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<ST26Sequencelisting originalFreeTextlLanguageCode="en" nonEnglishFreeTextlLanguageCode="es" dtdVersion="V1_3" fileName="FP24-0098-00W0-CGS_Sequence
Listing.xml" softwareName="WIPO Sequence" softwareVersion="2.3.0" productionDate="2024-02-06">
<ApplicantFileReference>4672W000</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>JP</IPOfficeCode>
<ApplicationNumberText>2023-029673</ApplicationNumberText>
<FilingDate>2023-02-28</FilingDate>
</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="en">CHUGAI SEIYAKU KABUSHIKI KAISHA</ApplicantName>
<InventionTitle languageCode="en">NITROGEN CONTAINING HETEROCYCLIC COMPOUND HAVING MYT1 INHIBITORY ACTIVITY</InventionTitle>
<InventionTitle languageCode="es">COMPUESTO HETEROCICLICO QUE CONTIENE NITROGENO CON ACTIVIDAD INHIBIDORA DE MYT1</InventionTitle>
<SequenceTotalQuantity>2</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">
<INSDSeq>
<INSDSeq_length>2787</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2787</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<NonEnglishQualifier_value>Homo sapiens</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgccgcccaaaaccccccgaaaaacggecgecaccgecgecgetgecgecgeggaacccccggeaccgecgecgecgecccctectgaggaggacccagagcaggacageggeccggaggacct
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeq>
<INSDSeq_length>928</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..928</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<NonEnglishQualifier_value>Homo sapiens</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MPPKTPRKTAATAAAAAAEPPAPPPPPPPEEDPEQDSGPEDLPLVRLEFEETEEPDFTALCQKLKIPDHVRERAWLTWEKVSSVDGVLGGYIQKKKELWGICIFIAAVDLDEMSFTFTELQKNIE
</INSDSeq>
</SequenceData>
</ST26SequencelListing>



