ST26Sequencelisting dtdVersion="V1l 3" fileName="PDL1 ADC Sequence List-
20240506.xml1" softwareName="WIPO

Sequence" softwareVersion="2.3.0" productionDate="2025-08-21">
<ApplicantFileReference>PDL]1 ADC</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>CN</IPOfficeCode>
<ApplicationNumberText>CN202310513959.4</ApplicationNumberText>
<FilingDate>2023-05-09</FilingDate>
</EarliestPriorityApplicationIdentification>

<ApplicantName languageCode="en">SHANGHAI HENLIUS BIOTECH,
INC.</ApplicantName>

<InventorName languageCode="en">Yonggiang Shan</InventorName>
<InventionTitle languageCode="en">ANTI-PDL1 ANTIBODY-DRUG CONJUGATE AND
USE</InventionTitle>
<SequenceTotalQuantity>16</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">

<INSDSeq>

<INSDSeq length>5</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..5</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="g3">

<INSDQualifier name>note</INSDQualifier name>

<INSDQualifier value>MAB20 HC CDR1</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g4">

<INSDQualifier name>organism</INSDQualifier name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>SYTMN</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="2">

<INSDSeq>

<INSDSeq length>17</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..17</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>protein</INSDQualifier value>
</INSDQualifier>



<INSDQualifier id="g6">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MAB20 HC CDR2</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="g7">

<INSDQualifier name>organism</INSDQualifier name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>SISSGSDYLYYADSVKG</INSDSeq sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="3">

<INSDSeq>

<INSDSeq length>14</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>
<INSDFeature location>1..14</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="g9">

<INSDQualifier name>note</INSDQualifier name>
<INSDQualifier value>MAB20 HC CDR3</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="gl0">

<INSDQualifier name>organism</INSDQualifier name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>NELRWYPQAGAFDR</INSDSeq sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="4">

<INSDSeq>

<INSDSeq length>13</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>
<INSDFeature location>1..13</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qgl2">



<INSDQualifier name>note</INSDQualifier name>
<INSDQualifier value>MAB20 LC CDR1</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="gl3">

<INSDQualifier name>organism</INSDQualifier name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>SGSSSYIESSYVG</INSDSeq sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="5">

<INSDSeq>

<INSDSeq length>7</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>
<INSDFeature location>1..7</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qgl4">

<INSDQualifier name>note</INSDQualifier name>
<INSDQualifier value>MAB20 LC CDR2</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qgl5">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>DDDMRPS</INSDSeq sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="6">

<INSDSeqg>

<INSDSeq length>10</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>
<INSDFeature location>1..10</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="gle6">

<INSDQualifier name>note</INSDQualifier name>



<INSDQualifier value>MAB20 LC CDR3</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qgl7">

<INSDQualifier name>organism</INSDQualifier name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>EIWRSGLGGV</INSDSeq sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="7">

<INSDSeq>

<INSDSeq length>123</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>
<INSDFeature location>1..123</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="gl9o">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MAB20 VH</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g20">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>EVQLVQSGGGLVKPGGSLRLSCAASGFTFSSYTMNWVRQAPGKGLEWVSSISSGS
DYLYYADSVKGRFTISRDNAKNSLYLQOMNSLRAEDTAVYYCARNELRWYPQAGAFDRWGQGTMVTVSS</INS
DSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="8">

<INSDSeq>

<INSDSeq length>112</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>
<INSDFeature location>1..112</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="gz22">



<INSDQualifier name>note</INSDQualifier name>

<INSDQualifier value>MAB20 VL</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="g23">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>
<INSDSeq_sequence>QSVVTQPPSMSAAPGORVTISCSGSSSYIESSYVGWYQQLPGTAPRLLIYDDDMR
PSGIPDRFSGSKSGTSATLAITGLQTGDEADYYCEIWRSGLGGVFGGGTKLTVLSQP</INSDSeq_sequen
ce>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="9">

<INSDSeq>

<INSDSeq length>453</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..453</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="g25">

<INSDQualifier name>note</INSDQualifier name>

<INSDQualifier value>MAB20 HC</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g26">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeqg_ sequence>EVQLVQSGGGLVKPGGSLRLSCAASGFTFSSYTMNWVRQAPGKGLEWVSSISSGS
DYLYYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARNELRWYPQAGAFDRWGQGTMVTVSSASTKG
PSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGT
QTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSH
EDPEVKEFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKG
QOPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="10">

<INSDSeq>

<INSDSeq length>214</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>



<INSDFeature location>1..214</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g28">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier value>MAB20 LC</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g29">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>QSVVTQPPSMSAAPGORVTISCSGSSSYIESSYVGWYQQLPGTAPRLLIYDDDMR
PSGIPDRFSGSKSGTSATLAITGLOTGDEADYYCEIWRSGLGGVEGGGTKLTVLSQPKAAPSVTLFPPSSEEL
QANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHKSYSCQVTHE
GSTVERTVALTEC</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="11">

<INSDSeq>

<INSDSeq length>220</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..220</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g30">

<INSDQualifier name>note</INSDQualifier name>

<INSDQualifier value>Human PDL1 ECD</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g31">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>FTVTVPKDLYVVEYGSNMTIECKFPVEKQLDLAALIVYWEMEDKNIIQFVHGEED
LKVQHSSYRQRARLLKDQLSLGNAALQITDVKLQDAGVYRCMISYGGADYKRITVKVNAPYNKINQRILVVDP
VTSEHELTCQAEGYPKAEVIWTSSDHQVLSGKTTTTNSKREEKLENVTSTLRINTTTNEIFYCTFRRLDPEEN
HTAELVIPELPLAHPPNER</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="12">

<INSDSeq>

<INSDSeq length>222</INSDSeq length>



<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..222</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g33">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier value>Monkey PDL1 ECD</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qg34">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>FTVTVPKDLYVVEYGSNMTIECKFPVEKQLDLTSLIVYWEMEDKNITIQFVHGEED
LKVQHSNYRQRAQLLKDQLSLGNAALRITDVKLODAGVYRCMISYGGADYKRITVKVNAPYNKINQRILVVDP
VTSEHELTCQAEGYPKAEVIWTSSDHQVLSGKTTTTNSKREEKLLNVTSTLRINTTANEIFYCIFRRLDPEEN
HTAELVIPELPLALPPNERTH</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="13">

<INSDSeg>

<INSDSeq length>221</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..221</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g36">

<INSDQualifieriname>note</INSDQualifieriname>

<INSDQualifier value>Rat PDL1 ECD</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="g37">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>FTITAPKDLYVVEYGSNVTMECRFPVEQKLDLLALVVYWEKEDKEVIQFVEGEED
LKPQHSSFRGRAFLPKDQLLKGNAVLQITDVKLQDAGVYCCMISYGGADYKRITLKVNAPYRKINQRISMDPA
TSEHELMCQAEGYPEAEVIWTNSDHOSLSGETTVTTSQTEEKLLNVTSVLRVNATANDVEFHCTEWRVHSGENH
TAELIIPELPVPRLPHNRTH</INSDSeq sequence>



</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="14">

<INSDSeq>

<INSDSeq length>221</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..221</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g39">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier value>Mice PDL1 ECD</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g40">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>FTITAPKDLYVVEYGSNVTMECRFPVERELDLLALVVYWEKEDEQVIQFVAGEED
LKPQHSNFRGRASLPKDQLLKGNAALQITDVKLODAGVYCCIISYGGADYKRITLKVNAPYRKINQRISVDPA
TSEHELICQAEGYPEAEVIWTNSDHQPVSGKRSVTTSRTEGMLLNVTSSLRVNATANDVEYCTFWRSQPGQNH
TAELIIPELPATHPPQNRTH</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="15">

<INSDSeg>

<INSDSeqg length>453</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..453</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="qg42">
<INSDQualifieriname>note</INSDQualifieriname>

<INSDQualifier value>HC of SGN-PDL1V antibody</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="g43">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>



</INSDSeq_ feature-table>

<INSDSeq sequence>QVQLVQSGAEVKKPGSSVKVSCKTSGDTFSTAATISWVROAPGOGLEWMGGIIPIF
GKAHYAQKFQGRVTITADESTSTAYMELSSLRSEDTAVYFCARKFHEVSGSPFGMDVWGQGTTVTVSSASTKG
PSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGT
QTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSH
EDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKG
QPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="16">

<INSDSeq>

<INSDSeq length>213</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..213</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="g45">

<INSDQualifier name>note</INSDQualifier name>

<INSDQualifier value>LC of SGN-PDL1V antibody</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="g46">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>synthetic construct</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>EIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQOKPGQAPRLLIYDASNRA
TGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQORSNWPTFGQGTKVEIKRTVAAPSVEFIFPPSDEQLKSGT
ASVVCLLNNEFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS
SPVTKSFNRGEC</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

</ST26Sequencelisting>



