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<ST26SequenceListing dtdVersion="V1_3" fileName="P6581PC00.xml" 
softwareName="WIPO Sequence" softwareVersion="2.3.0" 
productionDate="2024-02-20">
<ApplicantFileReference>P6581PC00</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>EP</IPOfficeCode>
<ApplicationNumberText>23159456.5</ApplicationNumberText>
<FilingDate>01-03-2023</FilingDate>
</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="en">Carlsberg A/S</ApplicantName>
<InventionTitle languageCode="en">Cepas progenie de levaduras de bajo 
diacetilo</InventionTitle>
<SequenceTotalQuantity>4</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">
<INSDSeq>
<INSDSeq_length>687</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..687</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipode_mol</INSDQualifier_name>
<INSDQualifier_value>proteína</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Saccharomyces cerevisiae</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MIRQSTLKNFAIKRCFQHIAYRNTPAMRSVALAQRFYSSSSRYYSASPLPAS
KRPEPAPSFNVDPLEQPAEPSKLAKKLRAEPDMDTSFVGLTGGQIFNEMMSRQNVDTVFGYPGGAILPVY
DAIHNSDKFNFVLPKHEQGAGHMAEGYARASGKPGVVLVTSGPGATNVVTPMADAFADGIPMVVFTGQVP
TSAIGTDAFQEADVVGISRSCTKWNVMVKSVEELPLRINEAFEIATSGRPGPVLVDLPKDVTAAILRNPI
PTKTTLPSNALNQLTSRAQDEFVMQSINKAADLINLAKKPVLYVGAGILNHADGPRLLKELSDRAQIPVT
TTLQGLGSFDQEDPKSLDMLGMHGCATANLAVQNADLIIAVGARFDDRVTGNISKFAPEARRAAAEGRGG
IIHFEVSPKNINKVVQTQIAVEGDATTNLGKMMSKIFPVKERSEWFAQINKWKKEYPYAYMEETPGSKIK
PQTVIKKLSKVANDTGRHVIVTTGVGQHQMWAAQHWTWRNPHTFITSGGLGTMGYGLPAAIGAQVAKPES
LVIDIDGDASFNMTLTELSSAVQAGTPVKILILNNEEQGMVTQWQSLFYEHRYSHTHQLNPDFIKLAEAM
GLKGLRVKKQEELDAKLKEFVSTKGPVLLEVEVDKKVPVLPMVAGGSGLDEFINFDPEVERQQTELRHKR
TGGKH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeq>
<INSDSeq_length>687</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
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<INSDFeature_location>1..687</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_demol</INSDQualifier_name>
<INSDQualifier_value>proteína</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Saccharomyces cerevisiae</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MIRQSTLKNFAIKRCFQHIAYRNTPAMRSVALAQRFYSSSSRYYSASPLPAS
KRPEPAPSFNVDPLEQPAEPSKLAKKLRAEPDMDTSFVGLTGGQIFNEMMSRQNVDTVFGYPGGAILPVY
DAIHNSDKFNFVLPKHEQGAGHMAEGYARASGKPGVVLVTSGPGATNVVTPMADAFADGIPMVVFTGQVP
TSAIGTDAFQEADVVGISRSCTKWNVMVKSVEELPLRINEAFEIATSGRPGPVLVDLPKDVTAAILRNPI
PTKTTLPSNALNQLTSRAQDEFVMQSINKAADLINLAKKPVLYVGAGILNHADGPRLLKELSDRAQIPVT
TTLQGLGSFDQEDPKSLDMLGMHGCATANLAVQNADLIIAVGARFDDRVTGNISKFAPEARRAAAEGRGG
IIHFEVSPKNINKVVQTQIAVEGDATTNLGKMMSKIFPVKERSEWFAQINKWKKEYPYAYMEETPGSKIK
PQTVIKKLSKVANDTGRHVIVTTGVEQHQMWAAQHWTWRNPHTFITSGGLGTMGYGLPAAIGAQVAKPES
LVIDIDGDASFNMTLTELSSAVQAGTPVKILILNNEEQGMVTQWQSLFYEHRYSHTHQLNPDFIKLAEAM
GLKGLRVKKQEELDAKLKEFVSTKGPVLLEVEVDKKVPVLPMVAGGSGLDEFINFDPEVERQQTELRHKR
TGGKH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="3">
<INSDSeq>
<INSDSeq_length>2064</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..2064</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_demol</INSDQualifier_name>
<INSDQualifier_value>ADN genómico</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Saccharomyces cerevisiae</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgatcagacaatctacgctaaaaaacttcgctattaagcgttgctttcaac
atatagcataccgcaacacacctgccatgagatcagtagctctcgcgcagcgcttttatagttcgtcttc
ccgttattacagtgcgtctccattaccagcctctaaaaggccagagcctgctccaagtttcaatgttgat
ccattagaacagcccgctgaaccttcaaaattggctaagaaactacgcgctgagcctgacatggatacct
ctttcgtcggtttaactggtggtcaaatatttaacgaaatgatgtccagacaaaacgttgatactgtatt
tggttatccaggtggtgctatcctacctgtttacgatgccattcataacagtgataaattcaacttcgtt
cttccaaaacacgaacaaggtgccggtcacatggcagaaggctacgccagagcttctggtaaaccaggtg
ttgtcttggttacttctgggccaggtgccaccaatgtcgttactccaatggcagatgcctttgcagacgg
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gattccaatggttgtctttacagggcaagtcccaactagtgctatcggtactgatgctttccaagaggct
gacgtcgttggtatttctagatcttgtacgaaatggaatgtcatggtcaagtccgtggaagaattgccat
tgcgtattaacgaggcttttgaaattgccacgagcggtagaccgggaccagtcttggtcgatttaccaaa
ggatgttacagcagctatcttaagaaatccaattccaacaaaaacaactcttccatcaaacgcactaaac
caattaaccagtcgcgcacaagatgaatttgtcatgcaaagtatcaataaagcagcagatttgatcaact
tggcaaagaaacctgtcttatacgtcggtgctggtattttaaaccatgcagatggtccaagattactaaa
agaattaagtgaccgtgctcaaatacctgtcaccactactttacaaggtttaggttcattcgaccaagaa
gatccaaaatcattggatatgcttggtatgcacggttgtgctactgccaacctggcagtgcaaaatgccg
acttgataattgcagttggtgctagattcgacgaccgtgtcactggtaatatttctaaattcgctccaga
agctcgtcgtgcagctgccgagggtagaggtggtattattcatttcgaggttagtccaaaaaacataaac
aaggttgttcaaactcaaatagcagtggaaggtgatgctacgaccaatctgggcaaaatgatgtcaaaga
ttttcccagttaaggagaggtctgaatggtttgctcaaataaataaatggaagaaggaatacccatacgc
ttatatggaggagactccaggatctaaaattaaaccacagacggttataaagaaactatccaaggttgcc
aacgacacaggaagacatgtcattgttacaacgggtgtggggcaacatcaaatgtgggctgctcaacact
ggacatggagaaatccacatactttcatcacatcaggtggtttaggtacgatgggttacggtctccctgc
cgccatcggtgctcaagttgcaaagccagaatctttggttattgacattgatggtgacgcatcctttaac
atgactctaacggaattgagttctgccgttcaagctggtactccagtgaagattttgattttgaacaatg
aagagcaaggtatggttactcaatggcaatccctgttctacgaacatcgttattcccacacacatcaatt
gaaccctgatttcataaaactagcggaggctatgggtttaaaaggtttaagagtcaagaagcaagaggaa
ttggacgctaagttgaaagaattcgtttctaccaagggcccagttttgcttgaagtggaagttgataaaa
aagttcctgttttgccaatggtggcaggtggtagcggtctagacgagttcataaattttgacccagaagt
tgaaagacaacagactgaattacgtcataagcgtacaggcggtaagcactga</INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">
<INSDSeq>
<INSDSeq_length>2064</INSDSeq_length>
<INSDSeq_moltype>ADN</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>fuente</INSDFeature_key>
<INSDFeature_location>1..2064</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>tipo_demol</INSDQualifier_name>
<INSDQualifier_value>ADN genómico</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_name>organismo</INSDQualifier_name>
<INSDQualifier_value>Saccharomyces cerevisiae</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atgatcagacaatctacgctaaaaaacttcgctattaagcgttgctttcaac
atatagcataccgcaacacacctgccatgagatcagtagctctcgcgcagcgcttttatagttcgtcttc
ccgttattacagtgcgtctccattaccagcctctaaaaggccagagcctgctccaagtttcaatgttgat
ccattagaacagcccgctgaaccttcaaaattggctaagaaactacgcgctgagcctgacatggatacct
ctttcgtcggtttaactggtggtcaaatatttaacgaaatgatgtccagacaaaacgttgatactgtatt
tggttatccaggtggtgctatcctacctgtttacgatgccattcataacagtgataaattcaacttcgtt
cttccaaaacacgaacaaggtgccggtcacatggcagaaggctacgccagagcttctggtaaaccaggtg
ttgtcttggttacttctgggccaggtgccaccaatgtcgttactccaatggcagatgcctttgcagacgg
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gattccaatggttgtctttacagggcaagtcccaactagtgctatcggtactgatgctttccaagaggct
gacgtcgttggtatttctagatcttgtacgaaatggaatgtcatggtcaagtccgtggaagaattgccat
tgcgtattaacgaggcttttgaaattgccacgagcggtagaccgggaccagtcttggtcgatttaccaaa
ggatgttacagcagctatcttaagaaatccaattccaacaaaaacaactcttccatcaaacgcactaaac
caattaaccagtcgcgcacaagatgaatttgtcatgcaaagtatcaataaagcagcagatttgatcaact
tggcaaagaaacctgtcttatacgtcggtgctggtattttaaaccatgcagatggtccaagattactaaa
agaattaagtgaccgtgctcaaatacctgtcaccactactttacaaggtttaggttcattcgaccaagaa
gatccaaaatcattggatatgcttggtatgcacggttgtgctactgccaacctggcagtgcaaaatgccg
acttgataattgcagttggtgctagattcgacgaccgtgtcactggtaatatttctaaattcgctccaga
agctcgtcgtgcagctgccgagggtagaggtggtattattcatttcgaggttagtccaaaaaacataaac
aaggttgttcaaactcaaatagcagtggaaggtgatgctacgaccaatctgggcaaaatgatgtcaaaga
ttttcccagttaaggagaggtctgaatggtttgctcaaataaataaatggaagaaggaatacccatacgc
ttatatggaggagactccaggatctaaaattaaaccacagacggttataaagaaactatccaaggttgcc
aacgacacaggaagacatgtcattgttacaacgggtgtggagcaacatcaaatgtgggctgctcaacact
ggacatggagaaatccacatactttcatcacatcaggtggtttaggtacgatgggttacggtctccctgc
cgccatcggtgctcaagttgcaaagccagaatctttggttattgacattgatggtgacgcatcctttaac
atgactctaacggaattgagttctgccgttcaagctggtactccagtgaagattttgattttgaacaatg
aagagcaaggtatggttactcaatggcaatccctgttctacgaacatcgttattcccacacacatcaatt
gaaccctgatttcataaaactagcggaggctatgggtttaaaaggtttaagagtcaagaagcaagaggaa
ttggacgctaagttgaaagaattcgtttctaccaagggcccagttttgcttgaagtggaagttgataaaa
aagttcctgttttgccaatggtggcaggtggtagcggtctagacgagttcataaattttgacccagaagt
tgaaagacaacagactgaattacgtcataagcgtacaggcggtaagcactga</INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
</ST26SequenceListing>


