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<ST26Sequencelisting originalFreeTextLanguageCode="en" nonEnglishFreeTextLanguageCode="es" dtdVersion="V1_3"
fileName="230175W001_SEQLISTING_St26.xml" softwareName="WIPO Sequence" softwareVersion="2.3.0" productionDate="2024-06-03">
<ApplicantFileReference>230175W001</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/512,422</ApplicationNumberText>
<FilingDate>2023-07-07</FilingDate>
</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="en">BASF Agricultural Solutions Seed US LLC</ApplicantName>
<InventorName languageCode="en">Julia DAUM</InventorName>
<InventionTitle languageCode="en">USE OF NOVEL GENES FOR THE CONTROL OF NEMATODE PESTS</InventionTitle>
<InventionTitle languageCode="es">USO DE GENES NOVEDOSOS PARA EL CONTROL DE PLAGAS DE NEMATODOS</InventionTitle>
<SequenceTotalQuantity>91</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">
<INSDSeq>
<INSDSeq_length>1288</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1288</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVNSTELYPSYRNVLAHPIRLDSFFDPFVSVFNELKDGWDDFGKTGYMNPLQQNFNIAWNAYKTGKVDFLALTKASLSFIGLIPGAGPVVPYINMFVNYIWPHLFGASGVDPYAEFFKMIMKAVE
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeq>
<INSDSeq_length>3864</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3864</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggtaaattcaactgaattataccctagttaccgtaatgtattagctcatccaattagattagattcttttttcgatccatttgtaagtgttttcaatgagttaaaggatggttgggacgattt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="3">
<INSDSeq>
<INSDSeq_length>1247</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q3">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MTQNHSFSDNTSSSTGVSTLESSLIPYNVYATDQFNSNKNWEDALKKLLEKFYSGDLTQDAIDIFLGDSGFDYLSLVNVIFSIAGSFIPYVGALVPIINLLFGSESKPDVFEQMRARIEALIHKE
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">
<INSDSeq>
<INSDSeq_length>3741</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3741</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgacacaaaatcattcattctctgataatacatcctcatcgacgggtgtatctactttagaatcatctttaattccttacaatgtgtacgcgacagatcagtttaactctaataaaaattggge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="5">
<INSDSeq>
<INSDSeq_length>693</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..693</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q5">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MTQNHSFSDNTSSSTGVSTLESSLIPYNVYATDQFNSNKNWEDALKKLLEKFYSGDLTQDAIDIFLGDSGFDYLSLVNVIFSIAGSFIPYVGALVPIINLLFGSESKPDVFEQMRARIEALIHKE
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="6">
<INSDSeq>
<INSDSeq_length>2082</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2082</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgacacaaaatcattcattctctgataatacatcctcatcgacgggtgtatctactttagaatcatctttaattccttacaatgtgtacgcgacagatcagtttaactctaataaaaattggge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="7">
<INSDSeq>
<INSDSeq_length>1239</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1239</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q7">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MNDMTNLSKLYSPVPYNVLATPNVLATNKQPLADTDALNKFYNDLQIGKVSAFTIDALWSLMTTGKYDWSSIAKFCWSLGTGVTPLLGIFSPIIDIIFPALFGGNKLSLFEQLKPQIEKLIIEKL
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="8">
<INSDSeq>
<INSDSeq_length>3720</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3720</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgaatgatatgacaaatttatctaaattatattcacctgtaccatacaatgtgttagcaactccaaatgtcttagcaacaaacaaacaaccactagcagatacagatgcattaaataaatttte
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="9">
<INSDSeq>
<INSDSeq_length>1223</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1223</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q9">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MDDMTNLSDVYSPVPSNVLAAPLILEETKKKTPAEQAKEDLEKALRTGKFSDATAQILNDVLINQKFSYQTAVTVSLSLASIVLPEIGFFAPFVGLFFSALNKSQNIPTTSDIFEAMKPAIQTMI
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="10">
<INSDSeq>
<INSDSeq_length>3669</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3669</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql10">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggatgacatgacaaatttatccgatgtatattcacccgtaccttccaatgtattagcagctccacttattcttgaagaaacaaagaaaaaaacaccggctgaacaagcaaaagaagatttage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="11">
<INSDSeq>
<INSDSeq_length>1792</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1792</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q11">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MRSDVMADSQFFLPAYYNVLADPPFISNTNVIESNLDAAAGPDCSDPNNALNMLCFAQDISTAWNKGKESGSYDLLEKTIGNSASWAFGGSSPSPGNYLDMAKISIGLTGHIIFLGLTTTAGLAF
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="12">
<INSDSeq>
<INSDSeq_length>5379</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5379</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q12">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgttgaggagtgatgttatggcagattcgcagttttttttgccagcatattataacgttttagcagatccteccgtttatttcaaatacaaatgtaatagaatctaacttagatgcagecagecege
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="13">
<INSDSeq>
<INSDSeq_length>1298</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..1298</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q13">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MIYISRRYFMVILNDIYKGPYNVLASPPLLETNSIDFSDLIPKIIKTVKDTAETGKVSEILNLKKFIDEGYGNDTNVMAAIFQTISTLIPLAYPPAAAVLPIIGAFVKLIFPTNSKSTFDVLKNL
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="14">
<INSDSeq>
<INSDSeq_length>3897</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3897</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q14">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgttgatttatatttcaaggaggtattttatggttattttaaatgatatttataaaggaccttataatgtattagcaagtccaccattattagaaacaaattcaatagatttttctgatctgat
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="15">
<INSDSeq>
<INSDSeq_length>1089</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1089</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q15">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MQPSSQNNPVPYSTSPAYTQTNLQFISDLDPTLNFFKKLKIGLINGQYVEVIMEIWESVKMHKINYLSFVDLSISLITISVPHVGITVPFLNLFFSEFTGNYSALPIPDIFTAIIYDTQNMFNQN
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="16">
<INSDSeq>
<INSDSeq_length>3267</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3267</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q16">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgcaaccttcatctcagaataatcctgttccatatagtacatcaccagcctacacccaaacaaatcttcaattcatatcagacttagatcctactttaaacttctttaagaagcttaaaatagg
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="17">
<INSDSeq>
<INSDSeq_length>907</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..907</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q17">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MEKELLNLKNKYLKPVALGLLASNVLAFGGHTVAFAETNKAVSKEQTQKADALKKVKTPLVSFAATDGTSELSELQKIMNEVIKEDNGITDMFLQRTKEKAEQKGIEFDYLEFIKGVLNEGIMFT
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="18">
<INSDSeq>
<INSDSeq_length>2721</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2721</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q18">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggaaaaggagctgttaaatttgaaaaataaatatctgaaaccagttgcattaggattgttagcaagtaacgttcttgegtttggtggtcacacagtagecatttgectgagacaaataaagcagt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="19">
<INSDSeq>
<INSDSeq_length>1316</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1316</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q19">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MANLNEIYPSFYNVLAYPPANFDNDPSSWEVYKKNQKELNDKWNDYDSNFLPDPVMDTINSLVNIYKDTPGSYVQFAQMAIRDAFLVLPGGQTAAWAINKVLGLIFPSHEKSLFDQIMEAVKEM\
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="20">
<INSDSeq>
<INSDSeq_length>3951</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3951</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgttggcaaatttaaatgaaatttatccaagcttttacaatgttttagcctatccacctgcaaattttgataacgatcctagttcatgggaagtgtataagaagaatcagaaagaactaaatge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="21">
<INSDSeq>
<INSDSeq_length>1295</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1295</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q21">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MIFKNSNNNFLFYCSRRYFMVILNDIYKGPYNVLANPPIILDTENPQNPWDSYVNWRQELNDSWAEYDEDFLPTPVMKIIDDIANAYEGKPGSYLSLAQDGIRFAFLFLPGGQSAAFAINKILGL
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="22">
<INSDSeq>
<INSDSeq_length>3888</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3888</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q22">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgttgattttcaaaaattcaaacaataattttttgttttattgttcaaggaggtattttatggtcattttaaatgatatttataaaggaccttataatgtattagcaaatccacctataatttt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="23">
<INSDSeq>
<INSDSeq_length>1301</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1301</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg23">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MDNMTNLSDLYSAVPYNIMVTPPLKESSWDDFTEFIKELKGGWEEFEKTGYSKPYLNTLDVAINLYKSGTLDYTALAKSFLSIGSALGEFIPGGAVVVPILSGLVDLIFPHLFGSKSSNSQTEFF
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="24">
<INSDSeq>
<INSDSeq_length>3903</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3903</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggataatatgacaaatttatctgatttatattcagctgttccttataacattatggtaactccaccattaaaagaatcctcttgggatgattttacggaattcataaaagaactaaaaggtge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="25">
<INSDSeq>
<INSDSeq_length>1333</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1333</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg25">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MAQLNEIYPSYYNVLAYPPLILDDKSLYDQYTEWKKKIDKTWKQYDKDFLPKPLMDLGKSLAEAYKGDPDGYLHIANTAIRIAFLLIPGGQTAAFGVNLVLNKAIGIFYPPQNKSLFDQIKDAVS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="26">
<INSDSeq>
<INSDSeq_length>4002</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..4002</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgttggcacaattaaatgaaatttatccaagttattacaatgttttagcatatccccctctaattctcgacgataagagecctatatgatcagtatacagagtggaagaaaaaaattgataagac
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="27">
<INSDSeq>
<INSDSeq_length>1165</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1165</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q27">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSEYELIDVSPKPYNVLMQRPDEAGGIDWDAEISKMIKTYYQKGTFAADFATIILPLILAHNVQWNVVLKSVLSFASALPGIGTAVSILSPFLQLLFPTDPAAHDKQLMKLILDQTKILIDQAVS
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="28">
<INSDSeq>
<INSDSeq_length>3495</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3495</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgtctgaatatgaattaatagacgtatcacccaagccttataatgttttaatgcagcgccccgatgaggctggaggcatagattgggacgectgaaatttctaaaatgattaaaacgtattatce
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="29">
<INSDSeq>
<INSDSeq_length>1243</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1243</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q29">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MEQHALVPQNMTSNTGLIPYNVYATAPSNFASFTDVFNDLKEAYDEFSKTGAIDVLKQHLNVAWNTYKTNSVDYLALIKATISLLGFTPAGPAVPFINMFVDMVFPMLFGGSGADKNTIFFEMIV
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="30">
<INSDSeq>
<INSDSeq_length>3729</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3729</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggaacaacatgcactggtaccacagaatatgacaagcaacacggggctcattccttataatgtatatgcaacagecgeccatctaactttgettcatttacagatgtttttaatgatttaaaage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="31">
<INSDSeq>
<INSDSeq_length>1277</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1277</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q31">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MRRSCMEQNNVLSEEGAQSMSVSSVESPLIPYNVYATAPSPLPSNLASFNDIFNDLKGAYDEFSKTGAIDVLKQHLNVAWGAYKNSAVDYLALIKATISLLGFTPAGPAVPFINMFVDMIFPVLF
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="32">
<INSDSeq>
<INSDSeq_length>3834</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3834</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q32">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgttgaggaggagttgcatggaacaaaataatgtattatcggaagagggggcgcaatctatgagtgtgtcttctgtagagtcacctttgattccttataatgtatatgegacagecaccgtcacc
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="33">
<INSDSeq>
<INSDSeq_length>1329</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1329</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg33">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MEITSEIYPIAYNVLANPPTLDTEDQQNPWDAYVNWRKQLNDTWLTYDQNFLPDPVMATIINDMANAYAGKPGSYVALAQEGIRIAFLFLPGGQTAAFAINKVIGLFFPTHQPSLFDQIKDLVEQV
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="34">
<INSDSeq>
<INSDSeq_length>3987</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3987</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q34">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggaaataacttctgaaatttatcctattgcgtataatgttttagcaaatccacctactttagatacggaagatcaacaaaatccttgggatgcttatgtaaattggagaaagcaactaaatge
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="35">
<INSDSeq>
<INSDSeq_length>1324</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1324</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q35">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MKGEISMTTLSYYNVLAYPPLILDEKSPYDQYKEWQKKINETWKEYDEDFLPKPVMDLGKNLAEVFKGDPQAYLHLANTAIRLAFLIIPGGQTAAWGVNLVLNKVVGIFFPPQNKSLFDQIKDAV
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="36">
<INSDSeq>
<INSDSeq_length>3972</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3972</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgaaaggagaaatatcaatgactaccttaagttattacaatgttttagcatatccccctctaattctcgacgaaaagagcccatacgatcaatataaagagtggcagaaaaaaataaatgagac
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="37">
<INSDSeq>
<INSDSeq_length>1333</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1333</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q37">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MIKLETLNNDYPSYYNVLAYPPAILDEQSPYDQYTEWKEKIEKTWKEYDEDFLPEPVMDLCKNIAETYKGDPDGYLHLANTAIRLAFLFLPIPGGQTAAWALNLTLNKIVGIFFPPQHKSLFEQI
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="38">
<INSDSeq>
<INSDSeq_length>4002</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..4002</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggtgataaaattggaaacattaaataatgattaccctagttattacaatgttttagcatatccacctgccattctcgacgaacagagcccatatgatcaatatacagaatggaaagaaaaaat
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="39">
<INSDSeq>
<INSDSeq_length>1287</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..1287</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q39">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MMANSSNFYPSYYNVLANPARLSSVFDPFKETFNDLKSGWEDFGKTGLMDPLKKHMDLAWNTSKSGSVDFTALAKAFLSLVNLFPPAQAVVPFVSMFIDFIFPKLFGGASGKDANQAFFDLIMKC
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="40">
<INSDSeq>
<INSDSeq_length>3861</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3861</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgatggctaattcatcaaatttttatccgagctattataatgttttagccaatccagctagattaagttcagtttttgatccgtttaaggagactttcaacgatctaaaaagtggttgggaage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="41">
<INSDSeq>
<INSDSeq_length>1270</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1270</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q41">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MNDMTNLSYLHSAVPYNVMVTPPLKEYSWDDFTEFIEELKGGWEEFEKTGYSKPYLNTLDVAINLYKSGTLDYTALAKSFLSIGSALGEFIPGEAVVVPILSGLVDLIFPHLFGSKSSNSQTEFF
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="42">
<INSDSeq>
<INSDSeq_length>3810</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3810</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgaatgatatgacaaatttatcttatttacattcagctgttccttataacgttatggtaactccaccattaaaagaatactcttgggatgattttacggaattcatagaagaactaaaaggtge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="43">
<INSDSeq>
<INSDSeq_length>1318</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1318</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg43">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MENIPSIYPIAYNVLADPPYISNLDDDNSTKCTEDDITSWLCWATNIGKAWQINQKYGVDQLLFAAIGEGFNAINGSPDYLKIVKSLIGLGGNIAAIAFPGVGTAANFVLVPLIKLLTGVFWPKF
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="44">
<INSDSeq>
<INSDSeq_length>3954</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3954</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggaaaatatcccctcaatttatccaattgcttataatgttttagcagatccaccttatattagcaatttagatgacgacaattcaacaaaatgcacagaagatgatataactagetggettte
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="45">
<INSDSeq>
<INSDSeq_length>801</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..801</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg45">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MKSKKYMKPLAVGLLATNIIGFGSQTVAFAATDKAPAKEQAQKKDALKKAKGSMTSFAANDGTDELSDLQRIAAEVIEENKGIVPDDFSTKVKEKAESQGIEFNSLEFVKGMVDEGIKGIAEITE
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="46">
<INSDSeq>
<INSDSeq_length>2406</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2406</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgaagagcaaaaagtatatgaagccactcgcagtaggcctactcgcaactaacattattgggtttggtagccagacagttgegtttgetgegacggataaagcacctgecaaaagaacaagcace
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="47">
<INSDSeq>
<INSDSeq_length>1291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q47">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVQREIQIILRRFFMEQNHVLPEEGAQSTGVSIIDTPLIPYNVYATAPSPLPSNLATFTDVFNDLKGAYDEFAKTGSMDVLKQHLNIAWGAYKNNSVDYLALVKATVSLLGFIPQAAPAVPIINV
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="48">
<INSDSeq>
<INSDSeq_length>3876</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3876</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q48">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgttggtacagagggaaattcaaatcatattgaggaggttttttatggaacaaaatcatgtattacctgaagagggggecgcaatctacgggtgtgtctatcatagatacacctttgatcectte
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="49">
<INSDSeq>
<INSDSeq_length>1292</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1292</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q49">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVHITKEPHTFGTEEIQIILRRFFMEQNHVLPEERAQSTGVSIIDTPLIPYNVYATAPSPLPSNLATFTDVFNDLKGAYDEFAKTGSMDVLKQHLNIAWGAYKNNSVDYLALVKATVSLLGFIPC
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="50">
<INSDSeq>
<INSDSeq_length>3879</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3879</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg50">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggtggttcatattaccaaagaaccgcatacatttggtacagaggaaattcaaatcatattgaggaggtttttcatggaacaaaatcatgtattacctgaagagagggecgcaatctacgggtgt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="51">
<INSDSeq>
<INSDSeq_length>1167</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1167</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q51">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MTNPTILYPSYHNVLAHPIRLDSFFDPFVETFKDLKGAWEEFGKTGYMDPLKQHLQIAWDTSQNGTVDYLALTKASISLIGLIPGADAVVPFINMFVDFIFPKLFGRGSQQNAQAQFFELIIEK\V
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="52">
<INSDSeq>
<INSDSeq_length>3504</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..3504</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg52">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgaccaatccgacgatcctgtatccgtcttaccataacgtgetggegecacccgattcgectggacagetttttegatccgtttgttgaaaccttcaaagatctgaaaggcgecatgggaagaatt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="53">
<INSDSeq>
<INSDSeq_length>1167</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1167</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg53">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MTNPTILYPSYHNVLAHPIRLDSFFDPFVETFKDLKGAWEEFGKTGYMDPLKQHLQIAWDTSQNGTVDYLALTKASISLIGLIPGADAVVPFINMFVDFIFPKLFGRGSQQNAQAQFFELIIEK\Y
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="54">
<INSDSeq>
<INSDSeq_length>3504</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3504</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>unassigned DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q54">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgacaaatccaactatactatatcctagttaccataatgtattagctcatccgattagattagattctttttttgatccatttgtagagacatttaaggatttaaaaggggcttgggaagaatt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="55">
<INSDSeq>
<INSDSeq_length>1167</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1167</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg55">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MTNPTILYPSYHNVLAHPIRLDSFFDPFVETFKDLKGAWEEFGKTGYMAPLKQHLQIAWDTSQNGTVDYLALTKASISLIGLIPGADAVVPFINMFVDFIFPKLFGRGSQQNAQAQFFELIIEK\Y
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="56">
<INSDSeq>
<INSDSeq_length>3501</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3501</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q56">
<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3501</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q57">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgacaaatccaacaatactttatccaagttatcataatgtgcttgcacaccctatcagactagactctttcttcgatccttttgttgagactttcaaggatctcaagggtgettgggaagagtt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="57">
<INSDSeq>
<INSDSeq_length>1286</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1286</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg58">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MADLTELYPSYHNVLARPIRLDSIFDPFIDIFNALKGGWEEFAKTGYKDPLEQHLKIAWNASQNGTIDYLALTKASISFIGLIPDADAVVPFINMFVDFIFPKLFGEGSQQNSQAQFFELIIEKV
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="58">
<INSDSeq>
<INSDSeq_length>3858</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3858</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg59">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3858</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q60">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggctgatttgacggaactttatcctagttaccacaatgttttggcaagaccgattagactcgactcaatttttgatccttttatagacatatttaatgcattgaagggaggatgggaagaatt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="59">
<INSDSeq>
<INSDSeq_length>1301</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1301</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q61">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MDNMTNLSDLYSAVPYNIMVTPPLKESSWDDFTEFIKELKGGWEEFEKTGYSKPYLNTLDVAINLYKSGTLDYTALAKSFLSIGSALGEFIPGGAVVVPILSGLVDLIFPHLFGSKSSNSQTEFF
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="60">
<INSDSeq>



<INSDSeq_length>3903</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3903</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q62">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3903</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggataatatgacaaatctctctgatttgtattcagcagtaccttataatattatggtaacaccacctttgaaggaaagttcttgggatgattttacagaatttattaaagagttaaagggage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="61">
<INSDSeq>
<INSDSeq_length>1289</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1289</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVILNDIYKGPYNVLASPPLLETNSIDFSDLIPKIIKTVKDTAETGKVSEILNLKKFIDEGYGNDTNVMAAIFQTISTLIPLAYPPAAAVLPIIGAFVKLIFPTNSKSTFDVLKNLIDEKIDKSI
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="62">
<INSDSeq>
<INSDSeq_length>3867</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3867</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q65">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3867</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q66">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggtgatccttaatgacatctataagggtccatacaatgtccttgcaagcccccctctattggaaaccaattcaatagacttttccgatttgatccctaaaatcattaaaactgtgaaggacac
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="63">
<INSDSeq>
<INSDSeq_length>1276</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1276</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q67">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus sp.</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVILNDIYKGPYNVLANPPIILDTENPQNPWDSYVNWRQELNDSWAEYDEDFLPTPVMKIIDDIANAYEGKPGSYLSLAQDGIRFAFLFLPGGQSAAFAINKILGLIFPTHQPSLFDQIKDLVE(C
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="64">
<INSDSeq>
<INSDSeq_length>3828</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3828</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3828</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggtgatattaaacgacatttataaaggaccatataatgtgcttgcaaatcctccaattattcttgacactgaaaaccctcaaaatccttgggattcgtacgtaaattggaggcaggaactcas
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="65">
<INSDSeq>
<INSDSeq_length>1275</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1275</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q70">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVILNDIYKRPYNVLANPPIIVEEGPTPGSFMDIFEDIKKAFEEFQKTGNLQTTALQQAWNAYQGGTIDYLALLKSSLSLVGLLIPGGEAAVPFIGMFLDFVFPKLFGASGSNSDNVFEIIIKEV
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="66">
<INSDSeq>
<INSDSeq_length>3825</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3825</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q71">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3825</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q72">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggtgattctcaatgatatttacaaacgaccctataatgtccttgcaaatcctccaatcatagtagaagaaggaccgactccagggtcattcatggatattttcgaagatataaagaaggettt



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="67">
<INSDSeq>
<INSDSeq_length>1234</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1234</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q73">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MADLSNIYPIPYNTVSSQYFYQNQLDVDPNGENNPLTKNEQLIEDFKKTLKEKPGNLLTAGADIFKDIYNAIDKQEVDYLSLTTSILGLVSIFVPEIGFVAPLLGLFYRAMGTGNTTSDPNMNDI
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="68">
<INSDSeq>
<INSDSeq_length>3702</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3702</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q74">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3702</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggctgacttgtccaacatttatcctatcccgtacaatacggtatctagccagtacttttatcagaatcagectcgatgtggacccaaatggagagaataacccacttactaagaacgagcaact
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="69">
<INSDSeq>
<INSDSeq_length>1263</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1263</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q76">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVVLNNIYKGPYNVLATPTFLDTQEGSFDDLITDLQSAWDNFNKTGAFSTEVLNQAYKMYENGGSFDYLALFKAGITVVGSVFPEIAPAVPFITMIANFIFPHLFGGTSDNKQTIINIIDDEVNF
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="70">
<INSDSeq>
<INSDSeq_length>3789</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3789</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q77">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3789</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q78">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggtcgttcttaacaacatttataaagggccttataacgtattggcaaccccgacttttttggatacacaggagggaagcttcgatgatttaataacagatcttcagtctgectgggataactt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="71">
<INSDSeq>
<INSDSeq_length>1219</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1219</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q79">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus cereus</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MKIIDDIANAYEGKPGSYLGLAQDGIRFAFLFLPGGQSAAFAINKILGLIFPTHQPSLFDQIKDLVEQMIDQKFEQQEINSNINRLNGLITQLGQFSNSIQQALGKPMDFPVTHLSSTTNKLFDC
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="72">
<INSDSeq>
<INSDSeq_length>3657</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3657</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3657</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgaagataatagatgatatagctaatgcatatgagggtaagccaggatcgtatttgggacttgcacaggacgggatccgttttgecattcttgttcctgectggtggacaatccgetgeattege
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="73">
<INSDSeq>
<INSDSeq_length>1229</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1229</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MGRIPKTGYSKPYLSAIDDALKIYKGGDVDYTALVKSFLSIGSTLGEFIPGGTVIVPILNGLVDLIFPHLFGSKEADNNTKFFNIIIAEVAKMIDKSIQDLVIELDANTINGIGEAAKLLQTEIC
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="74">
<INSDSeq>
<INSDSeq_length>3687</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3687</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q83">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3687</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q84">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgggtagaattcctaagactggctattcaaagccatatttgtcagcaatcgatgatgccctgaaaatttacaagggtggggatgtagattacactgectetggtcaagtecttectttcaategg
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="75">
<INSDSeq>
<INSDSeq_length>1167</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1167</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q85">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus cereus</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MTNPTILYPSYHNVLAHPIRLDSFFDPFVETFKDLKGAWEEFGKTGYMDPLKQHLQIAWDTSQNGTVDYLALTKASISLIGLIPGADAVVPFINMFVDFIFPKLFGRGSQQNAQTQFFELIIEKV
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="76">
<INSDSeq>
<INSDSeq_length>3501</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3501</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3501</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgacaaatcctacaattctgtacccatcatatcacaatgtactggcccatcctatccgtttggactcttttttcgaccctttcgtagaaacgtttaaagatttaaagggecgettgggaggaatt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="77">
<INSDSeq>
<INSDSeq_length>1289</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1289</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q88">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MTTLSDLYSPIPYNVMVTPPLKEGKYWDQFKALIKELKGGWNEFEKTGYSKPYLSAIDEALKIYKGGDVDYTALVKSFLSIGSTLGEFIPGGTIIVPIFNGLVDLIFPHLFGSKEADNNTKFFNV
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="78">
<INSDSeq>
<INSDSeq_length>3867</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3867</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q89">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3867</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q90">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgacgacactctctgatctttattctccaattccatataatgtgatggttactcctcctctcaaagaaggaaaatattgggatcagtttaaagcactgattaaggaacttaaagggggatggae
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="79">
<INSDSeq>
<INSDSeq_length>1298</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1298</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q91">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus sp.</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MTNLSDLYSAVPYNIMVTPPLKESSWDDFTEFIKELKGGWEEFEKTGYSKPYLNTLDVAINLYKSGTLDYTALAKSFLSIGSALGEFIPGGAVVVPILSGLVDLIFPHLFGSKSSNSQTEFFDAT
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="80">
<INSDSeq>
<INSDSeq_length>3894</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3894</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3894</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgacaaacttgtccgatctatattcggctgttccatataacattatggttacaccgecctcttaaagagagtagttgggatgattttacagagttcattaaagagttaaaagggggetgggaage
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="81">



<INSDSeq>
<INSDSeq_length>1292</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1292</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q94">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MDDMTTLSDLYSPIPYNVMVTPPLKEGKYWDQFKALIKELKGGWNEFEKTGYSKPYLSAIDEALKIYKGGDVDYTALVKSFLSIGSTLGEFIPGGTIIVPIFNGLVDLIFPHLFGSKEADNNTKF
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="82">
<INSDSeq>
<INSDSeq_length>3876</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3876</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q95">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3876</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q96">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggatgacatgactaccctgtcagatctttacagccccattccttacaacgtcatggtaacaccacccctaaaagagggaaagtattgggatcaatttaaagcactcataaaagagecttaagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="83">
<INSDSeq>
<INSDSeq_length>1243</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1243</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q97">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVILNDIYKRPYNVLANPPIIVEEGPTPGSFMDIFEDIKKAFEEFQKTGNLQTTALQQAWNAYQGGTIDYLALLKSSLSLVGLLIPGGEAAVPFIGMFLDFVFPKLFGASGSNSDNVFEIIIKEV
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="84">
<INSDSeq>
<INSDSeq_length>3729</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3729</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q98">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>



<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3729</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q99">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggttatattaaacgatatatacaagcgcccttacaatgtattggctaaccctcctattattgtcgaggaaggtcccactccgggatcttttatggacatatttgaagatattaaaaaageatt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="85">
<INSDSeq>
<INSDSeq_length>1146</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1146</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql100">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MVVLNNIYKGPYNVLATPTFLDTQEGSFDDLITDLQSAWDNFNKTGAFSTEVLNQAYKMYENGGSFDYLALFKAGITVVGSVFPEIAPAVPFITMIANFIFPHLFGGTSDNKQTIINIIDDEVNF
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="86">
<INSDSeq>
<INSDSeq_length>3438</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3438</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle1">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..3438</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q102">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggtcgttttgaacaatatatacaagggaccttacaacgtattagctacgcctacttttttagacacacaggaaggtagttttgatgaccttataactgatctccaaagcgecttgggacaattt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="87">
<INSDSeq>
<INSDSeq_length>705</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..705</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1@3">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_ value>Bacillus wiedmannii</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MTNLSNLYSAVPYNVMVTPPLKESSWDDFTEFIEELKGGWEEFEKTGYSKPYLNTLDVAINLYKSGTLDYTALAKSFLSIGSALGEFIPGGAVVVPILSGLVDLIFPHLFGSKSSNSQTEFFDAT
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="88">
<INSDSeq>
<INSDSeq_length>2115</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..2115</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q104">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..2115</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql1@5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgactaatttaagtaacctatattccgcagtgccatataacgtgatggttactcctccactcaaagagagttcgtgggacgattttactgaatttatagaggagcttaagggeggetgggagge
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="89">
<INSDSeq>
<INSDSeq_length>662</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..662</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql1@6">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bacillus thuringiensis</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MTNPTILYPSYHNVLAHPIRLDSFFDPFVETFKDLKGAWEEFGKTGYMDPLKQHLQIAWDTSQNGTVDYLALTKASISLIGLIPGADAVVPFINMFVDFIFPKLFGRGSQQNAQTQFFELIIEKV
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="90">
<INSDSeq>
<INSDSeq_length>1986</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1986</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@7">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..1986</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql1@8">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>codon optimised DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgaccaacccaacaatattatatccgtcttatcataacgtcttggectcatcccattaggetcgattectttetttgaccctttcgttgaaacgtttaaagatcttaagggggecatgggaagaatt
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="91">
<INSDSeq>
<INSDSeq_length>1299</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1299</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1@9">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..1299</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q110">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Consensus sequence Fig. 2</INSDQualifier_value>
<NonEnglishQualifier_value>Secuencia de consenso Fig. 2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MXNXTXLYPSYXNVLAHPIRLDSFFDPFVXXFXXLKXXWXXFGKTGYMXPLXQXXXIAWXXXXXGXVDXLALTKASXSXIGLIPGAXXVVPXINMFVXXIXPXLFGXXSXXXXXAXFFXXIXXX\
</INSDSeq>
</SequenceData>
</ST26SequencelListing>



