<ST26SequenceListing dtdVersion="V1_3" fleName="OPP20242459KR_SEQ.xml
" softwareName="WIPO
Sequence" softwareVersion="2.3.0" productionDate="2024-08-22">

<ApplicantFileReference>0OPP20242459KR</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>KR</IPOfficeCode>
<ApplicationNumberText>10-2023-0110887</ApplicationNumberText>
<FilingDate>2023-08-23</FilingDate>
</EarliestPriorityApplicationldentification>

<ApplicantName languageCode="en">LG CHEM, LTD.</ApplicantName>

<InventionTitle languageCode="en">Method of selecting Neoantigen for
Development of Personalized Cancer Vaccine</InventionTitle>

<SequenceTotalQuantity>134</SequenceTotalQuantity>
<SequenceData sequencelDNumber="1">

<INSDSeqg>

<INSDSeq_length>181</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..181</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HLA-A0201</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>



</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..181</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="qg2">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SHSMRYFFTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDA
ASQRMEPRAPWIEQEGPEYWDGETRKVKAHSQTHRVDLGTLRGYYNQSEAGS
HTVQRMYGCDVGSDWRFLRGYHQYAYDGKDYIALKEDLRSWTAADMAAQTTKH
KWEAAHVAEQLRAYLEGTCVEWLRRYLENGKETLQRT</INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>181</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>

<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..181</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HLA-A1101</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..181</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q4">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SHSMRYFYTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDA
ASQRMEPRAPWIEQEGPEYWDQETRNVKAQSQTDRVDLGTLRGYYNQSEDGS



HTIQIMYGCDVGPDGRFLRGYRQDAYDGKDYIALNEDLRSWTAADMAAQITKRK
WEAAHAAEQQRAYLEGRCVEWLRRYLENGKETLQRT</INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="3">

<INSDSeqg>

<INSDSeq_length>181</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..181</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="g5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HLA-A2402</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..181</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>



</INSDQualifier>

<INSDQualifier id="q6">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>SHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDA
ASQRMEPRAPWIEQEGPEYWDEETGKVKAHSQTDRENLRIALRYYNQSEAGSH
TLOQMMFGCDVGSDGRFLRGYHQYAYDGKDYIALKEDLRSWTAADMAAQITKRK
WEAAHVAEQQRAYLEGTCVDGLRRYLENGKETLQRT</INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="4">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q7">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>



</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q8">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>YLFNFVVNV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="5">

<INSDSeq>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>

<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q9">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q10">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>RLAEFIIGM</INSDSeq_sequence>



</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="6">
<INSDSeqg>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q11">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q12">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>YLFNFVVNVG</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="7">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q13">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q14">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>RLAEFIIGMM</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="8">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..10</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier id="q15">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q16">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>LLTDIIPDGV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SeguenceData sequencelDNumber="9">



<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q17">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q18">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>



</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>FLALCADAV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="10">
<INSDSeq>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier id="q19">

<INSDQualifier _name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..9</INSDFeature_location>



<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q20">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>YIAGILARI</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="11">

<INSDSeqg>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="gq21">

<INSDQualifier_name>note</INSDQualifier_name>



<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q22">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>RLAEFIIGMMG</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="12">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q23">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q24">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>YLMVALASV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="13">
<INSDSeqg>

<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q25">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier _name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q26">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>RLAEFIIGMMGT</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="14">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q27">

<INSDQualifier _name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q28">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GLVECLPEI</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="15">

<INSDSeq>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q29">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q30">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>AYLFNFVVNV</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>

<SeguenceData sequencelDNumber="16">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q31">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q32">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VLFYLSSAV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="17">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q33">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q34">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>RLFFCFMNV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="18">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>

<INSDFeature_quals>



<INSDQualifier id="¢g35">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q36">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>CILAVLPSL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SeguenceData sequencelDNumber="19">

<INSDSeq>



<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q37">

<INSDQualifier _name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q38">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>IMFNKGFLA</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="20">
<INSDSeq>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q39">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>

<INSDFeature _quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q40">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>KTDPWFLLAV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="21">

<INSDSeqg>

<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="gq41">

<INSDQualifier_name>note</INSDQualifier_name>



<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q42">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SLIGVSFFALPV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="22">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q43">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q44">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>SLWAESLVHV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="23">
<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q45">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A0201)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier _name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q46">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>FLLAVLGAPV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="24">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q47">

<INSDQualifier _name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q48">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>TFYWTFVNAF</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="25">

<INSDSeq>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q49">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="g50">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VFYQFSKLIF</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>

<SeguenceData sequencelDNumber="26">
<INSDSeqg>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="g51">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="qg52">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>RMYSSWRLLNL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="27">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="g53">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="g54">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>TWNVHQQFLW</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="28">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>

<INSDFeature_quals>



<INSDQualifier id="¢g55">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="g56">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>RMYSSWRLL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SeguenceData sequencelDNumber="29">

<INSDSeq>



<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="g57">

<INSDQualifier _name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q58">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>FYWTFVNAFSIF</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="30">
<INSDSeq>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="g59">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>

<INSDFeature _quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q60">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>QWILKTRAYFL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="31">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="g61">

<INSDQualifier_name>note</INSDQualifier_name>



<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q62">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>STWNVHQQF</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="32">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q63">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q64">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>QWILKTRAYF</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="33">
<INSDSeqg>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q65">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier _name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q66">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>STWNVHQQFLW</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="34">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q67">

<INSDQualifier _name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q68">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>FYWTFVNAF</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="35">

<INSDSeq>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q69">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q70">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>STWNVHQQFLW</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>

<SeguenceData sequencelDNumber="36">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q71">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q72">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>FYWTFVNAF</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="37">

<INSDSeqg>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q73">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q74">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>STWNVHQQFLW</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="38">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>

<INSDFeature_quals>



<INSDQualifier id="q75">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q76">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>FYWTFVNAF</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SeguenceData sequencelDNumber="39">

<INSDSeq>



<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q77">

<INSDQualifier _name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q78">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>STWNVHQQFLW</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="40">
<INSDSeq>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q79">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>

<INSDFeature _quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q80">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>FYWTFVNAF</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="41">

<INSDSeqg>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="gq81">

<INSDQualifier_name>note</INSDQualifier_name>



<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q82">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>STWNVHQQFLW</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="42">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q83">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q84">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>FYWTFVNAF</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="43">
<INSDSeqg>

<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q85">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A2402)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier _name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q86">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>LYHFSDRMYSSW</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="44">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q87">

<INSDQualifier _name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q88">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>STACFHPVTK</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="45">

<INSDSeq>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q89">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q90">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>TTFGIQVRYLK</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>

<SeguenceData sequencelDNumber="46">
<INSDSeqg>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q91">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q92">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>KIGDFGLATMK</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="47">

<INSDSeqg>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q93">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q94">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>KIGDFGLATEK</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="48">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>

<INSDFeature_quals>



<INSDQualifier id="q95">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q96">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SSSGSINLLK</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SeguenceData sequencelDNumber="49">

<INSDSeq>



<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q97">

<INSDQualifier _name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q98">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>AVAVDFQFSK</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="50">
<INSDSeq>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q99">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>

<INSDFeature _quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q100">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>KTAPVEWRK</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="51">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="gq101">

<INSDQualifier_name>note</INSDQualifier_name>



<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQuialifier id="q102">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>STSYLQHREK</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="52">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q103">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q104">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>VAVDFQFSK</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="53">
<INSDSeqg>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q105">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier _name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q106">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SAFTIQEYFVK</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="54">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q107">

<INSDQualifier _name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q108">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SVSNTTVGSK</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="55">

<INSDSeq>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQuialifier id="q109">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q110">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>RVQTGTIPK</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>

<SequenceData sequencelDNumber="56">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q111">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q112">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SSGSINLLK</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="57">

<INSDSeqg>

<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q113">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q114">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GTAAISVTGALK</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="58">

<INSDSeqg>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>

<INSDFeature_quals>



<INSDQualifier id="gq115">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q116">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>STPNFSRLRRY</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SeguenceData sequencelDNumber="59">

<INSDSeq>



<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q117">

<INSDQualifier _name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q118">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>RSVLSSGYQK</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="60">
<INSDSeq>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q119">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>

<INSDFeature _quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q120">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VVSPVSLPRR</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="61">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q121">

<INSDQualifier_name>note</INSDQualifier_name>



<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q122">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>AAISVTGALK</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="62">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q123">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q124">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>GSQPPSLGRK</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="63">
<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q125">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (A1101)
(Melanoma)</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier _name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q126">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>TVYCRYHNY</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="64">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q127">

<INSDQualifier _name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-1)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>



</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q128">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>LLFDMTTHSV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="65">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>



<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q129">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-2)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q130">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>FQSFFSLIV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="66">



<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q131">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-3)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q132">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>FLGSGVHGGV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="67">
<INSDSeq>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q133">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-4)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q134">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>YLFFCGHMFHA</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="68">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q135">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-5)</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q136">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>ITFEHILAL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="69">

<INSDSeq>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q137">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-6)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQuialifier id="q138">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>NLANEITYI</INSDSeq_sequence>
</INSDSeq>

</SequenceData>



<SequenceData sequencelDNumber="70">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q139">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-7)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q140">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>



</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VLCEPVHGL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="71">
<INSDSeq>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature _quals>

<INSDQuialifier id="q141">

<INSDQualifier _name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-8)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>

<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q142">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>MLLESLRHAV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="72">

<INSDSeqg>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q143">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (MCF7-9)</INSDQualifier_value>



</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q144">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SLFGLGFEEHV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="73">

<INSDSeq>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>

<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q145">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q146">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>HLLTDELGYV</INSDSeq_sequence>
</INSDSeq>



</SequenceData>

<SequenceData sequencelDNumber="74">
<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q147">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-11)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q148">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>KLSEASMIV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="75">

<INSDSeq>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQuialifier id="q149">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-12)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..9</INSDFeature_location>



<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="gq150">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>ALLDMRSLL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="76">

<INSDSeqg>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q151">

<INSDQualifier_name>note</INSDQualifier_name>



<INSDQualifier_value>neoantigen candidate (MCF7-13)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q152">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GLWEALTPCNV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="77">

<INSDSeq>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier id="q153">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-14)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q154">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SLARLHLTV</INSDSeq_sequence>



</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="78">
<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q155">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-15)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q156">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>TLLPLPLLL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="79">

<INSDSeqg>

<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q157">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-16)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q158">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>HLFWFADLNYRL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="80">

<INSDSeqg>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="gq159">



<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-17)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q160">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>STMSFLRSLYL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="81">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q161">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-18)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q162">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>TLNHEIYEA</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="82">

<INSDSeqg>

<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q163">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-19)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q164">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>ILWGSISFNLAV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="83">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q165">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (MCF7-20)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q166">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>MVCGAAFFI</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="84">

<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>

<INSDFeature_quals>



<INSDQualifier id="q167">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q168">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>MSLPFSFL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="85">

<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q169">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q170">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>ANFIFRQL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="86">

<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q171">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>

<INSDFeature _key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>



</INSDQualifier>

<INSDQualifier id="q172">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>STYKLTNL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="87">

<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q173">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q174">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>NMYGFRNV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="88">

<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..8</INSDFeature_location>



<INSDFeature_quals>

<INSDQualifier id="q175">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q176">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VIYSHLQV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="89">

<INSDSeqg>



<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q177">

<INSDQualifier _name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q178">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>



</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SGFRYNVL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="90">
<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q179">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q180">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VVMEYENL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="91">

<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q181">

<INSDQualifier _name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>



</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q182">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>IVHYFIAL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="92">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>



<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q183">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q184">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VSFAPLVQL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="93">



<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q185">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q186">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>ATFYFHHPV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="94">
<INSDSeq>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q187">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q188">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VHYLRLSL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="95">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q189">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q190">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>IGIFFQMRV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="96">

<INSDSeq>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q191">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQuialifier id="q192">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VAHVAAFL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>



<SequenceData sequencelDNumber="97">

<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q193">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q194">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>



</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VFLRVRAL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="98">
<INSDSeq>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature _quals>

<INSDQuialifier id="q195">

<INSDQualifier _name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>

<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q196">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>TIFMMLRL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="99">

<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q197">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>



</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q198">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>KGFLYSAL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="100">
<INSDSeq>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>

<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q199">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQuialifier id="q200">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SSVLFKGL</INSDSeq_sequence>
</INSDSeq>



</SequenceData>

<SeguenceData sequencelDNumber="101">
<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q201">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q202">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>MQFYLRHL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="102">

<INSDSeq>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQuialifier id="q203">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..8</INSDFeature_location>



<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q204">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>ARMMFSGL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="103">
<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q205">

<INSDQualifier_name>note</INSDQualifier_name>



<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q206">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>KSLYYASCL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="104">

<INSDSeq>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier id="q207">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q208">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>LVFVVGRL</INSDSeq_sequence>



</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="105">
<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q209">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q210">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SIGVYIPL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="106">
<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q211">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q212">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>TVYRCGHL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SeguenceData sequencelDNumber="107">
<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="g213">



<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q214">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SLFTLHQSV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="108">

<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q215">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q216">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>FTFVYPTI</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="109">
<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q217">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>



<INSDQualifier id="q218">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>CMLRYQTCL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="110">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q219">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q220">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VCFDYTFAL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="111">
<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>

<INSDFeature_quals>



<INSDQualifier id="q221">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q222">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>LNVYYLPL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="112">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q223">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q224">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>VPYAVFPPL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="113">
<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q225">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>

<INSDFeature _key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>



</INSDQualifier>

<INSDQualifier id="q226">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VSFANAVV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="114">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q227">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q228">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VVPSFSAEI</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SeguenceData sequencelDNumber="115">
<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>1..10</INSDFeature_location>



<INSDFeature_quals>

<INSDQualifier id="q229">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q230">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>CNFCYQRNQL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="116">

<INSDSeqg>



<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q231">

<INSDQualifier _name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q232">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>



</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>QMYPAFKRV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="117">
<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q233">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q234">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>ILVSTYRPL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="118">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q235">

<INSDQualifier _name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>



</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q236">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SFLAGFRPL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="119">
<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>



<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q237">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q238">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>AlYHHASRAI</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="120">



<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q239">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q240">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>lAMGFPVERL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="121">
<INSDSeq>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q241">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q242">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VLILHAAAL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="122">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q243">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>



</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="gq244">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SLVAPFGSV</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="123">
<INSDSeq>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q245">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q246">

<INSDQualifier _name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>MYRYFVTL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>



<SequenceData sequencelDNumber="124">
<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q247">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q248">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>



</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VMMDNFDYL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="125">
<INSDSeq>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier id="q249">

<INSDQualifier _name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>

<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q250">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>VTFQAFIDV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="126">
<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="gq251">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>



</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q252">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>RAFAAVRL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="127">
<INSDSeq>

<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>

<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q253">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q254">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>KNFEFNKQRSIV</INSDSeq_sequence>
</INSDSeq>



</SequenceData>

<SeguenceData sequencelDNumber="128">
<INSDSeqg>

<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q255">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q256">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>LMYVYEMLGAGL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="129">

<INSDSeq>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQuialifier id="q257">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..10</INSDFeature_location>



<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q258">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>CMLRYQTCLV</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="130">
<INSDSeqg>

<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q259">

<INSDQualifier_name>note</INSDQualifier_name>



<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q260">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>AIALHLHL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="131">
<INSDSeq>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier id="gq261">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q262">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>TSYSTAAPL</INSDSeq_sequence>



</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="132">
<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q263">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q264">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SMPHYSSPAI</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="133">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q265">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>neoantigen candidate (B16F10)</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q266">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>TIPFYDNPI</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="134">
<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="gq267">



<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>mTRP2</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q268">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>SVYDFFVWL</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

</ST26SequenceListing>



