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Informacion sobre la lista de secuencias
Nombre del fichero
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Informacién general

Solicitud actual: Referencia al expediente del solicitante
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NUmero total de secuencias

Secuencias

Identificador de la secuencia
Tipo de molécula

Extensién

Caracteristicas Localizacién/Calificadores
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35

1
AA
349

source 1..349



3-1-5

3-2

3-2-1

3-2-2

3-2-3

3-2-4-1

3-2-5

mol_type = protein
organism = Streptococcus equi
Residuos
MKTIAYPNKP HSLSAGLLTA IAIFSLASSN ITYADDYQRN AAEVYAKEVP HQITSVWTKG60
VTPLTPEQFR YNNEDVIHAP YLAHQGWYDI TKVFDGKDNL LCGAATAGNM LHWWFDQNKT120
EIEAYLSKHP EKQKIIFNNQ ELFDLKAAID TKDSQTNSQL FNYFRDKAFP NLSARQLGVM180
PDLVLDMFIN GYYLNVFKTQ STDVNRPYQD KDKRGGIFDA VFTRGDQTTL LTARHDLKNK240
GLNDISTIIK QELTEGRALA LSHTYANVSI| SHVINLWGAD FNAEGNLEAI YVTDSDANAS300

IGMKKYFVGI NAHGHVAISA KKIEGENIGA QVLGLFTLSS GKDIWQKLS349

Secuencias

Identificador de la secuencia 2

Tipo de molécula DNA

Extensién 945

Caracteristicas Localizacién/Calificadores source 1..945
mol_type = other DNA
organism = Streptococcus equi

Residuos

gacgactacc agagaaacgc cgccgaggtg tacgccaaag aggtgecaca tcagatcacc60
tccgtgtgga ccaagggcegt gacacctctg acacccgage agttccggta caacaacgag120
gatgtgatcc acgctcctta cctggctcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggegct getaccgecg geaatatgct gcactggtgg240

ttcgaccaga acaagaccga gatcgaggcc tacctgagca agcaccccga gaagcagaag300



3-3

3-3-1

3-3-2

3-3-3

3-3-4-1

3-3-5

atcatcttca acaatcaaga getgttcgac ctgaaggccg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcctaa cctgtctget420
agacagctgg gcgtgatgcec tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagagas40
ggcggcatct tcgacgecegt gttcaccaga ggegatcaga ccacactgcet gaccgeccaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660
gagggcagag ccctggctct gtctcacacce tacgccaacg tgtccatcag ccacgtgatc720
aacctgtggg gegcetgactt taacgccgag ggcaatctgg aagecatcta cgtgaccgac780
tctgacgcca acgcectccat cggcatgaag aaatacttcg tgggcatcaa cgctcacggce840
catgtggccea tctccgecaa gaagatcgag ggcgagaata tcggegcetea ggtgetggge900

ctgttcaccc tgagttccgg caaggatatc tggcagaagc tgtcc945

Secuencias

Identificador de la secuencia
Tipo de molécula

Extensién

Caracteristicas Localizacién/Calificadores

Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKTEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120

QTNSQLFNYF RDKAFPNLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180

3

AA

315

source 1..315
mol_type = protein

organism = Streptococcus equi



3-4-1

3-4-2

3-4-3

3-4-4-1

3-4-5

GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVSISHVI240
NLWGADFNAE GNLEAIYVTD SDANASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300

LFTLSSGKDI WQKLS315

Secuencias

Identificador de la secuencia 4

Tipo de molécula DNA

Extension 945

Caracteristicas Localizacién/Calificadores source 1..945
mol_type = other DNA
organism = Streptococcus equi

Residuos

gacgactacc agagaaacgc cgccgaggtg tacgccaaag aggtgecaca tcagatcacc60
tcegtgtgga ccaagggegt gacacctctg acacccgagce agticcggta caacaacgagl120
gatgtgatcc acgctectta cctggetcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggegct getaccgeeg geaatatget geactggtgg240
ttcgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga gctgttcgac ctgaaggecg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcetgg cetgteeget420
agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagagas40
ggcggcatct tcgacgecgt gttcaccaga ggcgatcaga ccacactgct gaccgecaga600

cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660



3-5

3-5-1

3-5-2

3-5-3

3-5-4-1

3-5-5

3-6

3-6-1

gagggcagag ccctggctct gtctcacacc tatgccaacg tgeggatcte ccacgtgatc720

aacctgtggg gegctgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgceeg atgectccat cggeatgaag aaatacttcg tgggceatcaa cgeccacgge840
catgtggcca tctctgccaa gaagatcgag ggcgagaata tcggegcetca ggtgetggge900

ctgttcaccc tgagttccgg caaggatate tggcagaagc tgtcc945

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacién/Calificadores

Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120
QTNSQLFNYF RDKAFPGLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180
GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240

NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300

LFTLSSGKDI WQKLS315

Secuencias

Identificador de la secuencia

5

AA

315

source 1..315
mol_type = protein

organism = Streptococcus equi



3-6-2

3-6-3

3-6-4-1

3-6-5

Tipo de molécula
Extensién

Caracteristicas Localizacién/Calificadores

Residuos

gacgactacc agagaaacgc cgccgaggtg tacgccaaag aggtgccaca tcagatcacc60
tccgtgtgga ccaagggcegt gacacctctg acacccgage agttccggta caacaacgag120
gatgtgatcc acgctcctta cctggctcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggcgct getaccgeeg geaatatgcet gcactggtgg240
ttcgaccaga acaaaacgga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga getgttcgac ctgaaggccg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcctgg cctgtceget420
agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagagas40
ggcggcatct tcgacgecegt gttcaccaga ggcgatcaga ccacactgcet gaccgeccaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660
gagggcagag ccctggctcet gtctcacacc tatgccaacg tgcggatcte ccacgtgatc720
aacctgtggg gegcetgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgecg atgectecat cggcatgaag aaatacttcg tgggcatcaa cgeccacgge840
catgtggccea tctctgccaa gaagatcgag ggcgagaata tcggegcetca ggtgetggge900

ctgttcaccc tgagttccgg caaggatatc tggcagaagc tgtcc945

DNA

945

source 1..945
mol_type = other DNA

organism = Streptococcus equi



3-7

3-7-1

3-7-2

3-7-3

3-7-4-1

3-7-5

3-8

3-8-1

3-8-2

3-8-3

3-8-4-1

3-8-5

Secuencias
Identificador de la secuencia 7
Tipo de molécula AA
Extension 315
Caracteristicas Localizacién/Calificadores source 1..315
mol_type = protein
organism = Streptococcus equi
Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKTEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120
QTNSQLFNYF RDKAFPGLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180
GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240
NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300

LFTLSSGKDI WQKLS315

Secuencias

Identificador de la secuencia 8

Tipo de molécula DNA

Extension 945

Caracteristicas Localizacién/Calificadores source 1..945
mol_type = other DNA
organism = Streptococcus equi

Residuos



3-9

3-9-1

3-9-2

3-9-3

3-9-4-1

gacgactacc agagaaacgc cgccgaggtg tacgccaaag aggtgecaca tcagatcacc60
tccgtgtgga ccaagggegt gacacctctg acacccgage agttccggta caacaacgag120
gatgtgatcc acgctectta cctggctcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggegct getaccgeeg geaatatgct gcactggtgg240
ttcgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga getgttcgac ctgaaggcecg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcctaa cctgtceget420
agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagaga540
ggcggcatct tcgacgecegt gttcaccaga ggcgatcaga ccacactgcet gaccgccaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660
gagggcagag ccctggctct gtctcacacc tatgccaacg tgcggatctc ccacgtgatc720
aacctgtggg gegcetgactt taacgccgag ggcaatctgg aagecatcta cgtgaccgac780
tctgacgecg atgectecat cggcatgaag aaatacttcg tgggcatcaa cgeccacgge840
catgtggcca tctctgccaa gaagatcgag ggcgagaata tcggegcetea ggtgetggge900

ctgttcaccc tgagttccgg caaggatate tggcagaagc tgtcc945

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacién/Calificadores

9

AA

315

source 1..315

mol_type = protein



organism = Streptococcus equi
3-95 Residuos
DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120
QTNSQLFNYF RDKAFPNLSA RQLGVMPDLV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180
GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240
NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300

LFTLSSGKDI WQKLS315

3-10 Secuencias

3-10-1 Identificador de la secuencia 10

3-10-2 Tipo de molécula DNA

3-10-3 Extensién 945

3-10-4-1 Caracteristicas Localizacién/Calificadores source 1..945
mol_type = other DNA
organism = Streptococcus equi

3-10-5 Residuos

gacgactacc agagaaacgc cgccgaggtg tacgccaaag aggtgccaca tcagatcacc60
tccgtgtgga ccaagggcegt gacacctctg acacccgage agttccggta caacaacgagl120
gatgtgatcc acgctcctta cctggetcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggcgct getaccgeeg geaatatgcet gcactggtgg240
ttcgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300

atcatcttca acaatcaaga getgttcgac ctgaaggccg ccatcgacac caaggactcc360



3-11

3-11-1

3-11-2

3-11-3

3-11-4-1

3-11-5

cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcctgg cctgtceget420
agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagagas40
ggcggcatct tcgacgecgt gttcaccaga ggcgatcaga ccacactgcet gaccgecaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660
gagggcagag ccctggctct gtctcacacc tatgccaacg tgtcgatcte ccacgtgatc720
aacctgtggg gegcetgactt taacgccgag ggcaatctgg aagecatcta cgtgaccgac780
tctgacgecg atgectecat cggcatgaag aaatacttcg tgggcatcaa cgeccacgge840
catgtggcca tctctgccaa gaagatcgag ggcgagaata tcggegctca ggtgetggge900

ctgttcaccc tgagttccgg caaggatatc tggcagaagc tgtcc945

Secuencias
Identificador de la secuencia 11
Tipo de molécula AA
Extension 315
Caracteristicas Localizacién/Calificadores source 1..315
mol_type = protein
organism = Streptococcus equi
Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120
QTNSQLFNYF RDKAFPGLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180

GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVSISHVI240



3-12

3-12-1

3-12-2

3-12-3

3-12-4-1

3-12-5

NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300

LFTLSSGKDI WQKLS315

Secuencias

Identificador de la secuencia 12

Tipo de molécula DNA

Extension 945

Caracteristicas Localizacién/Calificadores source 1..945
mol_type = other DNA
organism = Streptococcus equi

Residuos

gacgactacc agagaaacgc cgccgaggtg tacgccaaag aggtgecaca tcagatcacc60
tccgtgtgga ccaagggegt gacacctctg acacccgage agticcggta caacaacgagl120
gatgtgatcc acgctectta cctggetcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggegct getaccgeeg geaatatget geactggtgg240
ttcgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga gctgttcgac ctgaaggecg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcetgg cetgteeget420
agacagctgg gagtgatgcc tgacctggty ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagagas40
ggcggcatct tcgacgecgt gttcaccaga ggegatcaga ccacactgct gaccgecagas00
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660

gagggcagag ccctggctct gtctcacacc tatgccaacg tgcggatctc ccacgtgatc720



3-13

3-13-1

3-13-2

3-13-3

3-13-4-1

3-13-5

3-14

3-14-1

3-14-2

aacctgtggg gegctgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgccea atgcctccat cggeatgaag aaatacttcg tgggceatcaa cgeccacgge840
catgtggccea tctctgccaa gaagatcgag ggcgagaata tcggegcetca ggtgetggge900

ctgttcaccc tgagttccgg caaggatatc tggcagaagc tgtcc945

Secuencias
Identificador de la secuencia 13
Tipo de molécula AA
Extension 315
Caracteristicas Localizacién/Calificadores source 1..315
mol_type = protein
organism = Streptococcus equi
Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120
QTNSQLFNYF RDKAFPGLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180
GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240
NLWGADFNAE GNLEAIYVTD SDANASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300

LFTLSSGKDI WQKLS315

Secuencias
Identificador de la secuencia 14

Tipo de molécula AA



3-14-3

3-14-4-1

3-14-5

3-15

3-15-1

3-15-2

3-15-3

3-15-4-1

Extension 541

Caracteristicas Localizacién/Calificadores source 1..541
mol_type = protein
organism = synthetic construct

Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60

DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120

QTNSQLFNYF RDKAFPGLSA RQLGVMPDLV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180

GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIKQELT EGRALALSHT YANVRISHVI240

NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300

LFTLSSGKDI WQKLSDKTHT CPPCPAPNAE GGPSVFLFPP KPKDTLMASR TPEVTCVVVD360

VSHEDPEVKF NWYVDGVEVH NAKTKPREQY NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK420

ALPAPIEKTI SKAKGQPREP QVYTLPPSRD ELTKNQVSLT CLVKGFYPSD IAVEWESNGQ480

PENNYKTTPP VLDSDGSFFL YSKLTVDKSR WQQGNVFSCS VMHEALHNHY TQKSLSLSPG540

K541

Secuencias

Identificador de la secuencia 15

Tipo de molécula AA

Extension 541
Caracteristicas Localizacién/Calificadores source 1..541

mol_type = protein

organism = synthetic construct



3-15-5

3-16

3-16-1

3-16-2

3-16-3

3-16-4-1

3-16-5

Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120
QTNSQLFNYF RDKAFPGLSA RQLGVMPDLY LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180
GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240
NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300
LFTLSSGKDI WQKLSDKTHT CHKCPAPNAE GGPSVFLFPP KPKDTLMASR TPEVTCVVVD360
VSHEDPEVKF NWYVDGVEVH NAKTKPREQY NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK420
ALPAPIEKTI SKAKGQPREP QVYTLPPSRD ELTKNQVSLT CLVKGFYPSD IAVEWESNGQ480

PENNYKTTPP VLDSDGSFFL YSKLTVDKSR WQQGNVFSCS VMHEALHNHY TQKSLSLSPG540

K541
Secuencias
Identificador de la secuencia 16
Tipo de molécula AA
Extension 541
Caracteristicas Localizacién/Calificadores source 1..541
mol_type = protein
organism = synthetic construct
Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120

QTNSQLFNYF RDKAFPGLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180



3-17

3-17-1

3-17-2

3-17-3

3-17-4-1

3-17-5

GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240
NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300
LFTLSSGKDI WQKLSDKTHT CPPCPAPEAE EVPSVFLFPP KPKDTLMASR TPEVTCVVVD360
VSHEDPEVKF NWYVDGVEVH NAKTKPREQY NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK420
ALPAPIEKTI SKAKGQPREP QVYTLPPSRD ELTKNQVSLT CLVKGFYPSD IAVEWESNGQ480

PENNYKTTPP VLDSDGSFFL YSKLTVDKSR WQQGNVFSCS VMHEALHNHY TQKSLSLSPG540

K541
Secuencias
Identificador de la secuencia 17
Tipo de molécula AA
Extension 541
Caracteristicas Localizacién/Calificadores source 1..541
mol_type = protein
organism = synthetic construct
Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120
QTNSQLFNYF RDKAFPGLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180
GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240
NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300
LFTLSSGKDI WQKLSDKTHT CHKCPAPNAE EVSSVFLFPP KPKDTLMASR TPEVTCVVVD360

VSHEDPEVKF NWYVDGVEVH NAKTKPREQY NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK420



3-18

3-18-1

3-18-2

3-18-3

3-18-4-1

3-18-5

ALPAPIEKTI SKAKGQPREP QVYTLPPSRD ELTKNQVSLT CLVKGFYPSD IAVEWESNGQ480

PENNYKTTPP VLDSDGSFFL YSKLTVDKSR WQQGNVFSCS VMHEALHNHY TQKSLSLSPG540

K541
Secuencias
Identificador de la secuencia 18
Tipo de molécula AA
Extension 541
Caracteristicas Localizacién/Calificadores source 1..541
mol_type = protein
organism = synthetic construct
Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120
QTNSQLFNYF RDKAFPGLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180
GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240
NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300
LFTLSSGKDI WQKLSDKTHT CPPCPAPEAE GGPSVFLFPP KPKDTLMASR TPEVTCVVVD360
VSHEDPEVKF NWYVDGVEVH NAKTKPREQA NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK420
ALPAPIEKTI SKAKGQPREP QVYTLPPSRD ELTKNQVSLT CLVKGFYPSD IAVEWESNGQ480
PENNYKTTPP VLDSDGSFFL YSKLTVDKSR WQQGNVFSCS VMHEALHNHY TQKSLSLSPG540

K541



3-19

3-19-1

3-19-2

3-19-3

3-19-4-1

3-19-5

3-20

3-20-1

3-20-2

3-20-3

Secuencias
Identificador de la secuencia 19
Tipo de molécula AA
Extension 541
Caracteristicas Localizacién/Calificadores source 1..541
mol_type = protein
organism = synthetic construct
Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120
QTNSQLFNYF RDKAFPGLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180
GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240
NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300
LFTLSSGKDI WQKLSDKTHT CPPCPAPEAE GGPSVFLFPP KPKDTLMASR TPEVTCVVVD360
VSHEDPEVKF NWYVDGVEVH NAKTKPREQY NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK420
ALPAPIEKTI SKAKGQPREP QVYTLPPSRD ELTKNQVSLT CLVKGFYPSD IAVEWESNGQ480

PENNYKTTPP VLDSDGSFFL YSKLTVDKSR WQQGNVFSCS VMHEALHNHY TQKSLSLSPG540

K541

Secuencias

Identificador de la secuencia 20
Tipo de molécula AA
Extensién 541



3-20-4-1

3-20-5

3-21

3-21-1

3-21-2

3-21-3

3-21-4-1

3-21-5

Caracteristicas Localizacion/Calificadores source 1..541
mol_type = protein
organism = synthetic construct

Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60

DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120

QTNSQLFNYF RDKAFPGLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180

GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240

NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300

LFTLSSGKDI WQKLSDKTHT CPPCPAPNAA GGPSVFLFPP KPKDTLMASR TPEVTCVVVD360

VSHEDPEVKF NWYVDGVEVH NAKTKPREQA NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK420

ALPAPIEKTI SKAKGQPREP QVYTLPPSRD ELTKNQVSLT CLVKGFYPSD IAVEWESNGQ480

PENNYKTTPP VLDSDGSFFL YSKLTVDKSR WQQGNVFSCS VMHEALHNHY TQKSLSLSPG540

K541
Secuencias
Identificador de la secuencia 21
Tipo de molécula AA
Extension 541
Caracteristicas Localizacién/Calificadores source 1..541
mol_type = protein
organism = synthetic construct
Residuos



3-22

3-22-1

3-22-2

3-22-3

3-22-4-1

3-22-5

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120
QTNSQLFNYF RDKAFPGLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180
GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240
NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300
LFTLSSGKDI WQKLSDKTHT CPPCPAPEAE EVPSVFLFPP KPKDTLMASR TPEVTCVVVD360
VSHEDPEVKF NWYVDGVEVH NAKTKPREQA NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK420
ALPAPIEKTI SKAKGQPREP QVYTLPPSRD ELTKNQVSLT CLVKGFYPSD IAVEWESNGQ480

PENNYKTTPP VLDSDGSFFL YSKLTVDKSR WQQGNVFSCS VMHEALHNHY TQKSLSLSPG540

K541
Secuencias
Identificador de la secuencia 22
Tipo de molécula AA
Extension 541
Caracteristicas Localizacién/Calificadores source 1..541
mol_type = protein
organism = synthetic construct
Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120
QTNSQLFNYF RDKAFPGLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180

GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240



3-23

3-23-1

3-23-2

3-23-3

3-23-4-1

3-23-5

NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300
LFTLSSGKDI WQKLSDKTHT CHKCPAPNAE EVSSVFLFPP KPKDTLMASR TPEVTCVVVD360
VSHEDPEVKF NWYVDGVEVH NAKTKPREQA NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK420
ALPAPIEKTI SKAKGQPREP QVYTLPPSRD ELTKNQVSLT CLVKGFYPSD IAVEWESNGQ480

PENNYKTTPP VLDSDGSFFL YSKLTVDKSR WQQGNVFSCS VMHEALHNHY TQKSLSLSPG540

K541
Secuencias
Identificador de la secuencia 23
Tipo de molécula AA
Extension 541
Caracteristicas Localizacion/Calificadores source 1..541
mol_type = protein
organism = synthetic construct
Residuos

DDYQRNAAEV YAKEVPHQIT SVWTKGVTPL TPEQFRYNNE DVIHAPYLAH QGWYDITKVF60
DGKDNLLCGA ATAGNMLHWW FDQNKEEIEA YLSKHPEKQK IIFNNQELFD LKAAIDTKDS120
QTNSQLFNYF RDKAFPGLSA RQLGVMPDLYV LDMFINGYYL NVFKTQSTDV NRPYQDKDKR180
GGIFDAVFTR GDQTTLLTAR HDLKNKGLND ISTIIKQELT EGRALALSHT YANVRISHVI240
NLWGADFNAE GNLEAIYVTD SDADASIGMK KYFVGINAHG HVAISAKKIE GENIGAQVLG300
LFTLSSGKDI WQKLSDKTHT CPPCPAPEAE EVPSVFLFPP KPKDTLMASR TPEVTCVVVD360
VSHEDPEVKF NWYVDGVEVH NAKTKPREQY NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK420

ALPAPIEKTI SKAKGQPREP QVYTLPPSRD ELTKNQVSLS CAVKGFYPSD IAVEWESNGQ480



3-24

3-24-1

3-24-2

3-24-3

3-24-4-1

3-24-5

3-25

3-25-1

3-25-2

3-25-3

3-25-4-1

PENNYKTTPP VLDSDGSFFL VSKLTVDKSR WQQGNVFSCS VMHEALHNHY TQKSLSLSPG540

K541

Secuencias

Identificador de la secuencia
Tipo de molécula

Extensién

Caracteristicas Localizacién/Calificadores

Residuos

CPPCPAPEAE EVPSVFLFPP KPKDTLMASR TPEVTCVVVD VSHEDPEVKF NWYVDGVEVH60
NAKTKPREQY NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK ALPAPIEKTI SKAKGQPREP120
QVYTLPPSRD ELTKNQVSLW CLVKGFYPSD IAVEWESNGQ PENNYKTTPP VLDSDGSFFL180

YSKLTVDKSR WQQGNVFSCS VMHEALHNHY TOQKSLSLSPG K221

Secuencias

Identificador de la secuencia
Tipo de molécula

Extensién

Caracteristicas Localizacién/Calificadores

24

AA

221

source 1..221
mol_type = protein

organism = synthetic construct

25

DNA

1623

source 1..1623
mol_type = other DNA

organism = synthetic construct



3-25-5

Residuos

gacgactacc agagaaatgc cgccgaggtg tacgccaaag aggtgccaca tcagatcacc60
tcecgtgtgga ccaagggegt gacacctetg acacccgagce agttccggta caacaacgagl20
gatgtgatcc acgctcctta cctggctcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggcgct gectaccgecg geaatatget gecactggtgg240
ttcgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga gctgttcgac ctgaaggcecg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcetgg cetgtceget420
agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagaga540
ggcggcatct tcgacgcecgt gttcaccaga ggcgatcaga ccacactgct gaccgecaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660
gagggcagag ccctggctct gtctcacacc tatgccaacg tgcggatcte ccacgtgatc720
aacctgtggg gcgctgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgeceg atgectecat cggcatgaag aaatacttcg tgggcatcaa cgcccacgge840
catgtggcca tctctgccaa gaagatcgag ggcgagaata tcggegcetca ggtgcetgggce900
ctgttcaccc tgagttccgg caaggatatc tggcagaagc tgtccgacaa gacccacacc960
tgtcctecat gtcctgetece taatgctgaa ggeggccctt cegtgtttet gttcectccal020
aagcctaagg acaccctgat ggcectctcgg acccctgaag tgacatgegt ggtggtggat1080
gtgtcccacg aggacccaga agtgaagttc aattggtacg tggacggegt ggaagtgcac1140
aacgccaaga ccaagcctag agagcagtac aactccacct acagagtggt gtccgtgctg1200
accgtgctgc accaggattg gctgaacgge aaagagtaca agtgcaaggt gtccaacaag1260

gccctgectg ctccaatcga aaagaccatce tccaaggeca agggcecagcec tagggaacccl1320



3-26

3-26-1

3-26-2

3-26-3

3-26-4-1

3-26-5

caggtttaca ccttgcctce atctcgggac gagctgacca agaaccaggt gtccctgacc1380
tgtctcgtga agggcttcta cccctccgat atcgecgtgg aatgggagtce taatggccagl440
ccagagaaca actacaagac aacccctcct gtgetggact ccgacggctc attetttctg1500
tactccaagc tgacagtgga caagtccaga tggcagcagg gcaacgtgtt ctcctgcagc1560
gtgatgcacg aggccctgca caatcactac acacagaagt ccctgtctct gtceectgge1620

aagl623

Secuencias

Identificador de la secuencia
Tipo de molécula

Extensién

Caracteristicas Localizacién/Calificadores

Residuos

gacgactacc agagaaatgc cgccgaggtg tacgccaaag aggtgccaca tcagatcacc60
tccgtgtgga ccaagggegt gacacctetg acacccgage agttccggta caacaacgagl20
gatgtgatcc acgctcctta cctggctcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggcgct gectaccgecg geaatatget gecactggtgg240
ticgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga gctgttcgac ctgaaggccg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcetgg cetgteeget420

agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480

26

DNA

1623

source 1..1623
mol_type = other DNA

organism = synthetic construct



3-27

3-27-1

aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagaga540
ggcggcatct tcgacgecegt gttcaccaga ggcgatcaga ccacactgct gaccgecaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660
gagggcagag ccctggctct gtctcacacce tatgccaacg tgcggatete ccacgtgatc720
aacctgtggg gcgctgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgeceg atgectceat cggcatgaag aaatacttcg tgggcatcaa cgeccacgge840
catgtggcca tctctgccaa gaagatcgag ggcgagaata tcggegctca ggtgetggge900
ctgttcaccc tgagttccgg caaggatatc tggcagaagc tgtccgacaa gacccacacc960
tgtcacaagt gccctgctec taatgctgaa ggcggcecctt cegtgtttct gttcecctccal020
aagcctaagg acaccctgat ggcctctcgg acccctgaag tgacatgegt ggtggtggat1080
gtgtcccacg aggacccaga agtgaagttc aattggtacg tggacggegt ggaagtgcac1140
aacgccaaga ccaagcctag agagcagtac aactccacct acagagtggt gtccgtgetg1200
accgtgctgc accaggattg gctgaacggc aaagagtaca agtgcaaggt gtccaacaag1260
gccectgecetg ctccaatcga aaagaccate tccaaggeca agggcecagec tagggaaccce1320
caggtttaca ccttgcctcc atctcgggac gagctgacca agaaccaggt gtccctgacc1380
tgtctcgtga agggcticta ccectcecgat atcgecgtgg aatgggagtc taatggeccagl1440
ccagagaaca actacaagac aacccctcct gtgetggact ccgacggctc attctttctg1500
tactccaagc tgacagtgga caagtccaga tggcagcagg gcaacgtgtt ctcctgcagc1560
gtgatgcacg aggccctgcea caatcactac acacagaagt ccctgtctct gtceectgge1620

aagl623

Secuencias

Identificador de la secuencia

27



3-27-2

3-27-3

3-27-4-1

3-27-5

Tipo de molécula
Extensién

Caracteristicas Localizacién/Calificadores

Residuos

gacgactacc agagaaatgc cgccgaggtg tacgccaaag aggtgccaca tcagatcacc60
tccgtgtgga ccaagggcegt gacacctctg acacccgage agttccggta caacaacgag120
gatgtgatcc acgctcctta cctggctcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggcgct getaccgeeg geaatatgcet gcactggtgg240
ttcgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga getgttcgac ctgaaggccg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcctgg cctgtceget420
agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagagas40
ggcggcatct tcgacgecegt gttcaccaga ggcgatcaga ccacactgcet gaccgeccaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660
gagggcagag ccctggctcet gtctcacacc tatgccaacg tgcggatcte ccacgtgatc720
aacctgtggg gegcetgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgecg atgectecat cggcatgaag aaatacttcg tgggcatcaa cgeccacgge840
catgtggccea tctctgccaa gaagatcgag ggcgagaata tcggegcetca ggtgetggge900
ctgttcaccc tgagttccgg caaggatate tggcagaagc tgtccgacaa gacccacacc960

tgtcctceat gtectgetee agaggctgaa gaggtgecct cegtgtttct gttccetccal020

DNA

1623

source 1..1623
mol_type = other DNA

organism = synthetic construct



3-28

3-28-1

3-28-2

3-28-3

3-28-4-1

3-28-5

aagcctaagg acaccctgat ggcctctcgg acccctgaag tgacatgegt ggtggtggat1080
gtgtcccacg aggacccaga agtgaagttc aattggtacg tggacggcegt ggaagtgcac1140
aacgccaaga ccaagcctag agagcagtac aactccacct acagagtggt gtcegtgcetg1200
accgtgctgc accaggattg gctgaacgge aaagagtaca agtgcaaggt gtccaacaag1260
gccctgecetg ctectatcga aaagaccatc tccaaggceca agggecagcec tagggaaccc1320
caggtttaca ccttgcctcc atctcgggac gagctgacca agaaccaggt gtccctgacc1380
tgtctcgtga agggcttcta cccctccgat atcgecgtgg aatgggagtce taatggccagl440
ccagagaaca actacaagac aacccctcct gtgctggact ccgacggcte attctttctg1500
tactccaagc tgacagtgga caagtccaga tggcagcagg gcaacgtgtt ctcctgcagc1560
gtgatgcacg aggccctgca caatcactac acacagaagt ccctgtctct gtccectgge1620

aagl623

Secuencias

Identificador de la secuencia
Tipo de molécula

Extensién

Caracteristicas Localizacién/Calificadores

Residuos
gacgactacc agagaaatgc cgccgaggtg tacgccaaag aggtgccaca tcagatcacc60
tccgtgtgga ccaagggegt gacacctctg acacccgagce agttccggta caacaacgagl120

gatgtgatcc acgctcctta cctggetcac caaggatggt acgacatcac caaggtgttc180

28

DNA

1623

source 1..1623
mol_type = other DNA

organism = synthetic construct



gacggcaagg acaacctgct gtgtggcgct gectaccgecg geaatatget gecactggtgg240
ttcgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga gctgttcgac ctgaaggcecg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcetgg cetgtceget420
agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagaga540
ggcggcatct tcgacgcecgt gttcaccaga ggcgatcaga ccacactgct gaccgccaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660
gagggcagag ccctggctct gtctcacacc tatgccaacg tgcggatctc ccacgtgatc720
aacctgtggg gcgctgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgeceg atgectecat cggcatgaag aaatacttcg tgggcatcaa cgcccacgge840
catgtggcca tctctgccaa gaagatcgag ggcgagaata tcggegcetca ggtgetggge900
ctgttcaccc tgagttccgg caaggatatc tggcagaagc tgtccgacaa gacccacacc960
tgtcacaagt gccctgctcc taacgccgaa gaggtgtcct cegtgtttet gttccctccal020
aagcctaagg acaccctgat ggcctctcgg acccctgaag tgacatgcgt ggtggtggat1080
gtgtcccacg aggacccaga agtgaagttc aattggtacg tggacggegt ggaagtgcac1140
aacgccaaga ccaagcctag agagcagtac aactccacct acagagtggt gtccgtgctg1200
accgtgctgc accaggattg gctgaacgge aaagagtaca agtgcaaggt gtccaacaag1260
gccctgecetg ctccaatcga aaagaccate tccaaggeca agggcecagec tagggaaccc1320
caggtttaca ccttgcctce atctcgggac gagctgacca agaaccaggt gtccctgacc1380
tgtctcgtga agggcttcta cccctccgat atcgecgtgg aatgggagtce taatggccagl440
ccagagaaca actacaagac aacccctcct gtgectggact ccgacggctc attetttctg1500

tactccaagc tgacagtgga caagtccaga tggcagcagg gcaacgtgtt ctcctgcage1560



3-29

3-29-1

3-29-2

3-29-3

3-29-4-1

3-29-5

gtgatgcacg aggccctgea caatcactac acacagaagt ccctgtctct gtcecetgge1620

aagl623

Secuencias

Identificador de la secuencia
Tipo de molécula

Extensién

Caracteristicas Localizacién/Calificadores

Residuos

gacgactacc agagaaatgc cgccgaggtg tacgccaaag aggtgccaca tcagatcacc60
tcecgtgtgga ccaagggegt gacacctetg acacccgage agttccggta caacaacgagl20
gatgtgatcc acgctcctta cctggctcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggcgct gectaccgecg geaatatget geactggtgg240
ticgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga gctgttcgac ctgaaggcecg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcetgg cetgteeget420
agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagaga540
ggcggcatct tcgacgecegt gttcaccaga ggcgatcaga ccacactgct gaccgecaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660

gagggcagag ccctggctct gtctcacacc tatgccaacg tgcggatctc ccacgtgatc720

29

DNA

1623

source 1..1623
mol_type = other DNA

organism = synthetic construct



3-30

3-30-1

3-30-2

3-30-3

3-30-4-1

aacctgtggg gcgctgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgecg atgectecat cggcatgaag aaatacttcg tgggcatcaa cgeccacgge840
catgtggcca tctctgccaa gaagatcgag ggcgagaata tcggegctca ggtgetggge900
ctgttcaccc tgagttccgg caaggatatc tggcagaagc tgtccgacaa gacccacacc960
tgtcctecat gtectgetce agaagcetgaa ggeggecctt cegtgttict gttccctccal020
aagcctaagg acaccctgat ggcctctcgg acccctgaag tgacatgegt ggtggtggat1080
gtgtcccacg aggatcccga agtgaagttc aattggtacg tggacggegt ggaagtgcac1140
aacgccaaga ccaagcctag agagcaggcec aactccacct acagagtggt gtctgtgetg1200
accgtgctgc accaggattg gctgaacggc aaagagtaca agtgcaaggt gtccaacaag1260
gccectgectg ctectatcga aaagaccatc tccaaggeca agggecagcec tagggaaccc1320
caggtttaca ccttgccacc ttctcgggac gagctgacca agaaccaggt gtccctgacc1380
tgtctggtca agggcticta ccectcegat atcgecgtgg aatgggagtc taatggeccagl440
cctgagaaca actacaagac aacccctcct gtgetggact ccgacggctce attctttctg1500
tactccaagc tgacagtgga caagtccaga tggcagcagg gcaacgtgtt ctcctgcagcl1560
gtgatgcacg aggccctgca caatcactac acccagaagt ccctgtctct gtccecetgge1620

aagl1623

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacién/Calificadores

30

DNA

1623

source 1..1623

mol_type = other DNA



organism = synthetic construct
3-30-5 Residuos
gacgactacc agagaaatgc cgccgaggtg tacgccaaag aggtgccaca tcagatcacc60
tcecgtgtgga ccaagggegt gacacctetg acacccgage agttccggta caacaacgagl20
gatgtgatcc acgctcctta cctggctcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggcgct getaccgecg geaatatget geactggtgg240
ttcgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga gctgttcgac ctgaaggcecg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcctgg cctgtceget420
agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagaga540
ggcggcatct tcgacgcecegt gttcaccaga ggcgatcaga ccacactgct gaccgecaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660
gagggcagag ccctggctct gtctcacacce tatgccaacg tgcggatcte ccacgtgatc720
aacctgtggg gcgctgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgeceg atgectecat cggcatgaag aaatacttcg tgggcatcaa cgcccacgge840
catgtggcca tctctgccaa gaagatcgag ggcgagaata tcggegcetca ggtgetggge900
ctgttcaccc tgagttccgg caaggatatc tggcagaagc tgtccgacaa gacccacacc960
tgtcctecat gtectgetce agaagcetgaa ggeggecctt cegtgttict gttccctccal020
aagcctaagg acaccctgat ggcectctcgg acccctgaag tgacatgegt ggtggtggat1080
gtgtcccacg aggatcccga agtgaagttc aattggtacg tggacggegt ggaagtgcac1140
aacgccaaga ccaagcctag agagcagtac aactccacct acagagtggt gtccgtgetg1200

accgtgctgc accaggattg getgaacggce aaagagtaca agtgcaaggt gtccaacaagl1260



3-31

3-31-1

3-31-2

3-31-3

3-31-4-1

3-31-5

gccectgectg ctectatcga aaagaccatc tccaaggceca agggecagcec tagggaaccc1320
caggtttaca ccttgccacc ttctcgggac gagctgacca agaaccaggt gtccctgacc1380
tgtctggtca agggcttcta cccctccgat atcgecgtgg aatgggagtce taatggccagl440
cctgagaaca actacaagac aacccctcct gtgctggact ccgacggctc attctttctg1500
tactccaagc tgacagtgga caagtccaga tggcagcagg gcaacgtgtt ctecctgcage1560
gtgatgcacg aggccctgca caatcactac acccagaagt ccctgtctct gtcceetgge1620

aagl623

Secuencias

Identificador de la secuencia
Tipo de molécula

Extensién

Caracteristicas Localizacién/Calificadores

Residuos

gacgactacc agagaaatgc cgccgaggtg tacgccaaag aggtgccaca tcagatcacc60
tcecgtgtgga ccaagggegt gacacctetg acacccgagce agttccggta caacaacgagl20
gatgtgatcc acgctcctta cctggctcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggcgct gectaccgecg geaatatget gecactggtgg240
ttcgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga gctgttcgac ctgaaggcecg ccatcgacac caaggactcc360

cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcctgg cctgtceget420

31

DNA

1623

source 1..1623
mol_type = other DNA

organism = synthetic construct



3-32

agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagaga540
ggcggcatct tcgacgcecgt gttcaccaga ggcgatcaga ccacactgct gaccgccaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660
gagggcagag ccctggctct gtctcacacc tatgccaacg tgcggatcte ccacgtgatc720
aacctgtggg gcgctgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgeceg atgectecat cggeatgaag aaatacttcg tgggcatcaa cgcccacgge840
catgtggcca tctctgccaa gaagatcgag ggcgagaata tcggegcetca ggtgetggge900
ctgttcaccc tgagttccgg caaggatatc tggcagaagc tgtccgacaa gacccacacc960
tgtcctecat gtectgcetec taatgetget ggeggcecctt cegtgtttet gttcectccal020
aagcctaagg acaccctgat ggcctctcgg acccctgaag tgacatgcegt ggtggtggat1080
gtgtcccacg aggatcccga agtgaagttc aattggtacg tggacggegt ggaagtgcac1140
aacgccaaga ccaagcctag agagcaggcec aactccacct acagagtggt gtctgtgctg1200
accgtgctgc accaggattg getgaacgge aaagagtaca agtgcaaggt gtccaacaag1260
gccectgecetg ctccaatcga aaagaccate tccaaggeca agggcecagec tagggaaccc1320
caggtttaca ccttgccacc ttctcgggac gagctgacca agaaccaggt gtccctgacc1380
tgtctggtca agggcttcta cccctccgat atcgecgtgg aatgggagtce taatggccagl440
cctgagaaca actacaagac aacccctcct gtgctggact ccgacggctce attctttctg1500
tactccaagc tgacagtgga caagtccaga tggcagcagg gcaacgtgtt ctecctgcage1560
gtgatgcacg aggccctgca caatcactac acccagaagt cectgtctct gtcceetgge1620

aagl623

Secuencias



3-32-1

3-32-2

3-32-3

3-32-4-1

3-32-5

Identificador de la secuencia
Tipo de molécula
Extensién

Caracteristicas Localizacién/Calificadores

Residuos

gacgactacc agagaaatgc cgccgaggtg tacgccaaag aggtgccaca tcagatcacc60
tccgtgtgga ccaagggcegt gacacctctg acacccgagc agttccggta caacaacgagl20
gatgtgatcc acgctcctta cctggetcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggcgcet gectaccgecg geaatatget geactggtgg240
ticgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga gctgticgac ctgaaggccg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcetgg cetgteeget420
agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagaga540
ggcggcatct tcgacgecegt gttcaccaga ggcgatcaga ccacactgct gaccgecaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660
gagggcagag ccctggctct gtctcacacc tatgccaacg tgcggatcte ccacgtgatc720
aacctgtggg gcgctgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgecg atgectccat cggcatgaag aaatacttcg tgggcatcaa cgeccacgge840
catgtggcca tctctgccaa gaagatcgag ggcgagaata tcggegcetca ggtgetggge900

ctgttcaccc tgagttccgg caaggatate tggcagaagc tgtccgacaa gacccacacc960

32

DNA

1623

source 1..1623
mol_type = other DNA

organism = synthetic construct



3-33

3-33-1

3-33-2

3-33-3

3-33-4-1

3-33-5

tgtcctecat gtectgetce agaggcetgaa gaggtgecct cegtgtttct gticectccal020
aagcctaagg acaccctgat ggcctctcgg acccctgaag tgacatgegt ggtggtggat1080
gtgtcccacg aggacccaga agtgaagttc aattggtacg tggacggegt ggaagtgcac1140
aacgccaaga ccaagcctag agagcaggcec aactccacct acagagtggt gtcegtgetg1200
accgtgctgc accaggattg gctgaacggc aaagagtaca agtgcaaggt gtccaacaag1260
gccectgectg ctectatcga aaagaccatc tccaaggceca agggecagcec tagggaaccc1320
caggtttaca ccttgcctcc atctcgggac gagctgacca agaaccaggt gtccctgacc1380
tgtctcgtga agggcticta ccectcecgat atcgecgtgg aatgggagte taatggecagl440
ccagagaaca actacaagac aacccctcct gtgectggact ccgacggctc attctttctg1500
tactccaagc tgacagtgga caagtccaga tggcagcagg gcaacgtgtt ctcctgcagc1560
gtgatgcacg aggccctgca caatcactac acacagaagt ccctgtctct gtccectgge1620

aagl1623

Secuencias

Identificador de la secuencia
Tipo de molécula

Extensién

Caracteristicas Localizacién/Calificadores

Residuos
gacgactacc agagaaatgc cgccgaggtg tacgccaaag aggtgccaca tcagatcacc60

tccgtgtgga ccaagggcegt gacacctctg acacccgage agttccggta caacaacgag120

33

DNA

1623

source 1..1623
mol_type = other DNA

organism = synthetic construct



gatgtgatcc acgctcctta cctggctcac caaggatggt acgacatcac caaggtgttc180
gacggcaagg acaacctgct gtgtggcgct getaccgecg geaatatget geactggtgg240
ttcgaccaga acaaagagga aatcgaggcc tacctgagca agcaccccga gaagcagaag300
atcatcttca acaatcaaga gctgttcgac ctgaaggcecg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcetgg cetgtccget420
agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagaga540
ggcggcatct tcgacgecegt gttcaccaga ggcgatcaga ccacactgct gaccgecaga600
cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660
gagggcagag ccctggctct gtctcacacc tatgccaacg tgcggatcte ccacgtgatc720
aacctgtggg gcgctgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgeceg atgectecat cggcatgaag aaatacttcg tgggcatcaa cgeccacgge840
catgtggcca tctctgccaa gaagatcgag ggcgagaata tcggegcetca ggtgetggge900
ctgttcaccc tgagttccgg caaggatatc tggcagaagc tgtccgacaa gacccacacc960
tgtcacaagt gccctgctcc taacgccgaa gaggtgtcct ccgtgtttet gttccctccal020
aagcctaagg acaccctgat ggcectctcgg acccctgaag tgacatgegt ggtggtggat1080
gtgtcccacg aggacccaga agtgaagttc aattggtacg tggacggegt ggaagtgcac1140
aacgccaaga ccaagcctag agagcaggcec aactccacct acagagtggt gtcegtgetg1200
accgtgctgc accaggattg gctgaacggc aaagagtaca agtgcaaggt gtccaacaag1260
gccctgectg ctccaatcga aaagaccatc tccaaggeca agggcecagec tagggaaccc1320
caggtttaca ccttgcctcc atctcgggac gagctgacca agaaccaggt gtccctgacc1380
tgtctcgtga agggcttcta cccctccgat atcgecgtgg aatgggagtce taatggccagl440

ccagagaaca actacaagac aacccctcct gtgctggact ccgacggcte attetttctg1500



3-34

3-34-1

3-34-2

3-34-3

3-34-4-1

3-34-5

tactccaagc tgacagtgga caagtccaga tggcagcagg gcaacgtgtt ctcctgcagc1560
gtgatgcacg aggccctgca caatcactac acacagaagt ccctgtctct gtccectgge1620

aagl623

Secuencias

Identificador de la secuencia
Tipo de molécula

Extensién

Caracteristicas Localizacién/Calificadores

Residuos

gacgactacc agagaaatgc cgccgaggtg tacgccaaag aggtgccaca tcagatcacc60
tcecgtgtgga ccaagggegt gacacctetg acacccgagce agttccggta caacaacgagl20
gatgtgatcc acgctcctta cctggctcac caaggatggt acgacatcac caaggtgttc180

gacggcaagg acaacctgct gtgtggcgct gctaccgeeg geaatatgcet gcactggtgg240

ttcgaccaga acaaagagga aatcgaggcc tacctgagca agcacccecga gaagcagaag300

atcatcttca acaatcaaga getgttcgac ctgaaggecg ccatcgacac caaggactcc360
cagaccaaca gccagctgtt caactacttc cgcgacaagg cctttcctgg cctgtceget420
agacagctgg gagtgatgcc tgacctggtg ctggacatgt tcatcaacgg ctactacctg480
aacgtgttca agacccagtc caccgacgtg aaccggcctt accaggacaa ggataagagas40
ggcggcatct tcgacgecgt gttcaccaga ggcgatcaga ccacactgcet gaccgccaga600

cacgatctga agaacaaggg cctgaacgac atctccacca tcatcaagca agagctgacc660

34

DNA

1623

source 1..1623
mol_type = other DNA

organism = synthetic construct



3-35

3-35-1

3-35-2

3-35-3

3-35-4-1

gagggcagag ccctggctct gtctcacacc tatgccaacg tgcggatcte ccacgtgatc720
aacctgtggg gcgctgactt taacgccgag ggcaatctgg aagccatcta cgtgaccgac780
tctgacgeceg atgectecat cggeatgaag aaatacttcg tgggcatcaa cgcccacgge840
catgtggcca tctctgccaa gaagatcgag ggcgagaata tcggegcetca ggtgetggge900
ctgttcaccc tgagttccgg caaggatatc tggcagaagc tgtccgacaa gacccacacc960
tgtcctccat gtcctgetce agaggctgaa gaggtcccct cegtgtttct gttccctccal020
aagcctaagg acaccctgat ggcctctcgg acccctgaag tgacatgegt ggtggtggat1080

gtgtcccacg aggatcccga agtgaagttc aattggtacy tggacggegt ggaagtgcac1140

aacgccaaga ccaagcctag agagcagtac aactccacct acagagtggt gtccgtgetg1200
accgtgctge accaggattg gctgaacgge aaagagtaca agtgcaaggt gtccaacaag1260

gecctgcectg ctectatcga aaagaccate tccaaggeca agggecagec tagggaaccc1320

caggtttaca ccttgccacc ttctcgggac gagcetgacca agaaccaggt gtcectgtct1380
tgtgccgtga agggcttcta cccctccgat atcgetgtgg aatgggagag caatggccag1440

cctgagaaca actacaagac aacccctcct gtgectggact ccgacggctc attcttcctg1500

gtgtccaagc tgacagtgga caagtccaga tggcagcagg gcaacgtgtt ctcctgcagc1560

gtgatgcacg aggccctgea caatcactac acccagaagt ctetgtctct gtccectgge1620

aagl623

Secuencias

Identificador de la secuencia
Tipo de molécula

Extensién

Caracteristicas Localizacién/Calificadores

35

DNA

663

source 1..663



3-35-5

Residuos

tgtcctecat gtectgeacc tgaggcetgaa gaggtgecct cegtgtttct gttccctccaé0
aagcctaagg acaccctgat ggcctctcgg acccctgaag tgacatgegt ggtggtggat120
gtgtcccacg aggatcccga agtgaagttc aattggtacg tggacggegt ggaagtgcac180
aacgccaaga ccaagcctag agagcagtac aactccacct acagagtggt gtcegtgetg240
accgtgctgc accaggattg gctgaacgge aaagagtaca agtgcaaggt gtccaacaag300
gccctgectg ctectatcga aaagaccatc tccaaggceca agggcecagcec tagggaaccc360
caggtttaca ccttgcctce atctcgggac gagctgacca agaaccaggt gtccetgtgg420
tgtctggtca agggcttcta ccectcegat atcgecgtgg aatgggagte taatggecag480
cctgagaaca actacaagac cacacctcct gtgctggact ccgacggctc attctttctg540
tactccaagc tgacagtgga caagtccaga tggcagcagg gcaacgtgtt ctecctgcage600
gtgatgcacg aggccctgcea caatcactac acccagaagt ccetgtctct gtcccetgge660

aag663

mol_type = other DNA

organism = synthetic construct



