Sequence Listing Information:

General

DTD Version: V1 3

File Name: CeMV 3rd application sequence listing 20240228.xml

Software Name: WIPO Sequence

Software Version: 2.3.0

Production Date: 2024-02-28

Information:

Current application / IP Office: EP

Current application / Application number: not known
Current application / Applicant file reference: CeMV2
Applicant name: Bejo Zaden BV

Applicant name / Language: en

Invention title: CeMV resistance in celery ( en )
Sequence Total Quantity: 15

Sequences:
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Sequence Number (ID): 1
Length: 98
Molecule Type: DNA
Features Location/Qualifiers:
- source, 1..98

> mol_type, genomic DNA

> organism, Apium graveolens
Residues:
taaaagatgt taacatgtgc cttcaagtct ctttctgcat tcttgatggt

ttattaactt cttttttgtg tgtgttactt aatatgta

Sequence Number (ID): 2
Length: 98
Molecule Type: DNA
Features Location/Qualifiers:
- source, 1..98

> mol type, genomic DNA

> organism, Apium graveolens
Residues:
taaaagatgt taacatgtgc cttcaagtct ctttctgcat tcttgatggt

ttattaactt cttttttgtg tgtgttactt aatatgta

Sequence Number (ID): 3
Length: 101
Molecule Type: DNA
Features Location/Qualifiers:
- source, 1..101

> mol_type, genomic DNA

> organism, Apium graveolens
Residues:
aaaaagttcc aaaacaatca aacataaaat agattcaacc taccattact

atgttctatg +tcataaagcc tcaatattct gaaattacac a

tttagcattt

attagcattt

aaaaatrttt
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Sequence Number (ID): 4
Length: 101
Molecule Type: DNA
Features Location/Qualifiers:
- source, 1..101

> mol type, genomic DNA

> organism, Apium graveolens
Residues:
aaaaagttcc aaaacaatca aacataaaat agattcaacc taccattact

atgttctatg tcataaagcc tcaatattct gaaattacac a

Sequence Number (ID): 5
Length: 101
Molecule Type: DNA
Features Location/Qualifiers:
- source, 1..101

> mol_type, genomic DNA

> organism, Apium graveolens
Residues:
gctgcaaatt ttccccatgg ccgccgecctt acgcctctat atctcttcca

gactgacttt caggtgccac aacctctatt tttatgtcct ¢

Sequence Number (ID): 6
Length: 101
Molecule Type: DNA
Features Location/Qualifiers:
- source, 1..101

> mol type, genomic DNA

> organism, Apium graveolens
Residues:
gctgcaaatt ttccccatgg ccgccgectt acgcctctat atctcttcca

gactgacttt caggtgccac aacctctatt tttatgtcct ¢

Sequence Number (ID): 7
Length: 9052
Molecule Type: DNA
Features Location/Qualifiers:
- source, 1..9052

> mol_type, genomic DNA

> organism, Apium graveolens
Residues:
acacaattca cacaaacgcg cacatacact caggttcgtt tttccttctc

tcttcacccc ccttccatcc aattcaatcc aatctataca tacacatata
tcacacgcct acacaattat tatacatata tcttcactct attcactcaa

aagttttgat ctttaatcaa ttaagcatct ttaattacat gtatatatgt

taaaatrttt

gtcttgtgga

ctcttgtgga

tgcttcctct
cacacaattc
tttcaccaaa

ttgtgtgtat
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ggattgattg
tttttggtgc
tgtccgtcaa
gatccggtaa
gtgctgccac
tctttgtttt
agttgtctaa
tggttagtga
tggttagtaa
acgtgattgg
tgtggegsts
attattggtt
ggtttgtttt
ccggacagta
aatgattttt
ttcgggttgt
ctggttcagc
tttttgttca
ttttttattt
ttactccgac
ccgtaagctc
taaatatttg
gctaattgga
aataagtcct
gctatctcag
gaatgatttc

atgagcagaa

taatgtgttt
agaaaattgt
tcaatctagg
tagctccggt
cgcccctact
ttgtaattgt
gattaattgg
cctaagattg
cctaagattg
ttagttagct
attggtgacc
atatactaag
acctgtagtt
tgaagttata
tttttaattt
gaattcggat
ccgtggtgtg
aggattttaa
tgttgtcgtt
accaaaaatt
aaatacaatg
gcattgtaca
gttttttgtg
ggtctgatgc
ttacctgaag
ggttgtggtt

acgggaacag

gaatttttgt
tgatttgaat
gctgagaaga
gggcagagga
ccttcgettt
gtgtacattt
tactcggttg
ttggtacttg
ttggtacttg
aataagtgct
taagattgtt
attaaagaat
aatttgtaag
gagtatactt
tttagtttta
attaggaatg
cagaatggcg
ttgtttttgt
gtaggagggt
aatcggggtg
gccccttcaa
tgatgaagtt
gtcgtggctc
aggtagggct
cttaagaatg
taggtacctg

gttttaaaca

tgattatgtg
aagattggag
gcgagtcggg
attttccagg
cgactagtcg
agacctcgat
gttagtaatc
gttagtaatc
gttggttagt
tgattggttt
tagtgcttga
gtgttttttt
ctttattaat
gtctgttttg
agaagcctag
atgctactgc
ctcattcaca
ttttgaatgt
ctgatgctcc
tgccgaaagc
cccctgtcaa
aaatatatga
aggtggaggt
gaaagttttc
atattggtct
ctcgaactag

ttgttgccat

attaatgaat

gtgattaggg
acagcatcga
cggtggtggt
aaggtatatt
aaattattat
tcgataattt
ttgacaattt
aatctcgata
gtagtcttta
ttggataaat
taatttatca
taagtaatag
tgtacttttc
taatgcgcaa
cggtggtaat
atcacatggt
ggtgtgatgg
agctgttgtc
tcctgctcca
aggttgagtc
acttctgtat
tttcctctcc
atcaagaatg
tcatataatt
ctcagcgccg

ctttttttgt

tagatctgtg
tttggattta
aaaactaatc
aagggtagcg
aggtttcctg
gcaatttgtt
gatacgtgat
gatacgctat
attaaatact
taaattaata
tcagtacgtg
aggatactta
aatctttggt
tgatgattct
ggatcgcaaa
gttgctgttt
attgaaagaa
tcaagtatgg
aagcagaatg
aataataccc
tcgttctatg
ttcataataa
agtttggatc
tatattgtta
ataattattg
ccaaatttgg

tcattgtgat
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cagtattctc
gatgtgaagt
gtcccacatt
tgagtaatct
tgtagaatga
gattatgctc
tgtcaattat
caatccgttc
attgttgaca
catgcaatcc
ccatttcacc
caaagcatgg
ccttctcaag
cagggtgtca
cctcacatgg
aattttggtg
agtttatcta
acgaatatac
ttttacccta
ttaagcagta
ctgtctttat
ccattactga
agcagcttcc
tgttgagaaa
tgaaagagat

acctgttcaa

ggcttgcaaa
ttattatgat
atattactta
tgttgaatct
attatagagg
cttttggccc
tgctctttat
ttttgcaggc
ctaagcagaa
ctcattcgat
aaactcagaa
agcaacatat
taaatagctc
tgcagcagca
tgcatcaggg
ggaatatggg
gtgctcgtaa
aaaggactga
cacctcagtc
attcttacag
accaagttcc
taaaccgtat
aatgttattt
ccacgcttgg
aatattccta
cctgaaaaga

attaaaggaa

taggatttac
gggaggctaa
tgatccctct
ctattttttc
atgaaaaagg
tagtgcaatg
ccctgttgat
tcgctatgaa
tgtgcctacc
gtcaaaagca
gccttetgtt
accagttcaa
tatgccaatg
actgtatatt
tcagggtgtc
gatgaacatc
aacagttaag
tacttacaaa
ccaacctatt
tcagggttcc
tccaaattca
taccgtgttg
acggtacatg
aaaaaattgc
agatatctgg

caagtgatat

ctggcggagt

ttgcaatttc
atcatttgta
ggtccaaata
acgacacact
gtttggttaa
agatgagttg
attaattgtt
tcatcaagag
aataattctg
agaagagatg
caccctattt
tttgggaatc
ccaatgggaa
cagggtcttc
aatttctcct
aatccccagt
ataactcacc
gaatctggat
tcatcttttc
gtattttata
caggctccaa
ttttatccac
ctcatttaaa
tgaaacttct
tcaagaagga
gtcctcacag

atctgattca

tagatgaata
actttgattt
gataggctac
tgaaattcca
ttgtaatatg
attaaattac
tgacaacttc
ttatgcctgt
caacttctga
tgcaagttgc
ctgggatgcc
ctaatccaca
tgcccttccc
caccccacat
cgcaaatggg
tctcgcagca
ctgatactca
cgtctgctcc
ctcctggecg
caggtcctaa
ggttatataa
tgctggtatt
atacaggtca
ttgccagcaa
gaagctacat
aagtcagagt

gcttccgecat

tttttaatat
ctaaatggtt
attttgtggt
atctagtttt
atgtgctttc
agaataggct
ctttcctgct
gctgccagcc
ccaacctaat
acctggtcca
tatgcaaatg
gttgcagtcc
tatgggaaat
gatgccacct
tacccagtta
gcagccagga
tgaagagttg
gcgatcacat
tccaagtaac
ttctcttcat
acaggttagc
ttgttgcatg
ccgtgaagcc
gctcacctac
ctattcgtac
atacatcgat

ctagccctct
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accaagttct
tactgtagtt
taagaagagc
ccagcagtat
tcgacctgtt
agaagctcag
aaatacaaat
ttctgctgaa
aactcaagaa
ggcaagtgca
tatcatggaa
aggtgatgca
tgaaacatcc
ttcggatgct
gttagatcag
tgaaattgct
acctgtgccg
tttacaaaag
agatgaaaag
taaagagttg
ggatgactgg
tggagaggta
tttccttctt
agatattgca
aaatgatgat
gggcgatgat

ttatggaagt

attccttgta
gcaaaaaatg
caatctgtac
acttcagttg
gccccttegt
ccaggagagg
agttctgagg
atgtcagctg
agtagaaaca
aaatccgatt
gtgaaagata
gatgctgatt
tcattgtctc
tctactataa
aaatcacaaa
gatagtgata
gagacaatta
gcagaccgtg
aaagaaaatc
gcttctggat
gaagatgctg
aaagatcaca
aaattttcag
gaagcattgg
aggtcaatgg
gataaatgga

catgcaaaca

cacctcctga
atctattgga
tgcagaatca
ctgtagtgta
tacccgaagt
aaaatgtcag
tacagggaat
atgtatctgt
tactgctctc
caccaagacc
aacagctgaa
tatcaacctc
ttggatccac
tcgataatac
ttctttcagt
gcacagaatt
tgtcaaagaa
ctggtagaat
cgatcgatgt
tttctccgaa
cagatttatc
ttgaggacaa
agcaatgcaa
tattgtctat
gaaggtctcc
gtaaggtacc

atgtttttca

aaattccgag
taggtctaat
ggtattaccc
tggttttaac
tgtagaggac
ggaatcagaa
tcatgagttg
ggataataag
tgagccaaat
atatgaacat
gttggagatg
tatagttggg
aatctcacat
catggctagt
tccatctcag
gctttcttca
tacaaataca
tgctgatctt
tgagagctca
agatgttcca
aactccaaaa
aactttaatg
ggatcttcct
tggcaatgtt
atcaggtcgc
cgggectctt

acctggagca

tattccacag
gataatgatg
tctttttaag
aaattttgtt
acaagatcat
acctctgttg
gaaaaaagcg
ccaaaacatg
gcagatgctg
gctgatcaaa
gaacctgtac
acagtggact
gattatgata
acagaaacag
tctgagccgc
tcaaatgatt
aagaagaaga
tatatggcat
gaaacgtctt
aatgagagta
cttgatgatg
gacagaaagt
gtgggtttta
cctttgccca
cgtggtgttg
ccccctggac

aattttggag

gctctagtat
agaaacacag
attttttatt
ctcagattga
cttctatacc
ccgttgactt
atggagttga
aagctatgcg
ctggttgtgt
ctgagagcct
acctcacaaa
gcctgattac
agacttcagc
aatccaacaa
cttgtgaaac
tgaaagataa
gaagagaagc
ataaaggtcc
ctagccaagc
aagctgaacc
ggaagctcct
actctagaga
agatcacctt

gtccaggaag

gcatgggtat

tggatatggg

tattgagaaa
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tccacgtgtt
tatgggtcct
gactaatttt
ggctgagaga
gttgaaagct
caagcaagta
taaagctctt
tggcgacttg
gaataagtgc
tgaagaggaa
acgaaggcga
aacagagaga
tgaggaagat
ccctaaagcc
catgaagctc
caagtggcag
tgctgcgaat
atcttttaga
atcgccaaat
cactcaagat
aagacccctt
tattagagga
cagaaggact
ctcaagagag
ccacatgaat
tcgtgttttt

tgtaggaaac

caatcaccag
cagtatggaa
cagagaggtc
aagtatgaag
attctgaata
aatattgaca
atggaaccga
cctgatttta
caggaggagt
ggtgaggtta
atgttgggca
attatgcatg
gtagaagcct
aaggagcaca
tcttcgagag
cagaggagga
gagaggcagsg
aggggtcaac
tcccatatgg
attaggacag
ggtgactcca
cagcccccaa
acccctggtc
gaactcattc
ataacggatg
aacagatctc

attcctacgg

ttatgcattc
tgcagcgaac
taatgccttc
tgggtaaaat
agttaacacc
atgctggtac
cattttgtga
atgaagacaa
ttgagagagg
aacaatctga
acatcagact
aatgcattaa
tgtgcaaact
tggatgcata
tgaggttcat
aagttgaagg
cacaagctaa
aacccatgga
gaggattccg
atgagagaca
ttacccttgt
tgttaagcgt
tcaatgggta
cgcgatctgc
gaaattcgac
ggcctaatac

aaaaggtgtt

cagtggaatc
taactctgat
tcctcggact
aactgacgag
gcaaaacttt
tctcactggt
gatgtatgct
Ccgaaaaaatt
tgagagggaa
tgaagaaagg
tattggggaa
gaaactattg
aatgagcaca
ttttgatatg
gctgaaggat
tccaaaaaag
cagattggct
ctttgctcca
tggagcacca
cccttttgat
gccccaaggt
acccttctct
cggttctgta
tcagagattt
ttatatgaac

gcctcecttcec

gccggaagaa

ctatctgggc
gccgacaaat
cccgcacagg
gaacaggcaa
gaaagactat
gtgatatctc
gatttctgct
acatttaaga
caagaagaag
gaagagaaga
ttatacaaga
ggccagtacc
ataggagaga
atggccaagc
tcaatggacc
atcgaggaag
cgtggaccga
agagggtcaa
caacaaccac
aacaggaacc
ggtcttgcca
gacatgcaca
acagaccggc
gtcagcccgt
agggaaatgc
agaggtatgg

caattgcgaa

cagttcattc
ggcageggsc
tgatgcataa
agcaaaggca
ttgagcaagt
aaatctttga
atcatcttgc
ggttacttct
ccaacagagc
gagtccaggc
aaaagatgtt
aaaatcctga
tgatagatca
tatctaataa
tcaggaaaaa
tgcacaggga
gtatgggttc
atgtattatc
gcggttatgc
tattgccaca
gaggaatgtc
atcaagattc
cagtttatac
ctgctcatga
cgaatccaga
agtctatttc

aaaagtcatt
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ggaaactatt
tttttaatta
ggtatgatag
ctgagatttg
ctgtgtactt
gcccagcaga
attttgtgtt
taattgacgg
tttatatatt
acctaaatac
tgtagtcaaa
agtaaaatga
aatgcagtat
atcttttcaa
tgcatcactg
gtactctatg
tgttcccttc
tgagattggt
taaggagcat
ccctttctag
gtactcctga
cctctcccag
tttcatatag
tgagttgatt
tgactcaaaa
tcaaagattt

ccttcgagag

aaagaattct
tctttacaac
aaattaacat
atggggtgaa
tatatctgct
tcatcggcta
tacccttgtg
ttatagttta
ttacaaaata
tgtttatatc
tagttcattt
ttattgtaaa
aatattatat
aatttagttt
tttgtgtaca
agtccatcta
tttgagtggt
gtacatgata
gtttctattt
ttaatcattg
aacttgtcac
gctcttttga
gattcttcat
aaagtatttt
gatgctctta

gaatgctccc

gaaggacatg

acaggtatga
taaaaagcta
atcatatatg
tgtgtatttt
ctttttagtg
ttgctatcaa
tttctaggtg
gaaggattaa
aacattaatt
tgatttctag
ttggagttat
taaggtcagc
tctatgttgc
acccatcaac
gcttaaaatg
ttgttaccac
gggaattagt
gattttgaac
aggattggct
ctttcagcca
ctgggcaagt
ctatttgatc
ctagaataac
gagatacagc
aatctcagtg

agcttttatc

gagaggggtc

tgagaccttg
attttaattg
ctagttttac
gtctcttagt
tatttgcatt
taaaaacagt
tagtattttt
agatactagc
ttaaagttaa
gcctttagta
caatgaattt
cagtatacat
ttccttccac
ttatatgcac
gtcttaggtc
ttattattag
caaacgaaat
ttactaggtt
tccttctcca
tggccgtagt
gtcaatattt
tggcttgtta
aggcatttgc
cctgcttcect
ccaaagacga
catcaatgat

tacttgctaa

ttgcttgcett
cccttttatt
aagttcattg
ggtcttgcaa
ttatcttgct
caaagaatgt
gaatcttgat
aagtcgagag
ccctgtgtaa
gagcctcagt
tggtatgaaa
aatgattgct
tatacctttc
acataggaga
tttgttgtct
tcaattcatt
ttcctgtaca
ttgaattctc
tttgctattc
attagtctga
gatccggctt
cgcagccgta
tttgtttgcg
ctttcagttt
gatggaagtt
atccatctgg

gcttctggtc

gtggttgttc
ccgtgtgcectg
ttttttaagt
caatatgaaa
gtcattaggc
gaatcttaga
gcacctttac
agagctaaca
ttcgaaatat
tgtcattcta
atacaggaaa
actgtgaaga
gtgagagtcc
ggctttttct
tgtattccta
gatggctggc
ataagcctaa
ccttcaaaat
agattgaggt
tttaggcctt
gttactaggc
gcccaggttt
aaagttgtga
tactgtatat
gccctgtgtg
ataactgatt

aaccttgcaa
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aatctcggga
gattcttgct
ccggtgttct
tggaggatgc
aatttgtgct
gggaacaaca
tggagattat
gtttacgtct
ttatctaagt
atcagtgaat
tttataaata

cccaaacatc

Sequence Number (ID): 8
Length: 5328

caccttgtta
tacaccactt
ttcacttcat
tgtaactgat
ggaaaatgtg
aggacagctt
taaaactgaa
agaaaacttt
gtagccatga
ctcttcatat
tagccctctt

catggttttt

Molecule Type: DNA
Features Location/Qualifiers:

- source,

Residues:
atgtccgtca

cgatccggta
ggtgctgcca
aatgcgcaag
ggtggtaatg
tcacatggag
attaatcggg
atggcccctt
cctggtctga

aaacgggaac

agtcgacctc
cactgactaa
aattgttttt
gctcctaaag
cttcccatgg
gtagaaatag
aaaggagaac
cggcctccga
ttattgtaat
tgcagatata
catattatat

aatgaacatc

1..5328

aatttgtaga
gttttatcct
ttgccaggtt
caccagaatt
cagaaattgg
ggcttgcagc
aggtcttgaa
actctaaaag
ctgcatagaa
tttatctcta
atatatatat

caaaaatttc

> mol _type, other DNA
> organism, Apium graveolens

atcaatctag
atagctccgg
ccgcccctac
gatcgcaaat
ttgctgtttc
ggtctgatgc
gtgtgccgaa
caacccctgt
tgcaggtacc

aggctcgcta

ggctgagaag
tgggcagagg
tccttcgett
tcgggttgtg
tggttcagcc
tccagctgtt
agctcctgct
caaaggtgga
tgctcgaact

tgaatcatca

agcgagtcgg
aattttccag
tcgactagtc
aattcggata
cgtggtgtgc
gtcaagcaga
ccaaataata
ggttttcctc
agctcagcgc

agagttatgc

agggtatgta
agaaggtcaa
tgaatctgtt
tcttggtggt
aaggttaatt
tgaagttctt
agaaatttgc
ggcattgacg
gaaattttat
gatggtcact
atatatatat

agtttatcaa

gacagcatcg
gcggtggteg
gaagttttaa
ttaggaatga
agaatggcgc
atgttactcc
cccccgtaag
tccagtttgg
cgccaaattt

ctgtgctgcc

atggttacct
aatatgttgt
ctagcttgtt
atctttgcta
tatgaaggtg
ggaagcgtcc
acgggctcta
ctagataaat
gtccagccct
tgggttgggt
tatccagaat

Ca

aaaaactaat
taagggtagc
gaagcctagt
tgctactgcc
tcattcacaa
gacaccaaaa
ctcaaataca
atcaataagt
ggatgagcag

agcccaatcc
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gttcctaagc
gacactcatt
atccaaactc
caccagcaac
atggtaaata
caagtgcagc
gtcatgcatc
atggggaata
ggtggtgctc
tctaaaagga
ataccacctc
cctaattctt
agtaaccaag
ccagcagctt
actgttgaga
actgaaagag
atacctgttc
ctaccaagtt
attactgtag
agtaagaaga
cccgaagttg
aatgtcaggg
cagggaattc
gtatctgtgg
ctgctctctg
ccaagaccat

cagctgaagt

agaatgtgcc
cgatgtcaaa
agaagccttc
atataccagt
gctctatgcc

agcaactgta

agggtcaggg

tggggatgaa

gtaaaacagt
ctgatactta
agtcccaacc
acagtcaggg
ttcctccaaa
ccccacgctt
aaaatattcc
atcctgaaaa
aaattaaagg
ctattccttg
ttgcaaaaaa
gccaatctgt
tagaggacac
aatcagaaac
atgagttgga
ataataagcc
agccaaatgc

atgaacatgc

tggagatgga

taccaataat
agcaagaaga
tgttcaccct
tcaatttggg
aatgccaatg
tattcagggt
tgtcaatttc
catcaatccc
taagataact
caaagaatct
tatttcatct
ttccgtattt
ttcacaggct
ggaaaaaatt
taagatatct
gacaagtgat
aactggcgga
tacacctcct
tgatctattg
actgcagaat
aagatcatct
ctctgttgcec
aaaaagcgat
aaaacatgaa
agatgctgct
tgatcaaact

acctgtacac

tctgcaactt
gatgtgcaag
atttctggga
aatcctaatc
ggaatgccct
cttccacccc
tcctcgcaaa
cagttctcgc
caccctgata
ggatcgtctg
tttcctectg
tatacaggtc
ccaaggttat
gctgaaactt
ggtcaagaag
atgtcctcac
gtatctgatt
gaaaattccg
gataggtcta
cagattgatc
tctataccag
gttgacttaa
ggagttgatt
gctatgcgaa
ggttgtgtgg
gagagcctta

ctcacaaaag

ctgaccaacc
ttgcacctgg
tgcctatgca
cacagttgca
tccctatggg
acatgatgcc
tgggtaccca
agcagcagcc
ctcatgaaga
ctccgegatc
gccgtccaag
ctaattctct
ataaacaggt
ctttgccagc
gagaagctac
agaagtcaga
cagcttccgc
agtattccac
atgataatga
gacctgttgc
aagctcagcc
atacaaatag
ctgctgaaat
ctcaagaaag
caagtgcaaa
tcatggaagt

gtgatgcaga

taatattgtt
tccacatgca
aatgccattt
gtcccaaagc
aaatccttct
acctcagggt
gttacctcac
aggaaatttt
gttgagttta
acatacgaat
taacttttac
tcatttaagc
caccgtgaag
aagctcacct
atctattcgt
gtatacatcg
atctagccct
aggctctagt
tgagaaacac
cccttcgtta
aggagaggaa
ttctgaggta
gtcagctgat
tagaaacata
atccgattca
gaaagataaa

tgctgattta



2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

tcaacctcta
ggatccacaa
gataatacca
ctttcagttc
acagaattgc
tcaaagaata
ggtagaattg
atcgatgttg
tctccgaaag
gatttatcaa
gaggacaaaa
caatgcaagg
ttgtctattg
aggtctccat
aaggtacccg
gtttttcaac
atgcattcca
cagcgaacta
atgccttctc
ggtaaaataa
ttaacaccgc
gctggtactc
ttttgtgaga
gaagacaacg
gagagaggtg
caatctgatg

atcagactta

tagttgggac
tctcacatga
tggctagtac
catctcagtc
tttcttcatc
caaatacaaa
ctgatcttta
agagctcaga
atgttccaaa
ctccaaaact
ctttaatgga
atcttcctgt
gcaatgttcc
caggtcgccg
ggcctcttcc
ctggagcaaa
gtggaatcct
actctgatgc
ctcggactcc
ctgacgagga
aaaactttga
tcactggtgt
tgtatgctga
aaaaaattac
agagggaaca

aagaaaggga

ttggggaatt

agtggactgc
ttatgataag
agaaacagaa
tgagccgcct
aaatgatttg
gaagaagaga
tatggcatat
aacgtcttct
tgagagtaaa
tgatgatggg
cagaaagtac
gggttttaag
tttgcccagt
tggtgttggc
ccctggactg
ttttggagta
atctgggcca
cgacaaatgg
cgcacaggtg
acaggcaaag
aagactattt
gatatctcaa
tttctgctat
atttaagagg
agaagaagcc
agagaagaga

atacaagaaa

ctgattactg
acttcagctt
tccaacaagt
tgtgaaactg
aaagataaac
agagaagctt
aaaggtccag
agccaagcta
gctgaaccgg
aagctccttg
tctagagatt
atcaccttag
ccaggaagaa
atgggtatgg
gatatgggtt
ttgagaaatc
gttcattcta
cagcgggcga
atgcataagg
caaaggcagt
gagcaagtca
atctttgata
catcttgctg
ttacttctga
aacagagctg
gtccaggcac

aagatgttaa

aaacatcctc
cggatgcttc
tagatcagaa
aaattgctga
ctgtgccgga
tacaaaaggc
atgaaaagaa
aagagttggc
atgactggga
gagaggtaaa
tccttcttaa
atattgcaga
atgatgatag
gcgatgatga
atggaagtca
cacgtgttca
tgggtcctca
ctaattttca
ctgagagaaa
tgaaagctat
agcaagtaaa
aagctcttat
gcgacttgcc
ataagtgcca
aagaggaagg
gaaggcgaat

cagagagaat

attgtctctt
tactataatc
atcacaaatt
tagtgatagc
gacaattatg
agaccgtgct
agaaaatccg
ttctggattt
agatgctgca
agatcacatt
attttcagag
agcattggta
gtcaatggga
taaatggagt
tgcaaacaat
atcaccagtt
gtatggaatg
gagaggtcta
gtatgaagtg
tctgaataag
tattgacaat
ggaaccgaca
tgattttaat
ggaggagttt
tgaggttaaa
gttgggcaac

tatgcatgaa



3900

3960

4020

4080

4140

4200

4260

4320

4380

4440

4500

4560

4620

4680

4740

4800

4860

4920

4980

5040

5100

5160

5220

5280

5328

tgcattaaga
tgcaaactaa
gatgcatatt
aggttcatgc
gttgaaggtc
caagctaaca
cccatggact
ggattccgtg
gagagacacc
acccttgtgc
ttaagcgtac
aatgggtacg
cgatctgctc
aattcgactt
cctaatacgc
aaggtgttgc
agtgccaaag
tatccatcaa
ggtctacttg
cctcaatttg
gctcctaaag
cttcccatgg
gtagaaatag
aaaggagaac

cggcctccga

Sequence Number (ID): 9
Length: 1775

aactattggg
tgagcacaat
ttgatatgat
tgaaggattc
Ccaaaaaagat
gattggctcg
ttgctccaag
gagcaccaca
cttttgataa
cccaaggtgg
ccttctctga
gttctgtaac
agagatttgt
atatgaacag
ctccttccag
cggaagaaca
acgagatgga
tgatatccat
ctaagcttct
tagaagggtt
caccagaatt
cagaaattgg
ggcttgcagc
aggtcttgaa

actctaaaag

Molecule Type: AA

ccagtaccaa
aggagagatg
ggccaagcta
aatggacctc
cgaggaagtg
tggaccgagt
agggtcaaat
acaaccacgc
caggaaccta
tcttgccaga
catgcacaat
agaccggcca
cagcccgtct
ggaaatgccg
aggtatggag
attgcgaaaa
agttgccctg
ctggataact
ggtcaacctt
tgaatctgtt
tcttggtggt
aaggttaatt
tgaagttctt
agaaatttgc

ggcattgacg

aatcctgatg
atagatcacc
tctaataaca
aggaaaaaca
cacagggatg
atgggttcat
gtattatcat
ggttatgcca
ttgccacaaa
ggaatgtcta
caagattcca
gtttatacct
gctcatgacc
aatccagatc
tctatttctg
aagtcattgg
tgtgtcaaag
gattccttcg
gcaaaatctc
ctagcttgtt
atctttgcta
tatgaaggtg
ggaagcgtcc
acgggctcta

ctagataaat

aggaagatgt
ctaaagccaa
tgaagctctc
agtggcagca
ctgcgaatga
cttttagaag
cgccaaattc
ctcaagatat
gaccccttgg
ttagaggaca
gaaggactac
caagagagga
acatgaatat
gtgtttttaa
taggaaacat
aaactattaa
atttgaatgc
agaggaagga
gggacacctt
tggaggatgc
aatttgtgct
gggaacaaca
tggagattat
gtttacgtct

ttatctaa

agaagccttg
ggagcacatg
ttcgagagtg
gaggaggaaa
gaggcaggcea
gggtcaacaa
ccatatggga
taggacagat
tgactccatt
gcccccaatg
ccctggtctc
actcattccg
aacggatgga
cagatctcgg
tcctacggaa
agaattctac
tcccagettt
catggagagg
gttaagtcga
tgtaactgat
ggaaaatgtg
aggacagctt
taaaactgaa

agaaaacttt



60

120
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300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

Features Location/Qualifiers:

- source,

Residues:
MSVNQSRAEK

NAQGSQIRVV
INRGVPKAPA
KREQARYESS
IQTQKPSVHP
QVQQQLYIQG
GGARKTVKIT
PNSYSQGSVF
TVEKNIPKIS
LPSSIPCTPP
PEVVEDTRSS
VSVDNKPKHE
QLKLEMEPVH
DNTMASTETE
SKNTNTKKKR
SPKDVPNESK
QCKDLPVGFK
KVPGPLPPGL
QRTNSDADKW
LTPQNFERLF
EDNEKITFKR
IRLIGELYKK
DAYFDMMAK L
QANRLARGPS

ERHPFDNRNL

1..1775
> mol_type, protein

> organism, Apium graveolens

SESGQHRKTN
NSDIRNDATA
PNNTPVSSNT
RVMPVLPAQS
ISGMPMQMPF
LPPHMMPPQG
HPDTHEELSL
YTGPNSLHLS
GQEGEATSIR
ENSEYSTGSS
SIPEAQPGEE
AMRTQESRNI
LTKGDADADL
SNKLDQKSQI
REALQKADRA
AEPDDWEDAA
ITLDIAEALV
DMGYGSHANN
QRATNFQRGL
EQVKQVNIDN
LLLNKCQEEF
KMLTERIMHE
SNNMKLSSRV
MGSSFRRGQQ

LPQRPLGDSI

RSGNSSGGQR
GGNVAVSGSA
MAPSTPVKGG
VPKQNVPTNN
HQQHIPVQFG
VMHQGQGVNF
SKRTDTYKES
SNQVPPNSQA
TERDPEKTSD
ITVVAKNDLL
NVRESETSVA
LLSEPNADAA
STSIVGTVDC
LSVPSQSEPP
GRIADLYMAY
DLSTPKLDDG
LSIGNVPLPS
VFQPGANFGV
MPSPRTPAQV
AGTLTGVISQ
ERGEREQEEA
CIKKLLGQYQ
RFMLKDSMDL
PMDFAPRGSN

TLVPQGGLAR

NFPGGGGKGS
RGVQNGAHSQ
GFPLQFGSIS
SATSDQPNIV
NPNPQLQSQS
SSQMGTQLPH
GSSAPRSHTN
PRLYKQVTVK
MSSQKSEYTS
DRSNDNDEKH
VDLNTNSSEV
GCVASAKSDS
LITETSSLSL
CETEIADSDS
KGPDEKKENP
KLLGEVKDHI
PGRNDDRSMG
LRNPRVQSPV
MHKAERKYEV
IFDKALMEPT
NRAEEEGEVK
NPDEEDVEAL
RKNKWQQRRK
VLSSPNSHMG

GMSIRGQPPM

GAATAPTPSL
SHGGSDAPAV
PGLMQVPART
DTHSMSKARR
MVNSSMPMPM
MGNMGMNINP
IPPQSQPISS
PAASPRLEKI
IPVQIKGTGG
SKKSQSVLQN
QGIHELEKSD
PRPYEHADQT
GSTISHDYDK
TELLSSSNDL
IDVESSETSS
EDKTLMDRKY
RSPSGRRGVG
MHSSGILSGP
GKITDEEQAK
FCEMYADFCY
QSDEEREEKR
CKLMSTIGEM
VEGPKKIEEV
GFRGAPQQPR

LSVPFSDMHN

STSRSFKKPS
VKQNVTPTPK
SSAPPNLDEQ
DVQVAPGPHA
GMPFPMGNPS
QFSQQQPGNF
FPPGRPSNFY
AETSLPASSP
VSDSASASSP
QIDRPVAPSL
GVDSAEMSAD
ESLIMEVKDK
TSASDASTII
KDKPVPETIM
SQAKELASGF
SRDFLLKFSE
MGMGDDDKWS
VHSMGPQYGM
QRQLKAILNK
HLAGDLPDFN
VQARRRMLGN
IDHPKAKEHM
HRDAANERQA
GYATQDIRTD

QDSRRTTPGL



1500

1560

1620

1680

1740

1775

60

120

180

240

300

360

420

480

540

600
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720

780

840

900

960

1020

NGYGSVTDRP
PNTPPSRGME
YPSMISIWIT
APKAPEFLGG

KGEQVLKEIC

Sequence Number (ID): 10

VYTSREELIP

SISVGNIPTE

DSFERKDMER

IFAKFVLENV

TGSSLRLENF

Length: 10368
Molecule Type: DNA
Features Location/Qualifiers:

- source,

Residues:
caattataaa

ccatggatgt
tctataaaac
tcactgatag
ttagataaat
gatgtaaact
taatctccag
ttgttcccca
cacaaattta
tcctccaaac
aacaccagac
gcaagaatca
gtttcgagat
tcctctcgaa
tcaaatcttt
cttttgagtc

ttaatcaact

RSAQRFVSPS
KVLPEEQLRK
GLLAKLLVNL
LPMAEIGRLI

RPPNSKRALT

1..10368

AHDHMNITDG
KSLETIKEFY
AKSRDTLLSR
YEGGEQQGQL

LDKFI

> mol type, genomic DNA
> organism, Apium graveolens

tgttcagaat
ttgggattct
ccaacccaag
ggctggacat
ttgatctagc
agagcccgtg
gacgcttcca
ccttcataaa
gcaaagatac
aagctagaac
aacatatttt
ggtaaccatt
tttgcaaggt
ggaatcagtt
gacacacagg
gaatatacag

catcacaact

atttgttgat
ggataatata
tgaccatcta
aaaatttctt
gtcaatgccc
caaatttctt
gaacttcagc
ttaaccttcc
caccaagaat
agattcaaac
gaccttctag
acataccctt
tgaccagaag
atccagatgg
gcaacttcca
taaaactgaa

ttcgcaaaca

aaactgaaat
tctatataaa
gagataaata
ctatgcagat
ttttagagtt
tcaagacctg
tgcaagccct
aatttctgcc
ttcggtgctt
ctggcaaaaa
gataaaactt
ctagcaaatt
cttagcaagt
atatcattga
tctegtettt
agaggaagca

aagcaaatgc

NSTYMNREMP
SAKDEMEVAL
PQFVEGFESV

VEIGLAAEVL

ttttggatgt
aaatatgaag
tatctgcaat
tacaataatc
cggaggcecga
ttctcctttt
atttctacaa
atgggaagca
taggagcatc
aacaattatg
aagtcagtga
gaggttcgac
agacccctct
tggataaaag
ggcactgaga
gggctgtatc

ctgttattct

NPDRVFNRSR
CVKDLNAPSF
LACLEDAVTD

GSVLEIIKTE

ttattaaaaa
agggctatat
atgaagagat
atggctacac
aagttttcta
tcagttttaa
gctgtccttg
cattttccag
agttacagca
aagtgaaaag
agtggtgtaa
ttaacaaggt
ccatgctcct
ctgggagcat
tttagagcat
tcaaaatact

agatgaagaa



1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

tcctatatga
gcctgggaga
agtttcagga
ttaactagaa
aaacatgctc
gtacaccaat
caaagaaggg
gactcataga
caaacagtga
aattttgaaa
attatactgc
taatcatttt
ctatttgact
acgggttcat
ctaaaataag
ctcgaagcaa
tagaaatcag
attaatgttt
taatccttct
cctagaaaca
tgatagcaat
actaaaaaga
aaatacacat
catatatgat
tagcttttta
catacctgta

acaccttttc

aagaacctgg
gggcctagta
gtacaaggcc
agggacctca
cttaattttg
ctcattaggc
aacagccagc
gtactaggaa
tgcaagaaaa
agatggactc
atttcttcac
acttttcctg
acatagatat
atccaagtgt
tgtccaagtg
aatgaagagt
ctataaacag
attttgtaaa
aaactataac
caagggtaaa
agccgatgat
gcagatataa
tcaccccatc
atgttaattt
gttgaaaata
gaattcttta

cgtagaaatg

gctacggctg
acaagccgga
taaatcggac
atctgaatag
aagggagaat
ttattgtaca
catcaatgaa
tacaagacaa
agcctctcct
tcacgaaggt
agtagcaatc
tattttcata
gacaacctat
cggactcggc
tctataccca
ccgggtaact
tatttaggta
atatataaat
cgtcaattag
cacaaaattc
ctgctgggceg
agtacacagc
aaatctcaga
ctatcgtaca
taattaaaaa
atagtttcca

tttcctacag

cgtaacaagc
tcaaatattg
taatactacg
caaatggaga
tcaaaaccta
ggaaatttcg
ttgactaata
caaagaccta
atgtgtgcat
atagtggaag
attatgtata
ccaaaattca
gttacccgga
aatattatga
tgtccgagtg
aagatgacaa
tatttcgaat
gttagctctc
taaaggtgca
tgaagattca
cctaatgaca
ttcatattgt
cttaaaaaaa
caacacacgg
atcagccaca
atgacttttt

aaatagactc

cagatcaaat
acacttgccc
gccatggcetg
agtaagccaa
gcaagttcaa
tttgactaat
ataagtggta
agaccatttt
ataagttgat
gaagcaacat
ctggctcacc
ttgataactc
ctcgggtatg
aaaatttaca
tcgagtgtcc
ctgaggctct
tacacagggt
tctcgacttg
tcaagattca
cattctttga
gcaagataaa
tgcaagacca
caatgaactt
agtaaaaggg
agcaagcaac
tcgcaattgt

catacctctg

agtcaaaaga
aggctgacag
aaagcaatga
tcctaaatag
aatttatcat
tcccaccact
acaatagatg
aagctgtacg
gggtaactac
agaatataat
ttatttacaa
caaaaatgaa
ggtgtcggac
tgttttttgce
gacacgggta
actaaaggcc
tgactttaaa
ctagtatctt
aaatactaca
ctgtttttat
atgcaaatac
ccgagagtca
gtaaaactag
caattaaaat
aagttatcat

tcttccggca

gaaggaggcsg



2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200

4260

tattaggccg
cgaatttcca
agatcgcgga
cccattgaga
gcttaacatt
aagggtaatg
ggtgtctctc
cacggaatcc
agtccatggg
ctgttagctt
ggaccttcaa
cagcatgaac
aaaatatgca
cattagtttg
tttcttaatg
aataagtctt
ttcatcagat
ctcacctctc
tttcgttgtc
acatctcaca
tgagagtacc
ttttgcggtg
gtcagtcatt
cgaggagaag
gagtcagctt
ttccaccgga

ctccaggtcg

agatctgtta
tccgttatat

atcagttcct

ccaggggtag

gggggctgtc

gagtcaccaa
actgtcctaa
tcccatatgg
ttgttgaccc
gtgcctgect
ctttcctcct
ctcactctcg
tccatgtgtt
cacaaggctt
cattcatgca
gatgttgccc
tgtttaacct
tcaaactcct
ttcatcaaaa
aaatgtcggt
agcattgtca
ttaacttatt
ttacccactt
gcattagacc
cgctgecattt
atacataact

aaaaacattg

aaatacgatc
tcatgtggtc
ctcttgaggt
tccttctgga
ctctaataga
ggggtcttct
ctatcttgag
gaatttggcg
cttctaaaag
ctcattcgca
ctgctgccac
aagagagctt
ccttggettt
ctacatcttc
tgatcctctc
aacattcgcc
caccttcctc
cctggcactt
tcaggcaaat
tccataagag
atgttaactt
cagaattgct
catactttct
tctctgaaaa
ctatactgag
ggtgattgaa

tttgcatgac

tggattctgc
atgagcagac
ataaactggc
atcttgattg
cattcccctg
gtggcaatag
tggcataacc
atgataatac
atgaacccat
gcatccctgt
ttgtttttcc
catgttatta
agggtgatct
ctcatcagga
tgttaacatc
ttcgtgectg
ttcagctctg
attcagaaag
cgccagcaag
ctttatcaaa
gtcttgactt
ttcaactgcc
ctagccttat
ttagtcgccc
gacccataga
cacgtggatt

ttccataacc

atttccctgt
gggctgacaa
cggtctgtta
tgcatgtcag
gcaagaccac
agaattcctg
gcgtggttgt
atttgaccct
actcggtcca
gcacttcctc
tgcaggtcca
gatagcttgg
atcatctctc
ttttgatact
tttttcttgce
gactctcttc
ttggcttctt
tagcctctta
atgatagcag
gatttgagat
gctcaaatag
tttgctttag
gcatcacctg
gctgccattt
atgaactggc
tctcaatact

catatccagt

tcatataagt
atctctgagc
cagaaccgta
agaagggtac
cttggggcac
ttatcaaaag
tgtggtgctc
cttggagcaa
cgagctgaat
gatctttttt
ttgaatcctt
ccatcatatc
ctattgtgct
ggcccaatag
ataattcccc
cttcecctttc
cttgttccct
aatgtaattt
aaatcagcat
atcacaccag
tctttcaaag
cctgttcctc
tgcgggagtc
gtcggcatca
ccagatagga

Ccaaaatttg

acaggggaag



4320

4380

4440

4500

4560

4620

4680

4740

4800

4860

4920

4980

5040

5100

5160

5220

5280

5340

5400

5460

5520

5580

5640

5700

5760

5820

5880

aggcccgggt

acctgatcca
cattgccagt
ggaagatcct
attaaagttt
ttttggagtt
ttggaacatc
tgagctctca
aaagatcagc
ttgtatttgt
atgaagaaag
actgagatgg
tactagccat
catgtgagat
tcccaactat
tccatctcca
gcatgttcat
tgcatttggc
ttggcttatt
ttccaactca
ggtttctgat
tctgtcctct
tttgttaaaa
agggtaatac
attagaccta
ctcggaattt

atgaatcaga

accttactcc
gaccttccca
agacaatacc
tgcattgctc
ttgtcctcaa
gataaatctg
tttcggagaa
acatcgatcg
agttgtacca
attctttgac
caattctgtg
aactgaaaga
ggtattatcg
tgtggatcca
agaggttgat
acttcagctg
atggtcttgg
tcagagagca
atccacagat
tgaattccct
tccctgacat
acaacttcgg
ccatacacta
ctgattctgc
tccaatagat
tcaggaggtg

tactccgcca

atttatcatc
ttgacctatc
caatgcttct
tgaaaattta
tgtgatcttt
cagcatcttc
atttagaagc
tgattttctt
gcacggtttg
ataattgtct
ctatcactat
atttgtgatt
attatagtag
agagacaatg
aaatcagcat
tttatctttc
tgatatcgga
gtatgtttct
acatcagctg
gtacctcaga
tttcctctcc
gtaacgaagg
cagcaactga
agtacagata
cattttttgc
tactaggaat

gttgctttaa

atcgcccata
gattatctct
gcaatatctg
agaaggaaat
tacctctcca
ccaagtcatc
caactcttta
tcttttcatc
ccttttgtaa
ccggcacagg
cagcaatttc
tctgatctaa
aagcatccga
aggatgtttc
ctgcttcacc
acttccatga
ttttgcactt
actttcttga
acatttcagc
actatttgta
tggctgagct
ggcaacaggt
agtatactgc
ggctctctta
acctacagta
agaacttggt

tttgaacagg

cccatgccaa
tcctgggact
gggtgatctc
ctctagagta
aggagcttcc
tggttcagct
gcttggctag
tggaccttta
agcttctttt
tttatctttc
agtttcacaa
cttgtcggat
agctgaagtc
agtaatcagg
tttttgtgag
taaggctctc
gccacacaac
gttcgcatag
agaatgactc
tttaagtcaa
tctggtatag
cgatcaatct
tggaataaaa
ctgtgtttct
atactagagc

agaggggcta

tatcgatgta

caccacggcg
gggcaaggaa
aaagccctca
ctttctgtcc
catcatcaag
ttactctcat
aagatgtttc
tatgccatat
ctcttcttct
aaatcaattg
ggcggctcag
tctgtttctg
ttatcataat
cagtccactg
gtgtacaggt
agtttgatca
cagcagcatc
cttcaatgtt
catcgectttt
cggcaacaga
aagatgatct
gagaacaaaa
atcttaaaag
catcattatc
ctgtggaata
gatgcggaag

tactctgact



5940

6000

6060

6120

6180

6240

6300

6360

6420

6480

6540

6600

6660

6720

6780

6840

6900

6960

7020

7080

7140

7200

7260

7320

7380

7440

7500

tctgtgagga
ctcctctacc
aagtttcagc
aatgagcatg
ataaaacaac
agcctgtgaa
aaatacggaa
agatgaaata
agattctttg
agttatctta
gggattgagt
agaaattgac
gaccctgaat
ccattggcat
tcccaaattg
tagggtgaac
tctettgett
ttattggtag
gatgattcat
ttaatatcag
catctcattg
caaacccttt
tgtcgttcga
tttggaccag
gttacaaatg
tctagaaatt

acatggcaac

catatcactt
atatacttga
aattttttcc
taccgtaaat
acggtaatac
tttggaggaa
ccctgactgt
ggttgggact
taagtatcag
actgttttac
gttcatcccc
accctgactc
atacagttgc
tggcatagag
aactggtata
agaaggcttc
ttgacatcga
gcacattctg
agcgagcctg
cagggataaa
cactagggcc
ttcaagctct
aaaaatagag
aagggggatc
atctagcctc
gcaagtaaat

aatgtttaaa

gtctttccag
ggaatatttt
aagcgtggga
aacatttcag
ggtttaataa
cttggttact
aagaattagg
gaggtggtat
tctttttaga
gagcaccacc
atattcccca
tgatgcatga
tgctgcactt
ctatttacca
tgttgctggt
tgagtttgga
atgagtgtca
cttaggaacg
caaaaataat
gagcagagca
aaaagtcatt
ataatagatt
atgcaacaaa
ataaagtaat
cctattataa
cctatttgca

acctgttccc

gatctctttc
tctcaacagt
gctgetggct
taatggcatg
agacaggcta
gcttaaatga
gtaaaagtta
attggatgtg
taaactcaac
aaaatttcct
tgtgaggtaa
caccctgagg
gagaaggatt
tgctttggga
gaaatggcat
ttgcatgtgg
acaatattag
gattgggctg
tgacaagcag
taatcagcct
ctacagaaag
actcaaaaac
tgtgggacac
atacttcaca
taaagagaat
agcccacccc

gtttctggct

agtacaaata
aggtgagctt
tcacggtgac
caacaaaata
acctgtttat
agagaattag
cttggacggc
atcgcggagc
tcttcatgag
ggctgectgcet
ctgggtaccc
tggcatcatg
tcccataggg
ctgcaactgt
ttgcataggc
accaaggtgc
gttggtcaga
gcagcacagg
gaaaggaagt
attctgtaat
cacatcatat
tgagattgca
cacaaaatgt
tcaaccattt
actgatatta
cacatcacaa

catccaaatt

gatgtagctt
gctggcaaag
ctgtatttta
ccagcagtgg
ataaccttgg
gacctgtata
cagtaggaaa
agatcgaacc
tatcagggtg
gcgagaactg
atttgcgagg
tggggtggaa
aagggcattc
ggattaggat
atcccagaaa
aacttgcaca
agttgcagaa
cataactctt
tgtcaaacaa
ttaatcaact
tacaattaac
atttcaagtg
agcctatcca
agaaatcaaa
aaaatattca

tgaacaaaaa

tggcggegcet



7560

7620

7680

7740

7800

7860

7920

7980

8040

8100

8160

8220

8280

8340

8400

8460

8520

8580

8640

8700

8760

8820

8880

8940

9000

9060

9120

gagctagttt
tatgaagacc
ttgatgaaaa
aggaaaacct
agttcatata
cctttagcag
gagctttcgg
gctggagcat
acaccacatt
gtgattgtga
ccaccggcag
gcattactag
agtacacaaa
tacttaatta
aaattaaaaa
atccaatcaa
gaagactaaa
atcgagatta
atattgtcaa
taattattca
ataataattt
aatatacctt
accaccaccg
ttcgatactg
accctaatca
aattcattaa

aaacatatat

cgagcaggta
aatatcattc
ctttcagccc
ccacctgagc
tttaacttca
gggttgaagg
catatccccg
cagaccctcc
caaaaacaaa
atgagcgcca
tagcatcatt
gcttcttaaa
acagacaagt
ataaagctta
aaacacattc
gcactaagac
aaccaatcaa
tgtaaccaac
gattactaac
aattactaac
atcgaggtct
cgactagtcg
cctgaaaaat
tcccgactcg
cctccaatct
tcacataatc

acatgtaatt

cctaaaccac
ttaagcttca
tacctgcatc
cacgaccaca
tcatgtacaa
ggccattgta
attaattttt
tacaacaagg
aacaattaaa
ttcttgcaca
cctaatatcc
actacaaaaa
atactctata
caaattaact
tttaatctta
aatcttaggt
gcacttatta
caagtaccaa
cgagtaccaa
caacccagta
aaatgtacac
aaagcgaagg
tcctetgecc
ctcttctgag
taatcaaatc
aacaaaaatt

aaagatgctt

aatccgaaat
ggtaactgag
agactaggac
aaactccaat
tgccaaatat
tttgagctta
ggtgccggag
acaacaaaat
atccttgaac
ccacgggctc
gaattcacaa
ataaaaaaaa
acttcatact
acaggtaaaa
gtatataacc
cacgtcaatc
gctaactaat
caatcttagg
caatcttagg
ccaattaatc
acaattacaa
tagaggggcg
accggagcta
ccctagattg
aacaattttc
caaaacacat

aattgattaa

cattccagta
atagctaaca
tctattgatc
tagcttatta
ttacatagaa
cggggtatta
taacattctg
aaaaaccata
aaaatctctt
aaccagaaac
cccgaatttg
attattagaa
gtccggacca
caaacctaag
aataatcacg
acccccacat
caatcacgta
ttactaacca
tcactaacca
ttagacaact
aaaacaaaga
gtggcagcac
tcacccggat
attgacggac
tgcaccaaaa
tacaatcaat

agattgaatc

attataatta
atatacattc
aaacctggag
tgaatacaga
cgacacttaa
tttggagcag
cttgacaaca
ctcgaccatc
tcaataccat
agcaacatta
cgatccttgc
tcatcagaaa
aagattctat
tatccttgat
tatctaattt
attaatttat
gtatttaatt
atagcgtatt
attgcgtatc
aacaaattgc
caggaaaccc
cgctaccctt
cgattagttt
ataaatccaa
acacagatct
tcatacacac

tttttggtga



9180

9240

9300

9360

9420

9480

9540

9600

9660

9720

9780

9840

9900

9960

10020

10080

10140

10200

10260

10320

10368

60

aattgagtga
tgtatatgtg
cagagaagga
aaaagaagtg
tgttttcaaa
cttccttttg
tttttaatat
agtacatatt
cgcgatacgc
aaaatcggta
aatacataaa
tattgtttga
gttaagcaat
aatataacgc
tattcacctt
tgggagatgc
ttaacaatac
taacttctga
ggtttaatat
caacgataac

taagcaataa

Sequence Number (ID): 11
Length: 3737

atagagtgaa
tatgtataga
aaaactgaac
tgttttaact
ttggaattca
agaaaattac
aatatgacaa
tcgaagaatt
aagattgtta
tatcgtattc
gatgcaccaa
ttaaaatctc
tgacgattat
gtacattact
cttataatta
aatatataaa
atgtttgttt
aatatgggtt
catatatgtt
attttctttt

tataaacaaa

Molecule Type: DNA
Features Location/Qualifiers:

- source,

Residues:
atgtatatat

gatatatgta
ttggattgaa
ccaagtgtat
tttatatgtg
gaaaaaatta
aaattttaga
acatactatt
gataatctaa
tccgaaattt
cgagatgatg
aaaatataaa
acatcaatgt
aagaagtgaa
taacggaaac
cactttacta
atgctttaac
aattgtacaa
aattatatct
agcataaaat
aatttaatat

ctaatgataa

1..3737

taataattgt
ttggatggaa
gtgtgtgttt
tatatataaa
aattaaaata
ttatatatgg
tgtaaaattg
tacgtatttg
gttaaacgta
aactcttaat
tcgtcacttt
caggattata
catagtaaca
gtaaatgtgt
cattagtctt
tctaatgtcc
acagttaaat
aacttcggtg
atgttagtat
tagtaacaaa

ctgatcttct

> mol_type, other DNA
> organism, Apium graveolens

ggctcagaag

agcgagtcgg

gatagctccg gtgggcagag gaatttttca

gacagtatcg

ggcggtggtg

gtaggcgtgt
gggggtgaag
gtgtgaattg
atcaagaatt
atataattgt
acgatggtca
atggtcaaaa
atgagctacg
aattgttata
tatattaacg
caaagaaaaa
ttcgccacaa
atctgaatgc
accagtgtgg
ttgcatgaca
ccacaaatgt
ctcgatatta
aatctaaaat
aaaatataaa
ttatcccttt

atataatt

aaaaactaat

gtaagggtag

aagaattgtg
aagaggaaga
tgtgtgtgag
aaagtatcat
tgtttaaaag
aaaatattat
atatcaacca
gagttttacc
taaatgaaaa
aacaaataaa
tacaggaacc
agatttcagc
tttgttaatt
ccagatagac
ctatttttct
catgtcgtgt
taatacttta
taagtaatat
gtttgtcata

aatatcattc

cgatccgggt

cggtgctgcec



120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

accgcccctc
ggatcgcaaa
gttgctgttt
ctctccaggt
ggaacagaga
gttcacccta
caatttggga
atgccaatgg
attcagggtc
ttctcgcagc
cctgatactc
tcgatctgct
cctactggcc
aaacttcttt
gaggagaagc
cacagaagtc
attcatcttc
tccgagtatt
tctaatgata
taccctcttt
aacaaatttt
gacagaagat
gaaacctctg
ttggaaaaaa
agccaaaaca
aatgcagatg

gactgcctga

taccttcgct
ttcgggttgt
ctggagggtc
acctgctcga
tgtgcaagtt
tttctgggat
atcctaatcc
gaatgccctt
ttccacccca
agcagccagg
atgaagagtt
ccgcgatcac
gtccaagtca
gccagcaagc
tacatctatt
agagtataca
cgcatctagc
ccacaggctc
atgatgagaa
taagattttt
gttctcagat
catcttctat
ttgccgttga
gcgatggagt
ttgaagctat
ctgctggtga

ttactgaaac

ttcgactagt
gaattcggat
tgatgctcca
aactagctca
gcaccttggt
gcctatgcaa
acagttgcag
ccctatggga
catgatgcca
aaattttggt
gagtttatct
atccaatata
ccgtgaagcc
tcacctactg
tgtactgaaa
tcgatacctg
ccctctacca
tagtattact
acacagtaag
attccagcag
tgatcgacct
accagaagct
cttaaataca
cattctgctg
gcgaactcaa
agcagatgct

atcctcattg

cgaagtttta
attaggaatg
gctgttgtca
gcgecgecaa
ccacatgcaa
atgccatttc
tcccaaagca
aatccttctc
cctcagggtg
ggtgctcgta
aaaaagactg
ccacctcagt
agcagctccc
ttgagaaaaa
gagatcctgg
ttcaaattaa
agttctattc
gtaggtgcaa
agagcctatc
tatacttcag
gttgcccctt
cagccaggag
aatagttctg
aaatgtcagc
gaaagtagaa
gatttatcaa

tctcttggat

agaagcctag
atgctactgc
agcagaatgt
atttggatga
tccaaactca
accagcaaca
tggtaaatag
aagtgcagca
tcatgcatca
aaacagttaa
atacttacaa
cccaacctat
acgcttggaa
tattcctcaa
aaagacaagt
agcaactggc
ctagtacacc
aaaatgatct
tgtactgcag
ttgctgtagt
cgttacccga
aggaaaatgt
aggtacaggg
tgatgtatct
acatactgct
cctctatagt

ccacaatctc

taatgcgcaa
cggtggtaat
ggaggttttc
gccagaaacg
gaagccttct
tataccagtt
ctctatgcca
gcaactgtat
gagtcagggt
gataactcac
agaatctggt
ttcatctttt
aaaattgctg
gtatatggta
gatatgtcct
ggagtatctg
tcctgaaaat
attggatagg
aatcaggtat
gtatggtttt
agttgtagag
cagggaatca
aattcatgag
gtggataata
ctctgagcca
tgggacagtg

acatgattat



1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

gataagactt
acagaatccg
ccgecttgtg
gatttgaaag
aagagaaaag
gagttggctt
acttgggaag
gagtcccagg

gttggcatgg

ggtctaatgc
ttgagcaagt
caaatctttg
aagtgccagg
gaggaaggtg
ggcgaatgtt
gagaggatca
gaagatgtag
aaagccaagg
aagctctctt
gtggcagcag
tattatcatc
gttatgccac
tattgccaca
aggggaatgt
aatcaagatt
ccagtttata

tctgctcatg

cagcttcgga
acaagttaga
aaactgaaat
ataaacctgt
aagctttaca
ctaaatttct
atgctgcaga
aagagataat
gtatgggcga
cttctcctcg
caagacaagt
ataaagctct
aggagtttga
aggttaaaca
gggcaacatc
tgcatgaatg
aagccttgtg
aacacatgga
cgagagtgag
aggaggaaag
gccaaattcc
tcaagatagt
gaagacccct
ctattagagg
ccagaaggac
cctcaagaga

accacatgaa

tgcttctact
tcagaaatca
tgctgatagt
gccggagaca
aaaggcaaac
ccgaaagatg
tttatcaact
cgataggtca
tgatgataaa
gactcccgca
taacattgac
tatggaaccg
gagaggtgag
atctgatgaa
aagacttatt
cattaagaaa
caaactaatg
tgcatatttt
gttcatgctg
ggtcaacaac
catatgggag
taggacagtg
tggtgactcc
acagccccca
tacccctggt
ggaactgatt

tataacggat

ataatcgata
caaattcttt
gatagcacag
attatgtcaa
cgtgctgaaa
ttccaaatga
ccaaaacttg
atgggaaggt
tggagtaagc
caggtgatgc
aatgctggta

acattttgtg

agggaacaag

gaaagggaag

ggggaattat
ctattgggcc
agcacaatag
gatatgatgg
aaggattcaa
ccatggactt
gattccgtgg
agagacaccc
attacccttg
atgttaagcg
ctcaatgggt
ccgcgatctg

ggaaattcga

ataccatggc
cagttccatc
aattgctttc
agaatacaaa
catcttctag
gagtaaagct
atgatgggaa
ctggatcagg
gggcgactaa
ataaggctag
ctctcactgg
agataggcta
aagaagccaa
gaagagagtc
gcaagaaaaa
agtatcaaaa
gagagatgat
ccaagctatc
tggacctgca
tgctccaaga
agcaccacaa
ttttgataac
tgccccaagg
tacccttctc
acggttctgt
ctcagagatt

cttatatgaa

tagtacagaa
tcagtctgag
ttcatcaatt
tacaaagaag
ccaagctaaa
gaaccagatg
gctccttgga
tcgcecgtggt
ttttcagaga
agaaaactat
tgtgatatct
ctttctgaat
cagagctgaa
caggcacgaa
gatgttaaca
tcctgatgag
agatcaccct
taataacatg
ggaaaaacaa
gggtcaaatg
caaccacgcg
aggaattctc
tggtcttgcc
tgacatgcac
aacagaccgg
tgtcagcccg

cagggaaatg



3360

3420

3480

3540

3600

3660

3720

3737

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

cagaatccag
ttcctctttc
gacgagatgg
atgatatcca
tctgttctag
gtgcttgtag

ctgaaaaagg

Sequence Number (ID): 12
Length: 1245

atcgtatttt
agttttactg
aagttgccct
tctggataac
cttgtttgga
aaatagggct

agaacag

Molecule Type: AA
Features Location/Qualifiers:

- source,

Residues:
MYIWLRRASR

GSQIRVVNSD
GTEMCKLHLG
MPMGMPFPMG
PDTHEELSLS
KLLCQQAHLL
IHLPHLAPLP
YPLLRFLFQQ
ETSVAVDLNT
NADAAGEADA
TESDKLDQKS
KRKEALQKAN
ESQEEIIDRS
LSKSRQVNID

EEGEVKQSDE

aacagatctc
tatattcgac
gtgtgtcaaa
tgattccttc
ggatgctgta

tgcagctgaa

1..1245
> mol type, protein

ggcctaatac
tcaaaagatg
gatttgaatg
gagaggaagsg
actgatgctc

gttctggaag

> organism, Apium graveolens

DSIEKLIDPG DSSGGQRNFS GGGGKGSGAA

IRNDATAGGN
PHAIQTQKPS
NPSQVQQQLY
KKTDTYKESG
LRKIFLKYMV
SSIPSTPPEN
YTSVAVVYGF
NSSEVQGIHE
DLSTSIVGTV
QILSVPSQSE
RAETSSSQAK
MGRSGSGRRG
NAGTLTGVIS

EREGRESRHE

VAVSGGSDAP
VHPISGMPMQ
IQGLPPHMMP
SICSAITSNI
EEKLHLFVLK
SEYSTGSSIT
NKFCSQIDRP
LEKSDGVILL
DCLITETSSL
PPCETEIADS
ELASKFLRKM
VGMGMGDDDK
QIFDKALMEP

GECWATSRLI

AVVKQNVEVF
MPFHQQHIPV
PQGVMHQSQG
PPQSQPISSF
EILERQVICP
VGAKNDLLDR
VAPSLPEVVE
KCQLMYLWII
SLGSTISHDY
DSTELLSSSI
FQMRVKLNQM
WSKRATNFQR
TFCEIGYFLN

GELCKKKMLT

gcctecttcec
ctctaaatct
ctcccagctt
agcatggaga
ctaaagcacc

cgtcctggag

TAPLPSLSTS
LSRYLLETSS
QFGNPNPQLQ
FSQQQPGNFG
PTGRPSHREA
HRSQSIHRYL
SNDNDEKHSK
DRRSSSIPEA
SQNIEAMRTQ
DKTSASDAST
DLKDKPVPET
TWEDAADLST
GLMPSPRTPA
KCQEEFERGE

ERIMHECIKK

agagccctgc
cagtgccaaa
ttatccatca
ggggtttgaa
gaaattcttg

attattaaaa

RSFKKPSNAQ
APPNLDEPET
SQSMVNSSMP
GARKTVKITH
SSSHAWKKLL
FKLKQLAEYL
RAYLYCRIRY
QPGEENVRES
ESRNILLSEP
IIDNTMASTE
IMSKNTNTKK
PKLDDGKLLG
QVMHKARENY
REQEEANRAE

LLGQYQNPDE



960

1020

1080

1140

1200

1245

60

120

160

60

120

180

240

300

360

420

462

EDVEALCKLM
VAAEEERVNN
YCHRRPLGDS
PVYTSREELI
FLFQFYCIFD

SVLACLEDAV

Sequence Number (ID): 13
Length: 160

STIGEMIDHP
PWTLLQEGQM
ITLVPQGGLA
PRSAQRFVSP
SKDALNLSAK

TDAPKAPKFL

Molecule Type: DNA
Features Location/Qualifiers:

- source,

Residues:
tcaatttgga

1..160

KAKEHMDAYF
YYHRQIPIWE
RGMSIRGQPP
SAHDHMNITD
DEMEVALCVK

VLVEIGLAAE

DMMAKLSNNM

DSVEHHNNHA

MLSVPFSDMH

GNSTYMNREM

DLNAPSFYPS

VLEASWRLLK

> mol_type, other DNA

> organism, synthetic construct

catgtttctt

cttaataata

agaacctgtt +tgggaactag gaattgacaa

gatcatgagt

cgectgetttc

tcgcaggaag

Sequence Number (ID): 14

Length: 462

Molecule Type: DNA
Features Location/Qualifiers:

- source,

Residues:
ggtaatgttg

aatattcctc
ttccatttaa
ttgtaccaaa
agaagaagag
aggaaggtga
gcattaagaa

ttcagtttta

Sequence Number (ID): 15

1..462

attttaataa

KLSSRVRFML
VMPLKIVRTV
NQDSRRTTPG
QNPDRILTDL
MISIWITDSF

LKKEN

taataatttc

KDSMDLQEKQ
RDTLLITGIL
LNGYGSVTDR
GLIRLLPEPC

ERKEHGEGFE

aaaaatgttc

ccgattgatt ttccggaagt tctacctcag

catgtgctgg

> mol_type, other DNA

> organism, synthetic construct

ctgtttctga
aagtatatca
caaattttgt
tgcagatgct
aaaagaagtc
ggttaaaaga
actattgggc

ctgtatattc

atccttctca
agtgatatgt
tctcagattg
gctggtgaag
aactccaaaa
aagggaagga
cagtttgctc

ggaagttgcc

agtgcagcaa
cctcacagca
atcgacctgt
cagatgctga
cttgatgttg
agagaaagaa
caagagggtc

ctgtgtgtca

ctcatgaaga
cctcctgaaa
tgccccttceg
tttaaagaat
agagaggtga
aaagatgtta
aactgtaaca

ad

gttgagttaa
attccgagta
ttacccgaag
acaaatacaa
gagggagaag

acagatgaat

gaccggccag



Length: 24
Molecule Type: DNA
Features Location/Qualifiers:
- source, 1..24
> mol_type, other DNA
> organism, synthetic construct
Residues:
ttttccaagc gtggggaagc tgct
24
END



