKAPKGLIYHGANLEDGVPSRFSGSGSGADYTLTISSLQPEDFATYYCVQYAQFPYTFGGGTKVEIK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="47">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q222">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6 VL3</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q223">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCHASQGISGNMGWLQQKPGKSFKGLIYHGANLEDGVPSRFSGSGSGADYTLTISSLQPEDFATYYCVQYAQFPYTFGGGTKVEIK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="48">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q224">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6 VL4</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q225">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCHASQGISGNMGWLQQKPGKAPKGLIYHGANLEDGVPSRFSGSGSGADYTLTISSLQPEDFADYYCVQYAQFPYTFGGGTKVEIK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="49">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q226">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb6VL5</INSDQualifier_value>

</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q227">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCHASQGISGNMGWFQQKPGKAPKSLIYHGANLEDGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCVQYAQFPYTFGGGTKVEIK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="50">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q228">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb100 VH1</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q229">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVKPGGSLRLSCAASGFTFSDSGMHWIRQAPGKGLEWVSYISSGSSTIHYADTVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCASPLYYYGRSYNAVAYWGQGTTVTVSS</INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="51">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q230">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb100 VH2</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q231">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVKPGGSLRLSCAASGFTFSDSGMHWIRQAPGKGLEWVAYISSGSSTIHYADTVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCASPLYYYGRSYNAVAYWGQGTTVTVSS</INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="52">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q232">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb100 VH3</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q233">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVKPGGSLRLSCAASGFTFSDSGMHWIRQAPGKGLEWVAYISSGSSTIHYADTVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCASPLYHYGRSYNAVAYWGQGTTVTVSS</INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="53">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q234">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb100 VH4</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q235">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVKPGGSLRLSCAASGFTFSDSGMHWIRQAPGKGLEWVAYISSGSSTIHYADTVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCASPLYYYGRSYNGVAYWGQGTTVTVSS</INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="54">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q236">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb100VH5</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q237">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVKPGGSLRLSCAASGFTFSDSGMHWIRQAPGKGLEWVSYISSGSSTIHYADTVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARPLYYYGRSYNAVAYWGQGTTVTVSS</INSDS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="55">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q238">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb100 VL1</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q239">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCHASQNINVWLSWYQQKPGKVPKLLIYKASDLHTGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCQQGQSYPLTFGGGTKVEIK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="56">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q240">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb100 VL2</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q241">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCHASQNINVWLSWYQQKPGKIPKLLIYKASDLHTGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCQQGQSYPLTFGGGTKVEIK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="57">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q242">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hAb100 HCDR3-57</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q243">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Xaa is Y or H.</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q244">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Xaa is A or G.</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q245">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PLYXYGRSYNXVAY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="58">
<INSDSeq>
<INSDSeq_length>450</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..450</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q246">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu6-HC</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..450</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q247">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGSELKKPGASVKVSCKASGYTFTDYYMNWVRQAPGQGLEWMGIINPYSGVTIYNHKFKGRFALSVDKSSNTAYLQISSLKAEDTAVYYCARQDSLLDYAMDYWGQGTTVTVSSASTKGPSVFP

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="59">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q248">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu6-LC</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q249">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCHASQGISGNMGWLQQKPGKAPKGLIYHGANLEDGVPSRFSGSGSGADYTLTISSLQPEDFADYYCVQYAQFPYTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTA

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="60">
<INSDSeq>
<INSDSeq_length>453</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..453</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q250">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>Hu100-HC</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..453</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q251">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVKPGGSLRLSCAASGFTFSDSGMHWIRQAPGKGLEWVSYISSGSSTIHYADTVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCASPLYYYGRSYNAVAYWGQGTTVTVSSASTKGPS

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="61">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q252">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu100-LC</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q253">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCHASQNINVWLSWYQQKPGKVPKLLIYKASDLHTGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCQQGQSYPLTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTA

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="62">
<INSDSeq>
<INSDSeq_length>454</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..454</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q254">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>BI-764532-HC</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..454</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q255">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYYVHWVRQAPGQGLEWMVIINPGGGTTSYAQKFLGRVTMTRDTSTNTVYMELKSLRSEDTAVYYCARGEAVTGNYFYYGMDVWGQGTTVTVSSASTKGP

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="63">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q256">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>BI-764532-LC</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q257">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSAMSASVGDRVTITCRASQGISNYLVWFQQKPGKAPKRLIYAVSSLYSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHDSYPYTFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTA

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="64">
<INSDSeq>
<INSDSeq_length>448</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q258">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>C25-HC</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q259">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTNSWIGWFRQAPGQGLEWIGDIYPGGGYTNYNEIFKGKATMTADTSTNTAYMELSSLRSEDTAVYYCSRGIPGYAMDYWGQGTLVTVSSASTKGPSVFPLA

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="65">
<INSDSeq>
<INSDSeq_length>220</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..220</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q260">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>C25-LC</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..220</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q261">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTMSCKSSQSLLNSGDQKNYLTWYQQKPGKAPKLLIYWASTGESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQNDYSYPWTFGQGTKVEIKRTVAAPSVFIFPPSDEQ

</INSDSeq>
</SequenceData>

</ST26SequenceListing>
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