<ST26Sequencelisting originalFreeTextLanguageCode="en" nonkEnglishFreeText
LanguageCode="es" dtdVersion="V1l 3" fileName="0467WO SL.xml" softwareName
="WIPO Sequence" softwareVersion="2.2.0" productionDate="2024-03-22">
<ApplicantFileReference>0467WO</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/463.539</ApplicationNumberText>
<FilingDate>2023-05-02</FilingDate>
</EarliestPriorityApplicationIdentification>

<ApplicantName languageCode="es">ALEXION PHARMACEUTICALS,
INC.</ApplicantName>

<ApplicantNameLatin>ALEXION PHARMACEUTICALS, INC.</ApplicantNameLatin>
<InventionTitle languageCode="en">TREATING MUSCLE WEAKNESS WITH ALKALINE
PHOSPHATASES</InventionTitle>

<InventionTitle languageCode="es">TRATAMIENTO DE LA DEBILIDAD MUSCULAR
CON FOSFATASAS ALCALINAS</InventionTitle>
<SequenceTotalQuantity>22</SequenceTotalQuantity>

<SequenceData sequenceIDNumber="1">

<INSDSeq>

<INSDSeqg length>726</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>REGION</INSDFeature key>

<INSDFeature location>1..726</INSDFeature location>

<INSDFeature quals>

<INSDQualifier id="qgl">

<INSDQualifier name>note</INSDQualifier name>

<INSDQualifier value>Synthetic Construct</INSDQualifier value>
<NonEnglishQualifier value>Constructo
sintético</NonEnglishQualifier value>

</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..726</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="qg2">

<INSDQualifieriname>organism</INSDQualifieriname>

<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier value>

</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>LVPEKEKDPKYWRDQAQETLKYALELQKLNTNVAKNVIMFLGDGMGVSTVTAARI
LKGQLHHNPGEETRLEMDKFPEVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTVGVSAATERSRCNTTQGN
EVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALSQGCKDIAYQLMHNIRDIDVI
MGGGRKYMYPKNKTDVEYESDEKARGTRLDGLDLVDTWKSFKPRYKHSHEFIWNRTELLTLDPHNVDYLLGLFE
PGDMQYELNRNNVTDPSLSEMVVVAIQILRKNPKGFFLLVEGGRIDHGHHEGKAKQALHEAVEMDRATIGQAGS



LTSSEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMLSDTDKKPFTAILYGNGPGYKVVGGERENVSMVDYA
HNNYQAQSAVPLRHETHGGEDVAVEFSKGPMAHLLHGVHEQNYVPHVMAYAACIGANLGHCAPASSLKDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHEHNAKTKPREEQYNST
YRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFEF
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSP
GKDIDDDDDDDDDD</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="2">

<INSDSeq>

<INSDSeq length>524</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..524</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qg3">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Homo sapiens</INSDQualifier value>
<NonEnglishQualifier value>Homo sapiens</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>MISPFLVLAIGTCLTNSLVPEKEKDPKYWRDQAQETLKYALELQKLNTNVAKNVI
MFLGDGMGVSTVTAARILKGQLHHNPGEETRLEMDKEFPFVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTV
GVSAATERSRCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALSQGC
KDIAYQLMHNIRDIDVIMGGGRKYMYPKNKTDVEYESDEKARGTRLDGLDLVDTWKSFKPRYKHSHFIWNRTE
LLTLDPHNVDYLLGLFEPGDMQYELNRNNVTDPSLSEMVVVAIQILRKNPKGFFLLVEGGRIDHGHHEGKAKQ
ALHEAVEMDRATIGQAGSLTSSEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMLSDTDKKPEFTAILYGNGPG
YKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFSKGPMAHLLHGVHEQNYVPHVMAYAACIGAN
LGHCAPASSAGSLAAGPLLLALALYPLSVLF</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="3">

<INSDSeqg>

<INSDSeq length>524</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..524</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="qg4">

<INSDQualifieriname>organism</INSDQualifieriname>

<INSDQualifier value>Homo sapiens</INSDQualifier value>



<NonEnglishQualifier value>Homo sapiens</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq_ sequence>MISPFLVLAIGTCLTNSLVPEKEKDPKYWRDQAQETLKYALELQKLNTNVAKNVI
MFLGDGMGVSTVTAARILKGOQLHHNPGEETRLEMDKEPEVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTV
GVSAATERSRCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALSQGC
KDIAYQLMHNIRDIDVIMGGGRKYMYPKNKTDVEYESDEKARGTRLDGLDLVDTWKSFKPRHKHSHEFIWNRTE
LLTLDPHNVDYLLGLFEPGDMQYELNRNNVTDPSLSEMVVVAIQILRKNPKGFFLLVEGGRIDHGHHEGKAKQ
ALHEAVEMDRAIGQAGSLTSSEDTLTVVTADHSHVETFGGYTPRGNSIFGLAPMLSDTDKKPFTAILYGNGPG
YKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVEFSKGPMAHLLHGVHEQNYVPHVMAYAACIGAN
LGHCAPASSAGSLAAGPLLLALALYPLSVLF</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="4">

<INSDSeq>

<INSDSeq length>524</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..524</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="g5">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Homo sapiens</INSDQualifier_value>
<NonEnglishQualifier value>Homo sapiens</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MISPFLVLAIGTCLTNSLVPEKEKDPKYWRDQAQETLKYALELQKLNTNVAKNVI
MFLGDGMGVSTVTAARILKGQLHHNPGEETRLEMDKFPEVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTV
GVSAATERSRCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALSQGC
KDIAYQLMHNIRDIDVIMGGGRKYMYPKNKTDVEYESDEKARGTRLDGLDLVDTWKSFKPRYKHSHEIWNRTE
LLTLDPHNVDYLLGLFEPGDMQYELNRNNVTDPSLSEMVVVAIQILRKNPKGFFLLVEGGRIDHGHHEGKAKQ
ALHEAVEMDRAIGQAGSLTSSEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMLSDTDKKPEFTAILYGNGPG
YKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVEFSKGPMAHLLHGVHEQNYVPHVMAYAACIGAN
LGHCAPASSAGSLAAGPLLLALALYPLSVLF</INSDSeqfsequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="5">

<INSDSeq>

<INSDSeq length>524</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..524</INSDFeature location>

<INSDFeature quals>



<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g6">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Homo sapiens</INSDQualifier_value>
<NonEnglishQualifier value>Homo sapiens</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MISPFLVLAIGTCLTNSLVPEKEKDPKYWRDQAQETLKYALELQKLNTNVAKNVI
MFLGDGMGVSTVTAARILKGQLHHNPGEETRLEMDKEFPEFVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTV
GVSAATERSRCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWY SDNEMPPEALSQGC
KDIAYQLMHNIRDIDVIMGGGRKYMYPKNKTDVEYESDEKARGTRLDGLDLVDTWKSFKPRYKHSHFIWNRTE
LLTLDPHNVDYLLGLFEPGDMQYELNRNNVTDPSLSEMVVVAIQILRKNPKGFFLLVEGGRIDHGHHEGKAKQ
ALHEAVEMDRAIGQAGSLTSSEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMLSDTDKKPEFTAILYGNGPG
YKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFSKGPMAHLLHGVHEQNYVPHVMAYAACIGAN
LGHCAPASSAGSLAAGPLLLALALYPLSVLF</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="6">

<INSDSeq>

<INSDSeq length>524</INSDSeq length>

<INSDSeqg moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..524</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qg7">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Homo sapiens</INSDQualifier value>
<NonEnglishQualifier value>Homo sapiens</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MISPFLVLAIGTCLTNSLVPEKEKDPKYWRDQAQETLKYALELOQKLNTNVAKNVI
MFLGDGMGVSTVTAARTILKGQLHHNPGEETRLEMDKEFPEFVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTV
GVSAATERSRCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALSQGC
KDIAYQLMHNIRDIDVIMGGGRKYMYPKNKTDVEYESDEKARGTRLDGLDLVDTWKSFKPRHKHSHFIWNRTE
LLTLDPHNVDYLLGLFEPGDMQYELNRNNVTDPSLSEMVVVAIQILRKNPKGFFLLVEGGRIDHGHHEGKAKQ
ALHEAVEMDRAIGQAGSLTSSEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMLSDTDKKPEFTAILYGNGPG
YKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFSKGPMAHLTLHGVHEQNYVPHVMAYAACTIGAN
LGHCAPASSAGSLAAGPLLLALALYPLSVLF</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="7">

<INSDSeq>

<INSDSeq length>652</INSDSeq length>



<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..652</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g8">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Macaca mulatta</INSDQualifier value>
<NonEnglishQualifier value>Macaca mulatta</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>
<INSDSeq_sequence>MPTVKTKQESHAGSGSGPRLAERKGRVGAARRQSPRAPGGGLPGPRSGPAAAFIR
RRGRWPGPRCAPATPRPRSRLCAPTRLCLDEPSSVLCAGLEHQLTSDHCQPTPSHPRRSHLWASGIKQVLGCT
MISPFLVLAIGTCLTNSLVPEKEKDPKYWRDQAQETLKYALELQKLNTNVAKNVIMEFLGDGMGVSTVTATRIL
KGOQLHHEHNPGEETRLEMDKFPFVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTVGVSAATERSRCNTTQGNE
VTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALSQGCKDIAYQLVHNIRDIDVIM
GGGRKYMYPKNKTDVEYEIDEKARGTRLDGLDLVNIWKSFKPRHKHSHFIWNRTELLTLDPHNVDYLLGLFEP
GDMEYELNRNNVTDPSLSEMVVVAIQILRKNPKGFFLLVEGGRIDHGHHEGKAKQALHEAVEMDRATIGQAGSM
TSLEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMLSDTDKKPFTAILYGNGPGYKVVGGERENVSMVDYAH
NNYQAQSAVPLRHETHGGEDVAVFSKGPMAHLLHGVHEQNYIPHVMAYAACIGANLDHCAPASSAGSLAAGPL
LLPLALFPLSILF</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="8">

<INSDSeqg>

<INSDSeq length>524</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..524</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g9">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Rattus norvegicus</INSDQualifier value>
<NonEnglishQualifier value>Rattus norvegicus</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MILPFLVLAIGPCLTNSFVPEKEKDPSYWRQQAQETLKNALKLOKLNTNVAKNIT
MFLGDGMGVSTVTAARILKGOLHHNTGEETRLEMDKEPEVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTV
GVSAATERTRCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWY SDNEMRPEALSQGC
KDIAYQLMHNIKDIDVIMGGGRKYMYPKNRTDVEYELDEKARGTRLDGLDLISTIWKSFKPRHKHSHYVIWNRTE



LLALDPSRVDYLLGLFEPGDMQYELNRNNLTDPSLSEMVEVALRILTKNPKGFFLLVEGGRIDHGHHEGKAKQ
ALHEAVEMDEAIGKAGTMTSQKDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMVSDTDKKPEFTAILYGNGPG
YKVVDGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFAKGPMAHLLHGVHEQNYIPHVMAYASCIGAN
LDHCAWASSASSPSPGALLLPLALFPLRTLF</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="9">

<INSDSeq>

<INSDSeq length>502</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..502</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="glO">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Canis lupus</INSDQualifier value>
<NonEnglishQualifier value>Canis lupus</NonEnglishQualifier value>
</INSDQualifier>

<INSDQualifier id="g23">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier value>Canis lupus familiaris</INSDQualifier_value>
<NonEnglishQualifier value>Canis lupus
familiaris</NonEnglishQualifier value>

</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeqg_ sequence>EKDPKYWRDQAQOTLKYALRLONLNTNVAKNVIMFLGDGMGVSTVTATRILKGQL
HHNPGEETRLEMDKFPYVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTVGVSAATQRTHCNTTQGNEVTST
LRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALSQGCKDIAYQLMHNVKDIEVIMGGGR
KYMFPKNRTDVEYEMDEKSTGARLDGLNLIDIWKNFKPRHKHSHYVWNRTELLALDPYTVDYLLGLFDPGDMQ
YELNRNNVTDPSLSEMVEIAIKILSKKPRGFFLLVEGGRIDHGHHEGKAKQALHEAVEMDRAIGKAGVMTSLE
DTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMVSDTDKKPFTAILYGNGPGYKVVGGERENVSMVDYAHNNYQ
AQSAVPLRHETHGGEDVAVFAKGPMAHLLHGVHEQNYIPHVMAYAACIGANQDHCASASSAGGPSPGPLLLLL
ALLPVGILF</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="10">

<INSDSeq>

<INSDSeq length>252</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..252</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>



</INSDQualifier>

<INSDQualifier id="qgll">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Sus scrofa</INSDQualifier value>
<NonEnglishQualifier value>Sus scrofa</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>
<INSDSeq_sequence>AELLALDPHTVDYLLGLFEPGDMQYELNRNNVTDPSLSEMVEMAIRILIKNPKGF
FLLVEGGRIDHGHHEGKAKQALHEAVEMDRAIEQAGSMTSVEDTLTVVTADHSHVETEFGGYTPRGNSIFGLAP
MVSDTDKKPFTAILYGNGPGYKVVGGERENVSMVDYAHDNYQAQSAVPLRHETHGGEDVAIFARGPMAHLLHG
VHEQNYIPHVMAYAACVGANRDHCASASSSGSPSPGPLLLLLALLPLGILF</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="11">

<INSDSeq>

<INSDSeq length>524</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..524</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gl2">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Mus musculus</INSDQualifier value>
<NonEnglishQualifier value>Mus musculus</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MISPFLVLAIGTCLTNSFVPEKERDPSYWRQQAQETLKNALKLOKLNTNVAKNVI
MFLGDGMGVSTVTAARILKGQLHHNTGEETRLEMDKFPEVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTV
GVSAATERTRCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALSQGC
KDIAYQLMHNIKDIDVIMGGGRKYMYPKNRTDVEYELDEKARGTRLDGLDLISIWKSFKPRHKHSHYVWNRTE
LLALDPSRVDYLLGLFEPGDMQYELNRNNLTDPSLSEMVEVALRILTKNLKGFFLLVEGGRIDHGHHEGKAKQ
ALHEAVEMDQATIGKAGAMTSQKDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMVSDTDKKPEFTAILYGNGPG
YKVVDGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFAKGPMAHLLHGVHEQNYIPHVMAYASCIGAN
LDHCAWAGSGSAPSPGALLLPLAVLSLRTLEF</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="12">

<INSDSeq>

<INSDSeq length>524</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..524</INSDFeature location>

<INSDFeature quals>



<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl3">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Bos taurus</INSDQualifier value>
<NonEnglishQualifier value>Bos taurus</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MISPFLLLAIGTCFASSLVPEKEKDPKYWRDQAQQTLKNALRLOQTLNTNVAKNVI
MFLGDGMGVSTVTAARILKGQLHHSPGEETKLEMDKEFPYVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTV
GVSAATQRSQCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSASYAHSADRDWY SDNEMPPEALSQGC
KDIAYQLMHNIKDIEVIMGGGRKYMFPKNRTDVEYELDEKARGTRLDGLNLIDIWKSFKPKHKHSHYVWNRTD
LLALDPHSVDYLLGLFEPGDMQYELNRNNATDPSLSEMVEMATIRILNKNPKGFFLLVEGGRIDHGHHEGKAKQ
ALHEAVEMDQAIGQAGAMTSVEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMVSDTDKKPEFTAILYGNGPG
YKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFAKGPMAHLLHGVHEQNYIPHVMAYAACIGAN
RDHCASASSSGSPSPGPLLLLLALLPLGSLF</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="13">

<INSDSeq>

<INSDSeq length>524</INSDSeq length>

<INSDSeqg moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..524</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl4">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Bos taurus</INSDQualifier value>
<NonEnglishQualifier value>Bos taurus</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MISPFLLLAIGTCFASSLVPEKEKDPKYWRDQAQOTLKNALRLOTLNTNVAKNVI
MFLGDGMGVSTVTAARILKGOLHHSPGEETKLEMDKEPYVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTV
GVSAATQRSQCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSASYAHSADRDWYSDNEMPPEALSQGC
KDIAYQLMHNIKDIEVIMGGGRKYMEFPKNRTDVEYELDEKARGTRLDGLNLIDIWKSFKPKHKHSHYVWNRTD
LLALDPHSVDYLLGLFEPGDMQYELNRNNATDPSLSEMVEMATIRILNKNPKGFFLLVEGGRIDHGHHEGKAKQ
ALHEAVEMDQAIGQAGAMTSVEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMVSDTDKKPEFTAILYGNGPG
YKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFAKGPMAHLLHGVHEQNYIPHVMAYAACIGAN
RDHCASASSSGSPSPGPLLLLLALLPLGSLF</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="14">

<INSDSeq>

<INSDSeq length>124</INSDSeq length>



<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..124</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl5">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Bos taurus</INSDQualifier value>
<NonEnglishQualifier value>Bos taurus</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>
<INSDSeq_sequence>DPKYWRDQAQOTLKNALGLQKLNTKVAKNVILFLGDGMGVSTVTAARILKGQLHH
NPGEETRLEMDKFPFVALSKTYNTNAQVPDSAGTAPHPVRVKAMRAPWGEPHQRQCNTRRATSTHLLAG</IN
SDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="15">

<INSDSeq>

<INSDSeq length>524</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..524</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="glé">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Felis catus</INSDQualifier value>
<NonEnglishQualifier value>Felis catus</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MISPFLVLAIGTCLTNSLVPEKEKDPKYWRDQAQQTLKNALRLOQKLNTNVVKNVI
MFLGDGMGVSTVTAARILKGQLHHNPGEETRLEMDKFPYVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTV
GVSAATQRTQCNTTOGNEVTSILRWAKDSGKSVGIVTTTRVNHATPSAAYAHSADRDWY SDNEMPPEALSQGC
KDIAYQLMHNVRDIEVIMGGGRKYMFPKNRTDVEYEMDEKARGTRLDGLNLVDIWKSFKPRHKHSHYVWNRTE
LLTLDPYGVDYLLGLFEPGDMQYELNRNSTTDPSLSEMVETIATKILSKNPKGFFLLVEGGRIDHGHHEGKAKQ
ALHEAVEMDQAIGRAGAMTSVEDTLTIVTADHSHVFTFGGYTPRGNSIFGLAPMVSDTDKKPFTSILYGNGPG
YKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFAKGPMAHLLHGVHEQNYIPHVMAYAACIGAN
LDHCASASSAGGPSPGPLFLLLALPSLGILF</INSDSeqfsequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="16">



<INSDSeq>
<INSDSeq length>532</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..532</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl7">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Homo sapiens</INSDQualifier value>
<NonEnglishQualifier value>Homo sapiens</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MQGPWVLLLLGLRLQLSLGITPVEEENPDFWNRQAAEALGAAKKLOPAQTAAKNL
ITFLGDGMGVSTVTAARILKGQKKDKLGPETFLAMDREFPYVALSKTYSVDKHVPDSGATATAYLCGVKGNEQT
IGLSAAARFNQCNTTRGNEVISVMNRAKKAGKSVGVVTTTRVOHASPAGAYAHTVNRNWYSDADVPASARQEG
CODIATQLISNMDIDVILGGGRKYMFPMGTPDPEYPDDYSQGGTRLDGKNLVOQEWLAKHOGARYVWNRTELLQ
ASLDPSVTHLMGLFEPGDMKYEIHRDSTLDPSLMEMTEAALLLLSRNPRGFFLFVEGGRIDHGHHESRAYRAL
TETIMFDDAIERAGQLTSEEDTLSLVTADHSHVFSFGGYPLRGSSIFGLAPGKARDRKAYTVLLYGNGPGYVL
KDGARPDVTESESGSPEYRQQSAVPLDGETHAGEDVAVFARGPQAHLVHGVQEQTFIAHVMAFAACLEPYTAC
DLAPRAGTTDAAHPGPSVVPALLPLLAGTLLLLGTATAP</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="17">

<INSDSeqg>

<INSDSeqg length>535</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..535</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl8">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Homo sapiens</INSDQualifier_value>
<NonEnglishQualifier value>Homo sapiens</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MLGPCMLLLLLLLGLRLQLSLGITPVEEENPDFWNREAAEALGAAKKLOQPAQTAA
KNLITFLGDGMGVSTVTAARILKGOQKKDKLGPEIPLAMDREPYVALSKTYNVDKHVPDSGATATAYLCGVKGN
FOTIGLSAAARFNQCNTTRGNEVISVMNRAKKAGKSVGVVTTTRVOQHASPAGTYAHTVNRNWYSDADVPASAR
QEGCQODIATQLISNMDIDVILGGGRKYMFRMGTPDPEYPDDYSQGGTRLDGKNLVQEWLAKRQGARYVWNRTE



LMQASLDPSVTHLMGLFEPGDMKYETHRDSTLDPSLMEMTEAALRLLSRNPRGFFLFVEGGRIDHGHHESRAY
RALTETIMFDDATERAGQLTSEEDTLSLVTADHSHVFSEFGGYPLRGSSIFGLAPGKARDRKAYTVLLYGNGPG
YVLKDGARPDVTESESGSPEYRQQSAVPLDEETHAGEDVAVFARGPQAHLVHGVQEQTFIAHVMAFAACLEPY
TACDLAPPAGTTDAAHPGRSVVPALLPLLAGTLLLLETATAP</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="18">

<INSDSeq>

<INSDSeq length>532</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..532</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl9">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Homo sapiens</INSDQualifier_value>
<NonEnglishQualifier value>Homo sapiens</NonEnglishQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeqg_ sequence>MQGPWVLLLLGLRLOQLSLGITPVEEENPDFWNRQAAEALGAAKKLOPAQTAAKNL
ITFLGDGMGVSTVTAARILKGQKKDKLGPETFLAMDRFPYVALSKTYSVDKHVPDSGATATAYLCGVKGNEQT
IGLSAAARFNQCNTTRGNEVISVMNRAKKAGKSVGVVTTTRVQHASPAGAYAHTVNRNWYSDADVPASARQEG
CODIATQLISNMDIDVILGGGRKYMFPMGTPDPEYPDDYSQGGTRLDGKNLVQEWLAKHQGARYVWNRTELLQ
ASLDPSVTHLMGLFEPGDMKYETHRDSTLDPSLMEMTEAALLLLSRNPRGFFLEVEGGRIDHGHHESRAYRAL
TETIMFDDATIERAGQLTSEEDTLSLVTADHSHVFSFGGYPLRGSSIFGLAPGKARDRKAYTVLLYGNGPGYVL
KDGARPDVTESESGSPEYRQQSAVPLDGETHAGEDVAVFARGPQAHLVHGVQEQTFIAHVMAFAACLEPYTAC
DLAPRAGTTDAAHPGPSVVPALLPLLAGTLLLLGTATAP</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="19">

<INSDSeg>

<INSDSeq length>528</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..528</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g20">
<INSDQualifieriname>organism</INSDQualifieriname>

<INSDQualifier value>Homo sapiens</INSDQualifier value>
<NonEnglishQualifier value>Homo sapiens</NonEnglishQualifier value>
</INSDQualifier>



</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>
<INSDSeq_sequence>MQGPWVLLLLGLRLQLSLGVIPAEEENPAFWNRQAAEALDAAKKLOPIQKVAKNL
ILFLGDGLGVPTVTATRILKGQKNGKLGPETPLAMDRFPYLALSKTYNVDRQVPDSAATATAYLCGVKANFQT
IGLSAAARFNQCNTTRGNEVISVMNRAKQAGKSVGVVTTTRVQHASPAGTYAHTVNRNWYSDADMPASARQEG
CODIATQLISNMDIDVILGGGRKYMFPMGTPDPEYPADASQNGIRLDGKNLVQEWLAKHQGAWYVWNRTELMQ
ASLDQSVTHLMGLFEPGDTKYETHRDPTLDPSLMEMTEAALRLLSRNPRGFYLFVEGGRIDHGHHEGVAYQAL
TEAVMFDDATERAGQLTSEEDTLTLVTADHSHVFSFGGYTLRGSSIFGLAPSKAQDSKAYTSILYGNGPGYVE
NSGVRPDVNESESGSPDYQQQAAVPLSSETHGGEDVAVFARGPQAHLVHGVQEQSFVAHVMAFAACLEPYTAC
DLAPPACTTDAAHPVAASLPLLAGTLLLLGASAAP</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="20">

<INSDSeq>

<INSDSeq length>227</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>REGION</INSDFeature key>

<INSDFeature location>1..227</INSDFeature location>

<INSDFeature quals>

<INSDQualifier id="g21">

<INSDQualifier name>note</INSDQualifier name>

<INSDQualifier value>Synthetic Construct</INSDQualifier value>
<NonEnglishQualifier value>Constructo
sintético</NonEnglishQualifier value>

</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..227</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="g22">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier value>

</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFEF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQV
YTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGN
VFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="21">

<INSDSeq>

<INSDSeq length>724</INSDSeq length>



<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..724</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gz4">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier value>

</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>
<INSDSeq_sequence>LVPEKEKDPKYWRDQAQETLKYALELQKLNTNVAKNVIMFLGDGMGVSTVTAARI
LKGOQLHHNPGEETRLEMDKFPEVALSKTYNTNAQVPDSAGTATAYLCGVKANMGTVGVSAATERSRCNTTQGN
EVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALSQGCKDIAYQLMHNIRDIDVI
MGGGRKYMYPKQKTDVEYESDEKARGTRLDGLDLVDTWKSFKPRYKHSHFIWNRTELLTLDPHNVDYLLGLFE
PGDMQYELNRNQVTDPSLSEMVVVAIQILRKNPKGFFLLVEGGRIDHGHHEGKAKQALHEAVEMDRATIGQAGS
LTSSEDTLTVVTADHSHVEFTFGGYTPRGNSIFGLAPMLSDTDKKPFTATILYGNGPGYKVVGGERENVSMVDYA
HNNYQAQSAVPLRHETHGGEDVAVEFSKGPMAHLLHGVHEQNYVPHVMAYAACIGANLGHCAPASSAGSLAAVE
CPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQENST
YRVVSVLTVLHODWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGE
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVEFSCSVMHEALHNHYTQKSLSLSL
GKDDDDDDDDDD</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="22">

<INSDSeg>

<INSDSeq length>721</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..721</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g25">
<INSDQualifieriname>organism</INSDQualifieriname>

<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier value>

</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>



<INSDSeq_sequence>LVPEKEKDPKYWRDQAQETLKYALELQKLNTNVAKNVIMFLGDGMGVSTVTAARI
LKGQLHHNPGEETRLEMDKFPEVALSKTYNTNAQVPDSAGTATAYLCGVKANMGTVGVSAATERSRCNTTQGN
EVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEATLSQGCKDIAYQLMHNIRDIDVI
MGGGRKYMYPKNKTDVEYESDEKARGTRLDGLDLVDTWKSFKPRYKHSHFIWNRTELLTLDPHNVDYLLGLFE
PGDMQYELNRNNVTDPSLSEMVVVAIQILRKNPKGFFLLVEGGRIDHGHHEGKAKQALHEAVEMDRATIGQAGS
LTSSEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMLSDTDKKPFTAILYGNGPGYKVVGGERENVSMVDYA
HNNYQAQSAVPLRHETHGGEDVAVEFSKGPMAHLLHGVHEQNYVPHVMAYAACIGANLGHCAPASSAGSLAAVE
CPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQENST
YRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFEF
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVMHEALHNHYTQKSLSLSL
GKDDDDDDD</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

</ST26SequencelListing>



