<?xml version="1.0" encoding="UTF-8"?>
<!DOCTYPE ST26SequencelListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26Sequencelisting V1_3.dtd">
<ST26SequencelListing originalFreeTextLanguageCode="en"
nonkEnglishFreeTextLanguageCode="es" dtdVersion="V1_3" fileName="CLEC5A.xml"
softwareName="WIPO Sequence" softwareVersion="2.3.0" productionDate="2024-06-14">
<ApplicantFileReference>LTZ therapeutics Inc</ApplicantFileReference>
<ApplicantName languageCode="es">LTZ therapeutics Inc</ApplicantName>
<ApplicantNameLatin>LTZ therapeutics Inc</ApplicantNameLatin>
<ApplicantNameLatin>LTZ therapeutics Inc</ApplicantNameLatin>
<InventionTitle languageCode="en">MULTISPECIFIC ANTIBODIES AND USES
THEREOF</InventionTitle>
<InventionTitle languageCode="es">ANTICUERPOS MULTIESPECIFICOS Y USOS DE
ESTOS</InventionTitle>
<SequenceTotalQuantity>247</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">
<INSDSeq>
<INSDSeq_length>165</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..165</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg2">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>MNWHMIISGLIVVVLKVVGMTLFLLYFPQIFNKSNDGFTTTRSYGTVCPKDWEFYQARCFFLSTSESSWN
ESRDFCKGKGSTLAIVNTPEKLKFLQDITDAEKYFIGLIYHREEKRWRWINNSVFNGNVTNQNQNFNCATIGLTKTFDAASCDISYRR
ICEKNAK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeq>
<INSDSeq_length>190</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..190</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg4">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MNWHMIISGLIVVVIKVVGMTFFLLYFPQVFGKSNDGFVPTESYGTTSVQNVSQIFGRNDESTMPTRSYG
TVCPRNWDFHQGKCFFFSFSESPWKDSMDYCATQGSTLAIVNTPEKLKYLQDIAGIENYFIGLVRQPGEKKWRWINNSVFNGNVTNQD
QNFDCVTIGLTKTYDAASCEVSYRWICEMNAK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="3">
<INSDSeqg>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg6">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GMYWIC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="4">
<INSDSeq>
<INSDSeq length>8</INSDSeq_ length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GFSFSGMY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="5">
<INSDSeqg>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgle">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>CIYTGSSTTGYASWAKG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="6">
<INSDSeq>
<INSDSeq _length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg12">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>YTGSST</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="7">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg14">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>PYGDSSHYRGLNL</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="8">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>



</INSDQualifier>
<INSDQualifier id="qgl16">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QASQRINNYLS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="9">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q18">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>GAATLAS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="10">
<INSDSeqg>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg20">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>QCTYGIPSSNYG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="11">
<INSDSeq>
<INSDSeq length>121</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g22">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>QSLEESGGDLVKPGASLTLTCTASGFSFSGMYWICWVRQAPGKGLEWIACTYTGSSTTGYASWAKGRFTI
SKTSSTTVTLQMTSLTAADTATHFCASPYGDSSHYRGLNLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="12">
<INSDSeqg>
<INSDSeq _length>110</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg24">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>AVVMTQTPASVEAAVGGTVTINCQASQRINNYLSWFQQKPGQPPKLLIYGAATLASGVPSRFKGSGSGTE
YTLTISDLEPADAATYYCQCTYGIPSSNYGFGGGTEVVVK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="13">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg26">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>RSSYMC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="14">
<INSDSeqg>
<INSDSeq length>8</INSDSeq_ length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg28">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>GFSFSRSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="15">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg30">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>CLSVGDGHTYYASWAKG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="16">
<INSDSeq>
<INSDSeq _length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg32">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>



<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>SVGDGH< /INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="17">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg34">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>APSYSGDGGHGYDL</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="18">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg36">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>QASESVDRNNRLA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="19">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g38">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>TTSTLAS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="20">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g4e0">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>AGYRGAHTDGDA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="21">
<INSDSeq>
<INSDSeq length>122</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g42">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>QSLEESGGDLVKPGASLTLTCTASGFSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFTI
SKTSSTSVTLQMTRLTAADTATYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="22">
<INSDSeq>
<INSDSeq length>112</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g44">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>AIVMTQTPSSKSVPVGDTVTINCQASESVDRNNRLAWFQQKPGQPPKLLIYTTSTLASGVPSRFKGSGSG
THFTLTISDVVPDDAATYYCAGYRGAHTDGDAFGGGTEVVVK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="23">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg46">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>SSYYMC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="24">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_ length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g48">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>GFSFSSSY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="25">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g50">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>CIYSSSGRTWYATWVNG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="26">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g52">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>YSSSGR</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="27">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg54">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>SYAGYGGYGYAYFNL</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="28">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g56">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QASEDIYSSLA</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>
<SequenceData sequenceIDNumber="29">
<INSDSeq>
<INSDSeq _length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g58">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>DASTLAS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="30">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g60">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QNYYDSTGSGYGAA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="31">



<INSDSeq>
<INSDSeq _length>125</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g62">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>QQQLEESGGGLVKPGGTLTLTCTASGFSFSSSYYMCWVRQAPGKGLELTACIYSSSGRTWYATWVNGRFT
ISRSTSLNTVDLKMTSLTAADTATYFCARSYAGYGGYGYAYFNLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="32">
<INSDSeq>
<INSDSeq length>112</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg64">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>DIVMTQTPASVEAGVGGTVTIKCQASEDIYSSLAWYQQKAGQRPKLLIYDASTLASGVPSRFKGSGSGTE
YTLTISGVQPDDAATYYCQNYYDSTGSGYGAAFGGGTEVVVK</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>
<SequenceData sequenceIDNumber="33">
<INSDSeq>
<INSDSeq _length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg66">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>SNKYMC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="34">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g68">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GFSFTSNK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="35">



<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg70">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>CIYVGDGNTYYASWAKG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="36">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg72">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>YVGDGN</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="37">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q74">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GGDYSIGGGGFASNL</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="38">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q76">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QASESISNFLA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="39">
<INSDSeq>
<INSDSeq _length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>RASTLAS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="40">
<INSDSeqg>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg80">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QSYYGTSSTGHNV</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="41">
<INSDSeqg>
<INSDSeq length>123</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg82">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>QSLEESGGDLVKPGASLTLTCTASGFSFTSNKYMCWVRQAPGKGPEWIACTYVGDGNTYYASWAKGRFTI
SKTSSTTVTLQMTSLTVADTATYFCARGGDYSIGGGGFASNLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="42">
<INSDSeqg>
<INSDSeq length>111</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q84">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>AFELTQTPSSVEAAVGGTVTINCQASESISNFLAWYRQKPGQPPKLLIYRASTLASGVSSRFKGSGSGTE
FTLTISDLEPADGASYYCQSYYGTSSTGHNVFGGGTEVVVK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="43">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>SGYDMC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="44">
<INSDSeqg>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q88">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GFSFSSGY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="45">
<INSDSeqg>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg90">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>CIYGGRSDNVYYARWAKG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="46">
<INSDSeqg>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg92">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>YGGRSDN</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="47">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..17</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q94">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>DYLYRGYIGGGYGRSNL</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="48">
<INSDSeqg>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg96">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>RASEDIENCLA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="49">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q98">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QASKLPS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="50">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qle0">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QNPDYMRNTDNL</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="51">
<INSDSeq>
<INSDSeq _length>127</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..127</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>



</INSDQualifier>
<INSDQualifier id="qg1@2">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>QQQLEESGGGLVKPGGTLTLTCKASGFSFSSGYDMCWVRQAPGKGLEWIACIYGGRSDNVYYARWAKGRF
TISKTSSTTVTLQMTSLTAADTATYFCARDYLYRGYIGGGYGRSNLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="52">
<INSDSeq>
<INSDSeq length>110</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q1e4">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>DVVMTQTPASVSAAVGGTVTINCRASEDIENCLAWYQQKPGQPPKLLIYQASKLPSGVPSRFSGSGSGTE
YTLTISDLEPDDGATYYCQNPDYMRNTDNLFGGGTEVVVK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="53">
<INSDSeq>
<INSDSeq _length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qle6">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>NYYYMC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="54">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q1e8">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GFDLNNYY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="55">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>



</INSDQualifier>
<INSDQualifier id="q11e">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>CTHAGSSSSSYYARWAKG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="56">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg112">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>HAGSSSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="57">
<INSDSeqg>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q114">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>HDRDYDDMDL</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="58">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q116">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QASQSIEYGYLS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="59">
<INSDSeq>
<INSDSeq length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q118">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>



<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>YASKLAS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="60">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q120">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>LYGYFDDYSGAA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="61">
<INSDSeq>
<INSDSeq length>119</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q122">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>QSLEESGGGLVQPEGSLTLTCTASGFDLNNYYYMCWVRQAPGKGLEWIACTHAGSSSSSYYARWAKGRFT
ISKTSSTTVTLQMTSLTAADTATYFCARHDRDYDDMDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="62">
<INSDSeq>
<INSDSeq length>111</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q124">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>NIVMTQTTSPVSAVVGGTITINCQASQSIEYGYLSWYQQKPGQPPKLLIFYASKLASGVPSRFSGSGSGT
QFTLTISGVQPDDAATYFCLYGYFDDYSGAAFGGGTEVVVK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="63">
<INSDSeq>
<INSDSeq _length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q126">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>



<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>SSYWLC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="64">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q128">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GFSFSSSY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="65">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q130">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>CIYGGSSRGTYYASWAKG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="66">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q132">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>YGGSSRG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="67">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q134">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>HTYTYPRFSPYFNL</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="68">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q136">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QASEDIESSLA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="69">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q138">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>DASDLES</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="70">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qi4e">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QSAYYTGSADNT</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="71">
<INSDSeq>
<INSDSeq length>123</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q142">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>QSLEESGGDLVKPGGTLTLTCTASGFSFSSSYWLCWVRQAPGKGLEWIACIYGGSSRGTYYASWAKGRFT



ISKTSSTTVTLQMTSLTAADTATYFCASHTYTYPRFSPYFNLWGPGTLVSVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="72">
<INSDSeq>
<INSDSeq _length>110</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q144">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>AFEMTQTPASVSPAVGGTVSINCQASEDIESSLAWYQQKPGQPPKLLIYDASDLESGVPSRFKGSGSGTE
YTLTISGVQPADAATYFCQSAYYTGSADNTFGGGTEVVVK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="73">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q146">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>SYYYMC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="74">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_ length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q148">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GFTLSSYY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="75">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg150">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>CIYAGSSGTTVYASWAKG</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>
<SequenceData sequenceIDNumber="76">
<INSDSeq>
<INSDSeq _length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg152">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>YAGSSGT</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="77">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q154">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>KLGDVGYGHTTYFNL</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="78">



<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q156">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QASQNIYSTLA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="79">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q158">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>DASDLAS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="80">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q160">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QTYYDSGSDDLNA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="81">
<INSDSeq>
<INSDSeq length>124</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q162">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>QSLEESGGGLVKPEGSLTLTCKASGFTLSSYYYMCWVRQAPGKGLEWIACIYAGSSGTTVYASWAKGRFT
ISKTSSTTVTLQMTSLTAADTATYLCARKLGDVGYGHTTYFNLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="82">
<INSDSeq>
<INSDSeq length>111</INSDSeq length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q164">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>ALVMTQTPSSVSAAVGGTVTIKCQASQNIYSTLAWYQQKPGQPPKLLMFDASDLASGVPSRFKGSGSGTE
YTLTISDLEPADAATYFCQTYYDSGSDDLNAFGGGTEVVVK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="83">
<INSDSeq>
<INSDSeq length>123</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q166">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>EQQLLESGGGLVQPGGSLRLSCAASGFSFSGMYWICWVRQAPGKGLEWIACIYTGSSTTGYASWAKGRFT
ISKDSSKNTVYLQMNSLRAEDTAVYFCASPYGDSSHYRGLNLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="84">



<INSDSeq>
<INSDSeq _length>110</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q168">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>DVQMTQSPSSLSASVGDRVTITCQASQRINNYLSWFQQKPGKPPKLLIYGAATLASGVPSRFSGSGSGTD
YTLTISSLQPEDVATYYCQCTYGIPSSNYGFGGGTKVEIK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="85">
<INSDSeq>
<INSDSeq length>124</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q17e0">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>EQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKCLEWIGCLSVGDGHTYYASWAKGRFT
ISKDSAKNSVYLQMNSLRAEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>
<SequenceData sequenceIDNumber="86">
<INSDSeq>
<INSDSeq length>112</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q172">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKPGKPPKLLIYTTSTLASGVPSRFSGSGSG
TDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGCGTKVEIK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="87">
<INSDSeq>
<INSDSeq length>125</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q174">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>EQQLVESGGGLVQPGGSLRLSCSASGFSFSSSYYMCWVRQAPGKGLELIACIYSSSGRTWYATWVNGRFT



ISRDTSKNTVYLQMNSLRAEDTAVYFCARSYAGYGGYGYAYFNLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="88">
<INSDSeq>
<INSDSeq length>112</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q176">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>EIVMTQSPATLSVSPGERATLSCQASEDIYSSLAWYQQKPGQRPRLLIYDASTLASGVPARFSGSGSGTE
YTLTISSLQSEDFAVYYCQNYYDSTGSGYGAAFGGGTKVEIK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="89">
<INSDSeq>
<INSDSeq length>128</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q178">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>EQQLVESGGGVVQPGRSLRLSCAASGFSFSSGYDMCWVRQAPGKGLEWIACIYGGRSDNVYYARWAKGRF
TISKDSSTNTVFLQMNSLRAEDTAVYFCARDYLYRGYIGGGYGRSNLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="90">
<INSDSeq>
<INSDSeq _length>110</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q180">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>DVQMTQSPSSVSASVGDRVTITCRASEDIENCLAWYQQKPGKPPKLLIYQASKLPSGVPSRFSGSGSGTD
YTLTISSLQPEDFATYYCQNPDYMRNTDNLFGGGTKVEIK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="91">
<INSDSeq>
<INSDSeq length>125</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q182">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EQQLLESGGGLVQPGGSLRLSCAASGFSFSSSYWLCWVRQAPGKGLEWIACIYGGSSRGTYYASWAKGRF
TISKDSSKNTVYLQMNSLRAEDTAVYFCASHTYTYPRFSPYFNLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="92">
<INSDSeq>
<INSDSeq length>110</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q184">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>EFVMTQSPATLSVSPGERATLSCQASEDIESSLAWYQQKPGQPPRLLIYDASDLESGVPARFSGSGSGTE
YTLTISSLQSEDFAVYFCQSAYYTGSADNTFGGGTKVEIK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="93">
<INSDSeq>
<INSDSeq length>121</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q186">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>QIQLVQSGPELKKPGETVKISCKASGYTFTIYAMNWVKQAPGKGLEWMGWINTDTGEPTYADDFKGRFAF
SLETSASTAYLQINNLKNEDMATYFCARSSEVFYDYRFDYWGQGTALTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="94">
<INSDSeq>
<INSDSeq length>108</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..108</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q188">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASLGERVSLTCRASQDIGSSLNWLQQEPDGTIKRLIYATSNLDSGVPKRFSGSRSGSD
YSLTISSLESEDFVHYYCLQYASSPFTFGSGTKLEIKR</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="95">
<INSDSeq>
<INSDSeq length>330</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..330</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q190">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>



<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVT
VPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRDELTKNQV
SLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</IN
SDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="96">
<INSDSeq>
<INSDSeq_length>330</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..330</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q192">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVT
VPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQV
SLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</IN
SDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="97">
<INSDSeq>
<INSDSeq_length>330</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..330</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q194">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVT
VPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPLPEEKTISKAKGQPREPQVYTLPPSRDELTKNQV
SLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</IN
SDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="98">
<INSDSeqg>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q196">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSS
TLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_ sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="99">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q198">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGS</INSDSeq_ sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="100">
<INSDSeqg>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q200">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DTYIH</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="101">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg202">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFNIKDT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="102">
<INSDSeqg>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg204">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RIYPTNGYTRYADSVKG</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="103">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q206">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YPTNGY</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="104">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q208">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGGDGFYAMDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="105">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg210">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQDVNTAVA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="106">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg212">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SASFLYS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="107">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg214">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQHYTTPPT</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="108">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg216">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTI
SADTSKNTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="109">
<INSDSeqg>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q218">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTD
FTLTISSLQPEDFATYYCQQHYTTPPTFGQGTKVEIK</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="110">
<INSDSeq>
<INSDSeq_length>450</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..450</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg220">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTI
SADTSKNTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVT
VSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLF
PPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAP
TEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQ
GNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="111">
<INSDSeq>
<INSDSeq_length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg222">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QSLEESGGDLVKPGASLTLTCTASGFSFSGMYWICWVRQAPGKGLEWIACIYTGSSTTGYASWAKGRFTI
SKTSSTTVTLQMTSLTAADTATHFCASPYGDSSHYRGLNLWGPGTLVTVSSRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREA
KVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECDKTHTCPPCPAPEAAGGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNK
ALGAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="112">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg224">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTD
FTLTISSLQPEDFATYYCQQHYTTPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>

</INSDSeqg>



</SequenceData>
<SequenceData sequenceIDNumber="113">
<INSDSeq>
<INSDSeq length>215</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..215</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q226">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>AVVMTQTPASVEAAVGGTVTINCQASQRINNYLSWFQQKPGQPPKLLIYGAATLASGVPSRFKGSGSGTE
YTLTISDLEPADAATYYCQCTYGIPSSNYGFGGGTEVVVKSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="114">
<INSDSeqg>
<INSDSeq_length>450</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..450</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q228">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTI
SADTSKNTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVT
VSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLF
PPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAP
TEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQ
GNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="115">
<INSDSeqg>
<INSDSeq_length>456</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..456</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg230">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QSLEESGGDLVKPGASLTLTCTASGFSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFTI
SKTSSTSVTLQMTRLTAADTATYFCARAPSYSGDGGHGYDLWGPGTLVTVSSRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPRE
AKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECDKTHTCPPCPAPEAAGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSN
KALGAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="116">
<INSDSeqg>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="qg232">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTD
FTLTISSLQPEDFATYYCQQHYTTPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="117">
<INSDSeq>
<INSDSeq length>217</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg234">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>AIVMTQTPSSKSVPVGDTVTINCQASESVDRNNRLAWFQQKPGQPPKLLIYTTSTLASGVPSRFKGSGSG
THFTLTISDVVPDDAATYYCAGYRGAHTDGDAFGGGTEVVVKSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSG
ALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="118">
<INSDSeq>
<INSDSeq_length>450</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..450</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg236">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTI
SADTSKNTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVT
VSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLF
PPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAP
TEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ
GNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="119">
<INSDSeqg>
<INSDSeq_length>480</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..480</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q238">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTD
FTLTISSLQPEDFATYYCQQHYTTPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSGGGGSGGGGSAVVMTQTPASVEAAVGG
TVTINCQASQRINNYLSWFQQKPGQPPKLLIYGAATLASGVPSRFKGSGSGTEYTLTISDLEPADAATYYCQCTYGIPSSNYGFGGGT
EVVVKGGGGSGGGGSGGGGSGGGGSQSLEESGGDLVKPGASLTLTCTASGFSFSGMYWICWVRQAPGKGLEWIACIYTGSSTTGYASW
AKGRFTISKTSSTTVTLQMTSLTAADTATHFCASPYGDSSHYRGLNLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="120">
<INSDSeq>
<INSDSeq_length>450</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..450</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg240">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTI
SADTSKNTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVT
VSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLF
PPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAP
TEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ
GNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="121">
<INSDSeqg>
<INSDSeq_length>483</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..483</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg242">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTD
FTLTISSLQPEDFATYYCQQHYTTPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSGGGGSGGGGSAIVMTQTPSSKSVPVGD
TVTINCQASESVDRNNRLAWFQQKPGQPPKLLIYTTSTLASGVPSRFKGSGSGTHFTLTISDVVPDDAATYYCAGYRGAHTDGDAFGG
GTEVVVKGGGGSGGGGSGGGGSGGGGSQSLEESGGDLVKPGASLTLTCTASGFSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYA
SWAKGRFTISKTSSTSVTLQMTRLTAADTATYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="122">
<INSDSeqg>
<INSDSeq_length>450</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..450</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q244">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTI
SADTSKNTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVT
VSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFLF
PPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPLP
EEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ
GNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="123">
<INSDSeqg>
<INSDSeq_length>483</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..483</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q246">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTD
FTLTISSLQPEDFATYYCQQHYTTPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSGGGGSGGGGSAIVMTQTPSSKSVPVGD
TVTINCQASESVDRNNRLAWFQQKPGQPPKLLIYTTSTLASGVPSRFKGSGSGTHFTLTISDVVPDDAATYYCAGYRGAHTDGDAFGC
GTEVVVKGGGGSGGGGSGGGGSGGGGSQSLEESGGDLVKPGASLTLTCTASGFSFSRSSYMCWVRQAPGKCLEWIGCLSVGDGHTYYA
SWAKGRFTISKTSSTSVTLQMTRLTAADTATYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="124">
<INSDSeqg>
<INSDSeq_length>450</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..450</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q248">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTI
SADTSKNTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVT
VSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLF
PPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAP
TEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ
GNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="125">
<INSDSeqg>



<INSDSeq_length>214</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg250">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTD
FTLTISSLQPEDFATYYCQQHYTTPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="126">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg252">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>TYGMH</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="127">



<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg254">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GFTFSTY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="128">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg256">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>VIWDDGSYKYYGDSVKG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="129">
<INSDSeq>
<INSDSeq _length>6</INSDSeq_length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q258">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>WDDGSY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="130">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q260">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>DGITMVRGVMKDYFDY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="131">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg262">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>RASQDISSALV</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="132">
<INSDSeqg>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q264">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>DASSLES</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="133">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_ length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q266">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QQFNSYPLT</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="134">
<INSDSeqg>
<INSDSeq length>125</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q268">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKGLEWVAVIWDDGSYKYYGDSVKGRFTI
SRDNSKNTLYLQMNSLRAEDTAVYYCARDGITMVRGVMKDYFDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="135">
<INSDSeqg>
<INSDSeq _length>107</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg270">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>AIQLTQSPSSLSASVGDRVTITCRASQDISSALVWYQQKPGKAPKLLIYDASSLESGVPSRFSGSESGTD
FTLTISSLQPEDFATYYCQQFNSYPLTFGGGTKVEIK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="136">
<INSDSeqg>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg272">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>NYYIY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="137">
<INSDSeqg>
<INSDSeq _length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q274">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GYTFTNY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="138">
<INSDSeqg>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg276">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GINPTSGGSNFNEKFKT</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="139">
<INSDSeq>
<INSDSeq _length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q278">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>NPTSGG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="140">
<INSDSeqg>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q280">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>QGLWFDSDGRGFDF</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="141">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q282">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>RSSQNIVHSNGNTYLD</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="142">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q284">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>KVSNRFS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="143">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>



</INSDQualifier>
<INSDQualifier id="q286">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>FQYSHVPWT</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="144">
<INSDSeq>
<INSDSeq length>123</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q288">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>QVQLQQSGAEVKKPGSSVKVSCKASGYTFTNYYIYWVRQAPGQGLEWIGGINPTSGGSNFNEKFKTRVTI
TADESSTTAYMELSSLRSEDTAFYFCTRQGLWFDSDGRGFDFWGQGTTVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="145">
<INSDSeq>
<INSDSeq length>112</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>



</INSDQualifier>
<INSDQualifier id="qg290">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRSSQNIVHSNGNTYLDWYQQTPGKAPKLLIYKVSNRFSGVPSRFSGS
GSGTDFTFTISSLQPEDIATYYCFQYSHVPWTFGQGTKLEIK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="146">
<INSDSeq>
<INSDSeq_length>455</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg292">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKGLEWVAVIWDDGSYKYYGDSVKGRFTI
SRDNSKNTLYLQMNSLRAEDTAVYYCARDGITMVRGVMKDYFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNK
ALPLPEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="147">
<INSDSeqg>
<INSDSeq length>483</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..483</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q294">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>AIQLTQSPSSLSASVGDRVTITCRASQDISSALVWYQQKPGKAPKLLIYDASSLESGVPSRFSGSESGTD
FTLTISSLQPEDFATYYCQQFNSYPLTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSGGGGSGGGGSAIVMTQTPSSKSVPVGD
TVTINCQASESVDRNNRLAWFQQKPGQPPKLLIYTTSTLASGVPSRFKGSGSGTHFTLTISDVVPDDAATYYCAGYRGAHTDGDAFGC
GTEVVVKGGGGSGGGGSGGGGSGGGGSQSLEESGGDLVKPGASLTLTCTASGFSFSRSSYMCWVRQAPGKCLEWIGCLSVGDGHTYYA
SWAKGRFTISKTSSTSVTLQMTRLTAADTATYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="148">
<INSDSeq>
<INSDSeq length>453</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..453</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q296">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>QVQLQQSGAEVKKPGSSVKVSCKASGYTFTNYYIYWVRQAPGQGLEWIGGINPTSGGSNFNEKFKTRVTI
TADESSTTAYMELSSLRSEDTAFYFCTRQGLWFDSDGRGFDFWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSYV
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKAL
PLPEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR



WQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="149">
<INSDSeq>
<INSDSeq length>488</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..488</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q298">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRSSQNIVHSNGNTYLDWYQQTPGKAPKLLIYKVSNRFSGVPSRFSGS
GSGTDFTFTISSLQPEDIATYYCFQYSHVPWTFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSGGGGSGGGGSATVMTQTPSSKS
VPVGDTVTINCQASESVDRNNRLAWFQQKPGQPPKLLIYTTSTLASGVPSRFKGSGSGTHFTLTISDVVPDDAATYYCAGYRGAHTDG
DAFGCGTEVVVKGGGGSGGGGSGGGGSGGGGSQSLEESGGDLVKPGASLTLTCTASGFSFSRSSYMCWVRQAPGKCLEWIGCLSVGDG
HTYYASWAKGRFTISKTSSTSVTLQMTRLTAADTATYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="150">
<INSDSeq>
<INSDSeq _length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q300">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>NYLIE</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="151">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q302">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GYAFTNY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="152">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q304">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>VINPGSGGTNYNEKFKG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="153">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q306">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>NPGSGG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="154">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q308">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>DGPWFAY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="155">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg310">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>KASENVVTYVS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="156">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q312">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>
<INSDSeq_sequence>GASNRYT</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>
<SequenceData sequenceIDNumber="157">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q314">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>GQGYSYPYT</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="158">
<INSDSeq>
<INSDSeq length>116</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..116</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q316">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>QVQLQQSGAELVRPGTSVKVSCKASGYAFTNYLIEWVKQRPGQGLEWIGVINPGSGGTNYNEKFKGKATL
TADKSSSTAYMQLSSLTSDDSAVYFCARDGPWFAYWGQGTLVTVSA</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>
<SequenceData sequenceIDNumber="159">
<INSDSeq>
<INSDSeq _length>107</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q318">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>NIVMTQSPKSMSMSVGERVTLTCKASENVVTYVSWYQQKPEQSPKLLIYGASNRYTGVPDRFTGSGSATD
FTLTISSVQAEDLADYHCGQGYSYPYTFGGGTKLEIK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="160">
<INSDSeq>
<INSDSeq_length>446</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..446</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q320">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>QVQLQQSGAELVRPGTSVKVSCKASGYAFTNYLIEWVKQRPGQGLEWIGVINPGSGGTNYNEKFKGKATL



TADKSSSTAYMQLSSLTSDDSAVYFCARDGPWFAYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWN
SGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFLFPPKP
KDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPLPEEKT
ISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF
SCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="161">
<INSDSeq>
<INSDSeq length>483</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..483</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg322">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>NIVMTQSPKSMSMSVGERVTLTCKASENVVTYVSWYQQKPEQSPKLLIYGASNRYTGVPDRFTGSGSATD
FTLTISSVQAEDLADYHCGQGYSYPYTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSGGGGSGGGGSAIVMTQTPSSKSVPVGD
TVTINCQASESVDRNNRLAWFQQKPGQPPKLLIYTTSTLASGVPSRFKGSGSGTHFTLTISDVVPDDAATYYCAGYRGAHTDGDAFGC
GTEVVVKGGGGSGGGGSGGGGSGGGGSQSLEESGGDLVKPGASLTLTCTASGFSFSRSSYMCWVRQAPGKCLEWIGCLSVGDGHTYYA
SWAKGRFTISKTSSTSVTLQMTRLTAADTATYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="162">
<INSDSeqg>
<INSDSeq_length>446</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..446</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q324">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>QVQLQQSGAELVRPGTSVKVSCKASGYAFTNYLIEWVKQRPGQGLEWIGVINPGSGGTNYNEKFKGKATL
TADKSSSTAYMQLSSLTSDDSAVYFCARDGPWFAYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWN
SGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFLFPPKP
KDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPLPEEKT
ISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF
SCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="163">
<INSDSeqg>
<INSDSeq length>214</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q326">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>NIVMTQSPKSMSMSVGERVTLTCKASENVVTYVSWYQQKPEQSPKLLIYGASNRYTGVPDRFTGSGSATD
FTLTISSVQAEDLADYHCGQGYSYPYTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="164">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q328">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GYTMN</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="165">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg330">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GYSFTGY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="166">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg332">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LINPYNSDTNYAQKLQG</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="167">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg334">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NPYNSD</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="168">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q336">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VALRVALDY</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="169">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg339">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KASQNVATHVG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="170">
<INSDSeqg>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q341">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SASYRYS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="171">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q343">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQYNRYPYT</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="172">
<INSDSeqg>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q496">
<INSDQualifier_name>organism</INSDQualifier name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYSFTGYTMNWVRQAPGQGLEWMGLINPYNSDTNYAQKLQGRVTM
TTDTSTSTAYMELRSLRSDDTAVYYCARVALRVALDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="173">
<INSDSeqg>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q347">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCKASQNVATHVGWYQQKPGKAPKRLIYSASYRYSGVPSRFSGSGSGTE
FTLTISNLQPEDFATYYCQQYNRYPYTFGQGTKLEIK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="174">
<INSDSeqg>
<INSDSeq_length>448</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q349">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYSFTGYTMNWVRQAPGQGLEWMGLINPYNSDTNYAQKLQGRVTM
TTDTSTSTAYMELRSLRSDDTAVYYCARVALRVALDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFLFPP
KPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPLPEE
KTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="175">
<INSDSeq>
<INSDSeq_length>485</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..485</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg351">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCKASQNVATHVGWYQQKPGKAPKRLIYSASYRYSGVPSRFSGSGSGTE
FTLTISNLQPEDFATYYCQQYNRYPYTFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCQASESVDRNNRLAWFQQKPGKPPKLLIYTTSTLASGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGC
GTKVEIKGGGGSGGGGSGGGGSGGGGSEQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKCLEWIGCLSVGDGHTYY
ASWAKGRFTISKDSAKNSVYLQMNSLRAEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="176">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg353">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGSYFWG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="177">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg355">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSISSGSY</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="178">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q357">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SIYYSGITYYNPSLKS</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="179">
<INSDSeqg>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg359">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YYSGI</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="180">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg361">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HDGAVAGLFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="181">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q363">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGNNIGSKSVH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="182">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q365">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DDSDRPS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="183">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q367">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVWDSSSDHVV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="184">
<INSDSeqg>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q369">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QLQLQESGPGLVKPSETLSLTCTVSGGSISSGSYFWGWIRQPPGKGLEWIGSIYYSGITYYNPSLKSRVT
ISVDTSKNQFSLKLSSVTAADTAVYYCARHDGAVAGLFDYWGQGTLVTVSS</INSDSeq_ sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="185">
<INSDSeq>
<INSDSeq_length>111</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q371">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQPPSVSVAPGQTARITCGGNNIGSKSVHWYQQPPGQAPVVVVYDDSDRPSGIPERFSGSNSGNTA
TLTISRVEAGDEAVYYCQVWDSSSDHVVFGGGTKLTVLGQP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="186">
<INSDSeq>
<INSDSeq_length>451</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..451</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q373">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QLQLQESGPGLVKPSETLSLTCTVSGGSISSGSYFWGWIRQPPGKGLEWIGSIYYSGITYYNPSLKSRVT
ISVDTSKNQFSLKLSSVTAADTAVYYCARHDGAVAGLFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPL
PEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="187">
<INSDSeqg>
<INSDSeq_length>485</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..485</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q375">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>SYVLTQPPSVSVAPGQTARITCGGNNIGSKSVHWYQQPPGQAPVVVVYDDSDRPSGIPERFSGSNSGNTA
TLTISRVEAGDEAVYYCQVWDSSSDHVVFGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKGDSSPVK
AGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCQASESVDRNNRLAWFQQKPGKPPKLLIYTTSTLASGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGC
GTKVEIKGGGGSGGGGSGGGGSGGGGSEQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKCLEWIGCLSVGDGHTYY
ASWAKGRFTISKDSAKNSVYLQMNSLRAEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="188">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q377">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SFAMS</INSDSeq_ sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="189">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q379">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFNSF</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="190">
<INSDSeqg>



<INSDSeq_length>17</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q381">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AISGSGGGTYYADSVKG</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="191">
<INSDSeqg>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q383">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGSGGG</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="192">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q385">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DKILWFGEPVFDY</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="193">
<INSDSeqg>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q387">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQSVSSYLA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="194">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q389">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DASNRAT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="195">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q391">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQRSNWPPT</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="196">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q393">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAVSGFTFNSFAMSWVRQAPGKGLEWVSAISGSGGGTYYADSVKGRFTI
SRDNSKNTLYLQMNSLRAEDTAVYFCAKDKILWFGEPVFDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="197">
<INSDSeqg>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q395">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQKPGQAPRLLIYDASNRATGIPARFSGSGSGTD
FTLTISSLEPEDFAVYYCQQRSNWPPTFGQGTKVEIK</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="198">
<INSDSeq>
<INSDSeq_length>452</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..452</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q397">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAVSGFTFNSFAMSWVRQAPGKGLEWVSAISGSGGGTYYADSVKGRFTI
SRDNSKNTLYLQMNSLRAEDTAVYFCAKDKILWFGEPVFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEP
VTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVF
LFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALP
LPEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRW
QQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_ sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="199">
<INSDSeq>
<INSDSeq_length>485</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..485</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q399">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQKPGQAPRLLIYDASNRATGIPARFSGSGSGTD
FTLTISSLEPEDFAVYYCQQRSNWPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCQASESVDRNNRLAWFQQKPGKPPKLLIYTTSTLASGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGC



GTKVEIKGGGGSGGGGSGGGGSGGGGSEQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKCLEWIGCLSVGDGHTYY
ASWAKGRFTISKDSAKNSVYLQMNSLRAEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="200">
<INSDSeqg>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g401">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IDYWIS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="201">
<INSDSeqg>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg403">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTINIDY</INSDSeq_sequence>



</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="202">
<INSDSeqg>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg405">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IIDPGDGTTYFAIWVSG</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="203">
<INSDSeqg>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q407">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DPGDGT</INSDSeq sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="204">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg409">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EFSASAYQYDL</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="205">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g411">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASEDIENYLA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="206">
<INSDSeqg>



<INSDSeq_length>7</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg413">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASTLSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="207">
<INSDSeqg>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg415">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQGYRNSNVDNP</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="208">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg417">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSS</INSDSeq_ sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="209">
<INSDSeqg>
<INSDSeq_length>110</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg419">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIK</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="210">
<INSDSeqg>



<INSDSeq_length>451</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..451</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg421">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGA
PIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQ
QGNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="211">
<INSDSeqg>
<INSDSeq_length>454</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..454</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg423">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>EQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFT
ISKDSAKNSVYLQMNSLRAEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFP
EPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKA
LGAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS
RWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK< /INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="212">
<INSDSeqg>
<INSDSeq_length>217</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg425">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="213">
<INSDSeq>
<INSDSeq length>219</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..219</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q427">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>



<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKPGKPPKLLIYTTSTLASGVPSRFSGSGSG
TDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="214">
<INSDSeqg>
<INSDSeq_length>451</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..451</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg429">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGA
PIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQ
QGNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="215">
<INSDSeq>
<INSDSeq_length>483</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..483</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg431">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKPGKPPKLLIYTTSTLASGVPSRFSGSGSG
TDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGGGTKVEIKGGGGSGGGGSGGGGSGGGGSEQQLVESGGGLVKPGGSLRLSCAASG
FSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFTISKDSAKNSVYLQMNSLRAEDTAVYFCARAPSYSGDGGHGYDLW
GPGTLVTVSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="216">
<INSDSeqg>
<INSDSeq_length>217</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg433">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="217">
<INSDSeq>
<INSDSeq _length>691</INSDSeq length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..691</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg435">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDGGGGSGGGGSGGGGSEQQLVE
TGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFTISFDNSKNTVYLQMNSLRAEDTAV
YFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSG
LYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAPIEKTISKAKGQPREPQVCTLPPS
RDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRFTQKSLS
LSPGK</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="218">
<INSDSeqg>
<INSDSeq_length>483</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..483</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q437">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKPGKPPKLLIYTTSTLASGVPSRFSGSGSG
TDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGGGTKVEIKGGGGSGGGGSGGGGSGGGGSEQQLVESGGGLVKPGGSLRLSCAASG
FSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFTISKDSAKNSVYLQMNSLRAEDTAVYFCARAPSYSGDGGHGYDLW
GPGTLVTVSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHQDWLNGKEYKCKVSNKALGAPIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="219">
<INSDSeqg>
<INSDSeq_length>217</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg439">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="220">
<INSDSeqg>
<INSDSeq _length>451</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..451</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q441">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGA
PIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQ
QGNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="221">
<INSDSeqg>
<INSDSeq length>722</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..722</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q443">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGA
PIEKTISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKPGK
PPKLLIYTTSTLASGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGGGTKVEIKGGGGSGGGGSGGGGSGGGGS
EQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFTISKDSAKNSVYLQMNSLR
AEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="222">
<INSDSeqg>



<INSDSeq_length>217</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q445">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="223">
<INSDSeq>
<INSDSeq length>451</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..451</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q447">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFL



FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGA
PIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="224">
<INSDSeq>
<INSDSeq _length>488</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..488</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q449">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCQASESVDRNNRLAWFQQKPGKPPKLLIYTTSTLASGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCAGYRGAHTDGDA
FGGGTKVEIKGGGGSGGGGSGGGGSGGGGSEQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGH
TYYASWAKGRFTISKDSAKNSVYLQMNSLRAEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="225">
<INSDSeq>
<INSDSeq length>722</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..722</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg451">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>



<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGA
PIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKPGK
PPKLLIYTTSTLASGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGGGTKVEIKGGGGSGGGGSGGGGSGGGGS
EQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFTISKDSAKNSVYLQMNSLR
AEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="226">
<INSDSeq>
<INSDSeq_length>217</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg453">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="227">
<INSDSeqg>
<INSDSeq _length>451</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..451</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg455">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPL
PEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="228">
<INSDSeq>
<INSDSeq length>454</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..454</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q457">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>EQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFT
ISKDSAKNSVYLQMNSLRAEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFP
EPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKA
LPLPEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS



RWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="229">
<INSDSeq>
<INSDSeq _length>217</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg459">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="230">
<INSDSeqg>
<INSDSeq_length>219</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..219</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg461">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKPGKPPKLLIYTTSTLASGVPSRFSGSGSG
TDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNA
LQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="231">
<INSDSeq>
<INSDSeq length>451</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..451</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q463">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPL
PEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="232">
<INSDSeqg>
<INSDSeq length>483</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..483</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q465">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKPGKPPKLLIYTTSTLASGVPSRFSGSGSG
TDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGGGTKVEIKGGGGSGGGGSGGGGSGGGGSEQQLVESGGGLVKPGGSLRLSCAASG
FSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFTISKDSAKNSVYLQMNSLRAEDTAVYFCARAPSYSGDGGHGYDLW
GPGTLVTVSSDKTHTCPPCPAPELLAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHQDWLNGKEYKCKVSNKALPLPEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="233">
<INSDSeqg>
<INSDSeq _length>217</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q467">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="234">
<INSDSeq>
<INSDSeq_length>691</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..691</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q469">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDGGGGSGGGGSGGGGSEQQLVE
TGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFTISFDNSKNTVYLQMNSLRAEDTAV
YFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSG
LYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPLPEEKTISKAKGQPREPQVYTLPPS
RDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="235">
<INSDSeq>
<INSDSeq length>483</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..483</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg471">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKPGKPPKLLIYTTSTLASGVPSRFSGSGSG
TDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGGGTKVEIKGGGGSGGGGSGGGGSGGGGSEQQLVESGGGLVKPGGSLRLSCAASG
FSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFTISKDSAKNSVYLQMNSLRAEDTAVYFCARAPSYSGDGGHGYDLW



GPGTLVTVSSDKTHTCPPCPAPELLAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHQDWLNGKEYKCKVSNKALPLPEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="236">
<INSDSeq>
<INSDSeq _length>217</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q473">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="237">
<INSDSeqg>
<INSDSeq_length>451</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..451</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg475">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPL
PEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="238">
<INSDSeqg>
<INSDSeq_length>722</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..722</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q477">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPL
PEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKPGK
PPKLLIYTTSTLASGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGGGTKVEIKGGGGSGGGGSGGGGSGGGGS
EQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFTISKDSAKNSVYLQMNSLR
AEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="239">
<INSDSeqg>
<INSDSeq _length>217</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q479">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC< /INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="240">
<INSDSeqg>
<INSDSeq_length>451</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..451</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q481">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPL
PEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="241">
<INSDSeq>
<INSDSeq_length>488</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..488</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q483">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCQASESVDRNNRLAWFQQKPGKPPKLLIYTTSTLASGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCAGYRGAHTDGDA
FGCGTKVEIKGGGGSGGGGSGGGGSGGGGSEQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKCLEWIGCLSVGDGH
TYYASWAKGRFTISKDSAKNSVYLQMNSLRAEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="242">
<INSDSeqg>
<INSDSeq_length>721</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..721</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q485">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>EQQLVETGGGLIQPGGSLRLSCAASGFTINIDYWISWVRQAPGKGLEWIGIIDPGDGTTYFAIWVSGRFT
ISFDNSKNTVYLQMNSLRAEDTAVYFCVREFSASAYQYDLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLAGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPL
PEEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKPGKP
PKLLIYTTSTLASGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGCGTKVEIKGGGGSGGGGSGGGGSGGGGSE
QQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKCLEWIGCLSVGDGHTYYASWAKGRFTISKDSAKNSVYLQMNSLRA
EDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="243">
<INSDSeq>
<INSDSeq _length>217</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q487">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ELVMTQSPATLSVSPGERATLSCRASEDIENYLAWYQQKPGQPPRLLIYRASTLSSGVPARFSGSGSGTE
FTLTISSLQSEDFAVYYCQQGYRNSNVDNPFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="244">
<INSDSeqg>
<INSDSeq_length>722</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..722</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q489">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QSLEESGGDLVKPGASLTLTCTASGFSFSGMYWICWVRQAPGKGLEWIACIYTGSSTTGYASWAKGRFTI
SKTSSTTVTLQMTSLTAADTATHFCASPYGDSSHYRGLNLWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALGA
PIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKPGK
PPKLLIYTTSTLASGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGGGTKVEIKGGGGSGGGGSGGGGSGGGGS
EQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFTISKDSAKNSVYLQMNSLR
AEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="245">
<INSDSeq>
<INSDSeq length>217</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg491">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_ feature-table>

<INSDSeq_sequence>AVVMTQTPASVEAAVGGTVTINCQASQRINNYLSWFQQKPGQPPKLLIYGAATLASGVPSRFKGSGSGTE
YTLTISDLEPADAATYYCQCTYGIPSSNYGFGGGTEVVVKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC< /INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="246">
<INSDSeqg>



<INSDSeq_length>724</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..724</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_ type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g493">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QSLEESGGDLVKPGGTLTLTCTASGFSFSSSYWLCWVRQAPGKGLEWIACIYGGSSRGTYYASWAKGRFT
ISKTSSTTVTLQMTSLTAADTATYFCASHTYTYPRFSPYFNLWGPGTLVSVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSY
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKAL
GAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCQASESVDRNNRLAWFQQKP
GKPPKLLIYTTSTLASGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCAGYRGAHTDGDAFGGGTKVEIKGGGGSGGGGSGGGGSGGG
GSEQQLVESGGGLVKPGGSLRLSCAASGFSFSRSSYMCWVRQAPGKGLEWIGCLSVGDGHTYYASWAKGRFTISKDSAKNSVYLQMNS
LRAEDTAVYFCARAPSYSGDGGHGYDLWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="247">
<INSDSeq>
<INSDSeq length>217</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_ value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q495">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>AFEMTQTPASVSPAVGGTVSINCQASEDIESSLAWYQQKPGQPPKLLIYDASDLESGVPSRFKGSGSGTE
YTLTISGVQPADAATYFCQSAYYTGSADNTFGGGTEVVVKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC< /INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26Sequencelisting>



