<8T26Sequencelisting dtdVersion="V1 3" fileName="SEQ listing 82930-
WO.xml" softwareName="WIPO

Sequence" softwareVersion="2.3.0" productionDate="2024-09-03">
<ApplicantFileReference>82930</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>PY</IPOfficeCode>
<ApplicationNumberText>2023/80360</ApplicationNumberText>
<FilingDate>2023-10-04</FilingDate>
</EarliestPriorityApplicationIdentification>

<ApplicantName languageCode="en">SYNGENTA CROP PROTECTION
AG</ApplicantName>

<InventionTitle languageCode="en">Fungicidal Compound</InventionTitle>
<SequenceTotalQuantity>49</SequenceTotalQuantity>

<SequenceData sequenceIDNumber="1">

<INSDSeg>

<INSDSeqg length>1527</INSDSeq length>

<INSDSeq moltype>RNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1527</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic RNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl77">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeg_ sequence>acggagagtttgatcctggctcaggacgaacgctggcggcgtgcttaacacatge
aagtcgaacgatgaacttccttcgggaggggattagtggcgaacgggtgagtaacacgtgggcaatctgecct
gcactctgggacaagccctggaaacggggtctaataccggatacgacacgggatcgcatgatctteccgtgtgg
aaagctccggcggtgcaggatgagcccgcggcectatcagettgttggtggggtaatggectaccaaggcgacyg
acgggtagccggcctgagagggcgaccggccacactgggactgagacacggecccagactectacgggaggcag
cagtggggaatattgcacaatgggcgaaagcctgatgcagcgacgceccgcegtgagggatgacggecttecgggtt
gtaaacctctttcagcagggaagaagcgcaagtgacggtacctgcagaagaagcgccggctaactacgtgcecca
gcagccgcggtaatacgtagggcgcaagcgttgtccggaattattgggegtaaagagctcgtaggecggettgt
cacgtcggatgtgaaagcccggggcttaacceccgggtctgcattcgatacgggcaggctagagttecggtaggg
gagatcggaattcctggtgtagcggtgaaatgcgcagatatcaggaggaacaccggtggcgaaggecggatcte
tgggccgatactgacgctgaggagcgaaagcgtggggagcgaacaggattagataccctggtagtccacgecg
taaacgttgggaactaggtgtgggcgacattccacgtcgtccgtgeccgcagctaacgcattaagttecceecgec
tggggagtacggccgcaaggctaaaactcaaaggaattgacgggggcccgcacaagcggcggagcatgtgget
taattcgacgcaacgcgaagaaccttaccaaggcttgacatacaccggaaaaccctggagacagggtcecccecect
tgtggtcggtgtacaggtggtgcatggctgtcgtcagctecgtgtegtgagatgttgggttaagtccecgecaacyg
agcgcaacccttgttctgtgttgccagcatgecccttcggggtgatggggactcacaggagactgeccggggtceca
actcggaggaaggtggggacgacgtcaagtcatcatgccceccttatgtcttgggectgcacacgtgctacaatgg
ccggtacaatgagctgcgataccgtgaggtggagcgaatctcaaaaagccggtctcagttecggattggggtcet
gcaactcgaccccatgaagtcggagtcgctagtaatcgcagatcagcattgectgcggtgaatacgttecccggg
ccttgtacacaccgcccecgtcacgtcacgaaagtcggtaacacccgaageccggtggeccaaccecttgtgggag
ggaatcgtcgaaggtgggactggcgattgggacgaagtcgtaacaaggtagccgtaccggaaggtgcggectgg
atcacctccttt</INSDSeq sequence>

</INSDSeqg>



</SequenceData>

<SequenceData sequenceIDNumber="2">

<INSDSeg>

<INSDSeqg length>738</INSDSeq length>

<INSDSeqg moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..738</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl52">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>atgcgacattccatgagggccgcgaagggatacgtcatgtccgecagtcattgagg
tgcagcatctccgcaagtcecctacggtgacctcecgtagcagtcgacgacgtgtecttcagegtcgaggaaggecga
ggtcttcggcattctcggcccgagecggctcggggaagagcacgatcgtggaatgecgtcaaggggectgegggge
cgggacggcggcgacatcaacgtgcectcecggcatcgacccccacgaggaccgggceccgaggtgacgecggaagcectgg
acgcccaactgcgggccgggtgctcgeccggagcagatgecgectecgecgaggegectgtecctectacagetectt
ctaccgcgatccggcggactggggacgcctgctggcecgegectgggectggeccccggaggacgggccggacgag
gcggccggcggggcggcggagctctceccaccgegetgececctgatcggcaacccgcaggtggecgtettecgacy
agctgaccaccgaactggacccgcggtcecccggcaggacacctgggagectgatcgagagecgtgcgggecagcgyg
gctcaccatcctgatggtcacccggttecctggaggaggeccgtgecggctgtgecgaccggatcgecggtgatecgac
cagggccgtatcaaggcctccggcaccccggecgggctggecgaccacctcagggecgagegtteggttggge
cggacctgcgcctttcaccgcgctga</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="3">

<INSDSeqg>

<INSDSeq length>1005</INSDSeq length>

<INSDSeqg moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1005</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="qglb53">
<INSDQualifieriname>organism</INSDQualifieriname>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>



<INSDSeq_sequence>gtgagtctcgcacagacagtcggaacagcggccggagtcgeccggecggggaggtyg
gcgagccggagattgtctcggtcccgatcatccaggtecctgeccggagactcacceccgectgacaggtgagga
caaagggcatgtgctgcggctggccgcgatagagggcgcecgctgcecccccatattggtcgaccggegecaccatg
tgcgtcatcgacggcttgcaccgecttgatggeccgectecctcaagggtcagaaagacatcgatgtcagattet
tcgacggaagccgcgaagaggctttcctcaaaagecgtcgaggcaaacgtcgaacacggcecctcecececgttgtegea
ggccgaccgcacggcggcagcgctgcecgcatactcaagtcecgecaccccaccatggeccgaccgggceccatecgecaag
tcgaccgggctgggcgecccggacggtcecgcacagctgecggegttecgteccgactecgtaccgcagtecggacttece
gcgtcggacgggacggcaaggtccgeccgetggacggggcgecagggccggctgegggtggeggagetgatgeg
ggacaaccccgacgcecctcecgcectgecgceccaagtggeccggtecggcaggggtgtecgecggeccaccgcgectggacgta
cgccgccggctggaacgcggtgaccagcecccgtceccccageccagecggagecgtagcaggggcgaggcgggacccyg
ccaagcccgagccggtgggcccggtceccecccgtaccggtecgecgecccgeccgaccgecgeccacactcgacaaact
catgcgcgacccgtcactgcgtcagagcgagctgggceccgacggctgttgecggatgtteccgggagaatgtgetg
ggggccagcgagatgaacgacatctgtgcctcggtgceccttcgcactgcatcgagectgatecgtggagectgtecce
ggcgcaactcgcagatctgggacgggttcgcgcaggagctgaacaggcgcgeccggatecgtgaatececggactg
a</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="4">

<INSDSeg>

<INSDSeq length>324</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..324</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl54">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>atggggcacaaattcaccctggtcctgagtcgcgagatcacggacgaggaggggyg
aacttctgaaggaagcgggtttctccggcgcgactttecgecgaccgacacgcttecccaccgacgecgatgtcecac
cgtgacgaaggtcgacttcgacgacacggccgecgecctegetggecgaggcgatcgaaacggecctggaaacyg
gtgaagaaggtccctgacctcaccgtgcccggectcaccgtgecggeccgttecgcageccececcgecgecgagyg
acggggacgtgctggtcggcgaggtggtcgcggagaccgccggcaagtaa</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="5">

<INSDSeqg>

<INSDSeq length>747</INSDSeq length>

<INSDSeqg moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..747</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>



<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl55">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>
<INSDSeq_sequence>atgacccagccttcgcccggagacgaagtgtggtgcaggegttttcaccctgeceg
acaagccgaccgcccggctggtgtgectteccgecacgcgggecgggteccgegeccttettectgecggtggegge
ggagctgagcccggacgtcgacgtcgtcecgecgatccagtaccccggecggcaggaccgceccgcgeccgaggcgcece
gtcgacgacctgtcggtgctcgtcgaccgtatccaccaggtactccggecgeccagecccgacctecececgectcacce
tcttcggccacagcatgggtgeccgtcatcggecttcgaactggeccecgecgtectggaggeccgacggccggectee
ggtgcggctgttcgecctccgggcggcgcgcgecccggcacgcaccgggacgagtcgaccttcaccagegatgeg
gcgatcatggcggaggtgcgccggctcagcggcaccgecgecgecctgetggacgacgaggagatgatgeggg
ccgcgctgcecceccgcactgcgcecgcecgactaccgggcecgatcgaggegtaccggtgecgggecggacgecgtecgtgga
cactccgatcaccgtgctgaccggggacaacgaccccaagaccacgctggacgaggcgaaggcgtgggaccgg
cacacccggggcggctgcgatctgegggtgttecgecggeggceccacttcecttecatcagecgagegeggtgcecggagg
tcatgcaggttctgaaggagcacttcggcaagtaa</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="6">

<INSDSeg>

<INSDSeqg length>456</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..456</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl56">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeg_ sequence>atggcggacaccaccgcgaccacgacggccccggagacctacgaggacccccgeg
tccaggacaccttcaagacggtgcacaagttcatcgggectgtacggegtgatcagecgtcatecgtgectecggeac
ggtggccgccatggccatcaccgggaacgaggccagceccccttcatgtggateccggggateccatectgetgete
gtctggccgctcttccaccggatggccacccgcectecggcacagggggacgcgecgceccagtacgaccggetggceca
cggtgaccgtgatcctgccgatcgcgatcatecgtegtcgacctgatcececcecgggetcectgececgecctggtacge
cgccatgcagggcgtctcececgecctggegetggtecggtgecgeggtectcaccecgcaaggeccgaggtgecgcaac
gtcttccccaagectggccaagaagaagaaggcctga</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="7">

<INSDSeg>

<INSDSeq length>1326</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>



<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1326</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gl57">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>atgaggatacctccgcgaggcggcccgctgegetggtgtgecgaggteggecteg
ggctgtaccggtccgtggtgctggtcgggectcacctgegtggtgecgectegtecgeggtgececgtecggggtegg
cggtgcccggctggeccggcetectggaccgecgggtectggaggecgecgetggeggtgecgggtactggeccaccecte
gggcaggggctggcggtggcecttctggatcgecgctgecctgttcategtctaccecgectgaccagecgtgecce
tggccagggccgceccgecggtgegecgaggactggctggaggtacggcacgaggtgcagtaccgecacggtgec
gccggtgacccgtatggeccaccggttecctggtgggacggggaggagtaccacaagaccgagcgggaggcccgce
cggcgggccgcggtgcatgcecccgcecttceccacgaccecgcagcectgcactgggacgggectgtgggeggtggtegect
cggtgaccgtgctgccggtctcececgecttgecgetgectecgecctecggectecggecatctacctggeggtgacecce
ggccctcecctecggttacggcecgtecgecttgatcgtggecgggectggecgecgeccecttegectggeggatectyg
cggccggtggcgacccggcectgctggggecggteccecececgecacccggctgggecggegggtcgaggaactggagg
ccatccgggccgacctgacgcaggcccaggccgcggagctggageggatcgagegecggectgcacgacggggce
gcaggcccggatggtcgecgatgggcatgtcgatgggecgeccgeccgagcagctggtggactccaacccggacgcece
gccaaggcggtgctggccgaggcccgcgceccacctececgecaccgecctggecgaactgegecaccectggtecgeg
ggatcaatcccccggtgectcecgeccgaacgcggactggtggacgeccgtccaggegetecgegetggacgecgecgt
cgtcgtggacgtgctcacccgggtgccecctcecceccggecggagegeccggtggagtecggeggtectacttegecgte
gcggaactgctcgcgaacgtggccaagcacgccgaggcggagecgegtcacggtggaactcacttatgccacge
ggacgctgaccgcgaccgtgcaggacgacggggtcggecggggecgatcececcgecteccggeteccggactgagegg
catcgaacgccgcgtgcacgegttecggecggecgtectggagatcgacagteccggecggaggacctaccecgtate
actgtggcggtgccgtgecgaattgtecgtag</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="8">

<INSDSeg>

<INSDSeqg length>618</INSDSeq length>

<INSDSeqg moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..618</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl58">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>



</INSDSeq feature-table>

<INSDSeq sequence>atggtgcagctcgtcgaggcgttcgggcacaccgtggtcgeccgecgtcecgagteceyg
ggcccgccaccttggaggcgctgectcgaacaccggceccggacgtecgecgatecgtggacgteccggectgecgecgac
cttctccgacgaggggctgcaggeccgcecctecgececgceccgecgecgecgtgeccgggetgecggtgectgatecte
tcccagcacgtcgagcagctgtacgcgcecgggagttgectggeccgacgggcacggcecggcatcggetaccagetca
aggaccgggtgctggacgcggagcagttcctggacgccecctgacccgggtggecgggcggecggcaccgegctgga
tcccacggtcecgtcectccaagctgectggeccecggcecccacccgggecgatececgectecgecgecctcaccgagecgecgag
cgctcggtgctggagctgatggccgaggggctgtccaacgcggccatcgecgggeggectgttectgagegagg
gcgccatcagcaagtacaccaccacgatcttcgccaagctgggtgtggtcaccgacgacgacaccaaccgcag
ggtccgcgccgtcctggcctacctggaggcgaccggccgcagcgaacagtga</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="9">

<INSDSeg>

<INSDSeq length>3177</INSDSeq length>

<INSDSeqg moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..3177</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl59">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeqg_ sequence>gtgaacgattttgcgcaggaccacacgcccggggcggcecggacggcecggggcaceceyg
cccceccggcacggcggagaccgcecgtcectecececggecgaagaggegetgtggeggctggaggaactggegecggg
caccccggtgaacaacgtcectecggtggecttegecgtegecgggecgecgtecgacgeccgaacggcteccaggeggceg
ctggccgccgtggcggaacgtcaccaggcgctgecgcaccggctaccgecgacgcaggtteccecggetggtcaage
gggtgctggcggcagccgagtgccecgctggtgectggaagagacggagctgcccggtgaacccacgccggcecga
cctcgcgccggtgaccgceccgeccceccttececcgectggacggcaccccacccgtacgggeggcactgttecgetee
ccggacaccgacgtcgtctgegtcacecgegecaccggetegtectggacgagatctececggtecgetgetgegeg
accacctgaccgccgcecctacgaggagaacattggaacggtgggtacggcggagaccggcccggecgecgagge
gccgagcctggcecttcectggecggacggagctggeccggcgcgaacaccgacgecccaggagcectgtectgecacecgece
cctgacccggaccggceccgaccctggeccgecgcacagctcgaccgcaccctgececgecgteccgeccgaggeccggcece
tccgecggetegecgatgaccteggegteccececcgtecgecgatectgectggecgectactacgtactgetgga
gacccacggcgccggcecccgacctgetggtecggecteecececgtecgaccteecgtecccgtacccgecgeccgcecgeyg
ctcggccggtacaccggcgaggtgeccgectgeggectgecggaccgagcacaaggagagegtececgegacctggtge
tgcgcagcgccgaacggctggccgccgccaccgectcacgecgcggcecgccgaggecggagectggecggectget
gcccccggcecgceccecceccggcaggeccccgetgeecttecggecacaccttecgaacaccgtacggtcacctgeccyg
gccgccttcaccttcggecggectggacgecccggeccttececcecgtcaccagecggecaccgeccgcecttegacctge
acctgacggcaacggccccgcaggacccgcacggcgceccaccgecgcectgegectgegectaccgcaccgagetgtt
cgaccccgcegcectggecgaactcectgectggeccgcectacgagacggtgetgecgecgegttcaccgecgacccggac
cgggccgtcggcgacgtgtcecctggtggagcggacgggaccacgagatcattggecgcggccaacgacaccgcgg
gtcccgtcgagccggcaaccgtectggacgeccgteccgectgcaagtccggecgecgegceccgacgeggtggtegt
ggtggacggtgaacgcaccgtcggatacggacagttgtggaacgccgcacacgccatggctactcgectgaag
gacatcggggtgcggccgggggacgtggtggcgatcgeccctgceccacgtggecgeccgaactggtecgeggecagtece
tgggcacctggctggcgggcgccgecgtacgtaccggtggacgcggcccacccgecgcgagecggateccgttacca
gctctccgactccgeccgceccacggtgcectggtggeccgacgagcacaccgeccgecctggeccggecccgacggcecccyg



gcggtgctgcacgcgccgceccggcggaccacgceccccgcaggtgectgeccaccgacgecccggtcggggaccceccg
ccgcctgcecgectacctgatgtacacctceccggatcgaccgggecgeccgaaggggacgctgatcggeccacgcage
cctggccaacctggccgcgcacttecgecgeccaacttgeccgecggcacccggcgacaccatgectectggacgaca
accttcgccttcgacatgtceccggggtggaactgttecgtaccactggtectceccggeggecggectggtggeggece
cggaccgggccaggagcgacggccgggtactgcgcgaactgctggagecggcacgacgtacgcttcecgtceccagge
gaccccgacggcectggecggectggtecgeccgaccgggcecggecggaccgectgecgeggecgcagegtectgategge
ggggagccggtgccgctcccgectggecccggecggctgcgggecggecgggtgcgagectgcaccacgectacggcec
ccaccgagacgaccatctggtccacctceccgecgtgatcgatcaggacccgggecgeccggectggacgtgggecg
cccgatccgcaacacccgggtccacgtgagcgacgcccacggceccgcgacctgecggtgggegteccggggggag
ctgtgcatctccggaaccggcecgtcgecgctgggctaccacggecgtccggagctggacgcggagegetteggeg
tccaccccgaatacggceccgtttctaccgcaccggecgatgtggectgectggecgggcggacggcctgatcgacct
gttcggccggatcgaccggcaggtcaaactccgecggcaaccgcatcgagttgggcgagatcgaggecgacgcetyg
acggcccacccgcaggtcgecgecgecgecggtgatcatggtgggtgacccgagcgacgacggtgtgectcecateg
gctgcctggagccgtceccggtgacgtactggacaccgccgacgtccacgagcacgecccgecgeccggcetgteccg
ctcgatgctccccggcgacctegtcaccgtcgacccgectgeccggtcaacgccaacggcaaggtggacctecgg
gaactggagcggatcgtcaccgcccgeccgcacggcgceccgggacccaccggcaccageccttecggacgecgecg
gccgaccgggaacggcggccggagcggacgcecctcacggaccagcectggtgcaggtgtggegecaccgtectgeg
gcgcgcggacgccgacgcggacaccgacttcecttegecgecggeggecacteccatgetggecgecgtggegatyg
caggagttccagaacctcagcggccgctegetgggectetecgagatcttecgagcagtccaccececgeggcage
tggccgeccgecatcecgegegacggacacggcagecgagggggegecgecagtcecatga</INSDSeq sequenc
e>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="10">

<INSDSeg>

<INSDSeqg length>12117</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..12117</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl60">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>atggcgaacgaagagaagcttcgcgactatctcaagcgggtcaccaccgaccteg
ctcagacccgggagcgtctgecgggagatcgaggaccgeccggecggagecgatagecattgteggecatggectg
ccggttccceggeggggtgtectecggecggaggggctgtgggagetggtggagtcgecggggtgacgggateggt
cctttccegtcggaccgtggectggeccggaggatgtggtggatecctgacccggacgecggtgggtaagagegtcet
ccggtgagggcggcttectgtatgacgecggectgagttcgatgecggagttecttegggatcaacccgegtgagge
gctggcgatggatccgcagcagcggttgectgttggagacttecctgggaggecgttggagcacgeccggcatecgac
gccaccgcactgcgcggcagcccgaccggegtgttcaccgggectecttectaccacgactatcectgecgaccecacce
cgatgccggaagagatcgaaggctacgtgggcgtcggggcgacggcgtcggtggectteccgggegggtggegta
cgtgctgggcctggagggcccggcggtgacggtggatacggectgctegtectegetggtggegttgcacctg
gctgcccagtcgctgecggtccggcgaaagcaccctggcactggcaggecggggtgaaggtgatggceccaccecta
acacgttcgtcgacttctccecgtcagecgggecgtggcectcectggacggeccgectgcaagtecgtacgecggagggcecge
ggacggtactgcctggggcgagggcgtcggecgtgectggtecgtggaacgectgteccgatgeccggecgcaacggt
cacaaggtgctggcggtggtgcggggcagtgcgatcaaccaggacggtgecctccaacggecctgacggcaccga



gtggtccggcacagcagcgggtgatccgggcggecgttggeccgacgecgggecctggagecggttgatgtggatgt
ggtggaggggcacggtacggggacgcggctgggtgatccgatcgaggcgcaggecgectgectggeccacctacggt
caggaccgcccggaagggcgaccgcectgtggectgggectcggtgaagtccaacatcggacatgecccaggecggetg
cgggcgtggcgagcatcgtgaagatggtggccgcgatggagcgaggggtggttceccggecgacgttgtatgecgga
gcggccgtettegecaggtggactgggatgecgggggecggtgeggctggecactgaggecggtgecgtggeeggag
acgggtgagcgtccgcgtcgggeccggcecgtctectegttecgggttectccgggaccaatgectcacgtgattateg
agcaggccccggceccgctgatgaggaggtcececctgecccgggggecggectecccgaagecgecggacggtgttgacgg
tacggagttgcctctgttgeccgtgggtggttteccggtecgttcggaggecggggecttgecgggtcaggecggggcgg
ctggcggaggttgtcgaggcgtcggggecctggtgtgecggecggtggatgtgggectggtecgttggegtecttege
gtgcggtgctggagcatcgggcggtggtgctgggctcaageccgggaggagttggtcaccgetctgggegecct
cgcggagggtcgtgatctgccgggtgtggtgagtggggctgcgggcggtgecgggcaaggttggttttgtttte
accgggcagggtgcgcagcgggttgggatgggccgtcagectgtacgaatecgttecccggtgtttgecggeggegt
tcgatgaggtgtgtgcggggctggatgegecatcttgagggttegttggeggeggtggtgeggggtgaggggga
cccgtcecgtggeccgggtgggggecgtattgatgagacggtgtgggecgcagectgegetgttecgeggtggaggtg
gcgctgttccecgettgectcgegtegtggggtgtggtgeccgcaggtggtggecgggtcattcgatcggecgagetgg
ctgcggcgcatgtggcaggggtgtggtcgctggaggatgectgecgecggtggtggecggectecggggeecgtetgat
gcaggagttgccgtctggtggggcgatggtggcggtggaggeccgeccgaggaacgggteccgecgaagtcatecgeg
ggtcgtccgggggtcgggatcgeccgecggtgaacgggeccgecgecgcagtegtggtgteccggegtcgaggacgacyg
tgctggcggtggcggaggagctggcgcaggceccgggtegegecacgegtegtttgcaggtetegecacgegtteca
ctcaccgctgatggagccgatgctggaccggttcgctcaggcgatcgecgaggtcacgtaccacaccccgacyg
gtgacgatggtctctgcgttgaccggcggecttgtttcggaagaggtcaccgatcecgtecgtactgggtececgge
acgtccgtgaggcggtccgecttcgecggacgecggecggagtcgatgecgecgggectcagggtggggaccttecatecga
actcggcccggacggcecgtcecttgteccggcatgggaccgcagacccgecteccgacagtgagggcgaaggcgatteg
ggttctgaggcgtggctgccggtgctgecgecgtggtcgtgacgaaccgcecgcectcectcectgetgaccgecgectggecga
aggtgttcgtccgtggggtcecccggttgectgggacgecgectgtacaccggtaccggegetcagecgegtggatet
gcccacgtacgecttccagegtcatecgectactggttgaaggtggeccgttgacagtecgggeccgaggggctgggyg
ctggcgecgtegggecatecgttgttgggggeggeggtggggttgecggecagtggtggtgtggtgttgacgg
ggcggctttcgectttcggggcagtecctggecttgeggatcatgtggtggecgggeccaggtggtggtgecgggege
ggcgttggtcgagatggtggtccgtgeccggtgatgaggtggggtgectecgecgggtcgaggagectgttgattgag
gcaccgttggtgctgcctgcgeggggtggggtgegggtgcaggtcatggtggaggagecggacgegtccggge
gccgcgtggtcagtgtcectatgecgcaggacgaggacgtcccgeccggagggggagtggacccggcacgcaaccgyg
cacgctctccccageccgaggcggtggcggagggcagtgeccgacggctteccggcagtggecgecgteecggtgeg
caaaccctcgacccggatctgttctacccggagectggecggectcgecggactgagttacggaccggecttceccagg
gtgtgcgggcggcctggcgccggggcgaggaactgttecgecgagatcgeecctgecgcaggacgtaacggecaa
cgggttcgggctgcatccecgecctgectggacgecggcactgcatgtggecggecgecgaacaccgaaggtgacgge
ctggcgctgccegttegectggaacaacgtcatggtgcacgecteccgacgecgttgecggcacgggteccgggtga
cctctgccgectcgggcgaggggctgacggtcatgectggecgacgecgteccggeccagectgatecgectecgtega
caggctggacctgcgtaccctctcgeccgcaggacctcgcagecgggcgggcaggcggcggacgacacecctgtte
gcggtggagtggatgcccgcectcggceccacatccgacgcgggecccggactcggacccggecggegttgggeecggt
gggttgtgctcggtggttcggaggtggtgccggatctgecctggtgecgtggtectteccggatgttgeggegtt
ggtggcggcggtggaggegggggctgaggttccgcagatggtggtggecgecggttcgtecggtggecgggece
ggtggcactgcggaggctgccecgtcecgtgceccgeccgtggacgttcectggggttggtgcaggagtggttggetgetyg
atgtgttgtccggtgcgcggttgttggtgttgaccgagcgtgecggtcgatgccggecgcggaggtgecggtgga
ggttgcggcggcttcggtgtggggtetggtgcgggtggecgcagacggagaatcecggggeggetgetgetggeg
gacgtggacgaggtgtccgtacccggtgcggaactggeccggctggectgcgagacggggtggagectgggcgage
cccagtgggcggtccgcecggcggacagacccgggtgeccaggctgacccgggcecactetegeggaccecgtecgge
actcaacggggacacggcacctgaggcccaggcggtaccgtccgeccgggecccgagatcgagaccaggecccgag
accgagaccgggcccgagaccaacattgacgcceccgceccgggcacggtgetggtgaccggecgettecgggggtge
tgggtgggttggtggcccggcatctggcgaggtcgggeccgggcggaacacctggtgetgectecteececgtegegg
cggcgacgccccgggaatgeccggaactcecectegecgacctecgacgcatcaggtgteccgggtcaccgtggecgcece
tgtgatgcagccgaccgggaccagcttteccagtgtecttgagggegtgececctgacgggtgtggtgecatgegg
cgggtgtgctggatgacggggtggtcggctcgctgactgcggagecggctggagtcggtgectgecggeccgaaggt
ggatgcggcctggaacctgcacgagctgacccgtgacctgggectggagectggacacgtttgtgttgttecteg
tccatcgcgggggtgatcggtaatgccggtcaggccaactacgcggcgggcaacaccttectggacgeecctgg
ccgcccaccggcgceccaccacggectgececgecgtategetggectggggaccctgggagaacggcatggecgg
cgaactggccgaagccgacctgcectgcgaatggecccgceccagggactgegececgetectecgacgcacgecggecte
gccgcgctggacgccgceccgcggaccgcgceccgaccgctgectggtggcagcagagttgecatectecggtgegetge



gccgctccgcagaggtgceccgcecgcectgectgtecgecgetegtecccggeggetcgcgggaacgcgcagcccgcecccyg
ccggacggccggccagccggceccgceccgaggaccgtaacgecgetggcageccgectggecgggectgagececcgeg
gagagccgggaggtgctgcaggacctcgtcatcggeccaggecgecctggtgectgggcatggecggacccggtyg
ccctcgacgggaaccgtccgttcagggacgtcggecttcecgactcecgectgaccgecgtcgaactgcgcaaccggcet
cagcacggcgaccggcctgcggctgceccggccacggcggtettcgactaccecgaccececcgtecgecctggecgaa
ttcgcecctggacgagctgatcggetceccggecgecggtaccggcggacgcggcacctceccggcagcggceccgacgacyg
gccgcgaggacgacgacccggtggcgatcgtcggaatggecgtgecgectteccccggecggggeccacgacccccge
cgagttctggcagatgctggcctcgggcggggacgggatcggeccctteccggacaaccgtggectggecggag
gacgtggtggattccgacccggacgcgatgggcaagagcecctggtcggggagggcggtttcectctacgacgecg
ccgagttcgacgcggagttcttcggcaccageccecgcgtgaggecgectggcgatggatccgcagcageggetgtt
gctggagacctcctgggaggcgctggagaacgccggcatcgacccgaccgagctgecggaccagegcgtcecgge
gtgttcaccggcatgttccaccacgactacctctcggeccaccgecgectgeccggaagaggeccgagggatacgteg
gcctcggcecgceccaccgggtcggtggecteccggacgagtggegtacgecgectgggectggagggecccagecggtgac
cgtggacactgcctgctcctectegcectecgtggcactceccacctggecgeccagtecctgecggtcaggtgagagce
acactcgccttggtcagtggcgtcaacgtgatggccactccggtcaccttcatcgacttctececggecagegtyg
ggctggccgcggacggccgttgcaaggcgtacgcggaggacgcggatggcactgecctggagecgagggegtecgg
cgtgctggtcgtggaacgtctgtccgacgecccggecgcaacggceccacaaggtactggecggtggtgecggggecage
gcgatcaaccaggacggcgcttccaacggecctgaccgcaccgaacgggceccgtcecccaacagecgagtgatececggg
cggcgttggccaacgcgggcatcgggaccgacggggtggacgtggtcgagggceccacggcaccgggacgeggcet
gggcgaccccatcgaggcacaggccctgctggceccacctacggeccggaaccgteccggecggaccggecgetgtgg
ctgggctcggtgaagtccaacatcggacacgcccaggcggcggecggtgtegecgggatcatcaagatggtge
tggcactggagcacggccagatccccaagactctgcacgecggagecggecgtecttegcaggtggactggggtge
gggggcggtgcggetggtcactgaggcggtgececgtggecggagacgggtgagegtecegegtegggetggggtyg
tcttecgttecgggttecteccgggaccaatgetcatgtgatcatcgagcaggecceccgagegtggagggegtgtete
ttccgggggcggegeccgaggecgtggacggtgttteccggtacggagectgectectgttgeecgtgggtggttte
cggccgttcggaggcggggctggeccgggcaggctgggegtttggecgegttegteggacaggactecgggtgtyg
cggccggtggatgtgggetggtegttggtgtegtegegtgeggtgetggagecategggeggtggtgetggget
caagccgggaggagttggtcaccgcectctgggcgceccctecgeggagggecgtgatctgecgggtgtggtgagegg
tgctgcgggcggtgcgggcaaggtcggcttegtecttcaccgggcagggtgeccagecgggttgggatgggecga
cagctttacgaggtgttcccggtgttecgeggecggegttecgacgaggtgtgegeggggectggacgegecaccttg
agggttcgctggcggcggtggtacggggcgaaggcgacccgacctggeccgggggagggecgtatcecgatgegac
ggtgtgggcgcagcccgcgctgttcgecggtggaggtggegetgttecgettgectcacctecgtggggtgtgaca
ccgcaggtggtggcgggtcattcgatcggtgagectggectgcggcacacgtggecgggggtgtggteccctggacyg
atgcctgcgcggtggtggcggecccggggcecgtctgatgcaggagttgecgtectggtggggecgatggtggegge
ggaagccaccgaggagcaggtccgcaaggccctecgeccgaccgeccccggggtggggatcgecgeggtgaacggg
ccgcgtgcgatcgtggtgtceccggecgtecgaggacgacgtgectggecggtggecggaggagctggecgcaggecgggt
cgcgcacgcgtcgcecttcaggtctecgcacgcectttceccactcaccgectgatggageccgatgectggaccggttege
ccaggcgatcgcccacgtcacctacgggaagccgcagctaacgatggtectecggecctgaccggtegeeceegtt
tcggaggaggtcaccgceccccecctegtactgggtecggcacgtececgtgaggecggtececgettecgcagacgeccacag
aggcgatgcgcgggctcggecgtgggcaccttcatcgaactcggeccggacggtgtectgteccggecatgggecce
gcagacccgcaccgacagcgagggccaggacacgaccggctceccgaggecatggcectgecgttgetgegeecgtgge
cgcgacgaaccgcgcgccctgcectgaccgcactggccaaggecgttegtecgeggagtececcggtegectgggacyg
cgctctacaccggcaccggcgcccagcgecgtecgacctgececggectacgecttceccagecggcagecggtactgget
gagcgcggcctccgcgagceccgcecgecgaggaccteggtectggaacgaccggggcacccecctgectaggggcgace
gtcgagctgccggectceccggtgaggtggtgectgaccgggcagctgacccggteccgecacagececctggectgggec
agctgctggtggccgggcgtccggtecgtecgeccectecggegectggtggacatggecggtgegegeggecgacga
ggccggcggcggccgcatcgaagaactgectcgtcgaggeccecgctggtgcecteccgcagegeggeggegtceccgyg
gtacaggtgaccgtcggcacggccgacgccgagggacgccgggaggtegeecgtgttecgegeggeggecggagyg
gggagtgggtgcggcacgccagcggcacgctggeccccggeccgcagcggacgacgaggccgeccgecggacgcegge
gtggagcgtgcactggccgccgcecccggecgecgtaccggecgacgtgeccgggcectcectacgaggggectggecggec
accggcctcggccacggtceccggecttceccagggggtgcgggectgectggecgecggggcgaggagectgttecgecyg
agatcgccctgccgcaggacgtggecggtggacgggttecggtgtgcaccecggecctgctecgacgecgetcecteca
cctgacctgcctggaacaggcggagcagcagcatcggeccggatgeccgaggggecgttgetgeececttegectgg
agcggagtgcggctgtacgecgtccggcgceccacggcggcgcgggtacgggtggtgecgtecececgteccggtgagyg
gcgtggcggtgacgctggccgacccggtcggecggecgatecgectecggecggacgcggtggteccggegeeccect
ggctcccggcgcgctggaacaggccgacggggcgggecgggacgggcectettectggtgeggtggtecececggtyg
gacgaggtgccggagcccggtgagecggggcgecggtgggeggtactcggegacgacggcggactggaggtge



ccggcgcgacggcgtaccgggacgtcaccgagctgctecgecgecggtgecgggacggcgecteccggtgecggacac
ggtggcgctgtgctgecgtgtccgacagcgacccggaccccaccacggecccaggeccactgacccggaccaggcece
acggcccaagccacggctccagaccccgeccgcagacctggeccccaccceccgecgacacteccececgecagecgcecac
gcaccgccaccgtccacgtcectggagacccteccgegecgetgectggecggcaggegtgectggacggatecgcaget
ggtcgtggtggtcgagcgcgggctggacgtggacgccggcacggacctgcggectggecgggtgeecggtgtegece
ggactggtccggacggcggctgccgagcatccggagcgecatecgtgectggecggacgtggecgecggecggecggcet
ccggtcceccecctggtgatggeccggagecggcecctgggcgaaccgcaattecgeggtgegtgacggecggetgetggt
gccgcgactggcccgggcageccggggaggaactgeccggtgeccggacggeccgggactggegectggeggectge
ggacccgacgccgceccggcectggtacggecggtggacggcgaggtggggcagecggeccctggecgecggtgagg
tgcggttggcggtgcacgcggccgcggtgaaccggcaggacgtacggcacgtgctggaggecgteccececcgagcece
gtcgcgaccgctcggacgggagggcgccggggtagtgectggagaccggacccggactecgectggecggetgte
ggagaacgggtgaccggcctgttcccgggegecttecgecggeccaccgcgatcgecgacgcacggectgetggtge
cggtgccggacggttggtcggccgcgcaggccgecgecgecgecggtggegttectgaccgegtaccggetget
ggcgcaggccgcaccgcgceccccggggagecgggtgectgateccaccececgecgecggecccgagggectggecgec
gtccagctggcgcgccacttgggcgeccgaggtgttecgecacggcgecgecgtecgectecgecggtectgeacce
ggctcggcctggacggacagcacctggecgcecgtccgcgacggcacacttcgaggagacgttecgtacecgegac
cgacggacacgggatggacgtcgtgctcaccttcecctececcgacatccgecgacccggeccacagcgacagcggcec
ccagacacagcaacgacgaccccagacacagcaacgacagacgcagcactceccgectgectccaccccggecggcece
gttcgctgtccgcageccgceccgeccgagacgggeccaccagcaccccgaagagctcgaageccacctggcagaget
ggccgggctgttcgagaagggcgcgctgcaccceccctgecggtggectgeccgggacgtacggcaggecgcecgecayg
gtcttccggacgccggtceccgggaggcecgtccacggtecgccaagacggtgectgacgctgecgeeccgcaccggteg
gcaggcccggcacggtgctggtgaccggecgectecgggggecgectecggecggectgacggcacggcacctggeccg
taccggccgggceccgagcecggctgectgectgacctcacggecggggcgcggecgeccceccggaatgecgegectggece
gccgaactggccgcectceccggacactcecggtgcaggtectggectgecgacgtcgecggaccgecgacagcectecgecyg
ccgtgctggccggggtgccggceccacggccccecgcectgaccggggtggtgcacaccgegggegtactggacgacgg
cgtgctcgectcecgctcaccececggagecgtgtecgagcaggtgatgecggeccaaggtggacgecgectggecacctg
cacgacctgacccgccatctcecggcectggacaccttegtectgttectectecgtggecggtgtgetgggecacce
cgggccaggccaactacgcggccggcaacgcecttectggacgecgectggeccgeccaccggecgeccaccacggect
gcccecgcecgtatcecgectggecgtggggaccgtgggaggacggcatggeccggacagctcaccgacgeccggacggcecag
cggatgttccgtcagggactgcggceccgctgteccgeggecgacggtcectecgegetgttecgacgecgetecteggceca
ggccggacgcgctgctggtcacgacccggctggacctgecccgecgctgegecgcaccgcgagtgecgtacecgge
cctggtgaccggcecctggteccggcecccggeccggcgcaccgcgggaggaccggcgeccggacgecggecggaagetg
gccgccgagctggcggcecgcectgecgeccgagcagtteccaccacgecgtectgaacctggtgegtacccaggecgg
cgctggtgctcggacggccgggaccgcagtceccgtecgageccgeccggtacttecgecagectecggettegacte
gctgaccgcggtggagttccgtaaccgecgtcagecggecgcecgcectecggectgeggectgecggecgeggtegtette
gactaccccacgccgcgggaactggcggagtacctccaggagcggatcgecgagcaggagatcgactacggge
cggtgctcggcgagctggaccggctcaggtcgctgctcagecgggatcgtccggecggggcggeccgcaaggcgga
gatcatgagccgtttcgagaccatcatggaggagttccgcggecgccgagacggaccagggetectecgacacyg
gacatcaccgaggcgacggacgacgagatgttcgacctcatcgacaaggagctggggatcgtgeccgggcaccyg
acggaggagcggcgtga</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="11">

<INSDSeg>

<INSDSeqg length>14025</INSDSeq length>

<INSDSeqg moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..14025</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl6l">



<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeqg_ sequence>gtgaacgacaccgatgggccggccctgaaggacaccgccgcageccggecgecacage
ctttggcgatcgtcggtatgagctgccgectacceccggecggggteccgttcacccgaggacctgtggaagetget
ggccgaaggcggccaggggctcectcececggettceccecgecgggaccgecggectggaaccteggetcgetgcacggecag
gacccggacggcaccggaaccacctacctcacccgaggcecgggttectcgacgacgecgecggtttcecgacgecyg
ccttcttcggcatcccgeccgcgcgaggecccaggeccatggacccccagcageggetgetecctggaggegtectg
ggaggcgctggagaacgccgcccteccteccecccgcagaccteccgecggecacccecgecaccggegtgttegtgggegece
gaacccagggagtacggcccccggcecgcacagcgcaccgggcagcgecaagggecacctgttcacecggecacct
cgcccggcgtgatgtceccggceccggatctectacctgctgggactgcacggeccgtecgetcaccgtggacactte
cgcctccagctcecectggtegecatceccacctecgecggecgcaggecgectgecggaccggtgactgetegetggegetg
gccggcggggtgtccgtgatgtccaccccggggaacttcatecgecttcageggectgecgggecctgteggecyg
acggggtctgccggcccttcectecggeccgecgecgacggcaccgtatggteccgaaggegtecggectgategtect
ggagcgcctgtccgacgccgtccgcaacggceccaccccgtgectggecgtactgecgeggtteggecatcaactece
gacggcaccggcgagggactgaccgcgccgaacggcagcgcccagcaggecgtcatccgecgegeecctggecg
acgcgcacctgaccgccgaccaggtggacgcggtggaggcgcacggcacggggacgcggectgggtgaccecgat
cgaggcgcgggcgctgectggeccacgtacgggcaggagcgteccgagggecggecgectgtggetgggeteggtg
aagtccaatctcggccacgcccaggcggceccgeccggtgcagecgggtgtcatcaagatggtgetecgecctgegece
acggcgaactccccgcaaccctgcacgcacacgagcecccacccceccgaggtggactggtecteccggeggggtacyg
cctgctgaccgctcececggeccecgtggecggecggtgeccgecacccgecgtgecggggtectecggetteggecte
ggtggcaccaacgtgcaccttcttctggaggaggggccgactgtatcecceccgcacaggatgeccgaagecgteg
aggagtccggggggcctgcggttceccggtggtgaccggtgeccagegettgggtgetgteccgggecggactgetgyg
ggcgttgtcggcgecaggeggggcggetgegggagtggatggggacgecgtecggagttggaaccggecgatgtyg
gcgtggtcgctggctgceccggeccgectecggtecttcgagcaccggggtgttgtggtgggtacggggegtgeccgage
tgctcggtggegtggggagectggcgtegggtgttecgggtgggtcecggtggtgtecggggtggececggteggg
tgttcggcecgggtgttegtececggtgtttgettttgectggtcaggggtcgcagtgggtggggatggggcgggag
ctggcgggggtttcgeccggtgttcgecggggeggttggecggagtgtgetgecggegttggegecgecatgtggact
ggtcgctcagcgatgttctggecgggtgcggagggtgctectgegttggaggcggecggatgtegttcagectge
gttgtgggcggtgatggtgtcgectggctgeggtgtgggaggcggctggtgtegetcecggatgeggtggttggt
cactcgcagggggagattgccgcectgccacggtggeccggecatgetgtegettgaggacggtgeccgtgtggtgg
cgttgcggtcgcaggcgctgaaggtgctggecgggtgegggeggcatgectgtecgtgagecgteccggegtecgga
ggtcgaggagcgcctggtccggttcggggagagggtgtececctggecggeggtcaacggaccgtcggecactgte
gtctcgggtgagccggcggctctggaggagcttcagteccgagttcgaggcggcgggggeccgggegeggatgg
tggcggtggattacgcctcgcattcggctcaggtggaccggctggaggaggagatcacctectgttectggetgg
gatttccccgcecgtcggggacgtgtteccgatggtgteccgecgatgactggcgagacgectgacgggtgaggagctyg
gacgccgggtactggttccgcagtctgecgggcgacggtggattacgaccgtgecggtgegegtgetggecggte
agggccatcagatgttcgtcgaggtgacgccgcatccggtgectggtcggegecatgcacgacacccttcagge
actcgcccaggaggccggtectggecgecgataccgggecgecgtectgegggtecgectgecggecgggacgacggceggt
gccgagcgcecctgctggectecgectggeccgaagegttegtcaatggggecgtcggtggactggcaggtggtgette
ccgcagggaagcgggtggagctgccgacgtacgcgttccagcatgagecggtactggetcgacgecgacgcectee
cacgcagccggccgaggcgccgcageccgcggacctcaccgetgecaccgacacgaccgcagggtgggggcetyg
cgcggacagctcgccggccggccggagcccgaacagcaccagetegttetggacctggtcatcacccaggecg
cagccgtactcggccattcggcaccggcggeccctggaccceccgcacgtaccttcaaggaactgggcecttcecgacte
ggtgaccggggtcgacctgcgcaaccggctgagcaccgcggeccgceccteccaactgeccagecacgctgatette
gaccaccccacaccgctcgegectcecgecggcettectgcacggcgaggcgcagggceccacgecccttecggecgggyg
ccgtcggctccaccaggacgccggcacctgecggaggtgacgageccattgeccatecgtggegatgagectgecg
tctgccgggcggcectcagecacacccgagegectgtgggagetgectggecgagggecggcgaggcagtggeccca
ctcccecgeccgaccgcecggctgggacctcectecccggcagcacggcacccggcccgacggggacgcecggectecgega
gtcacgatgcgtccaccaccgggctgtccaccecgtggecggtggecttcectcaccggecgcaggcgacttecgacge
cgccttecttcgggatcageccgegcgaagcactggecgatggateccgcagcageggctgetectecgaactectee
tgggaagccttcgagcgcgcaggcatcgacccggggegectgeggggectcggegaccggegtettegeecggeg
cgtcccecegtceccecggatacggcageccatgcgeccgaggaactcacgggeccacctgcageccggcecatcaccececag
cgtgatctccggccgggtggcectacacactcggactcgaaggcceccgegctgacggtggacacecgectgeteg



tcttcgctggtggecgctgcacttggeccgteccggtegetgecggteccggecgagtgcgagetggectetecgegggtyg
gtgtcaccgtgcatgccaccacgtcecctggctgaactggttcgaccgtcaacggggactggeccgeccgacggccyg
ctgcaaggcatacgccgaccaggccgacgggatgggcatgggcgaaggcgeccggectecctggtactggaacge
ctgtccgacgcgcagcgcaacggtcacaaggtgttggcggtggtgcggggcagtgecggtcaatcaggacggtyg
cttccaatggcctgaccgcgccaaatggtccgtecgcagcagecgggtgatccgggecggegttggetgacgcggg
cctggagccggttgatgtggatgtggtggaggggcacggtacggggacgcggttgggtgatccgatcgaggceg
caggcgctgctggccacctacgggcaggaccgtccggaaggeccggecgectgtggectgggectecggtgaagteca
acatcgggcacgctcagtccgeccgecgggecgtggecgggecgtcectcaaactecgtectecgeccteccaacacggaga
agtgccgaggacgctgcacgccgaccagceccttettegcaggtggactgggatgecgggggecggtgegtetggte
actgaggcggtgccgtggccggcgacgggcgagcgtcececgegtcecgggectggggtgtecttegttecggecatcagtyg
gcaccaacgctcacgtgatcattgagcaggccccgaatgeccgaaggtgegetectttecgggggeggeteccggg
catcggcgcggacggtgattccggtgcggagctgectectgttgecgtgggtggtectetggtegttecggaggeg
gggctggccgggcaggctgggeggetggeggagtttgtcgaggegtecggggtetggtgtgeggeeggtgaatyg
tgggctggtcgttggtgtcgtcgegtgeggtgttggagecategggeggtggtgetgggttcgggtecgggagga
gttggttgctgggctgggggcgcttgcggagggtecgtgatectgecgggtgtggtgageggtgectgegggeggt
gcgggcaaggttggttttgttttcaccgggcagggtgcgcagecgggttgggatgggtcgtcagetgtacgaat
cgttcccggtgtttgecggcggegttcgatgaggtgtgtgeggggectggatgegecatecttgagggttegttgge
ggcggtggtgcggggtgagggggacccgtegtggeccgggtgggggecgtattgatgagacggtgtgggegecag
cctgcgcectgttcgcecggtggaggtggecgectgttecgettgectggegtegtggggtgtggtgecgcaggtggtgg
cgggtcactcgatcggtgagctggctgcggegcatgtggcaggggtttggtecgectggaggatgectgtgeggt
ggtggcggctcggggccgtctgatgecaggagttgecgtetggtggggecgatggtggecggtggaggecgecgag
gagcaggtccgcagggceccttggceccgatcgtccgggggtggggattgectgecggtgaacgggecgegtgeggteg
tgctgtccggcaccgagaccgacgtgctggecggtggcggaggagctggcgcaggceccgggtetegecacgegteg
ccttcaggtctcgcacgcgttccactcaccgctgatggageccgatgetggaccggttecgeccaggecgatecgec
cacgtcacgtaccggaagccgcagctaacgatggtctcggecctgaccggttgececegtttecggaggaggtca
ccgccccectegtactgggteccggcacgteccgcgaggceggtecgecttegcagacgccacagagacgatgegegg
gctcggcgtgggcaccttcatcgaactcggtccggacggtgtecctgteccggtatgggeccecgcagacccgegcec
gacagcgagggccaggacacgaccggctccgaggcatggectgeccggtgectgecggecgtggecgcgacgaaccgce
gcgccgtgctgacggecgctggcgaaggtgtttgtececgtggggteccggttgectgggacgecgectctacaccgg
taccggcgctcagcgcgtggatctgecccacgtacgecttceccagecgtcaacgttactggetgecgaccgegtee
gcccecctcectggacgcecggecgggtectgggeccagtacacgaccecgtcateccgttgttgggggeggetgtgaaatecge
cggccagtggtggcttggtgctcacggggcggctttecgetttcggggcagececctggectggecggatcacgtggt
ggcgggccaggtggttgtgeccecggtgcggegttggtcgagatggcggtecgtgecggtgatgaggtggggtge
tcgcgggtcgaggagttgctgagcgaggeccccgttggtgectgectgegcagggtggggtgegggtgcaggtcea
tggtggaggagccggacgcgtccgggegecgecgtggtcagtgtectatgegcaggacgaggacgtececcgecgga
gggggagtggacccggcacgcaaccggcacgctcectecceccggtaagggaagctggcgacggacgtgecacacact
cgcctccggcagtggceccgtctecccggagecgageccgtcgagectgaccgatttetatteccgegttgteggece
gtggcctctcecctacggtccggtectteccagggtgtgecgggecggegtggtgtectgggtgaggagectgttegecga
ggtcgctctgccgeccgggtgtggtggtggacgggtttgggttgcatecctgegttgttggatgecggegttgecac
gtcattgtgggtgtgggggagecgtgegggtgggttggaggtgeccgtttgectggcgggacgtggagttgtatyg
ccacgggtgctcaggtggccecgggtceccgggtggtgecgggagetgatggcgagggtgtttegetcagectgge
ggatgctgacggcgcgctgatcgcecctcececgtecggttecctggecctgecggecgttcacagectececgettecggt
gcaggagacggcctgtgtgggatcgactgggtgcctgccacggccaccacatccgacctgggctecggecccgg
agccgttgggccggtgggctgtgectcecggggectgtgtcgggtgtgeccggatctgectggtgecgtggtettece
ggatgttgcggcgttggtggcggcggtggaggcgggggctgaggttccgecagatggtggtggegeeggttegt
ccggtggccgggcecccggtggcactgcggaggctgececgtegtgecgecgtggacgttectggggttggtgecagg
agtggttggctgctgatgcgctgtccggtgcgeggttgttggtgttgaccgagecgtgecggtcgatgecggege
ggaggtgccggtggaggttgcggcggctteggtgtggggtctggtgcgggtggegcagaaggagaatcecgggyg
cggctgctgctggcggacgtggacgaggtgtccgtacctggtgtggatctggecgactggectgecgggecgggg
ttgagctgggtgagacgcagtgggcagtgcggggcggacagattcgggtaccgecgectggtgegectgecgte
ccggcttctcacggaggagatccecgtceccgggcacggtgectggtgaccggtgettecgggggtgetgggtgggttyg
gtggcccggcatctggcgaggtcgggtcgggcggagcatctggtgetgetectcgegtecgcggecggcgaggcce
ccgggatgcctgggctcgtcecgttgatcttcaggagatgggtgtcaaggtcacggtggectgectgtgatgecggce
cgatcgggatcagcttgccggtgttcttgagggtgtggtgectgacgggtgtggtgcatgecggegggtgtgetyg
gatgacggggtggtcggctcgctgactgcggagcggctggagtcggtgectgecggeccgaaggtggatgeggect
ggaacctgcatgagctgacccgtgacctgggcecctggagctggacacttttgtgttgttctecgteccatecgeggyg
ggtgatcggtaatgccggtcaggccaattacgcggcgggcaacacgttectggacgeccctggecgegtaccgg



cgccaccagggcctggceccgceccgtatcgectggectggggaccgtgggaaaacggcatggeccggtgecctgaacg
aggtggaccagcgccggatgtcccgacagggactgecgeccgectgteccgcaccggacgggctggecctgttgga
caccgccgtccgcaccgaccggtceccectgetggtcaccactggactggacctggecgegetgegtegttecggg
gaggtaccgccgctgctctceccggectgectgceccggacccacgcggcggecactcgcageccgeccgecgcacygg
ttgccgaatcggccgceccgacaaccggagcccgctggetgcacggectegtecggectcgcaccaggcgagcggac
cgagactgctctccaactggtcgcgacggaggccgcgctggtactggggatgaccggaccggagaccgtcgaa
cccgcecccgcetegttecgggacaccggcttecgactegetcaccgecgttgagttgegcaaccgactgaacaggg
cgacgggcctgcggctgcecctgccacgaccgtcttecgaccacccgacccececggcecacgttggeggegecatgtget
ggccgaactgctcggtgaggacgaggccggcccgatgggtgacaccgteccecggeggceccaatgttecgegtgeg
ggcgacgatccggtcgtcattgtcggcatggecctgecggttececctggecggggtgtecctecggeggaggggetgt
gggagctggtggagtcgcggggtgacgggatcggtgccttceccececgtcggaccgtggectggeccggaggatgtggt
ggatcctgacccggacgcggtgggtaagagecgtctceccggtgagggecggcttectgtacgacgeccgectgagtte
gacgcggagttcttcggcatcagecccgecgcgaggecggtcgecgatggatccgcagcageggectgttgetggaga
cttcctgggaggcgttggagcacgccggcatcgacgeccaccgcactgecgeggcageccgaccggcegtattege
cgggctcttctaccacgactacctgceccctggcatgcggtecccggaagaggtcgagggataccteggtacecggt
agcacgggctcggtggcttccgggegggtggecttatgecgectgggectggagggeccggecggtgacggtggata
cggcctgctcecgtcecttecgectggtggegttgcacctggectgeccagtecgetgeggteccggecgaaagcaccctgge
actggcaggcggagtcacggtgatgggaacccccggtacctttatcgactttteccecgtcagegtgggetgget
gcggacggccgatgcaagtcgtatgcggagggcgcggacggtactgectggggcgaaggecgtgggegtgetgg
tcgtggaacgtctctcggatgecccggegcaatggacatcgagtgetggeggtggtgeggggcagtgeggtcaa
tcaggacggtgcttcgaacggtttgacggcgccgaatggteccgtegcagecgtegggtgateccgggeggegttg
gctgacgcgggcctggagecggttgatgtggatgtggtggaggggcacgggacggggacgeggttgggtgate
cgatcgaggcgcaggcgttgctggccacgtacgggcaggaccgtccggagggecggecgttgtggetggggte
ggtgaagtccaacatcgggcatgcccaggcggctgecgggtgtggectgggattgtgaagatggtggecgegttyg
gagcgaggggtggttccggcgacgttgtatgcggagecggeccgtcttecgcaggtggactggggtgcgggggcegg
tgcggctggtcactgaggcggtgeccgtggeccggagacgggtgagegteccgegtecgggecggtgtetectegtt
cgggttctccgggaccaacgctcatgtgatcatcgagcaggeccccgagegtggagggegtgtetettecgggg
gcggcgcccgaggccgtggacggtgttteccggtacggagetgectectgttgecgtgggtggtttececggeegtt
cggaggcggggctggccgggcaggctgggcegtttggccgegttegteggacaggactcgggtgtgeggeecggt
ggatgtgggctggtcgttggtgtcgtcgecgtgecggtgectggagcatcgggecggtggtgectgggectcaagecgyg
gaggagttggtcaccgctctgggcgeccctcecgcggagggeccgtgacctgecgggtgtggtgagecggegetgegyg
gcggtgcgggcaagatcggcttecgtecttcaccgggcaaggcgceccagecgggttgggatgggecgacagctecta
cgaagcattcccggtgttcgecggecggecgttcgacgaggtgtgecgecggggctggacgcgcaccttgagggtteg
ctggcggcggtggtacggggcgaaggcgacccgacctggecgggggagggecgtatecgatgagacggtetggg
cgcagcccgcgctgttegecgtggaggtggcactgtteegettgetegegtegtggggtgtagecgecgecaggt
ggtggcgggtcactcgatcggtgagctggctgcggcacatgtggcgggggtgtggteccttggacgatgectge
gcggtggtggcggcccggggcegtetgatgcaggagttgecegtectggtggggcgatggtggeggtggaggeeg
ccgaggagcaggtccgcaaggccctcgeccgaccgecccggggtggggatecgecgecggtgaacgggecgegtge
ggtcgtgctgtccggcaccgagaccgacgtgcectggecggtggcggaggagctggecgecgggcggggtegegecacyg
cgtcgtttgcaggtctcecgcacgecgttceccactcaccgectgatggagecgatgctggaccggttegeccaggega
tcgcccacgtcacctacgggaagccgcagctaacgatggteteggecctgaccggtegeccecgttteggagga
ggtcaccgccccectecgtactgggtccggcacgtceccgcgaggcecggtecgettegcagacgccacagagacgatyg
cgcgggctcggcgtgggcaccttcatcgaactcggecccggacggegtettgteccggcatggeccgecgcagagcece
gtaccgacagcgagggcgagtcgggttccgaagectggctgecgttgetgegtegtggeccgecgacgaaccgcyg
cgccctgctgaccgcecactggcgaaggtgttegteecgtggagteccecggtgecgectgggaagaggtcectatgeggge
accggcgcccagcgtgtagacctgcecccacgtacgceccttccagecgtcagecgectactggectgeccgaccgcacccyg
cgcacttggacgcggcgggcctgggtcaatccgceccaccctceccacccattgttgggggecggeggtggggttgece
ggccagtggtggcgtggtgctcaccgggcggctttegetttecggggcagtecctggectggecggatcacgtggtyg
gcgggcecaggcggtggtgeccgggcgeggtgectggtggagatggecggtecegtgeeggtgacgaggtggggtget
cgcgggtcgaggagctgttgagcgaggctceecgttggtgetgecccacgcagggecggecgtgecgggtgcaggtecac
ggtggaggaaccggacgcgtccggacgccgecgcagtcagecatccacgecccagagcgaggggaaccceccceccecggag
gcggcgtggacccggcacgcgaccggcgttctecgeeccecggeccgaagcggcagecgctaccgecgacaggatgg
cgcagtggccgccgaccggcgcggtgtectgtecgecattggacgacttcectacteccgggttggcgaagcacggact
gagctacggtccggtcttccagggtgtgcgggecggegtggegtttgggtgaggagectgttcgecgaggteget
ctgccgccgggtgtggtggtggacgggtttgggttgcatecctgegttgttggatgecggegttgcacgtecattg
tgggtgtgggggagegtgegggtgggttggaggtgecgtttgectggecgggacgtggagttgtatgecacggg
tgctcaggtggcccgggteccgtgtggtgeccgggagctggtggcgagggtgtttegectcagectggeggatget



gacggcgcgctgatcgcgtceccgtcggttcececctgaccctgecggecgttecgacgcteccgecgtceccaateccgecg
agggcctgttcacggtggaatgggtacccgccgecgctgacggcggacggtteccggecgecggcggagggeccgtyg
ggccgtgctcggcgaggacgtcecctgggecgeccgecgagectacccggacctgecggetectggtggecggegatecgag
gcgggtgccgaggccccgcggaccgtecgtggtgecgggeccacgectgagecggeccacaccggatgtecgeggetg
cggcccggcggatcacgacggacgttctggggttggtgcaccagtggttggctgectgacgtgttgtecggtge
gcggttgttggtgttgaccgagcgtgcggtcgatgccggecccgggggtgeccggtggaggttgecggeggetteg
gtgtggggtctggtgcgggtggcgcagacggagaatccggggeggetgetgectggecggacgtggacgaggtgt
ccgtacccggtgcggaactggceccggctggctgcgagacgggatagagctgggcgagecgcagtgggeggtecg
cggcgggcagatccaggtgcccaggctcacccgcgccacaaccgagaccggtgtcgaggeccgececgggcacyg
gtgttggtgaccggtgcttcgggggtgctgggtgggttggtggeccecggecatctggegaggtegggtegggegyg
agcatttggtgctgctctceccgtcgecggecggcgaggcccccggaatgectggactecgtggtecgatecttcagga
gatgggtgtcaaggtcacggtggctgcctgtgatgcggccgatcgggatcagecttgeccggtgttcttgagggt
gtggcgctgacgggtgtggtgcatgeggegggtgtgetggatgacggggtggteggttegetgactgeggage
ggctggagtcggtgctgcggccgaaggtggatgcggecctggaacctgcacgagctgacccttgacctgggget
ggagctggacacttttgtgttgttctcgtccatcgcgggggtgatcggtaatgeccggtcaggccaattacgeg
gcgggcaacacgttcctggacgccctggeccgecgtaccgtcaccggcagggectgeccgecgtgtecgategect
ggggaccctgggagaacggcatggccggccggctcaccggecgeccgaacgtcaaagactgacccagcagggact
gctgccagtcaccgacgcgcgecggcectecgeggtgttggacgeccgecgtgggecggteccgaaccactgetggtyg
gctgccgagctggccctggcggcgctgcaccgcaccggggaggttecgtegetgectetecgggetggtgeccyg
gtccgcgcgceccggtaageccgeccgteccgacagcaggcggccggcgcagegtectggaccgtaccgaggaaca
gcagacactcgccgagcggctgggccgactgggccggggcgaggecctggacaccctgecgggaactegtectyg
gcgcagtccgeccecctggtactgggcatgtctggecceccgacaggectggacgtggaccgetectteccgegacgteg
gcttcgactcgctcaccgceccgtcaaactgecgcaaccggctgaacactgccaccgggcectgecggcectgecacccac
agtggtcttcgaccatccgagecccggcggecgectgagecggettectecgecggaggagatgectecggeteggetecece
gagcaaccggacgtgctcgcggcccactccggecttgaccgggtcgaagectecgectecgecgggetgatggecyg
acgagtccgtacggatgcaggtcagcgagcggctcaagcagatgctcggegtgectgaacgcgaccgccggaac
cgacgacggtgacgacgacggcgactcggtcgccgaccggatccagtecggeccagecgacgacgacatgttcgac
ttcatcgacaaccagctcgggctctga</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="12">

<INSDSeqg>

<INSDSeq length>1143</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1143</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="glé62">
<INSDQualifieriname>organism</INSDQualifieriname>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>gtggccgacaagacaaccctcgtgaagtgcctggtctgggacctggacaacacca
tctgggacggcaccctgctggaggacgcgaacgtcgaaccgttcececcecggecatecctggacaccctecgtggaget
ggactcccgcggcatcctgcacteccgtctccagcaagaacgaccacgacctggectggaagecggctggaggag
ctgggcctggccgagtacttecgtgcaccecececggatcggectggggecgcaagteccgacgecggtecgecgagatag
ccgagcggctgaacttcgceccgagaagaccatcgecgttcatcgacgaccagecccgecgagecgecgecgaggteac
ctacggcgccccggacgtceccgcectgctacccggccgaacaggceccacctegetcaccggactgeccgagttcage



ccggcgaccgtcaccgtcgactcccgeccggecgecgcgagatgtaccaggeccggecgeccgecgggacgeccgaga
aggagaccttcaacggccccgacgaggacttecctgecgcagectcgacctggtcatgaccatcaagecgggecga
cgaggaagacctctcccgecgtcgaggaactcacgctgcgcaccageccagatgaacgcgaccggecgtgcactac
tcggacgccacgctgcgecgcgttgctggeccgaccccgaccacgaggtactgaccgtcaccctcaccgaccget
tcggcccgcacggcgcecggtgggcgtectectectggagecgeccacccgcagectgtggecacctcaagetgetgge
gacctcctgccgggtggtcagettcggecgecggctecggtgatectcaactggctcatcgaccaggcggecccgyg
gccggcgcgcacctcecgecgeccgactteccggecgcaccgaacgcaaccgcatgatggacatecgectaccggtteg
ccggcttcgcggacgacgcectgegectgecttgecgegetcgaagetteccgecggggagggegtgcagegget
gcatctggtcgctgatcgccgggaggecgeccgtcgaccatgegtcectgecttgegectgaactggegtectggecage
ggggagaagacctccgagggcgggggaaacaccteccgataccggggagaaggctececegteggetga</INSDS
eq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="13">

<INSDSeg>

<INSDSeqg length>1122</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1122</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl63">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeg_ sequence>atgacagaccacctggccgacgggcgcgcecctgatcagegagectegtceggegace
gggccggcgactgggacgtggccggcgaactgceccgtcgagacgctgecggaccctgggecgeccgecggectget
gtgcgcacaggtccccgecgaccacggcggectecggectgagcagcgeccgccaacggcgaactcaccgeccac
gccggcagcctgtgcagctcactgegctecggtgatgacctcacagggcatecgtggectggaccgtccageget
tcggcgaccgcacccagcggecgecgagetgectecgecggagetgaccggecggcaaactcacecgecgteggetteag
cgaaccgggcgccggcagcgacctggecggceccatgaccacccggatcaaggeccgacggggacggctacgtecate
gacggcgagaagaagtgggtcaccggcacccgctacgccgacttcecgtgctgatcatcggecggtacggecgacyg
gggacggcgccgccgccgcgategtecececgtcgacgecgeccggtgtgcacatceccgggeggtgecgcacccgat
gggctgccgggccgccggacacgccgacatcecggectggaccaggtacggctgeccgectecccacgtgetegge
ggcggcggacagcccctgtccatgcectgttcaccaccgecctgacctacgggecgggtgteccatecggetgggget
gcgtcggcatcctgcgggcecctgectggacgcggeccggeccggcacgcgcaacagecgeccaccagggcgaagtgge
cctggccgagcaccaactggtacgcgggcacctcgecgacctgatggtecgecgaacaggtecgegetgecgecgece
tgcgagcacgccagccggcagtgggacgccgcggeccccggacctgggecaccatggecgtectggeccaagcacg
tcagcgcccagcaggccgceccgcagcgeccgceccaccgeggtceccagetgeteggetcgaccggctecgecgacgg
ccacgtggtggcccgcgcgttececgtgacgceccaagectcatggaactgatcgagggcagcaacgagatctgececge
ctgatcctcgccgaccacgtgctgtccaccacgaagaccggectga</INSDSeq sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="14">

<INSDSeg>

<INSDSeq length>282</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>



<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..282</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gle64">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>atgaccgtcgaaggcgaaaacaccacgctcaccgccgagaccgtgcacaaggaac
tgctcgacttcctcaccgagecggatccagaccaccgtcgageccggaccaggacctgttegectecggecatggt
ctcctccatgttegecatgcaactegtecgteccacctggaggaggcgtacgacatecgecatecgtecggeggecgac
ctcaagctggacaacttccgcaccgtgcagaccatgaccgacctggtgatacggctgcagggcacggcggagg
cgcactga</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="15">

<INSDSeg>

<INSDSeqg length>867</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..867</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl65">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeqg_ sequence>atgagtactgctttcgatgagcaccggctcgecgtcgtecggegecggegtgatgg
gcacgaacatctcggcactggccctcggccacggecgtcgacgtecgtecctggtcgagacggacgaggccgcccyg
cgaccgggcggacggcaccgtgcggcacaagctgcggcacgcecccagctgatgaacgtactgceccecgecggaccgce
ccgcagggcacgctgacgatcaccgcgaagctggacgacatcgcggacgccgacacggtecgtcgaggeecgtca
ccgaggtcgccgaggtcaagaaggaggtgctcggecgeggcttceccaagectggtegegeccggcaccaccctgat
ctccaacacctcctgcatceccececgatcgaggagatggeccgectggacggcgcecgecccgaagagectectgggegtg
cacttcatgaaccccgcectacatgatcaagatggtcgaggtcatccggggeccgcagacctcecteeccgecacce
tggaacgcgccaccgacctgctcacggtcectgggecgggaatceccecctegtcatcgaggactecgegggecttegt
gatcaaccggctgctgcacccgctgatcaacaccgcggccatgctegteccaggagggegtggecteecgtcgag
acggtggacaacctgctgcagggctgcctcggccacgccaccggaccgctgecgecaccggecgacctgatecggece
tggagaacctggtcgactccctcaatgtgctctacgaacgccgcggggacgagagctgecgeccctgcgacct
gctgctcgccaaggtgcgggacggccacctgggccggaagaccggeccggggettctacgactacggaaaggcec
gcatcatga</INSDSeq_sequence>



</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="16">

<INSDSeg>

<INSDSeqg length>2832</INSDSeq length>

<INSDSeqg moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..2832</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl66">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>
<INSDSeq_sequence>atgaacgaccagccggccctctcggcacgecgecccggaatccgecaccecggecgg
gggacgcgcatacggccaccacgaacaaggaaaaggccctcectggcectgectggagcagectggteccggacaccgyg
ggtgaacaacctggggctggcactccaggtgagcggccggctgecggeccggacgtgectecggegeggecctggcec
gtggtggccggccggttcgaggtgectgegtaccgtgtteccgegecgagecggecgecgagectgttcaaggagaccyg
ttccggcgggggagttcecgecgtececcggtggagecgectggagetgteccggegggecgetggecgaggatectgac
cgcgttcecgtcgaccggeccttcececcgctcgacggecgeccectgateccgggtecgecaccgeccaccaccgecgac
ggcgacgtgctctgcgtagccgtgcaccacttggtgttcgacatggtgtecggtecggegtectgectacaggecge
tcgtccecggtcectacgacgeccatecgeggctggteggecgetgeccgaacaggecgtecgegecggteccggetet
cgccgagcccgcgcecgcecgecccgecgacctecgaccactggecgecggaccctggacggecttcgaccccaccgge
ctggacctgtggtgcggcaccccgcgcgggcggcagcecggtgectggecggcgaaagecgceccgtgeggaccecteg
gcccceccgggceccagcaggceccgcagtecgagttgcagegtgecgegegggceteccgatgggecgeggtgatgetege
cgcctatgceccgceccecctgetegecgcecccacggegecggeccggacctggtgatecggetcaccggtggacgtecga
ggggccgacgccggcgceccatcggctaccacgtcaacgtecgtecccateccgtateccgggtggacctecgecgagyg
gcttccgceccececgcectcecgececcgeccaggccagggacgecttectecggecgecgatggegcacgecgcacaccteggtgga
cgaactcgccggagagctgccgggcatcggcacgtcecctggcagacccagetcectteccggcacctgttcaactte
ctcceccgacgegeccgtecggegagetgecgggtggacgggatgecggeccggectgetgacggtggagaacccgce
acagcaagttcgacctggaactggtcggctcccecggecccgtgeccgagectgatgetgegtcactececgtacget
ggcccccgceccgacgceccgecggecctgetggeccgettcgaggegetgectecgtcacggeccgecgaggacccggac
cggccgctcggcgagacggcgggctggagcgagcatgaccgcgagacggtcgaccgggccaacgacaccgeac
tggacagtcaaccagactcgtttgaggcggcgttcacctcecctgggctecgtageccggeccgecgatgtggeecgt
gctggacggtgaccggagcctcacctacggcgagctggacgcggccgcggacgecgttecgecgagttgetggeg
gacgccggggtgcggcccgcagaggtggtecgeggtecgecggcggecgecgggcgagacggctgecgegetecteg
gctgctggcgggccggtgceccgtcectgectecccgectcgaccccggagaggaatecgttectgcaggeccggeggcet
gacgcaggccgcggcgaagaccgtgctcaccggagcgggagtgcaactgectgeccggagtggacctgeccgec
ggggcggacctgccgcccgtcectgecgectgceccagegtteccecggtaccggecccgagecgctecggegegeccyg
tagacccgtacggcgacgccccccgacgggacgcgecccgectaccggetgeccgcaggcgaggagaacgagga
cgaggcgcagtcggccgtegtgectgagccacgeccggtatcgeccgacaccgecgeccacttegeccgggagete
ggcgtcgggcccggcaccggtgtgectgagectggecccggeccggcaccctecgeggecactettcgacgecgecce
tggcgctgagcgtcggcggccggctcecgtgeccggecccccaggagacccecgtaccgacgecgcagecctgegege
ggccgccgaacggcacggggcggacgtgctggecgtaccgccgggcaccgecgectcagetgetggaggagetg
ggcagccaactgtccgggctgaccgtcecctggtcgeccggtgacgagectgteccgecgtecggeccgecgaaggegetge
tcgccgecggactgceccggctgcactgecggctacggagccccgcagaccaccggetgggecctecgecggecgggt
caccacccccgaggacacccgceccggggccgcecccgatcggcaacacccgggegttegtecgecgececececgacgga
cgggagctgcccgtcecggtgtgcecgcggcgaactctgectecgecggecaccggtacggecctggacacaccggacyg



gcccggcecctgeccaaaccaccccgggtacgggcgccaccaccgcaccgggcggcectecgecgaatggcagecgga
cggcaccctcecgtctggcaccceccgcgagcageccgeccgcggacccggecgecgggeccaccgcaccggacgce
gcggccgacgaccccecctecgtecggeccagttegtecgecgatectggcagecagetgectgagectgecgaggtcaccgege
agacccacttcttcgacgcgggcggccactcgcectgcectecgeccgecgtgectgacgcagcaggtcgaggacctecac
cggcatcgccctgcaactgcgcgacgtcecttcgagcacccgacccccgecgecctggecgecagggtgegecga
tga</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="17">

<INSDSeg>

<INSDSeqg length>840</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..840</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl67">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>
<INSDSeq_sequence>gtgccgaacgagaacgcctggagcgtcatagccgagectgectecgaattecctga
tactcggcgtcgactttcecctgecggecggecgtcacgaggcgggcttecgacgacctggtgaagggaatgggeac
cgcctggtccgggcacggggtgctgcagacctcgecgecgecggtgecggcetggecgaccggcecgtecggegac
ttctacaccgaccactggatgcggtcgggcgactgggagaagtacgaggtcgtggecggtgectcggatactgeg
tcggcgecggtcectacgcgggeccgggtcecgecgageggctggecggeggtgcagggcaggatgecccaggtggtget
gttcgacgcgcagctcgccgatctgecgectgectggeccacggagatgcacaagatgatcgggcaggccgccgeyg
gtgctcagcgagcaggaggctgaggagggccggaaacgggccgtcgaaatcgtecgecacccecgtcgatecggea
tggcggaggcggccgggcagatggtcgagctgtaccgggagectggccacttecgggtttccggecggateggtet
gtcggagtcccgctgcgaagagatggtgctgecttttcgagtecgtacatgacctggctectcecggectcecttecegt
atcgacccggccggtgtctggggcggtgcgatcggectcacctecggeccgactacggcgaattggagaaggceccyg
gcgccaccaccgtcgtgaacgceccgceccaccgcggecgatcggecggegtatacccgtcgagacccgeccacatcga
tctcctgecgggatgegtcecgaccgtgegegegetgetecgecaacaccgaattetga</INSDSeq sequence
>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="18">

<INSDSeg>

<INSDSeq length>15027</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..15027</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier_value>



</INSDQualifier>

<INSDQualifier id="gl68">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>
<INSDSeq_sequence>atgacaggacaggccgacaagctccttgaagcgctgecgtgectecgtgaaggaga
ccgagcggctgcggcagcagaaccggcagctecgtecteggeggectcggaaccgectggecgatecgtecggcatgag
ctgccggtacccgggtggtgtgaccaccccggagcagcectgtgggagectggtcteccaccggecggecgacgecate
tccggcecgtceccecccecgecgaccgaggctgggacaccgagggcectgcacgaccccggeccgaccggacagcectecatecg
gggccgagggcggattcctgcgggacgcggceccgecttcgacgecggacttecttcgggatcageccgecgecgagge
gctggccatggacccgcagcagcgcectgttgectggagacgtecctgggaggecgctggagecgggeccggggtggcea
cccgcecctcececctceccgecggetcgcagaccggtgtgttecgtcggegtecggececctecgactacggcgccaaccccg
ccctgcacaccgacgacctgcagtggcacctgatcaccggecggcgcgaccagegtgatgteccggacgecatcecte
ctacctgctcggtctgcagggaccggcggtgtcggtggacaccgectgttectectegetggtggegetecac
ctggcggcgcaggccgtgecgecgcgggggagtgectecgetggcactggeccggecggggecacggtgatggectegg
ccatcggaatccgcggcttctcececcggcaggacggectggecgeggacggecgetgcaaggegttttecgeecga
cgcggacggtatgggcatgggcgagggcgceccggcatggtecgtggtggagecggetgteccgacgeccgecgtaac
gggcacccggtgctggcggtgctgcggggcagtgecggtcaaccaggacggtgecgtcgaacggtctgaccgege
ccaacgggccgtcgcagcagcgggtgatcececgtgetgetectggetggtgegegectgacggegteccgaggtgga
cgtggtggaggcgcacgggaccggtacgaagctgggcgacccgatcgaggcgcaggcecgcectgectggeccacttac
ggtcaggagcgccccgagggceccggcecgttgtggetgggectcggtgaagtccaacatcggeccacgeccagecagyg
ctgccggtgtcecgecgggtgtcatcaagatggtgectggetcecteccagcacggacagctgecgecgcaccctgecacgce
ggacgagccctccecccecgcacgtcgactgggcatccggcgaggtgaagectgectgaccgagecggtgecgtggecce
agcggggaccgggtacggcgggccggtgtctectecttecggectcagtgggaccaacgecgcacgtcattetgg
aggaggctcctgcggcgcaggatgctgaggctgectgaggagtccggggaactggtggtteccggtggtgaccgg
tgctggtgcttgggtgctgtctgggcggactgctggggegttgtcggegcaggecggggeggctgggagagtgg
gtgtcggcccecgtceccggectectteggecggttgatgtggegtggtectetggetgeccggecgeteggtettcgage
accgtgcggtggtggtgggcggggaccgggagcaggcgctggecgggectegegggectggegteceggtgegee
ctcgggatcgctggtcgcgggcatggcccgatcggatgececgtececggtgtttgettttgetggtcagggtteg
cagtgggttggtatgggtcgggagctggcgggggtttcgececggtgttcgeggggeggttggeggagtgtgetyg
cggcgttggcgccgtacgttgactggtcgectgaccgatgtettggecgggtgecggagggegetectgegttgga
ggcggcggatgtcgttcagectgegttgtgggecggtgatggtgtecgettgecgetgtectgggaggeggetggt
gtcgctccggatgcggtggtgggtcactctcagggggagatcgectgecggectacggtcgecggggatgetgtege
ttgaggacggtgcccgtgtggtggecgttgecggtecgecgtgecgttgaaggtgectggecgggtgecggtggcatget
gtcggtcagtcgtccggcggcggaggtcgaggaacgcctggteccggttecggggagecggetggectetggecggec
ttcaacgggccgtcggcgacggtggtgteccggecgagecggaggcecgttggaggagetgagggcggagttecgagg
cggagggtgcccgggcgcggatggtggcggtggattacgectegecatteggectcaggtggaccggectggaggt
ggagatcacctctgttctggctggggtttcceccgegtecggggacgtgttecgatggtgteccgecgatgactgge
gagacgctgacgggtgaggagctggacgccgggtactggttccgcagtctgcgggcgacggtggattacgacce
gtgcggtgcgcgtgctggeccggtcagggccatcaggtgttecgtcgaggtcacgeccgcatcecggtgectggtegg
cgccatgcacgacacccttcaggcactcgctcaggaagecgggeccgggegtcatgecggeggecgtetgeggg
acgcttcgccgcgacgaggacggtgcggatcgtectggtggegtecgetggecggaagecttegtcaatggggegt
cggtggactggcaggcggtgcttcccgcagggaagcgggtggagectgeccgacgtacgecgtteccagecatgagceg
gttctggccgaaggcagccgccgcggtttecggtggtgateccggtatecgectggggectgggtgeggtgggacat
ccgctgttgggtgcggcggttgaactggcgggcggtgecgggtctggtgtgtacgggeccggttgtcggtgegta
cgcatccgtggctggceccgatcacgceccgtcagecggtgtggtgectgetgeccggecaccggettecgtggagetgge
tgtgtgtgcgggggatcaggccgggtgtggtgtgectggaggagctgacgctccaggegecgetggtetteecce
gaggacggcagtgctgtgcaggtccaggtggtgttggecggagecggatgeggagggteggegtagegtcecgagg
tcttctcecececggtecggatgecggetggtcagtcgeccggggtggacgcagcacgccagcggcgtgetggececctge
cggtccggcggctgcggccgaggaggacttcgecggtgtggeccgeccecgtaacgeccgeccacagtggacgtetee
ggcctctaccagtccgctgeccgaaggaccctacgggtacggteccggegttccaggggectgecgggcagecatgge
ggcggggcgaggacgtcttcecgeccgaggtggecgectgeccggaagaggtggcgcaggacgeccgecgectteggect
gcacccggcactgctggatgccgtactgcatgccagtgecgtgettgaggctgagggtgagecgggecgagatce
cggttgccgttcgecctggacgggtgtggagttgtatgccagtggtgegtecggtgectgegegececggttgegte



gtgatgcgcagggcacgctgacggtgtcggccgccgatgcggecgggtcagecggtgatttecgtggecteget
gatcacccgcccggtggacaccggccagctcggcagtgecgtgtecggetgtecgeggatgecttgttcacecgte
gcctggatgcecccatcagecggcatcgagtccatageccececgtagecggggaatgggecgectgatcggegecgacce
gcttcgctgtcgccgagaccctgggcaggtccggegteccagtgcagtgecttececcggggectggaagaggccge
tgctgccgtggaggcggggcagtgcacgcecctgcecgttegtectggtctgecgecggtggecgagggectgggecgag
gagggcccggcgcgggccgcggeccgggtgactggecgagaccctggttectggtccaggactggetgggtgagg
agcggctggcggagagccggctggtggttcectcacgecgtggtgecggtggecggtctcagecggtgagggegtgge
cgacctgtcggcagcagccctcaccggcectggtgegetecggectcagtcggagaacccggaccggetgectecte
gtagacctgccggccaccggcactgcggagcaggtcaccgagctgecggttgecgttgeccaccggggagccgg
agttggcgctccggaatggcgtagtgcatgcacgacggctggtgcggecctcectggggagctgeccggttecgga
gggccggtggcggctggtaccggacgcgggcggttecgetggaggggctgtegectgectecccgtecgecggaggte
gatggaccgctggcggccggacaggtccecgtatcgecgttggtgectgeccgggectgaactteccgecgacgtactga
tcgcgctgggcatgtacccgggecggecggtgtgectgggcagecgagatcgeccggaacggtgectcgaageccgggcec
gggagtggaccacctcgccccgggcgaccgggtgacgggaatcggtgagggecgggttecggeccggtggttgte
accgatgcccggcagttggtgcggattccggacggectggtecgttcgeccgaggecggectecggtgecgacggegt
tcatgactgcttggtacgcgttggtggagttggccggggcgaagccggggcagcgggtgttggtgecatgetgce
gaccggtggtgttgggatggcggcggtgcagatcgecccggtacctggggttggaggtcttcgecgaccgecgagt
acggggaagtggccggtgctggcggcgatgggtctggacgcggagcacgtctecgtectececcgtactgecgeat
tcgaggcggaattcttggccgccacggacggtgceccggtgtggatatecgtggtgaattececctggegggtgagtt
gaccgatgcttcgctgcggttgctgeccgecggggecggggegtttgtggagatgggtecgtaccgacgtcececgegac
gcccaggcagtggccgcggaccgacccggtgtcacctaccgetegttecgacctecggcgaggcaggecccgagyg
gtttgggcaccatgctcggccggatcgtggaactgectgtccgeccggecgaactgecggecggectgecgatgecggge
ctgggaggtgcgccgggcgcgggacgcgttececggttcatgcagcaggecccggcacaccggcaagategtectg
acgatccccgcgcacctctceccgcaacgcagcagceccggaatcggeccgggecggtgececgtteggegttgatcea
cgggtggtacgggtacgttgggtggcttggtggeccgggcatctggtggtgtctgggegtgecggagcacgtgcet
cttgaccagccgttcgggacccggtgeggecggtgectgeggegttggecgegeggttggcacaggcaggcgcet
tcggtgcgggtggtggcgtgtgatgctgecggaccgeccagaagectggeccgecgtgatggecggecgateccecggecg
ggtatccgttgcggaccgtggtgcacaccgecgggtgtgectggacgacggtacggtcggatcecctgaccgegea
gcgggtggccggggtgctgcggccgaaggcggacggtgectggaacctgcacgagectgacccgggacctggtt
ccggagctggaggactttgtactgttctectectecggecggeggecgttecggggtgecgggecagggcaattacg
tggcggccaacgccttectggacgcactggectgeccgageggcgggecgteggggettecgggtgtttegttggg
gtgggggctgtgggccgaggtgtccgggctgaccgggcagctggeccgagtcectgaccgetcteggttgtegegt
ggtggtgcgttggcgctcagcgtcgacgaggggctggecgctgectggacctgtgtectggeccgggacgaggcgce
tgctggtgccgteccecggctggacctggeccgggcectgcgggeccaggcecggegeggagtgecggagattececgecget
gtggcgggccttggtcggtacgggaaccgggcggcgcagtgeccgeccggggecggtgacgcgaacgecggacteyg
ctgcatcagcaactgtccgggctgtceccggtcaggagcggacccggctgetgaccgatctggtecgtacgecatg
cggcggctgtcctggggcatgcctcecggeccgaggctgtcgagecggggegggectttaccgacctgggecttecga
ctcgctcaccgccgtcgaactgcgtaaccggctgagcaccgcgaccgggectgecggectgececgecaccctggte
ttcgactaccccaacccggcagegetegecggeccacctcaaggeccaggatcatcggecgaaggcgacggegacyg
ggccggccgcgagceccgctgeccgteccggtacgacgcagcaggcecteccggggaaccgatcgecgatecgteggect
ggcctgccggttccecccggecggggtgaacgaccccgaggggttectggeggetgectecgecgacggcaccgacgcyg
gtctccecgettecceccggacgaccgcggctgggacgtggaggcgctctacgacccggaccccgacagcecgtcecggea
cctcctacaccagggaaggcggcttcatcggecgacgceccggecggcttcgacgecggacttcttcgggatcagecce
gcgcgaggcgctggccatggacccccagcagcgacaggtectggagacctecctgggaggegetggagecgggec
ggcatcgacccgtccgcgctgecgecggcageccagaccggtgtettecgtecggeggettecgecteggectacggcea
tcggcgtggcgaccggcgacgtgggcgcggaggggaacctgaccaccggcttegeccaccagegtgetgteegg
ccgggtgtcctacgccecctecggectggaaggcecccggeccgtgacggtggacacggegtgetectegteecctggte
gcgctgcacctggcttgccaggcgatccgecgecgggggagtgectccatggecgetecgecggecggtteccacgatceca
tctcgaccccggacgggattgtecggecttcagecgeccagegeggectggecgecggacggecgectgcaaggecatt
ctccgceccgacgcggacggcatgggettcecgecgagggcaccggegtectggtegtggaacgectectecggacgece
cgccgtaacgggcacccggtgctggecggtggtacggggcagtgcggtcaaccaggacggtgecgtcgaacggte
tgaccgcgcccaacgggccgtcecgcagcagcgggtgatecgtgetgectetggectggtgegegectgacggegte
cgaggtggacgtggtggaggcgcacgggaccggtacgaagctgggcgacccgatcgaggcgcaggegcectgetyg
gccacttacggtcaggagcgccccgagggceccggecgctgtggectgggetecggtgaagtccaacatecggtecaca
ctcaggccgctgeccggtgtcgecgggtgtcatcaagatggtgectggecctceccagcacggtcaactgececgegeac
cctgcacgcggacgagceccctceccceccgcacgtcecgactgggeccgagggcgaggtgeggectgetgaccgagecggtg
ccgtggcagacgaacgaccggccgcgcatcgecggcatctectectteggcatcagecggcaccaacgtceccacg



tcctecttggaggaggccceccgeccgaggaacccgcgcacggtaacggggaccccgecgacgctgacacagecgac
ttcggcaccggtgctctceccatggtcggggecgggeccggectgecgagacggtgagegectggetggtgtecgge
cgttcggctgcgggecctggceccgecgcaggcggaccggctgecgggattggectgacgacccgeccggagcectggaat
cggccgatgtggcgtggtcgcectggcagccacccgcecteggtecttcgagcaccgtgecggtggtggtgggecgggga
ccgggagcaggcgctggcgggcctcecgcecgggectggcatceccggecgegecctecgggatecgectggtegegggecacyg
gcccgatcggatgcecccgtceccggtgttecgecttecgecgggcaggggtcgcagtgggtcgggatgggecgecgage
tggcggeggtgtcgecggtgttegeggggaggctggecggagtgegeggeggegttggegecgtacgttgactyg
gtcgctgaccgatgtcctggeccggecgecggaaggtgecceccececgegttggaagecggecggatgtecgteccageccgeg
ctgtgggcggtgatggtctccctecgecgcectgtctgggaggeccgeccggegtegeteccggatgecggtggtgggee
attcacagggggagatcgccgctgccacggtcgeccggaatgectgtecgettcaggacggtgeccgtgtggtgge
gttgcggtcgcaggccctgaaggtgctggcgggtgcgggtgggatgctgtecggtcagecgtecggegtcecggag
gtcgaagaacgcctggcccggttcggagatcggectgteccctggectgecggtcaacgggeccctecggeccaccgteg
tctcaggcgaaccggcggctctggaggagctgaagtccgagttcgaggcggagggecgeccgegeccgtatggt
cgcggtggactacgcctcccactgtgctcaggtggaccggctggaggaggagatcaccaccgtectggecgga
atttccccgcecgecggggceccgcgtcececcgatggtectecggecgatgaccggcgagacccttaccggecgaggagcetgg
acgccgggtactggtaccgcagtctgcgcgccaccgtgcattacgaccgcgecgtgecgggttectggecggteg
tgggcatcaggtgttcgtcgaggtgacgccgcatccggtgectgatgggecgecgatgaacgacaccctggaagag
gtcgcccaggaggcgggcccgggcatcecgtecccggeggecgtectgecgggacgecttcgeccgecgaagagggcggcec
cggcccagctggtcacctegetegecgaggegttegtcaacggggcaccggtggactggcaggeggtgettee
cgcagggaagcgggtggagctgceccgacgtacgecgttceccagecatgageggttctggecgaaggcagecgetgeg
gtttccggtggtgatccggtatcgectgggectgggtgeggtgggacatececgetgttgggtgeggecggttgaac
tggcgggtggcgaaggtctggtgtgtacgggeccggttgtcggtgegtacgcatccgtggectggecgatcacge
cgtgggcggtgtggtgttgctgccgggcaccggtttecgtggagectggeggtgegegetggtgaccaggeccgge
tgcggactcctggaagaactgacgctgcacgccccecgectggtecttecccgaggacggegetgecggtceccagatee
aggtggtgctggcggggccggacgccgaaggceccgecgtggegtecgaggtettecteccggtecggatgeggetgg
tcagtcgcagggatggacgcagcacgccagcggcecgtgectggeeccctgecggeccggeggectgeggecgaggag
gacttcgcggtgtggccgcecccecgtaacgecgecgcagtggacgtcecteecggectectaccagtecgetgecgaag
gaccctacgggtacggtccggecgttccaggggectgecgggeggtatggecgecgtggecgaggacgtcecttegecga
ggtggcgctgccggaagaggtggcgcaggacgccgecgecttecggectgecaccecggcactgetggacteegta
ctgcaggctgceccttectgatgggaggtgeccgaagagggtgcgaccgaaaaggttecggttgecgtttgectgga
cgggtgtggagttgtatgccggtggtgecgtecggtgectgegegeccggttgegtecgtgatgegcagggcacgcet
gacggtgtcggccgccgatgcggcgggtcageccggtgatttececgtaacctegectgatcaccecgeccggtggac
accgaccagctcggcagtgccgtgtcgeccggttgcggatgeccctecttcaccgtecgectggatgeccatcageg
gcaccgagtccatagccccecgtageccggggaatgggecgectgatecggecgecgaccgettegetgtecgecgagac
cctgggccggaccggcatcccagtgcagtgetteccececggactgaaggagctggecgetgecgcagcggaccgg
gagatcgaccccgcecttegtectgatcectgcaccggtgatgagggeccagattctggaagacccggcgcecggaccyg
ctgcccgggtgactggcgagaccctactectggtgcaggagtggectgactgaggaccggctggcggacagccg
actcgtgcttctcacgcgtggtgcggtagecggtctcagctaatgagggecgtggccgatctgecggcagcagec
ctggccggcectggtgcgctcecggeccagtccgagaaccccgaccggcectgetectggtecgaccteeccggecgacca
ataccgccgaccagatcgceccgtactcccgaatgecgetcecccageccgecactecgecgecggggaacccgaggtgge
catccgcgacaccgceccgtceccacggacggcecggctgacccgteccateccggeteccacggeggcagttgaacgacce
gccaacccgtceccecggtgeccgttecggegectcatcacgggeggtacgggcacgttgggecggecttggtggecggge
acctggtggtgtcgggacgtgcggagcacgtagtgctgatcagccgttcggggeccggtgecggecgatgcage
agtgctggccgcacggttggcccaggcaggecgecttecggtgecgggtggtggcatgtgatgecgecggaccgecag
gagctgaccgcagtgatggcaacaatcccagcgcaggcgecgctacgecaccgtggtgcacaccgecgggtgtge
tggacgacggtacggtcggatccctgaccgecgcagcgggtggecgaggtgetgecggeccgaaggcggacggtge
ctggaacctccacgagctgaccgagggactggacctggaccacttcatactgttctectectecggeggeggeg
ttcggagtgccgggccagggcaattacgtggcggccaacgccttectggacgcactggeccgeccgagcggcggg
cgtcggggcttcececgggtatttegttggggtgggggectgtgggeccgaggtgteccggactgaccgggcaactgge
cgagtccgaccggtccecggatgtcgegtggtggtgecgttggecgectcagegecgacgaggggectggegetgetg
gacctgtgtctggcccgggacgaggcgctgctecgtgecgtecccggetggacctggecgggectgecgggeccagyg
cagcgcgcagtgcccaggttceccgecgcectgtggecgggetctggtecggecgeccggaaccgggcggcgcagcgeccgce
cgggacggacgacgcgaacgcggactcgctgcaccggcaactggeccgcactgececcgecgecgagecgcgacgag
atgctgctgaacctggtacgggcccacgtcgceccgecgtactggggcacgecctcggecgaggecgtcgagecgyg
gccgggcecttcaccgacctgggcttcgactcecgcectcaccgecgteccageteccgtaaccggectgagcaccgegac
cgggctgcgactgcccgceccaccctggtecttecgactacceccacccecggcagegetegecggecatectgecgegga
cggctcggcgacgggccgcaggcgcgcacgaagteccgeccaccgecccggcggcagcggagacatcaggagecg



gggcgccggacgagccgatcgceccatecgtgggaatgagetgecgecttecceccggecggcacggcggaccccgagga
cctgtggcggatgctgcgcgacggcgaggacgccatctecggecttececccaccgaccgtggectgggacctggac
gggctgcacgacccggacgccgcgcggagcggcaccgeccgtacgcaggecggecgggttecgtgcaggacgecg
cctccttcgacgceccggattcecttcgagatcagtccgecgecgaggecctegeccatggacccgcagcageggetgtt
gctggagcttgcctgggaggcgttcgagcggtceccgggatcgacccggeccaccctgecgetccageccgaccgge
accttcgtcggcggctacacctceccggctacgagacgagecgtgectggcggagggcggcaccgagtecccaggggce
acctgatgactggcatcgccaccagcgtcecctgtccggeccggectggectacaccttecgggectggagggecccgge
ggtgacggtcgacacggcctgctcecgtcggecgectggtggecgetgcacctggecgegcagtegetgecggtcgggyg
gagtgctcgctggcgctggceccggcggtgtgacggtcatggeccacceccgggtacgttecgtggagttctecececgece
agcgtgggctggccgcggacggceccgctgcaaggcgttecgecgecgecggecgacggcaccggettegecgaggg
cgccggcctgcetcecgtcatcgagecggcectttcggatgecgcagecgcaatgggcaccecggtgttggeggtgetgegg
ggtagtgccaccaaccaggacggtgcgtcgaacggtctgaccgecgecccaacgggeccgtcgcagcagecgggtga
tccgggctgcegttggceccaactcgegtettacgectggtgacgtggatgtggtggaggcgcacggtactggtac
gaagctgggtgacccgatcgaggcgcaggcgctgctggccacttacggtcaggatcgecggcgagagecgatcecg
ttgtggctgggctcggtgaagtccaacatcggtcacactcaggccgcectgeccggtgtecgecgggtgtcatcaaga
tggtgctggctctccaacacggacagctgccgcgcaccctgcacgtggacgagecccageccgecacatcgactg
gaccggcggcgaagtgcggctgctcaccgaaccggtgeccgtggcaggcgaacggtcggeccccgecgggeccgge
gtctcctecttecgggatcagecggcaccaacgcacacgtcatecctcgaagaagcacccacgeccgcecccgccgggyg
ccgagagccacgtaccgctcgceccgggtceccgggageccacgtgectgetecccggggeccgagagccacgtaccgec
cgccgaccccgagacccacgcggcgeccccgeccggtgecgcaaccgececcgacggecggcecteggtegtacecg
tcggcggtgcecgtggceccecgetgteccgecgcgaaccceccggaggcecgetgecgggeccaggecgggacggcectgegecagt
tcctgctggagcggeccggaactcgacctggtggacgtcggattctecgetggeccaccacgegtaccgecttega
ccaccgggcggtggtgcagggcacggaccgggacgggctgetggegggectegeggtggecgecgecaggggtyg
cagacccgggacgtggtgaccggaaccgtgagggcgggceccgcaaaacggtecttegtettecececggcacggecg
catcgcccggagggcecccggcgcecggacgtecgectggacgecgeggecgegetgectggaggagtecgeecggtett
cgccgaccggatcgceccgactgcgagcaggcecctggcegeccttegtggactggaaggtgaccgaggtgetgegg
gccggtgaggccggcecccggcgctcaccacccecccgagatceccaccgeccggtgetgtgggeggtactggtggege
tcgccgecgectgtggecgeteccgecggtgtgecateccggecgeggtggecgggcacggggtgggecgagatecgecge
cgcccaggtggceccggtgtgctgacggecggcggacgcggeccggctggecgtgetgtgtggeggggecatecggece
ggtccgggagccgtccaaccgcggccggggacggtgecgetctactceccaccecggteccatggactgggtggacy
gtgcggagctgaacgccgagcactggctgeccgtacccggggcaggaaccgccggcecceccgtacgggaactgge
cgaggccctggctggggccgggttgggcecgecgtacgtcgaggtcggecccggagecggtgcecttgecacecgecctg
gcccaggccctceccaggccgaagggaacggcgcggaccgcgacggtgegeccgtggtcaccgecgaccectgegec
gtggggagttgggactgcgggcgttcacctcececgegectggecgecctgcacgtacggggecgtgaccgtcecgactyg
ggccgcggtgctggeccggcggacgeccgggtggacctgeccacctacgectteccagecgagageggtactggecyg
cagccgccggceccggaccaatgeccgaageteccgeggecgggcecteecctgtecececggacgagcageggttgtggt
ccgcgttggcggagcaggacatgagcgcgctgagcgaggtgectgggcaccggcacgccgttgecgegaggacat
gcctctgggcgaagtactggcgtacgtcgecgectggecgeccgggagcgcaccgcaccggacggggecggecgag
accggtgccgcgggcgcggccgagggcaccgcacctgaagatgcggacggcgecggggecggetggeggecage
ggctcgccgaagtcggcccggcecgcagcagcaggagectgectgagegecactggteccgecgaggagatcgeggegat
gctcggatacgggtccgtggactccgtceccecgcagtacggcgacgtcecttcgaactecggecatgacctecgatgteg
gccgttcaactgcggctgcgaatgaacgagctgactggtcttacactgeccggagggecttecgtctatgacctet
atatgccggaagccatcgcggagtacctgctcggcgagctgacggtggcacttcgggaaggcactcccgaaga
ccggtag</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="19">

<INSDSeqg>

<INSDSeq length>16809</INSDSeq length>

<INSDSeqg moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..16809</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>



<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gle69">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>
<INSDSeq_sequence>gtggacaaccaagagaaactcttcgactacctcaagaagaccgcggcccagcetcece
aggaaacgcgtaagcgtctgcaccggctggaggccgeccgagcaggagceccgectggecgatecgtecgggatggegtyg
ccggttccececggtggggtgggcagtceccggaggagttectgggagtttettgettecggtggecgatggegtggac
ggtttcccgaccgaccgcggctgggacctggagagtgtgtacgacccggacggtgagcgcgaaggcacctegt
atgtcgcccagggcgcgttectgcgggaagcggccgagttcgacgecggaattcecttcggaatcagececgecgega
agccctcgceccatggacccgcagcagcecgectgttgectggagacctectgggaggegectggagegtgeecggeate
gacccgacgtcgctgaaggagagtgccaccggtgtgtttgeccggtggecttcaccteccggttacgggectecggea
tatccatgagccaggacgactccggcgctgagggtcacgtgctgacggggaatgcgaccagtgttectgtecgg
gcgggtgtcgtatgtgctgggtcttgaggggccggecggtgacggtggacactgectgttegtegtegttggtyg
gcgcttcacctggcggcgcaggcggtgecggtcgggggagtgttegetggegttggecggecggggecgaccgtga
tggcgacaccggggacgttcatcgacttcteccecgtcagcagggectgteggtecgatggecggtgecgggegtt
ctcggaggacgcggatggtacgggctgggeccgagggtgeccggecatggttgtggtggageggetgtecggatgece
cgccgcaacggccacaaggtgctggcecgcectgttgecggggcagtgecggtcaaccaggacggtgecgtcgaacgggce
tgaccgcgcccaacgggccgtcgcagcagcecgggtgatcegtgeggecctggeccaacgeccggttggetecgge
ggacgtggacgtggtcgaggcccatggcaccggtaccacactcggtgaccccatcgaggecgcaggegetgetyg
gccacgtacggccgggatcgtggcgagggtgacgecgctgtggectggggtecggtgaagtccaacatcggceccaca
cccaagccgcggctggecgttgecgggegtcatcaagatggtgectggecctceccagecatgagecggttgecgecagac
gctgtacgccgaggtgccctceccacccacgtggactggtcggecgggtgeggteccggttgectcacggaaccggeg
ccctggceccggceccgacggagaccgggtgcecggegggecgctgtectecggegtteggcatgagecggtaccaacgete
acctcatcctggaggaggcccccaccgcgcaagaggccgaagccgccgaggaacccaaggaaccggagacaga
accggacgggccggctgcecgcecgggtgectgteccggtgaaggecgecggtgeggtecgggectggcaggtectecggge
cggtcggcggcagcgccggcggcgcaggcggaccggcectgcacggectggectgacggeccgtecggagetgegac
cggccgatgtcgcectggtcecgectggecgaccgtgecggaccgecttcgagcaccgtgecgtcatecgtecggcagtga
cgaccgcgceccgcgctgetgacgagectggaaagtectegecgecggaacgeccgaacggtteggtggtgtecgga
acggcccgceccccggcecgtecggeccgtgttegtetteccecggtcaggggtecgcagtggetgggtatgggacagyg
agctggcgcgtacctcgeccggtgttecgeggecgecggttggcagagtgtgectgeggegttggegecgtacgttga
ctggtcgctgaccgatgtcecctggcgggaacggggtacgeccccggegctggaggecggcggatgtegteccagect
gcgttgtgggcggtgatggtgtcgctggeccgectgtectgggaggecggctggtgtecgecteccggatgeggtggttyg
gtcactcgcagggggagattgccgctgeccacggtggeccgggatgectgtecgecttgaggacggtgececgegtggt
ggcgttgcggtcgecgtgecgectgaaggtgctggecgggtgecgggecggecatgetgteccgtgagecgtecggegteg
gaggtcgaagaacgcctggcccggttcggcgaccggttgteccttggecggeggtcaacggeccgtcggecaccyg
tcgtctcgggcgagccgggggcecccttgaagagctgaaggcggagtacgaagcggaaggcgecccgggeccgeat
ggtcgcggtcgactacgcctcgcactceccgeccaggtggaccggctggaagaggagatcaccacecgtectggec
ggagtctccccgcgceccggggceccgattcececccatggtectecgecgatgaccggcgaaaccctcaccggcgaagaac
tggacgccggctactggtaccgcagcctgcgcaccaccgtacatttecgaacgggcagtgecgectececctggeecgg
ccaggggcagcgggtcttcatcgaggtgtcgecgecateccggtgectgttgagecgecgatgacggactecgectggag
gaggccgcacaggacgcgggcccgggcgcecgtgeccgecgecctgtgecgggacgectccgeccgggacgacggcyg
gcgcggaacggctggtcacctcecgctecgecgaggcgttecgtcaacggcgegecggtggactgggegteggtget
gcccgccggcgagcgggtcgagcectgeccacctacgtectteccagcaccgecggtactggecccaagggeccgatyg
gcggggctgcgccaggatggcggcgacgcactggecgectgggectecggegeggtecggeccacccactgttecggeg
ctgccgtcgaactggccgggggcgacggcegtggtgtgectgggacggctcectecgetgegecacccacgectgget
ggccgaccatgccgtcggecggtgtggtgectgectgecccggcaccggecttegtggagttggecggtacgegecggt
gaccaggtcggctgcgggctcctggaagaactgacgctgcacgcecceccgectggtgetgececcgecgacggcagcecg
gggtgcagctccaggtcgcggtggeccgcaccggacacggagggacgtcgaggagtccgggtettcecteeccecgece
ggaggacgccgccgaccggcagceccgtggacgectgcacgeccggcecgggacgectcggeecccaccgecgecgeccgea
ccggccgacccggacttcecgecctgtggeccececgcaggacgcggtgecggecggacgteteggacgtctacecegg
tgcggctggcggaggtctacggccccgcectteccacgggectgegtgecggectggecggecgcggcgeggacgtttt



cgccgaggtggcactgcccgaggaggccgcgcagcaggcgggtgecttecggectgcaccecggegectgetggac
gcggcgctgcacgcecctcecgttectggecccageccggecgeccgcgcaggagaccgggcaggtcaccatgeecgtteg
cctggaccgacgtggcattgcacgccggtggcgecteggtgectgecgggtgecggectgegeccaggacgcgcaggg
cggactctcgctggcggccgeccgacaccaccggagcecccggtggtcaccgtgggatecgectggtgecggegeccg
gtatcggcggagcaacttcgcgctacgcgagacgagttgtccgactcgcectgttecgtccagacatgggecgage
tgcctgatggcgacgccccggecggcgagtgggegctgctecggegeccgaccgctacgggectggecgacgggcet
ggaggcggcgctggaggcagcaggcgtgcaactgcgeccceccttecceccecggecteccccgagetggtecgecgecggeyg
cagaccggcaccggagccccacggaccgttgtggtctgegecgacgecctgteccgacgaggacgtgtteggeg
ggagcgccgagacctcggcgggcaaggaggcgccgaacaactccccacaaccggccgacccggecgegecacct
cccgggcgcggcgcaccgggeccggecgecgecgcecgetecgettecgtacagcagtggectggecgaaccecgecctg
gaagacatcaagttggtcgtcgtcaccagaggggcggacgcgatcaccgatgaggacgtggtcgacccggcecyg
cggcggtcgtccgcagectgectgecggtcggecgcaggcggagaacccggaccggttectgettgecgacctece
cgcgtgcgacggcgccccgcaggaggcggcegetgetgeccgeggegectgggcagcgaggageccggaggtggeg
gtccgcggccggatccggtacggeccggegtctgacccgecccacgggtgaggtgacgecgcatccagtggecgt
ccgacacccgagccgacccggcagceccgcectegectgectggtcaccggecggcaccggaaccctgggecggactggt
ggcccggcacctggcggccaccggcecgggeccggctgegtggtactgaccagecgtteccggaccggeccgcgace
ggtgcggccgcacaggccgccgaactggcecccagectgggegtaccggteccgecatecgtecgectgecgacgcagecyg
accgggacgccctggeccgecgtcecctggagcagatccecggecgecgaacccgcectgggetececgtegtgecacgecge
gggcgtcgtcgacgacggtgtgatcatgtcgctgacgccggagecggctgteccgeggtgectgeggecgaaggcec
gatgcggcctggcacctgcatgagctgacggccggactccagctggaccggttegtgetgttectegtecgecyg
cagccgtcttecggctcggecggeccaggccagctacgtggecggeccaacgegttectggacgecgtggecgecgcea
ccgcaggtccaccggcecctcacaggcacgtcgctgcaactcggecccgtgggectcacgaggecggcatcggecge
aacctggatgccacctccecctecgececgtatcgaccggggecttegtaccgectgaccgecgacgagggactggteg
tcctggatacggecgectgaccagggatgaagecggtgctgatgecccgeccaggeccggacaccgeggecgectgegege
acagaccgcggccgggggcgaggtgeccgcecgectgtggecgggcactggcggggacgtceccgeccggcgcaccgcece
gcctceccgggactgecgecggcteccggtacggaggeccggcgaggcactgecgeccacaggectggectecggteggeg
gcaccgagcgggaccggctcecctgectggaactggtgectecgcacacgeccgecgecgtgectgggacacgectecce
ggacgcgatcgacgccggccgtgecttcaccgacgtcggettcgactecgectgaccgecggtggaactgecgecaac
cggctgaaggcacagaccggactgcggctgeccggcgacgctggtgttcgaccaccccaccccggecgegeteg
ccaccttcctgcgcggcgaactggeccggagacctgectgceccaccgcecgtteccaccgcaccggtageggcecggg
cgccgacgaacccatcgcgatcgtceggcatggectgecgectteccgggecggcecgcecggecggeccggagcagetg
tggcacctgctggactccggtacggacgcgatcggccecgtteccececcgggaccgeggctgggacctggaccggce
tccaggacccggacgcggaacgcaccggcecgtcectectaccagcaggtecggeggattecgtaccggacgecgecte
cttcgacgccggcecttcecttecgggatcagecccgecgcgaggegetggeccatggaccecceccagcagecggetgetectg
gagacctcctgggaggcgttcgaacgcgcgggcatcgacccggecatcggtgecgecggcageccagaccggcecgect
tcatcggcggctactceccteccecggtacgeccacgacgcecgtcecgectggagggcaccggecgtecgecgaggecacacct
ggcgaccggcaacgcgaccagcgtgctcteccggecggetctectacgtettecggectggagggeccggeggtyg
acggtggacaccgcgtgctcecctectegetggtggegctgcacatggeccgcacaggcactgecgcgecgggagagt
gctcgctcecgcectctecgecgggecggecgtcacggtcaccgceccaccccggacgtgttegtcaccttegecaccgeggyg
cggggtgtcgctggacggceccgctgecgctecttecgecgectecggeggacggctececggettegecgagggggtyg
ggcctgctggtggtcgaacggctctccgacgecgecgecgceccatgggcacaaggttcectggeecgtecgtacggggcea
gtgccgtcaaccaggacggcgcctccaacggcecctgaccgcgceccaatggecececcteccagcagecgggtgatteg
tgccgcgctggccaatgecceccgtctcactectggtgatgtggacgtggtggaggcgcatggectcggcgaccaag
ctgggcgaccccatcgaggcgcaggcgctgetggeccacctacggecgggagcggecggaggggecggecgttgt
ggttggggtcggtgaagtccaacatcggccatacgcaggcggctgectggtgttgecgggtgtcatcaagacggt
gctggctcttcagcatgagcggttgeccgecgcacgctgcatgtggatgageccgacgecgcatgtggactggteg
gcgggtgaggtcaggctgctggecggagtcggtgececgtggececcggtggecgagegggtgecgecgegecggtgtet
ccgggttcgggatgagtggcaccaatgtgcacgtgattctggaggaggcceccggeccgaggaggeccgaggagac
ggacaccgacgggatctccgccccggtgaccaccgcaccggecgectgegetgectecggegatggtggteccacyg
gcgtggttggtgtcegggtceggtcectgeggagggtettgecgegecaggecgggteggttgggggagtgggeggetyg
ggcgtgctgcgttgcgtceccggtggatgtggegtggtecgttggecggectacgcgggecggtgttggaataccgggyg
tgtggttgtcgctggtgaccgggcggggctgttggacggggtacgggggttggcaggcggtgagttggecegeg
ccgggtgtggtgtcgggggttgctcgggeccacgggtecgtacggtgtttgtgttecgeccggtcagggegectcagt
gggcggggatgggccgggatttgttggecttecgtegecgttgttecgeggecgecgactcgatgagtgtgecggegge
gttggcgccgtatgtggactggtcgctgactgaggtgttggcgggtgecggagggtgectccggecgectggaggeyg
gctgaggttgttcagcctgecgttgtgggcggtgatggtgtcgectggectgetgtgtgggaggecgectggggtta
ctccggatgcggtggtgggccactcgcagggggagattgctgecggcgacggtggecggggatgectgtegetgga



cgacgctgcccgggtggtggcggtgecgttcgegtgegttgtctgggectggatgtggeccggggecgatggtgteg
gtggtgatgccggctgacgcggtacgcgagttggtggcgggcttcgacggtecggttgtcggtagetgeggtcea
atggcccggcgtcggtggtggtatccggacaggcagaggcactggecgteccttcgagecgggagectggecggecacyg
taaggtgttgcgctggcgcatccecggcgacggactttgtggecgcattcggeggeggtggagececgecttgecgee
cagctccgggaggagctgtcggagatagccccgcaggcgggcecgecatececgatggtectceccaccgttacggggg
agtggctggccggtgaggaagcggatgccgcgtactggttcgecgaacctgegceccagatggtgecgettecgagga
cgccgtccgtagectgectggagtceccgggtacggagecgttcatcgaaatectegecgecateccggtgetgacggec
gcggtgaccgaaaccgcccaggacacggacgcgaacgccacccccgtgectgagecatcggecaccctgtecgecaga
ccgacgcgggcgcggceccggtetgetgegecggcettecgegcaggeccacgtggecggggcectgecggtggactggeg
caaggtcctgccggccggcgaggtcgtagagcecttceccacctacgecttceccaacaccgecgctactggectggag
acctccaccgcagccgceccgceccacggceccgceccacaaccgtttectecggeccgecgaggecgcagttectgggecgecg
tcgaaagcggcgaccggaccgggctcgcecccaggcactggceccatcgagaacgagcaccaactcgacggectget
gcccgcecgctggegtcectggecggecgecgtgaacaggaacgttecggeccactgaaagectggecggtaccggatcacce
tgggcgccggtggccgacccagcaccggctecgectggecggecgectggectgectgetecgtaccggeccaggagg
ccgacggcgaggcggcccggcagtgctgtgcggegctcaccgeccgeggegecactgtecgtgecggteccaggt
gccgacaggcaccgttcagcgggactggatcgceccgcgectgectcgaccggacacagcaggacgccgagccggea
tccggagtgctcectecgectgectggecgectggacgagacgceccgctgeccggaccacccggtggtgacggecgggectgg
ccgccaccctecgcactggtgcaggecgectcggecgacaccggcatcgecggegecgetgtgggtggecaccecgegg
cgccgtcecgceccaccggceccccgacgaggcecgecgaccageccgetgcaggeccagatectggggetteggecaggate
gccgggctggagcacccggaccgctggggcgggctggtcgacctgececgetgtectggacgaacgtaccggeyg
ggcagctggcgaccgcactggccggctctacggagaaccaggtcgeccteccggecgteccggggecctgggecyg
caggctcgcccatgccccgcagtceccececggecggecgecgacctecgecagteccgecgacgggaaccgegectgatcacce
ggcggcaccggcgcactcggcggccacgtggeccgectggectggeccgcacgecggecgecgageggectggtgetga
ccagccgctccggcecctgcagecgeccggagceccgcggcacaggccgecgcactggeccgegegecggcaccecgggt
ggacgtactggcctgcgacacggccgaccgttcecccaactggeccgecgcgataggeccggatcggecaccgacgge
ccccggttcaccaccgtcecgtgcacaccgecggcecggtactggacgacggcecgtggtcgacgecctetegecggece
ggctggagaccgcgctcgcggccaaggccgceccggcgecgeccacctggacgagectgaccgecgacctggacct
ggacgctttcgtcctgttcteccteccgtggtcgeccaccaccggagecccceccggacaggccaactacggtgecggece
aacgcctacctggacgccctcgcecccagcaccggecgcagtecgeggectgeccgcactcecgecgtggectggggcec
cgtgggcggtcggcgtggcacagggctceccecgcagcggcacggcageggctggeccgcaaccagtgggaagaggt
gatggacccggacctggcggtacgggccctgggagaggcgctggacggcggcgacaccgtactgacggtgatyg
aacatcgactggtcggcgatcctcgcecccageccgcagtectecggecggtetgetgcaggecgecgtgatgeggg
acctgcccgaggtccaccggctggeccgcecgcectgectggeccgagaccccgcaggcaccggeccgagcecggecctgge
ggaacggctggccggactgggccgccccgaacagcgeccgggtactgagecgacctggtacgggeccggggccgec
cgggtgctcggccacacctcgcecccgacgcggtcgaggaccggagegecttcagecgacctecggettecgactege
tgacgtccgtcgaactccgtaacgacctcagcgeccgcaacgggtcectcaggetteccecgecgacecctgetgttega
ccaccccaccccecggcecgcetctcecaccggcectacctggagaccgaactcecctgggcaccgggccgcagacacccgag
gcaccggccgcgctgccggceccaccatcgcggcggacgaaccgatcgecgatecgtcgggatggectgeecgectacyg
cgggaggcgtggccggccccgacgacctgtggcagctgetcaccteccgegggegacggecatcteecgggttece
cgacgaccgtggctgggacctggaggcgctggacggceccctecgtacgtacggcacggcggecttcatcaaggac
atcggcggcttcgacgccggtttecttcgggatcageccgegecgaggceccctecgecatggacccgcagcagegge
tgctgctggagacgtcctgggaggcactggagcgcagcggcatcgcecceccgacctececctgeggteccaccgecgac
cggcctgttcatcggcggctacgecgtccggctacggctacggcgecgacttcgagggtgcggeccacctecate
accggcaccgcgaccagtgtgcectctceccggecgggtgtectacaccctecggectggaaggecccggecgtgacgyg
tggacaccgcctgctcgtectecgectggtggecctgcacatggecggeccaggecctgegetecggggagtgete
gatggcactggccggcggcgtcaccctgatggtgacgecccgaaggcttcatcggecttcagcgagcagagecggce
ctcgccaaggacggccgctgcaaggcgttcteccgaccaggeccgacggcatgggcatggeccgagggcgceccggceg
tcctecgtcatcgagecggectttcecggatgcecgcagecgcaatgggcacccggtgttggeggtgetgecggggtagtgce
caccaaccaggacggtgcgtcgaacgggctgaccgcgcccaacgggecgtegcagcagegggtgateccggget
gcgttggccaactcgcecgtcecttacgectggtgacgtggatgtggtggaggecgcacggtactggtacgaagttgg
gtgacccgatcgaggcgcaggcgctgctggceccacctacggtcaggaccgaccggagggeccggecgttgegget
ggggtcggtgaagtccaacatcggtcacacccaggccgctgeccggtgtegecggtgtcatcaagatggtgetyg
gcgctccagcacgagcagctgccgcecgcaccctgcacgtcgacgaactgtectcacacgtggactggaccgcecgg
gcgaggtggaggtgctgacggaaccggtgccgtggecccagcgggggeccgggtgecggecgggecggegtetecte
cttcggcctcagecggcaccaacgcgcacgtcatecctggaagaggceccccggcaccecgecgtcacccaggacggt
gagagccccgceccgaaaccttcgaggggaccggggeccgagggcacggtactecgttecccggegtggegecggect
ggctggtgtccggccgctcecggeccgcgggectggeccgecgcaggcecggageggctgcgggactggectggeggeccyg



cccggagctggaatcggceccgatgtggectggtcgetggectgecggcecgcteggtecttecgagcaccggggtgte
gtggtgggtacggggcgtgccgagetgcteggtggegtggggagectggegtegggtgttecgggtgggtegg
tggtgtccggcgtggcecccgctceccaacgttecgteccggtgtttgettttgegggtcaggggtecgcagtgggtegg
gatgggtcgggagctggcgggggtttcgeceggtgttcgeggecgeggttggeggagtgtgeggeggegttggeg
ccgtatgtggactggtcgctcagcgatgtcctggecgggtgecggagggtgetectgegttggaggecggecggatg
ttgtccagcctgctctgtgggecggtgatggtgtegettgecgectgtectgggaggecggectggtgtcgeccecgga
ggcggtggttggtcactcgcagggggagattgccgectgeccacggtggeccgggatgectgtecgettgaggacggt
gcccgcegtggtggegttgecggtecgegtgegttgaaggtgectggecgggtgecgggecggcatgectgtececgtgagece
gtccggcggcggaggtcgaggaacgcctggtceccggttecggecgaccggttgtecctggecggecggtcaacggece
ctcggccactgtggtctcgggcgageccggcggctcectggaggagecttcagteccgagttcgaagecggagggtget
cgggcccgtatggtcgcggtcgattacgcttcecgecacteccgectcaggtggaccggctggaggaggagatcacca
ccgtcctggceccggaatctecceccgecgecggggecgecatececcgatggtetecgecgatgactggecgagaccctgac
gggcgaggagctggacgccgggtactggttccgcagectgecgggecgaccgtgcattacgaccgggecgtgegyg
gtgctggccggtcgtggtcatcaggtgttcgttgaggtgacgeccgcateccggtgectgatgggggecgatgaacyg
acaccctggaagaggtcgcccaggaaacaggcccgggggcggagcecccgecgecggtgtgtggaaccctgeggeg
cgatgacggcggcgccgagcgcecctgctgcectectecgttggeccgaggegttecgtcaacggagecgagectggactgg
caggcggtgttgccggccggacggcgggtggagectgeccgacgtacgegtteccagecatgageggttectggecga
aggtggctgcggctttcggtggtgatccggtgtecgectggggectgggtgecggtgggtcateccgetgttgggtge
ggcggttgaactggcgggtggtgcgggtctggtgtgtacgggtcggttgtcggtgegtacgecatcececgtggetyg
gctgatcacgccgtgggtggtgtggtgctgctgecgggcaccggtttegtggagectggetgtgtgegeggggyg
atcaggccgggtgtggtgtgctggaggagctgacgctccaggcgecgectggtecttecccgaggacggecagtge
tgtgcaggttcaggtggtgctggcgggtccggacgeccgaaggceccgecgtagegtecgaggtettectececgggte
gatgtggctggtcagtcgcaggggtggacgcagcacgcgagcggcgtgectggececctgecggtecggtggetyg
cggccgaggaggacttcecgecggtgtggeccgectegtgacgeccacgacggtggacatctectggectgtatcagge
agcgggcgcgaactcgtacggctatggtccggegttccaggggctgcgggecggtgtggecgecgaggeccaggag
atcttcgccgaggtggcgctgeccggagcaggtggcggaggatgecgcectgectttggtgtgcaccecggegttge
tggacgccgtactgcatgccagtgecttgcectcgatgectgagggggageccgggcgagatcecggttgecgttege
ctggacgggtgtggagttgtatgccagtggtgcgtcggtgctgecgecgececggttgegtecgtgacgecgcaggge
acgctgacggtgtcggccgccgatgcggcgggtcageccggtgatttececgtagegtegetgatcaccecgeeccgyg
tggacaccggccagctccgcaccgcectgacaccggaatggeccgatgecgetgtteggegtggaatgggcageggt
cgccgcggccgaggcecggcecgecggggagtgggegetgatcggegecgaccgcttegatgtegetggacagetg
acggctgccgggacacaggtgecgctgtttcgeccgggctggaggagectggeccgectgeccgcagecggaccgggaga
tcgaccctgecttegtectggtctgecgecggtgacgagggccggggcgaggaggacccggegegggetgegge
ccgggtgactggtgagatgctcggectggtgcaggagtggectggectgaggageggctggcggagagecggetg
gtggttctcacgcgtggtgcggtggcggtttcggeccagtgagggggtggeccgatctgecggcageecgetetgg
ccggtctggtgcgttcggeccagtcggagaatcccgaccggctgetectegtecgacctgecggecaccggeac
caccgatcaggctgaggtgctccecgecttgecgttgeccaccggggaaccggagctggecgctecgaaacggtgeg
gtgcatgcacgacggctggtgcgtccttctgcggagectgecggtteccggagggeccggtggeggectggagccgyg
acgcgggcggttcgctggaaggactgtcgectgcttgecggegecggaggeccgatggagegttggecggcaggaca
ggtgcgggtggcggtccgggcgaccggcctgaacttcececgecgacgtactgatcecgegetgggcatgtacccggge
ggtggggtactgggcagcgagatcgccggaacggtgctcgaagctggaccgggggtggaccacctegteeccgg
gcgaccgggtgatggggctcggtgagggecggttttggteccggtggttgtcaccgacgececcggcagectggtgeg
cgtaccggacggctggtcctacgccgaagceccgceccteecgtteccagecgegttcatgactgettggtacgegttyg
gtggagttggccggggcgaageccggggcagecgggtgttggtgcatgectgegaceggtggtgttgggatggegg
cggtgcagatcgcccecggtacctggggttggaggtecttcgecgaccgecgagteccggggaagtggteggtgetgge
gtcgatggggctggacgcggagcacgtctcgtceccteccecgtactgecgecattcgaggecggatttectggetgece
acggacggcgcgggtgtggacatcgtggtgaactcgctggecgggtgagttgaccgatgecttegetgeggttge
tgccgcggggcggggcgttcecgtggagatgggecgtaccgacgtccgecgacgcccaggcagtggecgcagageca
accgggcgtcacctaccgcecccgttcgagctcagecgaggcgggaccggcagcactgggcacgatecctggagegyg
gtcgttgcgctgctgtccaccggcgagctgcaacagctcecceccgcectacgggecttggggecgteccggcaggcacggyg
acgcgttccggttcatgcagcaggcccggcacaccggcaagatecgtecctgacgatecceccecgcacacctetecge
aacgcagccggaatcggcccggtcececggtgececgtteggegttgatcacgggtggtacgggcacgttgggtgge
ttggtggccgggcatctggtggtgtctgggecgtgcggagcacgtggtgctgaccagtecgttcggggeccggtyg
cggccggtgtggcggcgttggctgegeggttggeccaggcaggecgetteggtgegggtggtggecatgtgatge
cgcggaccgccaggagctggcectgectgtagtggcaacaatcccagegcaggcegtecgectacgecaccgtggtgeat
accgcgggtgtgctggacgacggtacggtcggttcgectgaccgecgcagecgggtggecggggtgectgecggecga
aggcggacggtgcctggaacctccacgagctgacccagggactggacctcgaccacttecgtectgttetecte



cgcggcagccaccttctccagccececggeccagggcaactacgtggecggeccaacgcecttectggacgecactggece
gcgaagcggcgggcggccgggctgcecccgeccacctecgectggectggggcatgtgggecgacgeccagecgegetga
ccgggcagctcagcgagtccgaacgggcccgcatcageccgecggecggagtcatggegetcagtgecgacgaggg
cttggcgctgcttgacctggcgctggecccgggacgaggcgectgectgatgecggeccaagctecgacctggecggg
atgcgggcgcagagcgccggcagcacggaggttcececgeecgcectgtteccgggecttggtctecggecggtagecggge
ggcgtagcgccgccggggccggtgacgcgggtgcggactcecgectgcatcageggttgteccgggectgtecggtcea
ggagcggacccggctgctgatcgacctggtccgtacacaggcggecggectgtectggggcatgectecggecgag
gccgtggagccggggcgggectttaccgacctgggecttcgactecgectcaccgecgtcgaactgegtaaccgge
tgagcaccgcgaccgggctgcggcectgecccgceccaccctggtettecgactaccccaacactectcgaattggecge
cttcctgaaggaaaagctgctgcecctcagattgttgaacatggcgageccggacgctgcggaggagaaactceccgg
acggcactcgcgaccgtaccgctgtccaggtteccgggaggeccgggectgatggaggecgectgetgeggetcgecg
gcgtccaggacgacgctctgctcgeccgaagagggcgatcagggcgaggacatcgacgaactggacgeccgacag
cctgatccgtctecgegetgggeggecgagacggaatga</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="20">

<INSDSeg>

<INSDSeq length>23793</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..23793</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gl70">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>gtgtccgacgaaaacaagcttcgtagttacctcaagcgagccatcgcggacgcecce
aggacgcccgcgcccggctgcecgtgaggtgcaggagcaggcggcecggagecggtggcgategtgggcatggggtyg
ccgtttccececcggtggecgecgggcageccggaggacttectggaagectgttggettecggtggtgacgeggtgggt
ggtttcccgaccgaccgtggctgggacctggagggcatttacgatccggacggtgagcgcgagaacacctegt
acgtcgcccagggcgceccttectacagggggcgaccgagttcgatgeggggttecttecgggatcagececcgecgcecga
ggcgctggccatggacccgcagcagcgcecctgectgectggagtcggecctgggaggcactggagegegecggecate
gacccggcgtceccctgaaggagagcgccaccggtgtettegecggecggattecgecteccggatacggcatcecggge
tctcectgggcagecggtgagggeggctececggtgtecgagggeccacctgatgactggcaacgecgaccagegtget
ctccggcecggcetgtegtacgecctgggtectggagggeccggecggtcacggtggacaccgectgcectectecteg
ctggtggcactccacctggccgttcaggcactgcggctgggagagtgctecgetggecttggecggtggtgtca
cggtcctggtctccccggggacgttecgtggagttectececgtcagcagggtectgtcggecgatggecggtgecg
ggcgttctcggaggatgcggacggtacgggctgggeccgagggegteggecatgetggtggtggageggectgteg
gacgcgcggcgcaatgggcacaaggtgctggcggtgctgecggggcagtgecggtcaaccaggacggtgectcecceca
acggcctctcggcgcccaacggcccgtecccagcagecgegtcateccgggeggegttggeccagtgeggggetete
ggcgtccgaggtggacgtggtggaggcgcacggcaccggtacgacgttgggcgacccgatcgaggecgcaggcyg
ctgctggccacctacggtcaggaccgtcgggaagggcggceccgttgtggectggggtcggtgaagtcgaacatcg
gtcacactcaggctgcggctggtgttgcgggtgtgatcaagatggtgctggecgttgcagcatggtcagttgec
gcggacgttgcatgctgatgtggcgtcgtecgcatgtggactggtcggecgggtgaggtgecggectgectgacggag
tcggtgccgtggeccggtgggtgagegteccgegtecgggectggtgtgteggegttecggtatcageggtaccaacyg
ctcacgtgattctggaggaggctccgeccggtggagaccggcgaggeccgacgggtectgectgaggecggectecgg
gacggccgggtcgggcgggecggeccgggteggtggeggatgeggegeeggtgetggegggtgetggtgegtgg



gtggtgtcgggtcgtacggcagaggcgttgtcggecgcaggecgggeggttgecgggagtgggtggcagegegte
cggggctgggtgcggctgatgtggecttggtecgttggecggecgacgeggtecggectttgagcatecgegeggtggt
gctcggttcggagecgtggtgecccttectcgatggegtgcacagectggecggectggtacttectecgectgtggtyg
gtgtcgggcgtggctcggccggatgtcecgggtgggtectgatectttgecggggcagggtgegecagtgggtgggta
tgggccgtggcecctgtatgcgggcagtgecggtgttcecgecgaggtectttgaccgggtgtgtgggetgetggaget
ggaactcggggccggcgtgegtcectgegggatgtggttttgggtgecggagggggtggacgectgggectggeggat
cggacgctgtatgcgcaggctgggctgttcecgectttcgaggtggectectggectgecggtgectgaaggetgttggtg
tggtgccggatgcggtggtgggccactcggtcggecgaggtggectgecggectcatgtggecgggtgtgttgtegtt
gccggatgcecctgtgcgctggtggcggctecgtgeccggttgatgcaggagttgecgtcgggtggggecgatggcg
gcggtcaacgccgccgaggcagatgtcatcgectegtttgacgaggtgtcgggtgaggtggecgtcgecggegyg
tcaacggtccggagtcggtggtggtctceccggtacggeccgatacggttgatgecggtggtggagetgtggecgggg
gcggggctgccgtgtgcggecgectgecgggtttcgcacgecttteccactecccecggegatggacccggttectggac
gagcttgatggcgtggcgcaggggttggtgtatcaccggecctgaggtgatgtgggecgggtgegectcaccggtyg
agttggtgtccgatccgcaggccgggtactggecctgcgcagacccgccaggecgtecggttegeggatgeggt
ggccaccctcgcacgggagggtgtcectcecggtcecttecttgaggtgggtccggacggectcactectecteectegge
ccggatgcggtggccggtgtggagggtgcggaggcggcecgttecgtecececttcagecggecgcaccgaggacggcg
ccaccgacctggagaccggtctggecccgtgecttegtcaacggtgecgecggtggactggacgegtgtgetgec
cgccggtgagcaggtcgagctgcecccacgtatgecttececggcaccageggtactggeccgaggggategtecteg
ctgatgcccceccgacggeccggcggtgcgaaccggatcaccgegggcacggaggcggaggecgagttetgggegg
ccgtcgagggagaggacctcacccggcectecgecgagacgctggacgtggacggecgaccgtecgttcagecgaggt
gctgccggcactggcecctecctggecggcggecgecgacctggagegcecteecctgactgetgactggegetaccgecacce
acctgggcaggcgttgccgagectgacgctecgtgtgectgteccggtacgtggttggtecgetgteccececgeggggg
cggctgcggtggggctggcgcagggttgcaccgaggcgctgecgegececgtggtgetgaggeecgtggtggttga
gatcccggctgggacggtggaccgggccgggecttgecggegttgetgaccggegecggcecggatgegteggeecgte
tctggtgtgctgtcgttgectggegectggacgagacgccgctgecggatcactecggecggtgececgecgggectgg
ccgccaccttggetcectegtacaggetcecteggtgatgecgggttcgaggtgecgetgtgggtggtgacgteecgg
tgcggtggcggccggtgeggaggaggtgectggecegtecggtgcaggegecaggtgtggggectgggtegggtyg
gtcgcgctggagcacccggagegttggggtggtctggtcgatctgecggagtecgectcgatgagecgggecggtyg
cacggctggtggcggtactggctggctatggtgagaacgaggtggccecctgecgaccgteccggaattectgggteg
ccggctcecgegcacgtatcgggtegeggtgcecgcgggagcecgcectgggegecgcecggggaaccgtactggtcaccgge
ggcaccggtgcgattgccgggcatgtctcgecgatggttggcaggeccggggtgeccgaccgtgtggtgetggegyg
gccgttceccggtccggcagcageccgatgtcgecggcacaggeccgecggagctggecgecgectggegteccacgtgga
cgtgatctcctgcgatgtcagcgaacgcggcccgctgaccaacctgctgagectggatcggcagcagecggceccg
gagctgtcctcggtgatgcataccgcgggcecgtgectggacgacggtgtgctggaccggetgteggtectececgec
tgcagtctgtgctggcggtcaaggttcacggtgcggtgectgctggacgagctgaccgtggacctggacctgga
cgcgttecgtactgttctcececgetgecggetgeccaccctgggecggteccggggcagggcaactacgeggecggecaat
gccttcecctggacgcgctggcggagaaccggcgcgeccgecgggectggecggectggeggtggectggggeccgt
gggccggcggaggcatggccgactccaacgaggcggtceccgecteccggatgecggaagatgecccatgeecgecgat
ggacccgcagctcgcecggtceccgegegectggeccgaggecgttgcaggggeccggatgecgeecgtecgetgtcatggat
gtggactgggcgcagctggcatccgatgeccggtgeccacggggatgectgaagecggeccgttggtgegggatetge
ctgagatccgtcagttgctcgcggecggeccgggaacacggtcaccgtggegectgecggagggggagetggeteg
tcagctggctgggctggaccgcgcggagcaggagcggatgectcgecgacgtggtgecgtggecgaggectgeggtyg
gtgctggggtacggctcggctgatgcggtggaggaccgtcgggcgttcaaggatctcgggttcgattegetga
cagcggtcgagttgcgtaaccgtctcaatgecggcgaccgggttgegtectgecgtecgaccctggtettecgatta
ccccactceccegetggegetggetgecttectgecgecgacgagcetgaccgggcagcagaagggcacggeecgetecg
gtaatcaccgtggtggcggcgcctgcggacgagceccgctggecgattgtecgggatggegtgecggttecctggtyg
gagtgggcagtccggaggagttctgggagttceccttgcttceccggtggcgatggecgtgggecgattteccggecga
ccgtggctgggacttggagagtgtgtacgacccggagggcgagcgggagggcacttecgtacgtegegcagggt
gccttecctgecgggaggcggctgagttcgacgecggggttecttecggaatcagecccgecgecgaagetectegegatgg
acccgcagcagcggttgectgctggagacgtecctgggaggecgctggagegtgeccggecatcgaccecggecteget
gaaggagagcgccaccggtgtctttgeccggecggtttcacctecggggtatgggtttgggectgtecgettgeccaat
cagggggactctggtgccgaggggcattcgctgacggggaatgcgaccagtgttctgteccgggegggtgtegt
atgtgctgggtctggagggtccggcggtgacggtggacacggecgtgttegtegtegttggtggegettecatet
ggcggcgcaggcggtgcggtcecgggggagtgctegetggegttggegggtggggegacggtgatggegacgecyg
ggtacgttcatcgacttctccecgtcagcagggtctgtcggecggatggecggtgecgggegttttectgaggatyg
cggatggcacgggctgggccgagggtgeccggcatggttgtggtggagecggectgtecggatgececgecgcaacgg
ccacaaggtgctggcggtgctgcggggcagtgcggtcaatcaggatggtgecgtccaatggtctgactgeccect



aacgggccgtcgcagcagcgggtgatccgtgcggecctggeccaacgcccggttggeteccgggggacgtggacyg
tggtcgaggcccatggcaccggtaccacactcggtgaccccatcgaggecgcaggcgcectgectggeccacgtacgg
ccgggatcgtggtgaccgggacgcgctgtggectggggtecggtgaagtccaacatcggtcacacccaggccgceg
gccggtgttgccggtgtgatcaagatggtgctggecgctceccagcatgagecggectgeccgcagacgectgtacgecg
aggtgccgtcctcecgcacgtggactggtcggctggtgcggtgecggectgectcaccgagtecggegecttggecgge
cgacggggatcgggtgcggcgggceccgctgtttcggegttecggcatgagecggtaccaacgetcacctecatectg
gaagaggctcccacagcgcaggaggccgaagctgtcgaggggecccaaggaaccggtggtteccggtggtcaccyg
gtgccggtgegtgggtgetgtetgggecggactgetgaggegttgteggegcaggeggggecggctgegggagtyg
ggtttcgcttcggccggctcecttecggecggttgatgtggegtggtecgttggetgetactecggtecggtettecgag
caccgtgcggtggtggttggcggagaccgggagcaggtgctcgecggggctcgggagectggegtececgetgegt
cctcgggctcgcectecgtttcgggecgtggeccgcectceccaatgeccgtecggtgttegecttecgetggtcagggete
gcagtgggtcgggatggggcgegagetggegggggtttegeeggtgttegeggtgeggttggeggagtgtyget
gcggcgttggcgceccgtatgtggactggtcgectgaccgatgtecctggecgggtgecggagggtgetectgegttgg
aggcggcagatgtcgtccagcccecgcactgtgggcggtgatggtttcectetecgetgetgtectgggaggeggecggyg
ggtcgctccggaggcggtggtgggtcactcgcagggggagatcgectgecggectacggtecgecggggatgetgteg
cttgaggacggcgcgcgegtggtggegttgeggtegegtgegttgaaggtgetggegggtgegggtgggatge
tgtccgtgageccgtcececggecggecggaggttgaggagegtectggteccggttecggggagegggtgtecttggegge
ggtcaacggaccgtcggccactgtcgtctcgggtgageccggecggectctggaggagettcagteccgagttegag
gcggagggcgcccgcgctcggatggtcgecggtggattacgectegecatteggectcaggtggaccggectggagyg
aggagatcaccaccgtcctggccgggatctcecceccecgegecggggecgegteccgatggtectecgegatgaccgyg
cgagaccctcaccggcgaagaactggacgccgggtactggtaccgcagectgegegecaccgtgecattacgac
cgggccgtgcgggttctggtcggtcgagggcatcaggtgtttgttgaggtgacgeccgecatecececgtgetgatgg
gcgcgatgaacgacaccctggaagaggtggtccaggacgcgggtgcagagecccgceccgecgtatgecggaacgcet
ccgccgggacgacggcggcecgceccgagcgectgcectgacttecctggecgaggegttegtcaacggggcaccggtg
gactggcaggcagtgctgcctgctggtgagcaggtggagctccccacctacgecgtteccgacgtegecggttet
ggccggagggcatgctggtcecctgeccgatgecccggtteccgecgaccgecggggecggtgeccagcacggacgecgga
ggcggcgttetgggcggecgttgaggatggagacctgtecggggetgggtgatgegetggetetggagggeggyg
cgtccgttcaatgaggtgctgeccggecgcectggegtecgtggeggecggegtgagecgggatecgttecgaccaccgetg
gctggcgttatcgcactggctggtcggtcatcgeccgagectgatgtteggectgetgtecggtacgtggectgat
cgccgtceccccgcggggacggcectgcectgeggagcectggecgcaggactgtgtecggggecgectgagegececgtggtget
gaggccgtggtggtcgaagtaccggtcgggtcggtgaaccggggcgagctggecggegttgectgacggtecgegyg
cggatgcgtcggceccgtgtceccggtgtgctgtegectgectggecgetggatgaggecgecgataccecgggcateccggt
ggtgcccagcggcctggceccaccaccttgggtctggtgcaggectctecggtgacgeccgggatcgaggecgecgetyg
tgggtggcgacctccecggtgcagtcgectgecgggecggggcgaggtgectggeccgtecggtgcaggegecaggtet
ggggtctgggccgggtggtcgecgctggagcacccggagecgttggggtggtctggtecgatectgeccggagacgcet
cgatgagcgggccggtgcgcgcectggtggecggtactggecggetgecggecgagaacgaggtggecgatccgggceg
gccgggatcttgggccgcaggctcgegcacgtectecgggtcgeggtgecgegggagagctgggtgeccgecggggaa
ccgtactggtcaccggcggcaccggtgccattgeccgggcatgtctcacgatggatggeccggeccggggtgecga
gcgcctggtgctgaccagceccgttecgggteccggecggectectgggecgecggcagecgectggecggecgaactcgeggcea
gccggttceccgceccgtggagatcgtggettgecgatgtcagcgagegtgecggtectggecgggectgetggactgga
tcgatgcgagcggtccceccggetcetettecggtgatgcataccgegggtgtgetggacgacggtgtggtggaccyg
cctcgacacggcgcggctggagactgtgctgggecgtgaaggecgcacggtgecggtgctgctggatgagctgacce
gccgggctggatctggatgecgttcgtgectgttcectecteggecgecttceccaccectecggecggecccgggeccagggea
actatgcggcggccaatgccttcecctggacgecgectggcggagaatcggegtggtegtgggetggetggectgge
ggtggcctggggcctgtggggcggtggtggectcecggtgagtcgagcgaggtcattecggteccggatgegtegg
atgccgatgccgceccgatggacccgcagttggectgtgecgggegttgggecgaggecgttggacggteccggatgecyg
tggtgacggtgatggaggtggactgggcgcagctggcatccgatgccggegtcacggggatgttgaagcggece
gttggtgcgggatttgcctgagatccgggagctgtceccgeggecteccggecgtgecgecggecctggegecggtyg
gagggcgaactggccgctcgggtagcggggttgtecccgectcggagcaggaccgggtgectgaccggegtggtece
gtgccgaggccgctgtecgtgctcgggcacgactcggcggacggggtgcaggecgecggcaggecgttcaaggatet
cggtttcgattcgctgacctecggtcgagttgecgcaaccgtectcaacgcggcgaccgggcetgeggttgeecggeg
accctggtcttcgaccacccgactceccggtecgegctggecgecttectgegeggcgaaatgatcggecggecace
cggacgccgccgacagtggaacttceccgcectattcagactgecggtggacggcacgeccccececcgectgecggacgagcece
gctggcgatcgtcggcatggcecctgceccgectteccececggtggecgecgagcagecccggaggagttectgggagetgttyg
gcttccggtggtgacgcggtgggtggtttecccgaccgaccgtggectgggatctggagggcatttacgateccgg
acggtgagcgcgagaacacctcgtacgtcgcecccagggecgecttectgcagagggcagecgagttcgatgeggg
tttcttcgggatcageccecgcgecgaagecctecgeccatggaccecccagcageggctgatgectggagacgtectgg



gaggcgttggaacgcgccggtatcgacccgtggtcececctgegtggcagetcgaccggegtattcgecggegget
tcactaccgggtacggccttggggtctctgcagecggectggtgagggecggecteccggtgtcgagggeccacctgat
gactgggaacgcgaccagtgtcctgtccggeccgggtgtecgtatgtgectecggtctggaggggecggeggtgacyg
gtggacacggcgtgttcgtcgtcecgetggtggecgctcaacctggeccgcgcagtcggtacggteccggggagtget
ctatggctctggccggtggtgtgaccgtgatggctacgceccgtcecctecttegtggagttttececgtcagecaggg
tttgtcggctgacgggcggtgccgggcecgtttgcggatgatgcggacggtacgggctgggctgagggtgecggt
gttctggtggtggagcggctttcggatgcgecggegtaatgggcatcgggtgectggectgttgtececgtggtacgg
cggtgaatcaggacggagcgtcgaatggtctttcggecgeccgaacggteccgtctcagcagecgggtgateccggge
ggcgctggccaacgcccgactgtcececgecgecgaggtggacgtggtcgaggegcatggcaccggcaccacccte
ggtgaccccatcgaggctcaggccctgttggcgacctacggcaaggaccgcggggagagtgaccegttgtgge
tggggtcggtgaagtcgaacatcggtcacactcaggctgcggctggtgttgecgggtgtgatcaagatggtget
ggcgttgcagcatggtcagttgccgcggacgttgcatgectgatgtggegtecgtegecatgtggactggtecggeg
ggtgaggtgcggctgctgacggagteggtgecgtggecggtgggggagegtecegegtegggetggtgtgtegg
cgttcggtatcagcggtaccaacgcgcacgtgattctggaagaggcteccgecggtggaggeccggcgagecccgt
cgaggccggttccggaactgeccggggcggtggegggtgetggtgegtgggtggtgteggggegtacggectgag
gcgttgtcggcgcaggccgggcggctgcgecgagtgggtgtcggecccgteccggaactgggtgeggectgatgttg
cctggtcgctggcggcgacgcggtcggegttcgagcaccgegeggtggtgetecgggaccgagegtgatgegtt
gctgtccggcecctgcacaagctggeccgecgggacctectecgteccgaggtggtgtecgggecatggecccggecggat
gcccgggtgggtcectgatcttcecgecgggtcagggtgecgcagtgggegggtatgggecgtggectgtatgegggea
gtgcggtgttcgccgaggcecctttgaccgggtgtgtgggctgectggagectggaactgggggeccgaggtacgtet
gcgggatgtcgtcctggagggtgacggggaagctgctgggttggecggatcagacgectgtatgcgcaggecgggt
ctgtttgccttcgaggtggctctggecggecggtgectgaaggectgetggtgtggtgeccggatgeggtggteggte
attcggtgggcgaggtggctgcggcecccatgtggectggtgtgttgtecgetgtecggatgectgtgegetggtgge
ggctcgtgctcggttgatgcaggagttgeccgtcgggtggggcgatggcggcggtcaacgeccgeccgaggcagat
gtcatcgcctcecgttcgacggggtgtcgggtgaggtggectgtcecgectgecggtcaacggecccggaatececgtggtea
tctcecggtgcaaccgaggceccgtggacgcggtggtggagetgtggecgggaccggggectgecgggtgecggegect
gcgggtctcgcacgecttceccactecceccggeccatggaccecggtecctggacgagetececgecaccgtecgecgaaggg
atggagttccgccgecccggaggtgatgtgggecgggtgecctcaccggtgacctggtgteccgacccgcaggecyg
gctactggcccgcgcagacccgccagaccgtecgettegecgacgecgatagecaccctecgecaccgatggeat
ctccgtcettectecgaagtgggteccggacggetegetetecteecctecggeccggatgeggtegtggaggtggat
ggggccgagcccgcecttectececgectceccagecggegtgacgacgaaggcgeccacgggectgectgaccggectgg
ctcgcgceccttecgtcaacggtgeccecggtggactggacgecgtgtgectgeccaccggcgaacacgtcgagetgece
cacctacgccttceccggcaccagcggttctggecggaggctceccggeggegttgtcageccaatacctecggecacce
gcccgggatggagcggggagcgcggeccgagtecggegttectggtecggecgtcgagagecggtgacctggagecage
tggcggacactctggcggtggacggcgaccgtcecccttceccaccaggtgectgececgecactggegtecttggecaccg
tcgcgagctggaccgttcggeccaccgeccgactggegcectaccgaaccgtetggtecgececgttgcagagecttgac
gctcgtgtgctgtccggtacgtggttggtcgeccgtecctacggagtcggectgecggcagacctggecgcaggact
gtatcgaggcgctgagcgctcgtggtgeccgaggeccgtggtggtcgaggtteccggeccggaacggtggaccgggt
cgaactcgccgcgttgectgactgacacggtggatgcgteggecgtcectectggggtgectgtecgetgetggegetg
gacgagacaccgctgccggaccactcggcggtgeccgecggactggceecgtcaccctggectectegtacaggete
tcggtgacgccgggatcgaggtgecgetgtgggtggcgacgtceccggegeggtggeggecggtgeggaaggage
cttggcccgtceccggtgcaggcgcaggtgtggggectgggtcgggtggtcgegectggagcacccggagegttgg
ggtggtctggtcgatctgccggagtcgcttgacgagecggtccggtgecgeggetggtggeggtactggecgget
gtggtgagaacgaggttgctctgcggccgteccggaatecctgggecgtecggectecgegegtgttacgecgacacgg
ttccgaggagaactggacgccccecgeggcagtgtgetgatcaccggagggacgggcegecgatecgeggggcatacg
gcgcgctggctctgtggtgagggcecgctgagegtctggtgectgacgageccgectcgggteccggecggcggagggtyg
tggccgcgctggccgcggagcecttgcectgaggcgggcagcacggttgecggtggtggegtgtgatgtgagtgaacg
ggcgccgctgtctgacttgttggattggatcggeccgtagecggtccggagectgtectecggtgatgecataccgeg
ggtgtgctggatgacggtgtggtggaccgcctcgacactgcgecggctggagactgtgectgggecgtgaaggtga
ggggtgcggtgctgctggacgagctgaccgcggacttggacctggatgecgttecgtactgttectecgetgegge
tgccactctgggtggttcggggcagggtaactacgcggcggccaatgecttecttggacgecgttggecggaggaa
cgccgggcecegtgggctgaacgetctggeggtggegtgggggecegtgggetggtggtggtatggetgegtega
gtggtgcggtgcgggcgcgggttgagcggggtgcgatgeccgeccgatggaccecgcggcttgeecgtecgtgeact
ggccgaggcgttgcagggaccggacgccgeccgttgecgtcatggacgtggactggacacagectggecteccgge
cctggggccgtggagctgctgaagecggeccgttggtgecgggacctgectgagateccgtcagetgectecgeggegg
ccgggaacacggtcaccgtggcgcecctgcggagggggagctggeccgtcagetggetgggectggaccgectecgga
gcaggagcggttgctgacggaggtggtacgggcggaagccgctgectgtgttgggectatggetcggectgatgeg



gtggaggaccgtcgggcgttcaaggacctcgggttcgattcgectgaccgecggtcgagttgegtaaccgectga
acgcggcgaccgggttgcggctgeccgtccactctggtecttcgattaccccacceccgectggecgetggeecgettt
cctgcgcggtgagctgaccggtggggagttggacaccgectggtgectececggtggeccacggtggecggecggegect
gcggacgagccgttggcgattgtcgggatggcgtgeccgattececccggecggggtgggcagecccgecgggagttet
gggaactgctgacctccggtggcgacgcggtcggtgacttcecececgteccgaccgecggectgggatctggacggect
cattgacccggagggtgagcgcgaggggacctcgtatgtcgecccagggcgegttectgecgggaggetgecgag
ttcgatgccgggttcecttcggaatcagteccgegtgaggecgectggecgatggacccgcagcagegectgetgetgg
agacgtcctgggaagcgctggagcgcgccggcattgaccecggectecgectgagggagagecgeccaccggtgtett
tgccggcggtttcacctcecgggttatgggecttgggetgtcgetcecteccatcagggggatteccggtgecgagggce
cattcgctgacgggcaatgcgaccagtgtcctgtceccggtecgggtgtectatgtgectecggectggaggggecgg
cggtgacggtggacaccgcctgttecgtectegttggtggegettcatttggecggecgcaggecggtgeggtcggg
ggagtgctcgctggcgttggcgggtggggcgacggtgatggcgacgeccggggaccttcatcgacttcectececgg
cagcagggtctctcggcggacggccggtgeccgggectteteccgaggacgecggatggtacgggectgggecgagg
gcgccggcatggtcgtggtggagcggctgagcgatgccecgecgcaacggccacaaggtgectggeggtgetgeg
gggcagcgcggtcaaccaggacggtgcgtccaacggtctgaccgcgcccaacggecccctcgcagcagecgegte
atccgcgccgcgctggceccaactceccggectgaccaccgecgacatcgacgtggtggaggecgcacggcaccggta
ccacactcggtgaccccatcgaggcccaggcagtactggecgacgtatggeccggggecgtgecggaggaccggcec
gttgtggctggggtcggtgaagtccaacatcggtcacactcaggeccgecggeccggtgtggecgggtgtgatcaag
atggtgctggcgttgcagtacgggcagctgccgcggactctccatgeccgaggtgeccgtecgtegecacgtggact
ggtcggcgggtgcggtgcggctgctgaacgagcagctggectggeecgteccgatgatgatecgggtgeggeggge
cgctgtttcecggcgttcggtatgageggtaccaatgcccacctcatcecctggaggaagecccctgegecggagece
gccgaggtgatcgacggceccttgaggacgcgacaacaccgaaggcggcagcgctggecgecggacgecggtateg
gcgcttgggtgctgtcegggeggactgectgatgegetggeggegecaggegggecggetgegggagtggacgge
gacgcgtccggagctggcaccggccgatgtggectggtecgectggecggecgacacgttececgtecttegagecacecgt
gcggtggtcgtgggcggggaacgcgagcaggtgetggetgggecttggagggctgacgtegggtattcecggetyg
gttcggtggtatccggtgtggcccgcectcecccatgecccggecggtgttecgetttecgetggtcagggectecgecagtyg
ggtcgggatgggccgcgagcectggcectgaggtttegecggtgttecgeggegeggttggeggagtgtgeggeggeg
ttggcccecgtacgttgactggtcecgectggeccgatgtecctggeccggegecggaaggtgececctgegttggaagegg
cggatgtcgttcagceccecgegetgtgggcggtgatggtcteecctecgecgetgtectgggaggecgecggtgtege
cccggaggceccgtggtcggcecactcgcagggggagatcgecgectgecacggtecgecggaatgectttegetteag
gacggcgcgegtgtggtggegttgeggtcgegtgegetgaaggtgetggegggtgecgggeggcatgetgtecg
tcagtcgtccggtggcggaggtcgaggagcgtctggteccggttcggggageggectgteccctggetgeggtcaa
cggcccgtcggcgacggtggtgtccggcgageccgaggceccttgaagagectgaaggcggagttcgaggecggag
ggtgcccgcgctcggatggtcgecggtggactatgectecgecactecgctcaggtggaccggctggaggaggaga
tcacctctgtecctggececgggatcectecccgecgecggggecgtgteccgatggtetecgecgatgactggecgagac
cctgaccggcgaggagctggacgtcgggtattggtaccgcagtcectgegegeccaccgtgecattacgaccgtgece
gtgcgggttctggccggtcgtgggcatcaggtgttecgtcgaggtgacaccgcacccggtgectgatgggecgega
tgaacgacaccctcgtggacctcgceccccggacgcgggtggagagectgecgecgtatgecggaacacteecgecg
tgacgacggcggtgccgagcgcecctgctgactteecctggecgaggegttegtcaacggggcaacggtggactgg
cagacagtgctgcctgcgggcgaccaggtggagcttecccacctacgegttecggegtecgeecggttetggeecgg
agggcatgctggtcctgccgatgecccggtteccgecgactaccgtggecggggctggcaccgaggcggaggecgyg
gttctgggcggcggttgaggacggtgatctggegegggtcgcggagacgctggegetggaggacgcgggecag
ctgggtgcggtgttgccggcgttggecgtcecgtggecggegtecgtgagctggaccgttecggctactgectgactgge
gctaccggaccgtctggtcgecctgttgeccgagectgatgectegtgtgectgacggggacttgggtggtgettge
gtcggccggttgctcggaggagctgecggcatcagtgtgtgacggecgectgacggeccgtggtgeccgaggecgtyg
gtggtcgaggttccggctgggacggtggatcgggeccgggctgacggcactgectgaccggecgecggecggcecggace
cgtcagccatctccggtgtgectgtecgetgectggeecctggacgagtctgtgetgecggatecgteccggttgtgaa
tgctgggctggctgccaccttgggecctggtgcaggctecttggtgacgectggggttgaggecgecgectgtgggtyg
gcgacctccggtgcagtcgectgeccggeccgecggcgagatgectgtegecateccggtgcaggecgcaggtgtggggte
tgggccgggtcecgtcggectggagcacccggagegttggggtggtetggtcgatctgecggagacgectecgatga
gcgggecggegcacggcectggtggeggtactggeecggetgecggecgagaacgaggtggegatcecegggeggeecggg
atcttgggccgcaggctcgcecgcacgtctcgggecgtggtgtgggggagagectggtcgecgecgggggactgtat
tggtcaccggtgggaccggtgcgattgccgggcatgtctcgecggtggetggeccggeccggggtgecgagegtct
ggtgttggcgggccgttceccggtccggecggcageccgatgtecgeggectcgageccgecggagectggeccaccggegge
gtccacgtggacgtgatctcctgcgatgtcagcgaacgcggtccgectgaccaacctgectgggectggatcggea
gcagcggtccggagctgtcecctecggtgatgcataccgecgggtgtgectggatgacggtgtggtggaccgectcecga
cacggcgcggctggagaccgtgctgggggtgaaggcccacggcgcecggtgcetgctggacgagctgaccgcgaac



atggatctggacgcgttcgtgctgttctecctecggecgectceccaccgtecggecggeccgggccagggcaactatyg
cggcggccaatgceccttectggacgecgectggecggagaatcggecgeggtecgtgggetggecggtectggeggtgge
ctggggcctgtggggcggtggtggecctecggtgagtccagtgaggtcattcggtecccggatgegtecggatgecg
atgccgccgatggacccgcagttggectgtgecgggegttgggcgaggecgttggacggteccggatgecgtggtga
cggtgatggaggtggactgggcgcagctggcatccggtgecgggtgctgctgatatgecgggtccggecgttggt
gcgggacctgcccgagatccgggagectgtctgecggecteccggecgtgecgecggecctggecgecggtggaggge
gaactggccgctcgggtagcggggttgtccecgectcggagcaggaccgggtgectgaccggegtggtecgegecyg
aggccgccgccgtactgggacatgcecctcttcggacggggtgcaggcecgcggcaggcecttcaaggacctgggatt
cgattcgctgacctcggtcgagttgcgtaaccgtctcaatgcggecgaccgggectgcggctgcececggecaccctg
gtcttcgaccaccccaccccgaccgcecgcectecgecaccttectgegeggecgaactgaccggccaggtgecggagyg
ccgtagctgcgacgccggtccecccgcectgeccceccgectgecggacgagecgectggecgattgtecggcatggectgecg
tttccececggtggecgcgagcacgecccgaggggttectgggagetgttggettecggtggtgacgeggtgggtggt
ttcccgaccgaccgtggectgggatectggagggcatttacgatccggacggtgagecgggagaacacctcegtacg
tcgcccagggecgegttcecttgecggggggcecggctgagttecgatgecggggttettecgggatcagteccgegtgaggce
gctggcgatggacccgcagcagcggctgatgctggagacgtecctgggaggegttggaacgggccggtatcecgac
ccgtcgtccecctgcecgecggcagttcgaccggtgtgttcgecggeggtttegectetggttatggecttggggttt
ccgcagcggccggtgagggcggctceccggtgtcgagggceccatttgatgaccggcaacgecgaccagtgtectgte
cgggcgggtgtcgtacgtgctcggtttggaaggtccggecggtgacggtggacactgectgttegtectegetg
gtggcgctcaacctggcggecccaggcggtgecggteccggecgagtgectecgatggectectggecggtggegtcacgg
tgatggcgacgccgggtacgttcatcgacttctcececcgtcagcagggtctgtecggeggatggecggtgecggge
gttctcggaggatgcggacggtacgggctgggccgagggcgegggcatgetggtggtggageggetgtceggac
gcgcggcgcaatgggcacaaggtgctggecggtgectgecggggcagtgecggtcaaccaggacggtgectccaacyg
gcctgaccgcecccccaacggcecccctecccagcagegegtcateccgggecagegttggecagtgegggtectetegge
gtccgaggtggatgtggtggaggcgcacggcactggcacgaagcttggtgacccgatcgaggcgcaggcgcetyg
ctggcgacgtatggccgggatcgtggtgaccgggatgcecgttgtggctggggtecggtgaagtccaacatecggec
acacccaggccgcggcecggtgttgecggtgtcatcaagatggtgectggcactccagcacggeccagectgecgeyg
gacgttgcacgctgatgtggcgtcgtcgcatgtggactggtcggecgggtgaggtgecggectgectgacggagteg
gtgccgtggccggtgggtgagegtccgegtcgggecggggatctecggegttecggtatcageggtaccaacgete
acgtgattctggaggaggcccccgcgatcgaggcgcggagcgagggecgecggtcaggagecggttgeecgetet
tgagggtgctggtgcgtgggtggtgtcggggecgtacggetgaggcgttgteggecgecaggecggggecggctgegg
gagtggctgacggcccgtccggaactgcgaccggceccgatgttgectggtegttggecggecgacgeggteggegt
tcgagcaccgtgctgtggtgcttggtacggagcgtggecgeccctgectecgatggegtgcacagectggetgetgg
tacgtcctcecgectgtggtggtgtcgggegtggeccecggeccgacatccgggtgggtectgatettegegggecag
ggtgcgcagtgggcgggtatgggccgtggectgtatgecgggcagtgecggtgttecgecgaggtgttecgaccggyg
tgtgcgggctgctggagttggagctggggaccgaggtacgtctececgggacgtegttectgaacagecgacgatge
ggctgctggactggcggaccagaccctgtacgcgcaggeccggtectgttecgecttcgaggtggectectggeggeg
gtgctgaaggctgctggtgtggtgccggatgcggtggtgggccactcggtcggcgaagtggetgeggetcacyg
tggctggggtgctgtcgttgccggacgecttgtgecgectggtggecggctegtgeccggectgatgcaggagcectgece
gccgggcggggcgatggcagcgatcaacgceccgccgaggcagacgtcatcecgectegttecgacggggtgtecggge
gaggtggccgtcgcggcggtcaacggcccggaatcecgtagtcatcecteccggtgecggecgaggcagtcgacgecgyg
tggtggagttgtggcgggaccggggttgeccgtgtgecggegectgegggtctecgecacgectttecacteccececgge
catggacccggtcctggacgagctccgcaccgtecgeccgaagggatggagtteccgecgeccggaggtgatgtgg
gctggcgccctcaccggtgacctggtgtccgaccecgcaggeccggctactggeccgecgcagacccgceccagaccyg
tccgcettcgeccgacgcagtagectgecctegeggcggaaggcatcteegtettectecgaagtgggeccggacgg
ctcgctcectecteectecggececggatgeggtegcagaggtggacggggecgageccgecttecteeccgeteecag
cggcgtgacgacgaaggcgccacgggcctgectgaccggectggcectegtgecttegteccacggtgtgecggtgg
actggacgcgtgtgctgcccaccggcgaacacgtcgagctgcecccacctacgectteccggcaccageggttetyg
gccggaggcetceggeggegetgteggecggtgtttecggeccageggecgggacggggcggggagegcggecgag
tcggcgttectggtcggecgtcgagagecggtgacctggaacagetggecggacactectggeggtggacggecgace
gtcccttceccaccaggtgctgcecccgcactgacccagtggecggecggecgtgacctggagegttcgacgactgecgg
ctggcgctatcggatggtctgggageccggtecgeccgagecccgacccgggtgegetgaccggecacctggetggte
gtcgtcccecgcecgcagtcecggecgectgecggagctggcgcagggectgecgecgatgegetgagecgececgtggtgecyg
aggtcgcggtggtcgaaatcccggceccgggaccatggaccggggcgagctggecgegttgttgggcaaggecgge
ggacccgtcggceccgtctcectggtgtgectgtecgetgectggecgectggacgagacaccgectgeccggaccactcggeyg
gtgcctgttggactggccgccaccctggcectcectecgtacaggcactcggcgacgeccgacatccaggecgecgetgt
ggccggtcacctgtggtgeccgtggecggecgteccccggecgaggtgeccggecggcacggtgcaggecgcaggtetyg
gggcctgggccgcgtcatcggcatggaacacccggaccgctggggecgggctggtggacctgeccgaggtgetyg



gaccagcgggcggccgcacggctggecgecggtgctgggeggectgtggcgaggaccaggtggetgtceccgggceca
ccgggatactcggccgeccggatgcgeccacgccgccgaagccggeccccggcgaggggecactggacgecgegtgg
cagtgcgctgatcaccggtggcaccggcgccgtcggecgggcacgtggececgttggectggeccgaggecgacgcg
gcccgcgtggtgctgaccggacgcagcggacccgecgecggeggtgtegeggtgaccgectgecgaactggecg
ctcggggaacccgggtggacgtggtggcgtgcgacgtgagtgaccgectcecgecgetggecgggetggtgtectg
gatcggaacgagcggaccggcgctgtccaccgtgectgcacacggceccgcggtactggacgacggggtggtggac
cggctctcecgeccgagecggttgcagacagtgectggecggcgaaggeccgcgggegecgectcacctggacgagectga
cggccggactggacctggacgccttcgtactgttectectceecgecgcatceccaccctecggetecgcaggtcaggg
caactacgcggccgccaactcecctacctggacgcactggcggagaatcggecgggecccgecgggctgacecggtetg
tcggtggcctggggccagtggggaggcggcggcatggeccgactccaaggaggcgatccgggagecggatgaaga
agctcccgcectgtcecggcgatggacccgecggtcggecggteccgggecgctgggcgagtegetgcacggeccggacce
cgtggtgacagtgatggacgtcgactgggccgtgctggcgcagagcgcggcgaacttgacggaggtgeecgetg
gtgcgggacctgccggcggtgecgeccgactggccacggccggcagecgggceccgtcgagcageccgectececcgg
agggcgagctggcacgccggctggeccggtctggaccgggeccgggcaggagcggaccctcaccgatectggtgeg
ggccgaggccgccatggtgectgggeccatceccecctecggecgaggeccgtgcaggatcagcaggcgttcaaggaccte
ggattcgattcgctgacagcagtcgaactgcgtaaccggttgaacactgcgaccggactgcgagtcececggtta
cattgattttcgatcaccccactccggtggecggtggeccgectggttgegtaccgagetecgececcecggacgagcec
gactgcgctgccggtgctcgacgacctcgaccggctcgaageccggtectgttgagecgecggcacccgaccaggac
acgaacgaacggatcacaaggcggctgcaaagcattctctccaactggatcgaaaagcagggccggtecggatt
ccggcagcggcggggtggaaatcgagtcggeccacacccgacgagatgttcgagtttetecgacagggaacttgg
tctgtccgactag</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="21">

<INSDSeg>

<INSDSeqg length>19845</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..19845</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl71">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeg_ sequence>atggcagatgaagaggccctccgcgactacctcaagtgggtgaccacggacctcet
acaacacgcggcagcgcctgcgtgaggtggaggaacgcagccacgagceccattgecggtecgteggcatecggetyg
ccgttaccccggcggcecgtcgacaccccggaggacttectggaacctgectcgeccaccgcacgcgacgggategece
gacatccccaccgaccgcggctgggacctcecgecgcagectgecgggtccaggacccggacggcagcacgeggette
ccgagggcgggttcatctcecggacgccagecgggttcecgacgecgegttettecgggatcagececgegecgaggeggt
ggcgatggacccgcagcagcggctgectgectggaggtggectgggaggecgctggagegecteccggecatcgacccyg
cacgtcctgcgcggcagccagaccggcecgtcecttegecggegectecgetgtecggectacggetteggcacggacyg
aggacctggacgtccacctgatgacgggcacctccaccagcgtcatctecggecgggtcectectacgeecctggg
cctggagggcccggcggtcaccgtggacaccgcecctgetectectecctggtecgecacteccacctggecgececag
tcggtacggtccggggagtgectegetggegetggecggeggecgtcacggtcaccaccgteccecggtcatgttea
cccagttctccaagcagctgggecctggeccggggacggeccgcectgcaaggecttetecgecgacgecgacggeat
gggcatatcggagggcgccggcatggtcecgtecctggagecggctcteccgacgecccgeccgcaacggeccacccggtyg
ctcgcggtcatccgecggttcggcgatcaaccaggacggcgcctccaacgggctggecgecccccaacggtectt



cccagcagcgcgtcatccgcgceccgcecctggeccaacgeccgectgtceccacecgecgatgtcgacctggtggaggce
gcacggcaccggcaccacgctcggtgaccccatcgaggcccaggcactgectggeccacctacggeccagggecge
gcggaggaccagccggtcaggctgggctcggtgaagtccaacatcggccacacccaggeccggecgecggecateg
ccggcgtgatcaagctggtgctggcgctgcagcaccagcagatgeccgcagaccctgcacgcageccgageccte
cccgcacatcgactggtcggeccggcaacatcgagctgectgacccaggcccacccecctggeccgectgggggagcgce
gtccggcgecggecggecgtctectecttecggegtcagecggecaccaacgcccacgtcatcgtggaggaggceccccgyg
cggaggaacccgccgaggcgcagaccgggacggacggcgaggacggcacggacaccgcacctcaggacaccgg
cagccacaccgccgagccgctgectgeccggagtceccggegectggectggtgtecggeccgtacggectgaggegetg
tcggegecaggccgggcecggctgcgggagtgggtggecggegegtececggagetgggtgeggetgatgtggectggt
cgttggcggcgacgcggtcggecgttcgagcaccgecgeggtggtgetecggttcggagecgcgaggagetgetgte
cgcagtggcagacctggcggccggagtcecccgtecgtcggtggtggtgtcgggggtggecccggtetgatgtecgg
gtgggtctgatcttcgccgggcagggtgecgcagtgggttggtatgggeccgtggectgtacgecgggcagtgegyg
tgttcgccgaggtcttcgaccgggtgtgecggactgttggagctcgaactggggaccgcagtgegtectgeggga
tgtggttttgggtgcggagggggtggacgaagggctggcggatcagacgctgtacgcgcaggeccgggctgtte
gccttcgaggtggctttggcggaggtgctgaaggectgectggtgtggtgecggatgecggtggtgggccattcag
tcggggaggtggctgcggcccacgtggcgggtgtgttgtecgttgecggatgectgtgegetggtggeggeteg
tgcccggttgatgcaggagttgeccgtecgggtggggecgatggecggecggtcaacgeccgeccgaggcagatgtecate
gcctecgtttgacgaggtgtcgggtgaggtggctgtcgecggecggtcaacggecccggaatececgtggtecatectecg
gtgcaaccgaggccgtggacgeggtggtggagctgtggcgggaccggggttgecegtgtgecggegeetgegggt
ttcgcacgcectttccactcececececggecgatggaaccggtectggacgagetecgtaccgtecgeggagaagectggag
ttccgtegtececcgaggtgatgtgggcgggtgecctcaccggtgagectggtgteccgagecgcaggecggetact
ggcccgcgcagacccgceccagaccgtceccgettegecgacgecgatageccaccctecgeccaccgatggecatcteecgt
cttcctcgaagtgggtccggacggcectcactctecteecctecggeccggatgeggtecgecgatgtggacggggec
gagcccgcecttegtececcecteccagecggecgcaccgaggacggcecgeccaccgacctggagaccggtetggecegtyg
ccttcgtccacggcgcgceccggtggactggaagegtgtectgeccgecggtgagcaggtecgagetgeccacgta
tgccttceccggcaccagecggtactggecccaagggcatgatggecgectgeccggcacggtgaagecgggtgecgge
gaccccgcagagctgggectggaagcagtgggtcaccccatgectgegegecgttgtcgagetggecggtgagg
accagctggtgtgcaccggacggctgtccgecccgcacccagacctggectggecgaccacatggtcggeggegt
gacgttgctgcccggcaccggcttecgtggagectggtcgtcagecgecgggccaccaggcaggcageccgetgetyg
accgaactcaccctgcacgagccgctggtgctgeccgeccgaaggeccccggcacgcagatccaggtggttgteg
gcgagggcgacgaggacggcaaccgccaggtggacgtcttcgeccgeccggaccgectcggaggaggagecacag
ctgggtccggcacgccaccgceccgtegtecgececcggeccgcatecececcgegecggacgcggtecggactecggece
gacctcaccgcctggccgeccgcgcaacgcccgggcactggacatcgacgacctcectacgecgtceccagetggecyg
acgtctacggccccgcecccagcagggtctgcaggectgtttggcagecgecggegeggacatcecttegecgaggtgge
actgccgtcggacgccggtgccgecggceccccecgtacgecctgcacccggtgetgectcgacgeggecctgetegece
gaccgcgtggccgggcaggcccaggggcgggeccacggacgacggceccccgaccgtattegectgecccacgect
ggagcggcgtggaactgcacgccgceccggecgcecgtcececgtactgecgecgtcaggctgcgeccggaaccccgacggceac
cctggcagtgaccgccgccgaccccaccggagcgatggtgetctecggtggaatecggtgecggaceccggecgcete
tccgeccgacgagcetccagagcgacgacgcecgtggaccecgegacgecctgttecaccgtggaatggettecgetge
accgcagcggctcctccaactcecctcgcaggccacggcccccgeccecggacgggecgtgggegetgateggege
cgaccgcttcgcececgtggeccgagcagctgaccgecgecggaacaccggtgecgecggcectacgecggaatecgecgaa
ctcgtggccecgctgtcggcgcgggcgagaccgtaccgagcaccgtactecgectgectcagecggcaccagcacac
acagcggacccgccggcacggacacccacgggatcgeccgaggeccgeccgecaggtcaccaccgaagecctgat
cctcgcgcaggactggcectcecgecgcacccgagctggaggeggccaagetegtectggtgacccggggeggegtg
ctggtgcaccccggcgagcaggccgtggacccggecgcecgggecgectgtectggggectgetgegeteggeccaga
tggagcaccccgaccgcttecgtgectggecgacctecccgecggacggcagcgecggcgacaccgecgegetgece
cgccgcactggcctccggcgaaccggaagtggeccgtacggcagcagagcggctacgececcggcgecatggteecge
cccaccgtcaccgaccgcaccgcaccggeccceccgecatectgecgaggcacacccgecgcaccgtactggtgacceg
gcggcaccggaaccctgggcggggtcecgtcgeccggcacctggecgeccaccggcagagccgacgagaccctget
gctcagccgttccggecccggecgecccccecggecgceccgceccgecctggecgeccggatagecgecgecacggecgecgac
gtccgggtgatcgecctgcgacgcggceccgaccgggacgecctggecggegtecctggacacgatcececececgecgace
gcccgcectgcegcectcecgtegtgcacaccgecggegtcatcgacgacggcectgatcggectececctgagegecgagea
gctggccgceccecgtcectgecgecccaaggcggacgceccgectggcacctgcacgacctcaccecggcacctggacctg
gaccacttcgtcctgttctecctecggtggecgecgecttcggecggecgecgggeccagggcaactacgcggecggeca
acgccttcctggacaccctggeccggeccaccggcgggecgecgggectggecggtaccgegetggectggggece
gtggatgccggaggccggcatcggccgcgacctcgacgaggtgatgectgegecggatgaccggetecggecte
accgccctcgacgagcaccagggcctgaccctgctggacctggecctcgaacggaccgaggcgetectegtece



cggcccggctgaacaaggccgcgctgcgggecccaggcagecgeccaccggecateecececgecctcectggacggaget
ggccgacgacctcgceccceccgecgecgggcecgecgtcacctecggecgecggegecteccgecgcaggecaccteecgat
cagctgcgcgcgcacctggceccgecgcaactgggecccggagecgcgaccggetectgetegatetegtecgecagte
acgctgccgccgtactgggccacccecctcecgggcgacgccatcgaggecggceccggeccttcaccgacctgggett
cgactcgctgatcgccgtcgagttceccgtaaccgtctcaacgcggecgaccgggttgeggectgeecgteccaccctg
gtcttcgaccaccccaacccgacggcgcectggeccggctgectgcacgagcagectgaccgacgacctgecgcagyg
gcgcggcccccgecgecccgcaggecgecttegegtacgecgecggacgagecgatecgecategtecggecatgge
ctgccgcttcecececgggecggtgtgaccageccccgaacagctgtggcagatgectecgecgacggcaccgacggectg
tccaccttccceccaccgaccgecggcectgggacctcgaagecgcectctacgacceccgacatcgagcacgccggtacct
cgtacacgcaggtgggcgggttcctgcaggacgcaggcgecttcgacgcececggettecttecggcatcagecececg
cgaagccctcgccatggacccecgcagcagcgcectgttgectggagacgtectgggaggcactggaacgcgccggce
atcgacccggcgaccctgcgcagcagccgcaccggecgecttegtecggeggectacggttectectacctegecyg
tcagcgtcaccgacgaggaagaactggagaacctcggcgcccacctgatgaccggcaacgceccgceccagcegtget
gtccggccgggtcectcecctacaccctgggecctggagggcecccggecggtcacggtggacaccgectgttegtegteg
ctggtcgcgctccacctggccgcccaggcactgcgcaccggggagtgetegetggecctggecggeggegtca
cgatcatggccagcccggacggcttcectggegttecteccacgeccggggectggeccgecggacggccgcteccaa
ggcgttctccgaccaggccgacggcatgggcatggeccgagggecgecggcatgectecgtggtggaacgectgage
gacgcccgccgcaacggacacccecggtactggecggtgectgecggggcagtgeccatcaaccaggacggtgegtcecga
acggtctgaccgcgcccaacgggceccttcecgcagcagecgegtcateccgtgecgegetggeccaactecggectgte
caccgccgacatcgacgtggtggaggcgcacggcaccggcaccacactcecggtgaccccatcgaggeccaggceg
ctgctggccacctacggccaggaccgcggcgaccgecggetegetgectgetggggtecggtgaagteccaacatceg
gccacactcaggctgcggcgggtgttgecgggtgtcatgaagatggtgectggectctgcagcacgagecggectgec
gcagacgctgtacgccgaggtgccgtcecctecgecatgtggactggtcggecgggtgaggtgecggectgectcaccgag
ccggtgccgtggecgteccggtggtgagcgggtgecggegtgcaggtgtectectectteggecatcagecgggacca
atgcgcacgtcattctggaggaggcgecctgcgggggagggcgttgaagectgttgaagaggctggggageccgyg
ggagccggtcgttceccggtggtgactggtgectggtgecttgggtgectgtectgggecggactgectgaggecattgteg
gcgcaggcggggcggttgcgggagtgggtgtcggecccgteccggetecttecggecggttgatgtggegtggtett
tggcggegactceggteggttttcecgagecacegtgeggtggtggtgggeggggaccgggagecaggtgetggeggg
gcttggggggctggcgtcgggcgagecctecgggtgegttggttgecgggtacggeccggtecggatgttegtecyg
gtgtttgcttttgctggtcagggttcgcagtgggttggtatgggtcgggagctggcggaggtttecgeecggtgt
tcgcggggcggttggcggagtgtgecgacggegttggegecgtatgtggactggtegetgaccgatgttetgge
gggtgctgagggggctcctgcgttggaggcggecggatgtecgttcagectgegttgtgggecggtgatggtgteg
ctggctgcggtgtgggaggcggctggtgtcgecteccggatgecggtggttggtcactcgcagggggagattgecg
ctgccacggtggccgggatgectgtegettgaggacggtgecccgtgtggtggegttgeggtegcaggegectgaa
ggtgctggcgggtgcgggcggcatgctgtceccgtgageccgteccggegtecggaggtcgaggagegtectggtecgg
ttcggggagcgggtgteccttggecggcggtcaacggaccgteggceccactgtegtctecgggtgagecggeggete
tggaggagcttcagtccgagttcgaggcggcgggagcccgegctecggatggtecgecggtggattacgectegea
ttcggctcaggtggaccggctggaggaggagatcaccaccgtcctggecgggatctecteccgecgecggggecgg
gtcccgatggtctcggcgatgaccggtgagactgtcactggcgaagagctggacgeccggctactggtatcecgea
gtctgcgcgccaccgtgcattacgaccgtgeccgtgegggttectggecggtecgtgggcatcaggtgttegtecga
ggtgacgccgcatccggtgctgatgggcgcgatgaacgacaccctecgtggacctcgecccaggaggccggecccyg
ggggcagagccgggagccgtctgcgggacgctgcggecgtgacgacggcggtgecggatecgtectggtggectege
tggcggaggcgttcgtcaacggggcgtcggtggactgggcggecggtgectgeccgtcggtgagcaggtcgagtt
gccgacgtacgcgttceccggegtecgecggtactggeccggagggcatgectggecgectgecgacgggeggttegett
gccgctggcggggagggcgcgagecctgatgecggagtecggegttectgggcagectgtcgaggggggtgacctgt
cggggctgggtgacgcgctggccctggagggtgggecgtecgttcaatgaggtgectgecggegttggegtegtyg
gcggcggcgtgagcgggatcgttcgaccacggctggctggegttatcgcactggectggtcggtcatecgtcgag
ccggatgttcggctgctgtccggtacgtggctgatcgecgtecccecgecggagtecggecgecggtggagetggegce
aggactgcgtcggggcactgagcgcccgtggtgctgaggeccgtggtggtcgaagtaccggeccgggtcecggtgga
ccggtccgagcectggcecggcattgectcaccggegecggcecggacccgtcagecatctecggtgtgetgtegetgetg
gcgctggacgagatgccgttgceccggaccgteccggtegtgaatgectgggectggectgecaccttgggectggtge
aggctcttggtgacgctggggttgaggcgecgetgtgggtggcaacgegtggtgecggtggecggecgggcgggyg
tgaggcgttggcccgtccggtgcaggcgcaggtgtggggtctgggeccgggtcgtcggectggagcacccggag
cgttggggtggtctggtcgatctgeccggagacgctcgatgageggteccggtgegeggectggtggeggtactgg
ccggctgcggcgagaacgaggtcecgeccgteccgacgggccggaatecctgggecgtecggetgtecgagegttecgea
cagcagcggcccggacaagggctggacgcecctcgecggcaccgtgectgatcaccggtggaaccggggecgatcecgec
ggacacgtcgcgcgccgactggceccggeccggggecgcecgaacgtectggtgetgaccageccgctecgggeccggcecyg



ccgcgggcgcggcagcgctggcggeccgaactecgeggcagecggtteccgecgtggagatecgtecgettgegatgt
cagcgaacgggtcggtctggccgggctgcectggacgggatcgatgcgagecggeccceccggetetecteecgtactg
cacacggccgccgttctggacgacggtgtcgtggaccgactctecggtggeccggttggegececgttetggagg
tgaaggcccacgctgcggcgctcttggacgagctgaccgecgcacctggacctggacgecgttecgtattgttcete
ctcggcggcctccaccctecggtggecccgggccagggcagctacgecggeggeccaactectacttggacgegetg
gcggagaaccgccgggcccgcggcectggecggtctgacggtggectggggectgtggggecggtgecggtcetgg
cgcagtccaacgaggccatccgcecteccecggatgecgecggaccgcecgatgecgecgatggaccctcagectecgeggt
ggaggctctgatcgaggccatggacggcccggacgccgecggtgacggtgatggacttcgateccgcagecagttyg
ggcgcggcgccgggtacggcgcacgtcecctggaaatgcecgectggteccgggacatgeccggagatccggeggeteg
ccgccgcccgcgcaggcaacggcagcaccggaccggectteccgegecgacggcgaactcgecgeccggcectgge
cgggctgagccgatcggagcaggaccggatcctgaccgacgtggtccgcgeccgaggeccgecgecgtactgggg
cacgactctgcggacgaggtgcaggcccggcaggceccttcagggacctgggecttcgactegetgaccteegteg
agctgcgcaaccagctgaacgcggcgaccggactgcggctgectgecgaccctggtecttcgaccacccgactcece
ggtcgcgctggcecgcecttecctgcacggcgaactgaccgggcaggtgacacagaccgcagceccgctgecgecggte
tccgcaacccceccecgeccgcggacgaaccgcectggecgatcecgtcecggecatggectgecgettecccggeggegcecgagea
cgcccgaggagttctgggaactgectggectceccggecggecgacgcggtgggeggtttecceccaccgaccgecggetg
ggacctggacggcttcttcgacccggaccggcacggcagcggaacctecctacaccgacteccggegecttectyg
cgaggggccgccgagttcgatgecgggtttecttecgggatcagteccgegtgaggegetggecgatggacccgcage
agcggctgatgctggaaacctcecctgggaggecgttggaacgggeccggtatcgacccgtegtececctgegtggecag
cccgaccggcgtgttcecgecggecggettecggetecggectacgecatcggcatggcactcaccggeccaggacgge
tccggcgtcgagggccacctgatgaccggcaactceccaccagecgtectectecggecgggtectectacgeecctgg
gcctggaaggcccggcggtgacggtggacacggegtgttegtectegetggtggecgetcaacctggeggecca
ggcattgcggtccggggactgctcgatggeccctggecggeggtgtgaccgtcatggeccacteccttetectte
gtggagttctcccgtcagcagggtctgtcggecggatggeccggtgeccgggegttectecggaggatgcggacggta
cgggctgggccgagggcgecggtgttetggtggtggageggectttecggatgecgecggegtaatgggcatecgggt
gctggctgttgtccgtggcacggcggtgaatcaggatggtgecgtcgaatggtectttcggegecgaacgggceccyg
tctcagcagcgagtgattcgggcggecgttggccaatgeccgggttgtettegteccgaggtggatgtggtggagg
cgcacggcactggcacgaagttgggtgacccgatcgaggcgcaggecgectgectggecgacgtatggeccgggatceg
tggtgatcgggatgcgttgtggctggggtcggtgaagtccaacattggeccacactcaggectgeggetggtgtt
gcgggtgtgatcaagatggtgctggcgttgcagcatggtcagttgecgecggacattgcatgectgatgtggegt
cgtcgcatgtggactggtcggcgggtgaggtgcggctgetgacggagtcggtgecegtggecggtgggtgageg
tccgcgceccgggectggtgtgtecggegttecggtatcageggtaccaacgctcacgtgattctggaggaggeccce
gcgatcgaggcgcggagcgagggcgccggtcaggtgeeggttgecgetettgagggtgetggtgegtgggtgg
tgtcggggcgtacggctgaggcgttgtecggegcaggcggggeggttgegggagtggctgacggegegtecgga
actgcgaccggccgatgttgcecctggtecgttggcggcgacgcggtcggegttecgagcaccgtgecgtagtgete
gggaccgagcgtgaggaactgctgtctgacctgcacagcecctggecgctggtacgtectecgectgtggtggtgt
ccggtgtggeccggeccgatgtecgggtgggectggtgtttgectgggcagggtgegecagtgggegggtatggg
ccggggcctgtatgcgggcagtgcggtgttecgeccgaggtgttcgaccgggtgtgecgggctgectggagttggag
ctgggggccgcggtgcgtecteccgggacgtecgttctgaacagcgacgatgcggectgectggactggecggaccaga
ccctgtacgcgcaggcgggcectgtttgecttcgaggtggecctggecggeggtgctgaaggetgetggtgtggt
gccggatgcggtggtgggccactcggtgggcgaagtggctgecggeccatgtggectggtgtgttgtegttgecyg
gatgcctgtgcgctggtggcggctcgtgcecccggttgatgcaggagttgecgtcgggtggggecgatggecggcga
tcaacgccgccgaggcagatgtcatcacctegtttgacgaggtgtcgggtgaggtggectgtcgetgecggtcaa
cggcccggaatccecgtggtcatcteccggtgcaaccgaggecgtggacgcecggtggtggagetgtggegggaccgg
ggctgccgggtgcggcecccctgecgggtctcecgcacgecttceccactecceccggecatggacccggtecctggacgage
tccgcaccgtecgecgaagggatggagttecgecgeccggaggtgatgtgggectggegecctcaccggtgaget
ggtgtccgacccgcaggccggctactggecccgecgcagacccgcecaggecgtecgattecgecggatgeggtggec
accctggcacgggagggtgtctceccgtcttectcgaagtgggtceccggacggetcecgetcectectegetcggececcyg
acgcagtcgccgacgtggagggtgcggaggcggcecgttegtecgcacttcagecggegtgacgaggaaggtgttge
aggtctgctgtccggectggctcecgecgecttecgtcaacggtgeccccggtggactggacgecgtgtgetgececgec
ggtgaacacgtcgagctgcccacgtacgccttccggcaccagecggtactggecccgagggegttectececgetea
tgccatcggcggtcgcgaccgtggceccggggctggcaccgaggcggaggcecggattectgggeggeggttgagga
cggtgatctggcgcgggtcgcggagacgctggctttggaggatgecgggtcagectggatttggtgttgecggeg
ttggcgtcgtggcggcgtegtgagetggategtteggectactgectgactggecgectaccggaccgtectggtege
ctgttgccgagcctgacgceccecgtgtgetgacggggacttgggtggtgecttgecgecggecggttgetecggagga
gctgcggcatcagtgtgtgacggcgctgacggecccgtggtgecgaggtecgtggtggtcgaggtteccggetggg
acggtggaccgggccgggctgacggcactgctgactggecgcectgcggatgecgtcgaccgtgtecggtgtgetgt



cgctgctggccctggacgagacgccggtaccecgggtatceccggtggtgeccgtgggectggetgeccaccctggg
cctggtgcaggctctcggtgacgeccggggtcgaggcaccgcectgtggatcgeccacgegtggtgeggtggeggcec
ggccgaggcgaggcgttggecccgteccggtgcaggecgcaggtctggggectgggecgggtggtcgegetggaac
accccgagcgctggggcggcectggttgacctgecggagacattcgacgageggteccggtgegecggectggtgge
gatgctcgccggttgcggagagaacgaggtggeccctgecggceccatccggaatecctgggecgecggetggcgeac
gtatcgggtcgcggtgcgcgggagcgctgggcgccgcggggaaccgtactggtcaccggecggcaccggtgceca
tcgccgggcatgtctcacgatggctggeccggecggggtgeccagegtectggtgectgaccageecgttegggece
agcggctgtgggcgcggcagcgctggecggeccgaactcgecggcagecggtteccgetgtggagatecgtggettge
gatgtcagcgagcgtgccggtctggeccgggctgctggactggatcgatgcgagecggtececceggetctettegg
tgatgcataccgcgggtgtgctcgatgacggtgtggtggaccgecctcgacactgecgecgtctggagactgtget
gggcgtgaaggcgcagggtgcggtgctgctggatgagctgaccgcggacctggacctggacgegtttgtgttg
ttctctgctgecggcectgeccactcectgggtggttcggggcagggtaactatgcggecggccaatgecttecttggacg
cgttggcggaggagegccgggceccgtgggetgaacgegetgtetgtggegtgggggeegtggtegggtggtgg
tatggctgcgtcgagtggtgcggtgcgggcgcecgggttgagecggggtgecgatgecgeccgatggacccgecggett
gcggtccgtgcgctggeccgaggecgttgecgggggccggatgecgecgttgecgtcatggacgtggactggacac
agctggcttccggtccgggggccgtggagectgectgaagecggecgttggtgecgggacctgecccgaaateccgega
catggccgcggccggtggcggttcaaccgceccgeccggecgegtecgagggecgagttggetegtcagetggetggg
ctggaccgcgcggagcaggagcggacgctcecgecgacgtggtgegtggecgaggectgeggtggtgetgggetatg
gctcggccgatgcggtggaggaccgtcgggecgttcaaggacctecgggttecgattecgectgaccgeggtcecgaact
gcgcaaccggctcaatgcggcgaccgggctgecggctgecgtccaccctggtecttecgattaccccacceccgetyg
gcgatggccgccttcecctgecgecggtgaactgaccggtggggagttggacaccgctggtgecttecggecggecacgyg
tggtggcggcgcctgcggacgageccgttggcgatecgtcggaatggcatgecgettecceccggeggggtgggecag
cccggaggagttctgggagttcecctggetteccggtggecgatggegtgggegatttececcgagecgaccgtggetgg
gacttggagagtgtttacgacccggagggtgagcgggagggtacttcgtatgtcgecgcagggecgegttectge
gggaggcggctgagttcgacgcggggttcttcgggatcagecccgecgcgaagecctecgecgatggacccgcagcea
gcggctgttgctggagacgtcctgggaggcgctggagecgtgeccggecatcgaccecggegtecctgaaggagagce
gccaccggtgtcttcgeccggeggtttcaccteccggttacgggectecggegttteccatgageccaggacgactcetyg
gcgctgagggtcacgtgctgaccggcaatgcgaccagecgtcecctgteccggecgggtgtegtatgtgetgggtet
tgaggggccggcggtgacggtggacacggcgtgttecgtegtecgttggtggegettcacctggecggecgcaggcg
gtgcggtcgggggagtgttcecgectggecgttggeccggecggggcgaccgtgatggcgacgecggggaccttecateg
acttctcccggcagcagggcectgtcgatcgatggeccggtgeccgggegttectecggaggacgcggacggtacggyg
ctgggccgagggtgccggcatggtcgtggtggagcggctgagcgatgecccgeccgcaacggccacaaggtgetg
gcggtgctgcggggcagtgcggtcaaccaggacggtgcgtcgaatggtctgaccgecccccaacgggecttege
agcagcgcgtcattcgggcagecgttggccaacgecccggctgtececgetgecgaggtggacgtggtggaggegea
cggtaccggtacgaagttgggtgacccgatcgaggcgcaggcgctgetggecgacgtatggecgggategtggt
gagcgggacgcgctgtggctggggtcggtgaagtccaacatcggccacacccaggeccgecggecggtgtggegg
gcgtcatcaagatggtgctggcactccagcacgagcagctgeccgcgaactcectceccatgeccgaggtgeegtegte
gcacgtggactggtcggctggtgcggtgcggctgctgaacgagcagctggectggecgteccgatgggaatecgg
gtacggcgggccgctgtctcecggecgttcggtatgagecggtaccaacgctcacctcatecctggaggaggecccccyg
caccgcaggacggcgaagccgtagaggagcacggggaaccagtggtceccecggtggtcaccggtgeccagegettg
ggtgctgtccgggeggaccgctgaggegttgtcggecgecaggegggecggetgecgggagtggacggegacgege
ccggagctggcaccggccgatgtggcecctggtecgectggcageccacccgeteggtettcgagecaccggteecgteg
tggtgggcacgggccgtgccgagctgctecggecggcgtggaaagectggecgacgggegtteccggetggtteggt
ggtgtccggtgtggcccgctcecccacgecccggecggtgttegettttgegggtcagggttegecagtgggttggt
atgggtcgggagctggcggaggtttcecgeccggtgttcgeggggeggetggeggagtgtgetgeggegttggece
cgtacgttgactggtcgctgaccgatgtcecctcgecgggtgcggaggatgeccecctgegetggaggecggeggatgt
cgtccagcctgcgctgtgggcggtgatggtctcececctegecgectgtctgggaggecggcgggggtegeteccggag
gcggtggtgggccattcacagggggagatcgeccgectgccacggtcecgeccggaatgectgtecgettcaggacggtyg
cccgtgtggtggegectgecggtecceccgtgeccttaaggtgetggcaggagecgggceggcatgetgteecgtgagecg
tccggcecgtecggaggtcgaggagecgectggeccggtteggecgaccggttgtecttggeggecggtcaacggtece
tcggccactgtggtcectecgggcgagecggceggctectggaggagettcagteccgagttcgaggecggagggcgcce
gggcccgcatggtcgectgtggattacgectcgcactceccecgceccaggtggaccggctggaggaggagatcaccac
cgttctggccgggatctctccgecgecggggecgcatcecccgatggtcteggegatgaccggecgagattcectecacg
ggtgaagagctggacgccggctactggttccgcagtctgecgggecgacggtgcattacgaccgtgecggtgecggyg
tgctggcgggtcgtggtcatcaggtgttecgtcgaggtgacgeccgecateccggtgectgatgggecgecgatgaacga
cactctcgtggacctcgcecccaggacgcgggtggagagecctgecgecgtgtgecgggacgecteccgecgggacgac
ggcggcgcagagcgcctgctgacttceccecctggeccgaggegttecgtcaatggecgcaccggtggactggcagacag



tgctgcctgcgggcgaccaggtggagcttcccacctacgegtteccggegtegtegettectggecggagggeat
gctggtcctgccgatcceccggtteccgecgaccaccggttceccacgteccgecgggggecggtgeccagecactgacgeyg
gaggcggcattctgggcggccgttgaggatggagacctgtccgggectgggtgacgecgectggecctggagggcyg
ggcgtccgttcaatgaggtgctgcecggegectggecgtcgtggecgeccgeccgggagcgggaccgttecgacecgetge
cggttggcgctatcgcactggctggtcggccatcgccgageccggacgectegtgtgetgtecggtacgtggetyg
atggtggttgcggccggggtggacggcggtgcggcgcagcagtgcgcggeccgcgectcagecgeccgeggtgecyg
aggccgtcatgatcgaggtagcggccgggtcggtggaccggtccgagectggecggcattgectcaccggecgegge
ggacccgtcagccatctceccggtgtgectgtecgetgectggecgectggacgagacgeccgectgeccggaccgtecggte
gtgaacgccggcttggccgceccacccectgggectggteccaggetectecggggacaccgggatcgaagcaccgetgt
ggatcgccacgcgtggtgcggtggecggecgggeggggcgaggcegttggecegtecggtgecaggegecaggtetyg
gggcctgggccgggtggtcgcgectggagcaccceccgagcgctggggecggectggtecgacctgecggagacatte
gatgaccgctccggcggacggctggtggcagtgectggeccggctgcaaggagaacgaggtcgeccatccggacgg
ccggaaccctgggccggcggatgtcgecgggtgeccgecgacgcageccceccgtacaccctggtecgecgecggggaac
cgtactggtcaccggcggtaccggtgcgattgccgggcatgtctecgcagtggectggeccggecggggtgecgag
cgtctggtgttggcgggccgttccggteccggcagcagecgatgtecgecggecgcgggeccgcggagetggecaccg
ctggcgttcgcgtggacgtgatctcecctgecgatgtcagcgaacgcggeccgectgggcagectgttgggetggat
cggcagcaacggcccggagctgtcecctecggtgatgcacaccgecgggtgtgectggatgacggtgtgetggaccge
ctcaccaccccgaggctggagaccgtgectgggecgtgaaggecccacggcgecggegectectggacgagectgaccg
cggacctggacctggacgcgttcegtactgttctcecteggcagectceccacgetecggecggeccgggeccagggeaa
ctacgcagccgccaacgcctacctggacgcgctggcggagaaccgeccgggeccgegggetggecggtectegeg
gtggcctggggcctgtggggcggtggcggactgggcgaatccaacgaggeccateccgcectcececcggatgecgecgge
tcccgatgeccgecgatggacccecccagetecgecgteccgggegetgggecgaatecgectggacggeccggagecgac
ggtgacggtgatggacttcgactggcagcagctgggctcggcaccgggttcggecggacgagectggatctgecyg
ctggtccgggacattccggagatccgecgactggeccgcggagecgggecgecgcaggcagegtetececgecagceg
acagcaggggcgaactcgccgcccggctggcgggggcgggecgectcggagcaggaccggattcectgaccgacgt
ggtccgcgccgaggccgeccgcecgtactggggcacgactcggecggacggtgtgcaggeccgecaggecttcaag
gacctgggcttcgactcecctcaccgeccgtcgaactgecgcaaccgtctcaacgcggcgaccgggctgeggetge
cggccaccctggtcttcgaccaccccaccceccgaccgegectecgecggetggetgecgecaccgaactecgecececcga
agagacggcagcagtaccgctcctcgceccgaactcgacaggctggaggeccgecctgegetecggaccggtggac
gacccggtgcgggaggaggccaccagccgactgecgecgactgctggacaccatcggcgaacaagccgecgace
agggcaggaagcgacagacaaccgacatcgacgccgcecctceccgacgaagagctgttegecctegtcgacggact
cgaatga</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="22">

<INSDSeg>

<INSDSeq length>9738</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..9738</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="qgl72">
<INSDQualifieriname>organism</INSDQualifieriname>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>atgagcgaggagaagcttcgctatttcctcaagcgggtgaccgccaacctgcacg
agaccaggcagcgcctgcaggaaatggaggcggccggcggcgagcecccatecgecctggtgggecatggectgecg



cttcceccecggcggggtgcgcagceccccaggacctgtggcagetgectggacgcgggecgecgagtecggtggecgeca
ctgccgcgcgaccgaggctgggacctgggtgacgacgggaccggacaggacgccgccgaggteccaggecggea
acttcctgcacgacgccaccggcttcgaccceccgecttecttcgggatcageccgegecgaggecggtgtcgatgga
cccgcagcagcggttgcectgctggaggtggecctgggaggecgttggaacgcteccggtatcgaccegtegtececctyg
cggggcagcccgacgggcgtgttcecgceccggecgecteccgecteccgggtacggectgggeccagecggcgecccagggceg
acctggacgggcacgtgatgaccggcaacgcgatgagcgtgctctceccggcececgectcgectacacecctgggect
ggaaggcccggcggtcaccgtggacaccgcectgectecctecggegetggtectecgetgecacctggectgeccaggcea
ctgcgcgcgggagagtgctccatggceccecctggtecggecggtgectacgtggecggeccacceccggtactgttcaccg
acttcagccgctceccecctggggctcectecccggacggcecggtgeccaggegttcggecgecggegecgacggcatggg
cgtcgccgagggcgtcggecgtecgtggtecgeccgaacggctcectceccgacgcacggcgcaacggceccaccgegtecte
gcggtcgtacgcggcagcgccgtcaaccaggacggcgcctccaacggecctgaccgeccccaacggccccgcge
agcagcgcgtcatccgcecgeccgecctggecgggtgeccgectgaccgegteccgaggtggacgtggtggaggegea
cggcaccggtaccccgctgggcgacccgatcgaggecccaggcecctgetggeccacctacggccaggagcgccce
gagggccgcccgctgtggectgggctecggtgaagtccaacatcggeccacgcccagcaggecgecgggcatggecg
gaatcatcaagatggtcctggccctgcagcaccagaacctgeccgecgcaccctceccacgtcgaaaagecccaccga
cgaggtggactggtcggcgggcgaggtcaaactgctggccgagccggtgecgtggeccagtggecgagecgggta
cgccgggccggtgtcectececggtttecggcatgagecggcaccaatgtgcacgtgatcctggaggaggccccggecg
aagaggccgcggaggccacggatccgaccgggcaggagggaccggacgcgggcgagggtgaggecggaggecct
gtccgagtcggcgcagcacggtccggaccaggaggceccgtgtecggecceccgecgecggcgcectgetegecgacgge
ggccccacggcecctggectggtgtcgggecggtcectgecggagggtecttgeccgegcaggecgggacggectgecgggagt
gggcggccgagcgcccagcecctgegteecgteccgacgtggectggtegetggecggccacccecgatecggtettecga
gcaccgtggtgtggtcgtcgeccgacgagcacaccgcacttcectgteccgggectggacgatctggectgecgecaacyg
gctactgccgatacggtggttggcgttgctcgggeccacgggtecgtacggtgtttgttttegetggtcagggtyg
ctcagtgggtcggtatgggccgggagttgttggectegtecgeecgttgttecgeggegeggttggecggagtgtge
ggcggcgttggcgcecgtatgtggactggtcecgectcagecgatgtecctgacgggtgtggagggecgecteccggegetyg
gaggcggctgaggttgtccageccecgtgttgtgggecggtgatggtgtecgectggecgetgtectgggaggecggctyg
gcatcgtgccggacgcggtggtggggcattcgcagggggagatcgeccgectgeccacggtggeccgggatgetgte
gctggacgacgccgcecccgggtggtggecggtgegttegegtgegttgtectgggectggatgtggeccggggegatyg
gtgtcggtggtgatgcctgeccggtgecggtgecgtgagectggtggecgggtttcgacggtecggttgtecggtggetyg
cggtcaatggcccggcgteggtggtggtatccggagaagcggaggcgcectggegtecttecgagegggagetgge
ggcacgtaaggtgctgcgctggcgtatcccggcgacggactttgtggecgecattecggecggeggtggagecgctt
gccgaccagctcgaagcggacctgtccggcattgeccccgcaggcgggecgcatceccecgatggtcteccacegtta
cgggcgagtggctggccggtgaggaagcggatgccgcgtactggttcgecgaacctgcgeccagatggtgegett
cgaggacgccgtgcgcacgttgcectggaatccggttacggggcatttgtggaggtcectegecgecateccggtactg
accgccgccgtgactgaaaccgcccaggacgcggactcecgggecgecgctcaggtgectgagecatcggaaccetgt
cgcagaccgacgcgggceccggcecggtetgectgegegecttegegecaggeccacgtggecggggetgecggtgga
ctggcgcaaggtcctgccggeccggcgaggtggtggatecttecccacctatgectteccagcaccgecgttactgg
ctggagccctccgcecgctgcectgcectgecgecagtcgecgcaggtgggtectecggacgeccgaggecgegettetggg
ccgccgtcgaaggcggcgacctgacccacatggeccgaggtgctcaacctggacgacgcgcacgecgttgggega
ggtgcttcccgecctcacctectggecgecgeccaggaacaggaccggtecggceccaccgcecgactggegttaccac
atcacctgggccccggtggeccgacccggceccgecaccgtectcaccggecgcectggectgetgectcaccggacccyg
agggcaccggcccggcgcaggcectgecgeccaggcecgcetegecgeccgtggecgecgacaccaccatecgtggaggt
gcccgagggcaccgtggaccgecgcecgcgatggecggecgtectecggeccaggcactgcaagagaccacggcgccyg
acgggcatcgtctcgctgctcgecctggacgagacgeccggtgecccgggcaccccecgeggteccgggeggectgg
cccgcacgctggecgcggtgcaggcactgggcgacaccggggtggacgecccgectgtgggtactgaccecgegg
cgccgtcgceccaccaccgcecccaggageccgeccgtcaccececggcacagagectgacctggggattecggecgggte
gtcgccctggagcaccctgaccgctggggecggactgatcgacctgececgecgacttcgacggaccggacggcyg
cggacggacagatcacggcgcgcctgtgecgecggtgctggeccggectgcggcgaggaccaaaccgcgatccggece
ggccggaatcttcggeccgeccggctgagcagggccggeccgeccceccggggcgaggceccggaccgtacacgeeccgge
ggcagcgccctggtcaccggcggcaccggcecgeccatcggtggacgegtecgeccgetggetgteccggecgecggeyg
ccgcccggcectggtgectgaccagecgctceecggteccgecgectgecggageggecgecctegecgecgaactgge
cgccgcaggcagccgggtggacatcgtggecctgcgacgtcagcgaccgcgaccaggtecgeccacggtgectegge
cggatcgccgcgcaggggceccctcgcectgaccaccgtgectgcacaccgeccggegtcaaccaggceccaccctggtge
aggacaccgacctcgccgagacggacgccgtactggecggeccaagacggccggecgcecccagcacctgecacgaccet
gacccgcgaactcgacctgaacctggacgcgttegtectgttcectectceccatctecggeccacctggggcageggt
ctgcagcccgcectacgecggceccgccaacacctacctggacggectecgeccagcaccgecgecgeccacggectge

ccgccacctcggtggectggggctecctggggecggtggcggcatgaccgacgaggeccggcgecggegcagggeat



ccgtcgcggcecctgatcgtcatggacccggaccacgccgtacaggecgectggeccaggttectggactgecgacgaa
ccccagatgaccgtcgceccacgtggactggcagecggttecgcaccgecgttcacgectgecgecgecccageccgt
tgatcgagaacctgccggaggtccaggaggtgctggeccgeccgacgggcagcacacccagggcagcggcgacac
ggcagccggcccgcaggeccggagcectectggecgecggcagectggecgggectgteccecgcaccgagcagaagcgg
accctgctcaccctcecgtccagacccaggcggceccgcggtactcecgactacgceccgcacctggcgaggtcgaggceca
cccgcgcecttcagcgacctcecggcttcgactecgcectgacctecggtcgaactgecgcaaccggectcagcagcgeccac
cggcctgcaactgcccgcaaccctgectgttcgacgeccccacgecccagecgecgecgecgaattectgetggee
gaactggccgagctgaccggcacaccggacggcacacaggccgacgcatcgecgcaccgeccccgtectggegg
cggccgcggacgaaccgctggcgatcgtcggcatggectgecgectacccgggcggcgcecgagcggcccgcagga
gctgtggaacctggtcaccgccgggaccgacgccatctecgtactgecccgaggaccgecggctgggacatcgag
gaccgccagggaaacccccagggcecccgtecggtecggeggettegtectacgacgecgacccacttcgacgecg
gcttcttcgggatcagecccgecgecgaggcggtgtcgatggacccgcagcagegectgetgetggaagtggectyg
ggaggcgttggaacgctccggtatcgaccecgtcecgteccctgecggggcagecccgacgggegtgttegecggtgece
tccgceccteccggcectacggectggagttccggggtacagaaggagctcgacggceccacctggtgaccggecatcecteca
ccagcgtggtctccggceccgcgtctectacgtactgggectggagggecccggecggtcaccgtggacaccgegtg
ctcctectececctggtecgegectgcacatggectgeccaggcecctgegctecggggagtgetegetggeecctggece
ggcggagtcatggtggcggccaacccgctgcectgttcgaccagttcagecggcagatgggactctececececggacy
gccggtgcaagceccgttcggegecggtgeccgacggcatgggactgggcgagggecgecggcatgetggtegtega
gcggctctccgacgcecccgcecgccatgggcacaaggtecctggecgtegtacggggcagtgecgtcaaccaggac
ggcgcctccaacggcctgaccgcecccccaacggcecccgteccagcaacgggtgateccgegecgecactggecaacy
cccgcectgacccecceccggtgacgtggacgtggtggaagcacacggcaccggaacccecgetgggecgaccecgatecga
ggcccaggcactgctggccacctatggccaggagecgecggcgagggcgacccecgcectgtggetgggetecggtgaag
tccaacatcggtcacacccaggccgceccgeccggcecgtecgecggtgtcatcaagatggtgectggecctceccagecacce
gcgagctgccgcgcaccctgcacgcageccgaacccteecceccgecacatcgactggtecggecggecgacgtcagact
gctgaccgaagcggccccgtggeccggagaagaaccgggtacgecgegecggegtectegtegtteggecatgage
ggcaccaacgcccacctcatcctggaggaggccccggccgageccggceccgacactggcgaaacgecccgaaccgg
ctgaggccgcgcecctgeccgttettgecggecgggggaggegtecgegtggttggtgtecgggecggtectgecggaggg
tcttgcegegeaggegggteggttgggggagtgggeggetgggegtgetgegttgegtecggttgatgtggeg
tggtcgttggeggctacgegggeggtgttggagcaccggggtgtggtegtggectggtgaccgggeggggetgt
tggatggcgtgcgagggctagcggctggtgagtcggccgegeecgggtgtggtgtegggggttgetcgggecac
gggtcgtacggtgtttgctttcecgectggtcagggtgectcagtgggtecggtatgggeccgggatttgttggetteg
tcgcecgttgtttgcggcgegectggcggagtgtgaggecggecctggcaccgtatgtggactggtecgetcageg
aggtgctggcgggtaccggcgatgccccececgecgttggaggctgecgaggttgtccagececgegectgtgggeggt
gatggtgtcgctggctgctgtctgggaggccgctggggttacteccggatgecggtggtgggeccactecgcagggyg
gagatcgctgcggcgacggtggcggggatgctgtecgetggaggatgecggegegggtggtggecagtgegttege
gtgcgttgtcgtcgctggatgtggeccggggecgatggtgtecggtggtgatgeccageccgacgcggtacgecgagtt
ggtggcgggcttcgacggccggttgtcggtagectgecggtcaatggeccggegtecggtggtggtatccggacag
gcagaggcactggcgacgttcgagcgggagctggcggcgcgcaaggtgttgegetggegtateccecggeccacgg
acttcgtggcgcattcgeccggeccgtggagecgcttgecgececcgcecttgaagecggagectgtecgggecattgecge
gcaggcgggtcgcatcccgatggtctccacggtcacgggggagtggctgaccggtgaggaaaccaatgecteg
tactggttcgcgaacctgecgeccagatggtgegettcgaggacgecgteccgtagectgectggagtecggttacg
gagcgttcatcgaaatctcgccgcatccggtgectgaccgeccgcagtgaccgaaaccgcccaggacacggacge
gaacgccacccccecgtgectgagecatcggcaccctgtegcagactgacgecgggtgecggecggtetgetgecatgece
ttcgcacaggcccacgtggcggggcectgeccggtggactggecgcaaggtectgecggecggcgaggtecgtagage
tccceccacctacgectteccaacaccgceccgttactggectggageccteecgecgecgectacecgetgectgecgecge
ggtcgccgccggtggttectecggecgeccgaagcacagttectgggecgecgtcgaaggecggcgacctgtcagge
gtcgcggacaccctgtceccctcaccgatcagcagcaactcagecggcatactgeccgegetggegtectggegge
gccgtgaacaggaacgttcggccactgaaagctggcggtaccggatcacctgggecgccggtggeccgacccgge
accggctcgcecctgtcgggceccgectggectgcectgectegtaccggettcggaggtcgacggeccgatggegegecag
tgccgtgcggegcetcaccgcecccgtggageggacgtecgtggtgetggagatggeccggggecgecgcacgtgagg
cggtggccgagcaggtgcgcgcggcactgeccgtcggacggattecgecggecatectcectecttgetggegetgga
tgaaacgccgatgccgggceccatcecgtcactgtctgtggggectggecgeccaccctcaccttggtgcagggecte
ggcgacgccgacgtggacgccccgctgtgggtggeccacgtcecccacgcggtggectgecgecacccggcgagccge
cggtccgtceccgcectgcagacacaggtctggggectgggecgggtecgteggecttggagcaccccgagecgectgggg
cgggctggtcgacctgcecccgeccgacttcgacggaccggacgggcagatecgeggecgegtetgggegeggtgetg
gccggctgcggtggtgaggaccaggtggcgatccgecgecggceccgecatecctgggecggegectgacccacgcece
cgcagcccgcectcecgectgatcagecgtggacgeccgggecggcagegtectggtcaccggecggcaccggtgeect



cggcggacacgtcgcgcgctgggcggceccggtegtggegeccggecgactggtgectgaccagecgttecggtece
gccgctgccggagecggceccgctcectggeccgeccgaactggeccgcagecgggcagecgggtggacatectggectgeg
acgtcagcgaccgtgcccaggtcgeccggggecgctcggecggatecgtcgecgcagggeccctecgectgaccteggt
gctgcacaccgccggtatcgggcaggeccgtgacggtggceccgaagccgacctggeccgagacggacgcggtactyg
gcggccaaggcgtccggagcccggcacctggacgagctcacccgecgaacteggectggaactggacgegtteg
tcctgttcectcectceccatctecgecgatctggggcagegtecgtgcageccgectacgeccgecgccaacacctacct
ggacggcctcgccgagcaccgccgggceccgcecggectgececgecgacttecggtggectggggeccctggggecgge
ggcggtatgaccgacgcggagaccgccggacggctggeccecgtggecggegtggecgectgatggacaaggaccgcyg
cggtccaggccctggcacacctcgtggacggtggggaggggceccgatgaccgtecgtcgacgtcgactggtegeg
attcgccgtgcecgttcacgctgecgtecgecccageccgetgatcgecggectgeccgaggccgecgcggetetg
gcggcagaggcgaccgccccggtcaccgacccggceccgceccggagectegetgecgecgaggagectggecgggetge
cgagtgccgagcagcaccgggcactggtceccggectggtgcaggaacacgcggeccgcecggtgectecgactacgecge
acccggtgaggtagaggccacccgcgcecttcagtgacctecggtttcgactcgectgacctecggtcgaactgegt
aaccggctcagcagcgccaccggcecctgcaactgecccgecaccctgectgttcgaccaccccaccceccgcaagecgg
cggccgaccacctgtggagcgagcagttccaggacggcacgggcgcggtgtececctggtggaggaggtcgaccg
gctcgggtcgctgctgaccggggcggcgccggacgagaagacgtacgacatggtcaccgagecggctgcaccac
ctcctcecgecccagtggaaggagagcggcgccccggaagagagccaagcagtecgecggacaagatcggatcececgeaa
cggacgacgagatattcgagttcatccaccgagaactcggececggtaa</INSDSeq sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="23">

<INSDSeg>

<INSDSeq length>14484</INSDSeq length>

<INSDSeqg moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..14484</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gl73">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>atggccaacgaagacaagctccgcgattacctcaagctcecgtgacggccaatctge
gccaggtccgccgceccggctgaccgaggtggaggaacgcagccaggagceccgatcgecgategteggtatgggetyg
ccgtttceccececcggecggggtgaacggecccgaggacctgtggeggectgetggettecgggcaccgacgecgatcecgge
ccgttcccecggceccgaccgcggcectgggacctggagaacctcectacgaccctgacccggaccgtecgggcacctect
acgcgcggcatggcgggttcecgtctacgacgcgacccacttcgacgeccgacttcecttecgggatcagececcgecgecga
agcggcggccatggacccgcagcagcggttgectgctggaggttgectgggaggcactggagcaggccggeatce
gacgcgaacgcgctgcgcggcagctccaccggtgtgttecgecggectcecctacggccagggctacggcaccggte
cctcggtcaaaacccaggggctggaggggcacctgctgaccggecgtcecteccaccagtgtcacctecgggeecgect
ggccttcaccttcggecctggaaggecccggecggtgacggtggacaccgegtgetectectegetggtggegetyg
cacatggccgcgcaggcactgcgcgcgggggagtgectecgectggecgectggecggeggttecacggtgatetecg
cgccgtccgtgttcgtgggattctecccggcagecggggcatgtcggacgacggacgctgcaagtecttcageca
ggacgcgaacggttcgggctgggccgaaggcgtgggcectgctggtggtcgagecgectecteccgacgcacggcgce
aacggccaccacgtgctcgceccgtgctgecggggcagtgeccgtcaaccaggacggtgecgtccaacggectgaccyg
cgcccaacggtcccgcgcagcagcgggtgatcecegtgecgegetggeccaatgececgtetecactectggtgatgt
ggacgtggtggaggcgcacggttcggcgacgaagctgggcgatccgatcgaggectgaggecctgectggecacce
tacggccgggagcggceccggaggggcecggecgttgtggttggggtecggtgaagtccaatattggtcatacgcagg



ctgctgccggtgtggcgggtgtcatcaagacggtgctggctcttcagcatgagecggttgeccgegcacgttgea
tgtggatgagccgacgccgcatgtggactggtcggecgggtgaggtcaggectgectggecggagtecggtgeecgtgg
cccggtggtgagecgggtgecgeccgecgecggtgtecteccgggttecgggatgagtggcaccaatgtgcacgtgatte
tggaggaggccccggceccgaggaagccccggeccggggaggectgaggggacggacgccgacgagaccecccgecte
ggccccggcecccecggtggeccaccgceccccgecggcetgegetgetecgecggtggtggteccacggegtggttggtyg
tcgggccggtctgecggagggtcecttgecgegecaggegggtecggttgggggagtgggeggetgggegtgetgegt
tgcgtccggtggatgtggecgtggtegttggecggectacgecgggeggtgttggagcaccgtggtgtggtegtgge
tggcgaccgggcggggctgttggatggegtgegagggetageggectggtgagteggeegegeegggtgtggtyg
tcgggggttgctcgggccacgggtecgtacggtgtttgtgttcgeccggtcagggegectcagtgggtecggtatgg
gccgggagttgttggcectecgtecgeecgttgttecgcggecgegectggecggagtgtgaggecggecgctggegecgta
tgtgcactggtcgctcagcgatgtcctgacgggtgcggagggtgecteccggegttggaggectgectgaggttgtt
cagcctgcgttgtgggcggtgatggtgtcgectggectgectgtctgggaggtggecgggtgtecteccececggatgegg
tggtgggccactcgcagggggagatcgctgecggcgacggtggecggggatgectgtecgetggacgacgectgeeccg
ggtggtggcggtgcgttcgecgecgcegttgtecgtecgetggatgttgectggggecgatggtgtcggtggtgatgecce
gccggtgcggtacgtgagctggtggcecgggcttcgacggtcggttgtcggtagectgecggtcaatggecececggegt
cggtggtggtctccggacaggcagaggcactggecgtecttcgagecgggagttggecggcacgtaaggtgetgeg
ctggcgtatcccggcgacggactttgtggecgecattcggecggeggtggagecgettgecgeccagetcgaageg
gagctgtcgggcattgccccgcaggecgggeccgcatecccgatggtcectcectacecgttacgggecgagtggectgaccyg
gtgaggaggctgacgccggttactggttcgcgaacctgcgccagatggtgecgecttecgaggacgecgtecggag
cctgctggagtccgggtacggagecgttcatcgaggtetegecgecateccggtgetgacggecgeggtgaccgaa
accgcccaggacacggacgcgaacgcgaacgctacccecggtgctgagecatcggecaccctgtegcaggetgacyg
cgggtgcggccggtctgctgecgtgecttegegcaggecgcatgtggeggggetteccggtggactggecgcaaggt
cctgccggccggcgaggtggtggagcecttecccacctacgectteccagecaccgecgectactggectggagacctece
accgccgtcggcggcggggacggggcgceccaccgaggtggaggecgeggttectgggecgecgtcgaaggecggceyg
acctgtcggacctcgcggacacgttggceccgtcgaggaccgtcggcagettcecttgaggtgetgecggtgetgge
gtcctggcggcgccgcgagcgggagecgttecggeccaccgagggctggecgcectaccaggtcacctgggegecggtyg
gccgacccggcaccggctcecgectggecggecgectggectgetgetecgtaccggeccaggaggtcgacggecgagg
cggcccggcagtgceccgtgecggcecgcectgteccgeccgtggagecggacgtecgtggtgetggagacggeccggggecgt
cgcacgtgaggcggtggccgagcaggtgegegeggcactgecgtecggacgggttegecggegtteteteecctg
ctcgcgcectggacgagacgccgatgeccgggceccacccggcgectgactgtgggtcectggecgecacecctecatectgg
tgcagggcctcggcgacgceccgacgtggacgecccgctgtgggtageccaccegtggecgecgtecgecaccggete
cgacgaggcgccgaacagcccgctgcaggecctgatectggggecttecggecgggttgtecgeecctggagcaccce
gaccgctggggcggactgatcgacctgcecccgeccgacttcgacggaccggacggaccggacaacgcggacgggce
aggtcgcggcacgcctgggcecgecggtgctggecggctgtggcgaagaccaggtggcgatceccgegeggecgecat
cctgggccgacggctgacccacgccccecgcageccgtaatgeccgaccagecgtggacgecgggeggecagtgte
ctggtcaccggcggtaccacggcggtcggcgggcacgtggeccgcetgggecggecgaacgcggecgeccggcgge
tggtgctgaccggtgctcccgagcacgagggggtcecgcggcgctecgcecgeccggactggecgcagcgggcagecg
ggtggacgtcgtggcgtgcgatgtgagcgaccgcgccgagacggccggggtactggecgtggacgcgggecccgyg
ggaccggagctgtccacggtgctgcacctggcggagatcgtcgacagecgtgeccggtggacgacctggacgcgyg
cgcagctggccgaggtgctggcggccaaggccggatcggecggecgatactggacgagttgaccgecgactgega
cctggacgcgttegtactgttcectecteggtegecgecgtgtggggecggeggecggcageccggcecttcagegeg
gccaacgcctacctggaggcgctggccgaggaccggcgecgeccgtggectgaccgectectecgeggtggectggg
gcccgtggaacgcgggcaccaccgccaccggagacgacggcegtccagectggagecggecgecgggctgecggetget
ggacccccgggcggceccaccggecgegectggcacagatcecctggacggecggcgagageccgeccggtggtggtggac
gtcaactgggcgcagttcgcgeccgceccgttcacgectgecgecgecccageccgectgatecgecggectgeccgagyg
tcgcggcggcgctggceccgeccggcaccgeccgaggaggcggaaaccgtececccgaggegegeggttegetgetgeg
ccgactggccgggcagagcgccaccgagcagcagecgcaccctgaccgacctggtcagaggcgaagcggcagcecce
gtactggaacactcctccgceccaggeccgtcggcagecggecgggecttcagecgagetgggtttcgactegetga
ccgcggtggagctgcecgcaaccggctggceccecgecgceccaccggectggecgetgececgecacgctgetettecgacta
ccccagceccccaaggtcectggecggcectacctggecgecgaactgectgggcageccggecgecggggecgacgcee
gccgtcceccggtecccggtgeccggecggtgcggaggaggacgacccggtggtecgtegtecggecatgggetgeegtt
tccececggecggggtcaagacccecctgaggacctgtggcaggtgectggeccggeggcaccgatgecgatcggagectt
cccgaccgaccgcggatgggacctggacgccctcectacgacccggacccggacgcgccgggecaccgectatgtg
cggcagggcggcttcecgtccacgacgccacccecgecttcgacgecggettecttegggatcagecccgecgecgaggece
tcgccatggacccgcagcagecggctgetgectgggecacctectgggaggegectggagegcagecggecategtece
cggctcgctgecgecggcagecgtaccggegtgttecgecgggegecagcecttetecggectacggectecgeccagecg
gaggcggcccagggcctggaggcgcacctgctgaccggtaccacgaccagcegtgectctecggeecgectegect



acaccctgggcctccagggcecccggcgatgaccgtggacaccgectgcectecteggegetggtggeggtecacct
ggccgcgcaggcgctgcecgcectecgggtgagtgcaccctggecgectggecggeggegtgttegtecgectecgaccecyg
gagctgttcgtctgggtcagcaagcagcgcggactggeccccggacggeccgctcgaagtecttecgecgecgacyg
cggacggcatgggcatcgccgagggcgceccggcatggtecgtactggaacggctectceccgacgeccggcgcaacygg
ccacccggtgctcgecggtggtgcgecggectcggcggtcaaccaggacggtgecgtccaacgggctgaccgcgcecce
aacgggcccgcgcagcagcgcgtcatccacgaggecttggecggectgetecgetgacctgecgecgaggtggacyg
cggtggaggcgcacggctcgggcaccccgctgggecgaccccatcgaggecccaggcactgectggecacctacgg
ccaggaccgcggcgaacgcgacccgctgtggectggggtecggtgaagtccaacatcggeccacacccagggtgec
gccggcatcagcggcctgatcaagatggtcecctggegctceccagcacgagcagttgeccgaagtecectgecacgecg
agcagccctcecgecgcacgtcgactggaccgcgggcgcggtacggectgctgageccaggecgcagcececctggecgge
cggcggcgcacggacgcgccgggcecggtatcectectectteggegtcagtggcaccaacgecccacctecatecte
gaagaggcccccgaggcecccccgaggceccccgaageccggceggtgteecctgagacctegeccggecceccgaggcece
tgcccgeccgacgecgteccggtgacggecggtcagteccgcagcaccceccececcgegetgectecgecggegeccggecccgt
cgcctggctggtgtccgggcggacggccgacggactgcecgeccggcaggcecggeccagttggeggagcacctggeg
gcccaccccggggcgcgggecggecggacatcgegtggtegectggeccaccacccecgtacggtgcacgagtaccggg
ccgtggtgagcggcgcggaccgtacagaactcaccgagggactggacgcgectggeccgecgggctgaacagcecce
ccaggtgatcgccggcaccaccgcggceccgtcgagggggceccgatgaggecgggeccgtettegtettecececgga
cagggcgcccagtgggccggcatgggccgcgaactgectggeccacgtececececggtgttecgecgaacgettegece
agtgcgccgaggcgctggceccccgcacgtgcactggtcgecggecgacgtgectggeccggtgeccgacggecgecgcec
gggactggaacgcgccgaggtggcgecagcegctgectgtgggeggtgatggtggegetggeecgeggtgtgggag
gccgcgggcgtcacccceccgecgecggtggteggeccactecccagggggagatcgecgecgeccacggtggecggcea
tcctcectececctecgecggacgecggcecgecgtecgtggeggtacgcageccaggaactgtcececgecctgggcaccagegg
cgggatgctgtcggtggtgctgeccecgtcgecggecgtacgecgaactgatggagecctggggecgaccggctggec
gtcgccgcggtcaacggccccgceccaccaccgtggtecteccgggcagecggaggecgectggecgagtteggtgecyg
ctctggcggcecccggegegecatgecgectggecggteccggecggtgacttecgtggegecactecggecgaggtgga
ccagctgtccggggcecgctggceccgagcecggcectggecggcateccggecgcagaccgggaacatececcgatgtactee
accgtcgagtgccgctgggcggacggcccggagctggacgecggctactggttegeccaacctececgecacaccyg
tgcgcttccagcaggcggtgcaggagctggctacggeccggeccacgceccaccttegtecgaaatcteccecgecagec
ggtgctcaccgccgccatcgacgagaccttccaggagctggeccacggeccggcacceccggtggtegecgegacyg
ctggagcgggagcacggcggcecccgeggcecggetgectggecggecctggegcagectgcacgtggecggecaccgecg
tcgactggcgccgggtgctgececgecggecgecgtatcgacctgeccacctacgecttegecgaccagegtta
ctggctcggtgccgaccacccggccggccccgecgecctecgeccececgeccageccggtgecggeccaccgaggcece
gagtcccgcettctgggecggecgtcgaggacggcgacgcatceccecgectegecgeccacgctggecgtggacaccyg
cccagccctteggcgaggtgetegectecgectggegtectggecggegecgcgagcgggaccgecgacgtcacecge
cggctggcgctaccgggtcggctggagecccgctgaacgacccggecccggeccgeccgteecggtacectggetg
gtggcggcccceccgecgcaccggceccceccggecaccgtggacctecatceccaggecatgcaccgacgecactgaccgege
gcggcgcccggacccaggtggtccaggtggeccgecgggcaccgagecgecgcecacgctggeccgaggecctgegece
cgtcggcatcgcgccgtccgaagcaggtccecgceccaccaccccgecgectgtggecggtgtgetgtegetgeta
ggactggacgagacgccgctggccgaccacccggcggtaccecgetggectggecggcaccctgacecctgetge
aagcactgtcggacgccgacgtcagcgcgeccctgtggatggecgaccaccggecgecggtgtceccaccgeecceccgyg
cgaccggctgacccgceccccecgtacaggcagccacctggggectgggecgggtegtegecactggaacageccgag
cgctggggcggtctgatcgacctgcccgcgaccctggacgagcgggeccgecgeccggectgtgegeggtactgg
ccggctgcggggaggacgaggtggccatccggcecccgecggcatcecctegececgcaggctggeccgggecccgeg
tcccecgceccaccggecggecgtggaccececgegeggtacggtectgatcaccggeggcaccggtgecgteggegga
cacgtggcgcgctggctggccggeccgcggcgecgaccggectggtgectgaccggecgeteccggegecggagece
cgggcgccgcecgecctecgecgecgcacgtggeccgececgceccggcaccaccgtggagatcecgegectgecgacagege
ggaccgcacccggctggceccgcactecctggaccggatcgecgeccgacggaccgcecgctgacecgecgtcecatgceac
accgccggcegtcecctggacgacggcgtgctggaccggctggacaccgaccggectggccaacgecctggecgceca
aggccaccggcgccgcecccacctggacgecctgaccgceccgaccgcgacctggacgecttegtectgttetecte
ggcggccgccaccttecggecggtgecgggcaggccaactacgcggcggeccaacgecttectggacgecctggece
gagaaccggcgctcccgecggcectgeccgecctgteccatecgectggggececctgggecggecgacggegtectece
aggccaccgaggcggcccggcagcggctgcecgecgcaaccgctgggaagtecctgatggacceccgagetggecgt
ccaggccctgggcaccgceccecctggecggcacggacaccgtactgaccgtcatggacctcecgacctegecgectte
gccgccgcecccceccgggcagcaacaggecctggacgcacccecctgcectgegecgacctggecgaggtccagcagetcea
agacggcccggcacgccgacggcggcecgeccageccggecgcaggcgaactgacccggcaactggecggectgte
gcgcgccgaacaggaccggctgctggtggaccgcatccgcaccgaggeccgecgecgtgectecggeccacgecgge
tacgacgaggtcgaacccggccgcecgcecttcagecgagectgggecttecgactegectgacctecggtcgaactgegeca



accgcatcgccacctggaccgcactgcgcecctcececcggcgacgctgatgttcgaccaccccacccccacggtect
ggccgcacacctgcgcaccacgctgectecggetcecccggacgeccggecccgecgcageccecccgeccecggaccte
acgggccacgccgaccgcgacccgatcgecgtecgtecgecatgagectgecgetteccecggecgacgtgaacacgce
ccgaagacctctgggccctgcectggeccgcaggcggcgagggaatctceccggetacccgcaggaccggggcectggga
cgccgacgccctgttcgaccceccgacccecctcgcacgccggcacctecgtacaccecgcgaaggecggattectgeac
caggccacccacttcgacgccggcettecttcgggatcagececgecgecgaggegctggeccatggaccceccagcagce
gcctgatgctggaactgtcctgggaggcactggagtccgeccggectggacceccgeccaccctgecgeggetegeg
caccggcgtgttcatcggcggctactcectcecccactacagcectggeccagcatgcagectcggecggeccaggacggce
gcggcccaggtggaaggccacctggtcaccggaaacgcgaccagcatcatectcececggecgegtctectacgtee
tgggcctggaaggcccggcgctgacggtggacaccgectgcetecctcggctectggtggecgetgcacaccgceccgce
ccaggcactgcgctccggagagtgecccgctggceccecctggtcggecggggtcgeggtgatggeccaceccectgggag
atggtcggcttcgecccggcagecgcggactggcggecggacggceccgctceccaaggegttecteccgecgatgecgacyg
gcatgggtatgggcgagggcgccggcatggtecgtactggaacggctctccgacgecccggecgtaacggeccaccyg
ggtcctgggcgtcatccgecggetcececgecgtcaaccaggacggtgecctccaacggectgaccgecceccccaacgge
ccctcgcagcagcgcgtcatceccgegecgecctggeccaacgcgggectgacctgegeccgaggtggacgecggtgg
aggcacacggcaccggcactccgctgggcgacccgatcgaggecgcaggecgetgetggeccacctacggecagga
gcgtccggaggggcggceccgctgtggectggggtcggtgaagtccaacatcggeccacacccaggeccgeccgeccgge
atggcgggcctgatcaagatgctgctggcgectgecggcacgaagagctgeccgecgcaccctgcacgeccgaacagce
cctcgccecgcecatgtggactggtcggegggcgaggtgecggttgectgacggagtecggtgecgtggecctecgacgg
cgaccgggtgcgcagggccggtacgtceccgegttecggtatcagtgggaccaatgecccatgtgattectggaggag
gctccagcggtcgaggcgcggagcgaaagcgeccgatgaggtgecggttgecgetecttgagggtgetggtgegt
gggtggtgtcgggtcgtacggetgaggegttgteggegcaggeccgggeggttgegggagtgggtggeggegeg
tccggagctgggtgcggctgatgtggecttggtecgttggecggecgacgecggtecggegttcgagecaccgtgetgtyg
gtgcttggttcggagcgtggtgcccttcectecgatggecgtgcacagectggectgectggtacgtectecgectgtgg
tggtgtcgggggtggcccggtctgatgtccgggtgggecttgattttegecggggcagggtgecgecagtgggtggg
tatgggtcgtggcctgtatgecgggcagtgcggtgttecgecgaggtectttgaccgggtgtgtgggetgectggag
ttggagctgggggccgaggtacgtctgegggatgtegtectggagggegatggggacgetgetgggttggegg
atcagacgctgtatgcgcaggctgggctgtttgecttcgaggtggecctggecggaggegectgaaggectgetgg
tgtggtgctggatgcggtggtgggtcattcggtgggggaggtggctgecggeccatgtggectggggtgetgteg
ttgccggacgcecttgtgegetggtggecggetegtgeccggttgatgcaggagttgecgtegggtggggecgatgg
cggcgatcaacgccgcggagacggcagtcegtcecgegtecctecgaagaggtgtecgggtgaggeggectgtegetge
ggtcaacggtccggagtccgtagtgatttccggtgcgactgaggccgtggacgecggtggtggagetgtggegt
ggccggggctgtcgggtgcggecgcectgcgggtttegcacgecttteccactecceccggecgatggaaccggtectgg
acgagctccgtaccgtcgcggagaagctggagttcececgtecgteccgaggtgatgtgggegggtgetectcaccgg
tgagctggtgtccgatccgcaggeccgggtactggeccgegcagacccgecagaccgteegettegecgatgeg
gtggccaccctcgcggcggaaggcatcteecgtettectcgaagtgggteccggacggectegetectecteeccteg
gcccggacgcggtcgceccgatgtggacggggccgagceccgecttegteececgeteccagecggecgcagtaccgaagg
caccgcaggtctgctgtccggcectggeccgtgecttegtcaacggtgtgeccggtggactggaagegtgtgetyg
cccgccggtgagcaggtcgagctgeccacgtacgecttecggecaccageggtactggeccaacggcatacaga
ccctececcecgecacgcectggggcgacagcgcectecgcaaccgcgcaggaccggttetgggecggecgtecgaggacgg
cgacctcaccgacatcgccggcactctcgecgcagaggatgcgcagcaactggecgcaggcactgececgegttg
gcgtcctggcggcgccgcgaacaggaccggtecggeccatecgecgactggttectaccgggtggactgggageccgyg
tcaccgacccggceccccggctgaactgagecggcacctggectgttggtgteccececcgecgggececggtecgegcaggce
gctgaccgagcactgcacgcaggcactggccgeccgggggcecgeccgggtecgtgeccctggaagccacgcagaca
gccgatcccgagcggctggcggcacagatcgeccgaggtgettececececcggacggegtecgecggegtegtetece
tgctggctctcgacgagaccccgctgeccggceccacccggecgectgacacggggectggecggttecccagaacct
gacgcaggccctggtcgceccgagcacgtgectcgeccecggtgtggggegtcacctgeggegeecgtegecgtggeg
cccgagaaggcgccggcccgteccggtgcaggecgcaggcatggggactgggecgggtegtegtecctggaacacce
ccgaccacggtggcgggctgatcgacctgecccgggcagtgggacgagaacaccgcacagcgcectgecgegecgt
actcgcaggctgcggcgaggaccaggtcgeccctgcecgcecccgteccggecatccacggacgeccggectgacccgegcec
gcgcagccgcgcgaacgcgccgggcagtggacgecgecgcggcaccgecctggtcaccggeggtacgggegceca
tcggcgggcacgtggcacgctggctggeccgatcgecggcaccgagecggectggtgectcaccageccgctecgggece
cggtgccgccaccagcgccgcecgctggecgceccgagectecgecggecggecggcacgcacgtggacatectggectge
gacgccgccgaggagaccgcgttggeccggegtgectecgaccggatcagtgtcggeggeccgecgectgaccgecyg
tcctgcacgcggeccggectecggeccagatgaccceccgectggaccaggecteggtaccggaactggeecgeggtect
cgcggccaaggccgceccggcecgeggcecaccctggaccggctcacecgecgacctggaactggacgecttegtectg
ttctcectececgtegecgeccacctggggcagcgecgatgcaggeccggctacgeggecggccaacgcectacctggacg



ccctggcggaggaccgccgggcccgcggectggecgecacctecggtggectggggeccgtggggcggcggcgg
catgaccgacgaggaagccaccggccacatggaacggcgcggcectgegectgatcgacccgecacgecggegete
ggcgccctggcecccgggcactggacgccgacgacgcgacgctcaccgtecgecgacgtggactgggaacgectteg
cgccgccgttcacactgcgccgceccccagceccectgatecgagagectgeccgacgtgatccaggcactggecgce
ccgcgatgacgacggcgatgccccggagacgtcggccgcaggcaacgcgetggeccgacagctegecgecctg
tccccgaccgatcaggaccggctgectgatcacactggtgcagaccgaggecgecgtegtgetggggecacceccg
gccccgagtcggtacaggccgaacgggcecttcagecgacctgggggecgactecgectgaccgecgtggaactgeg
ggaccggctgggccgcgccaccgggctgecgectgecccagcaccctgectgttecgactacccgacctecggecgcea
ctcgccggccacctgcgggaccgcectcaccgaggagagcageccccgeccgacccecgtectggecgaactggacce
ggctggaggagatgctcaccggggtgcccggcggcggcgacgccgceccagatcaccagecggctggagetegt
cctctccecgctggaagcagacccaggcccagaacgccgagaccgaagtcgecggagaagctecgaatecategtee
gacgacgaagtcttcgacttcatcggcaaagaactcggaatctactga</INSDSeq sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="24">

<INSDSeg>

<INSDSeq length>672</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..672</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gl74">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>atgagcgatgagaaggtgccgaccgacgacggcacgcaggacgagcaggcggcca
tgcgggcctcggacgcggaccgggagcaggtggcggagatattgecgggacgeccgeccggggacggcecgectgac
cttggaggaggtcggtgaacgggtggagagcgcgctgcgcgceccgtacggtcggcgaactecgeccggctgacce
cgtgacctgcccgtcectecceccggtgecggecggtteccggggagcagcageccgggcgaggecgggacgtegtge
agatcgaccagcggtggggcaccctgcaccgctceccggtgectgggaggteccecgegecacctggaggtacggat
gcacggcggggacgtgaaactcgacttcaccgaggccgagttcageccacgccaggctggacctcgacgtgcag
atcagcgtaggcgggaatctggtcctggtggtceccggeccgggcatecgtggtgcacaccgacgacctgaccgtga
aggtgggcgaggtcaagtaccgcaatcccgcecctccgacgcgcaggcecgeccggtcgaacgcgaggtgtacgtecac
cgggcgtctcaagggcggtgacgtggtggtceccgtcacccgaggcggacgctgggecggtggetgegeggegag
gacgccaagaacggcgcggcggagaagagctga</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="25">

<INSDSeg>

<INSDSeq length>1014</INSDSeq length>

<INSDSeq moltype>DNA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1014</INSDFeature location>

<INSDFeature quals>



<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>genomic DNA</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gl75">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq_ sequence>atgaacctgctcatgggagccatggcctcctcggeccgtecggcaccgecgecgaac
tgggcatcgccgacgceccctggeccgacggecccggccaccgceccgacgaactggeccaagaccgtcgaggecggacac
cgactccctcgactceccecgtectgcaggecctgaccgcactgggegtcttcaccecgecgacgcggacggecgectac
gccaactccccgatgtccgaaccgctcaagagcgaccaccccgattecggtecgecacctggecgaccectgetgt
gcggcctctacgggcaggccgcgaccggcecggcectcacccaggecgtacgcgecggcacgtecgtgatgecctyg
caccttcggcgtcggactctacgagtacctcgacagccacccggacaccgeccggatcecttecgacctegecatg
caggactggacccgtccgatcgccaccctgectggeccgacaagecttcecccectecgacgacgtgcacaccgtegteg
acgtcggcggtggcaacggcaccctgctccaggecctectgagecgeccacccgecacctgaacggcatectgege
cgaccgccccgacacctgtgaccgegecgagecgcaccctggecgaatecccagcaggecgatctecgececgecge
ctcaccttccggcecccaccgacatcctceccaggacgtcececccaccggecggcgacctctacctcecatcaagaacgtee
tgcacgactggaacaccaccaccagcgtgcagatcctgecgcaacatccacaccgeccatgaccgeccaccccccg
cacttccgccggagceccccgceccaagcectcectgatcatcgaccecgetggecgagcacgacteccggagecgegtte
cgcaacgtcatcaagatggtggtcggcgagccccggacccgctcececcgcagecgaggcggacateccgecgegaag
ccaccgaggccggcttcgaggtectgtceccatcactecttgeccecgcagacctcagegtecatcacctgegtece
cgcctcctga</INSDSeqg sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="26">

<INSDSeg>

<INSDSeq length>245</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..245</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gb51">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeqg_ sequence>MRHSMRAAKGYVMSAVIEVQHLRKSYGDLVAVDDVSFSVEEGEVFGILGPSGSGK
STIVECVKGLRGRDGGDINVLGIDPHEDRAEVTRKLDAQLRAGCSPEQMRLAEALSLYSSEFYRDPADWGRLLA
ALGLAPEDGPDEAAGGAAELSTALPLIGNPQVAVEFDELTTELDPRSRODTWELIESVRASGLTILMVTRFLEE
AVRLCDRIAVIDQGRIKASGTPAGLADHLRAERSVGPDLRLSPR</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="27">

<INSDSeqg>



<INSDSeq length>334</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..334</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="glO3">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>
<INSDSeq_sequence>VSLAQTVGTAAGVAGRGGGEPEIVSVPIIQVLPGDSPRLTGEDKGHVLRLAAIEG
ALPPILVDRRTMCVIDGLHRLMAASLKGQKDIDVRFEFDGSREEAFLKSVEANVEHGLPLSQADRTAAALRILK
SHPTMADRATIAKSTGLGARTVAQLRRSSDSVPQSDFRVGRDGKVRPLDGAQGRLRVAELMRDNPDASLRQVAR
SAGVSPATALDVRRRLERGDQPVPSQRSRSRGEAGPAKPEPVGPVPVPVAAPPTAATLDKLMRDPSLROSELG
RRLLRMFRENVLGASEMNDICASVPSHCIELIVELSRRNSQIWDGFAQELNRRARIVNPD</INSDSeq_seq
uence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="28">

<INSDSeq>

<INSDSeqg length>107</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..107</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl04">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MGHKFTLVLSREITDEEGELLKEAGEFSGATFATDTLPTDADVTVTKVDFDDTAAP
SLAEAIETALETVKKVPDLTVPGLTVPAVPQPPAAEDGDVLVGEVVAETAGK</INSDSeqfsequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="29">

<INSDSeq>

<INSDSeq length>248</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>



<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..248</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="gl05">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>

<INSDSeq sequence>MTQPSPGDEVWCRRFHPADKPTARLVCLPHAGGSAPFFLPVAAELSPDVDVVAIQ
YPGRQDRRAEAPVDDLSVLVDRIHQVLRROPDLPLTLFGHSMGAVIGFELARRLEADGRPPVRLFASGRRAPG
THRDESTFTSDAAIMAEVRRLSGTAAALLDDEEMMRAALPALRADYRAIEAYRCGPDAVVDTPITVLTGDNDP
KTTLDEAKAWDRHTRGGCDLRVFAGGHFFISERGAEVMQVLKEHFGK</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="30">

<INSDSeq>

<INSDSeqg length>151</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..151</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="glO6">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>MADTTATTTAPETYEDPRVQDTFKTVHKFIGLYGVISVIVLGTVAAMAITGNEAS
PFMWIRGSILLLVWPLEFHRMATRSAQGDARQYDRLATVIVILPIATIVVDLIPGLCPPWYAAMQGVSALALVG
AAVLTRKAEVRNVFPKLAKKKKA</INSDSeqfsequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="31">

<INSDSeq>

<INSDSeq length>441</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..441</INSDFeature location>



<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="glO07">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MRIPPRGGPLRWCAEVGLGLYRSVVLVGLTCVVPLVAVPVGVGGARLAGSWTAGL
EAPLAVRVLATLGQGLAVAFWIAAALFIVYPLTSRALARAARRCAEDWLEVRHEVQYRTVPPVTRMATGSWWD
GEEYHKTEREARRRAAVHARFHDPQLHWDGLWAVVASVTVLPVSALPLLALGLGIYLAVTPALLGYGVALIVA
GLAAAPFAWRILRPVATRLLGPVPRTRLGRRVEELEAIRADLTQAQAAELERIERGLHDGAQARMVAMGMSMG
AAEQLVDSNPDAAKAVLAEARATSATALAELRTLVRGINPPVLAERGLVDAVQALALDAAVVVDVLTRVPSRP
ERPVESAVYFAVAELLANVAKHAEAERVTVELTYATRTLTATVQODDGVGGADPASGSGLSGIERRVHAFGGRL
EIDSPAGGPTRITVAVPCELS</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="32">

<INSDSeq>

<INSDSeq length>205</INSDSeq length>

<INSDSeqg moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..205</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl08">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MVQLVEAFGHTVVAAVESGPATLEALLEHRPDVAIVDVRLPPTFSDEGLOAALAA
RRAVPGLPVLILSQHVEQLYARELLADGHGGIGYQLKDRVLDAEQFLDALTRVAGGGTALDPTVVSKLLARPT
RADPLAALTERERSVLELMAEGLSNAATAGRLFLSEGAISKYTTTIFAKLGVVTDDDTNRRVRAVLAYLEATG
RSEQ</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="33">

<INSDSeq>

<INSDSeq length>1058</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..1058</INSDFeature location>



<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl09">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>VNDFAQDHTPGAADGGAPAPGTAETAVSPAEEALWRLEELAPGTPVNNVSVAFAV
AGRVDAERLOQAALAAVAERHQALRTGYRDAGSRLVKRVLAAAECPLVLEETELPGEPTPADLAPVTAAPEFPLD
GTPPVRAALFRSPDTDVVCVTAHRLVLDEISGPLLRDHLTAAYEENIGTVGTAETGPAAEAPSLAFWRTELAG
ANTDAQELSCTAPDPDRPTLAAAQLDRTLPASAEAGLRRLADDLGVPPSAILLAAYYVLLETHGAGPDLLVGL
PVDLRPVPAARALGRYTGEVPLRLRTEHKESVRDLVLRSAERLAAATAHAAAAEAELAGLLPPAAPGRPPLPF
RHTFEHRTVTCPAAFTFGGLDARPFPVTSGTARFDLHLTATAPOQDPHGATALRLRYRTELFDPALAELLLARY
ETVLRAFTADPDRAVGDVSWWSGRDHEI IGAANDTAGPVEPATVLDAVRLOQVRRAPDAVVVVDGERTVGYGQL
WNAAHAMATRLKDIGVRPGDVVAIALPRGAELVAAVLGTWLAGAAYVPVDAAHPRERIRYQLSDSAATVLVAD
EHTAALAGPDGPAVLHAPPADHAPQVPATDAPVGDPAACAYLMYTSGSTGRPKGTLIGHAALANLAAHFAAQL
AAAPGDTMLWTTTFAFDMSGVELFVPLVSGGRLVAAPDRARSDGRVLRELLERHDVREFVQATPTAWRLVADRA
ADRLRGRSVLIGGEPVPLPLARRLRAAGCELHHAYGPTETTIWSTSRVIDODPGARLDVGRPIRNTRVHVSDA
HGRDLPVGVRGELCISGTGVALGYHGRPELDAERFGVHPEYGREFYRTGDVACWRADGLIDLFGRIDRQVKLRG
NRIELGEIEATLTAHPQVAAAAVIMVGDPSDDGVLIGCLEPSGDVLDTADVHEHARARLSRSMLPGDLVTVDP
LPVNANGKVDLRELERIVTARRTAPGPTGTSPSDAAGRPGTAAGADALTDOLVOQVWRTVLRRADADADTDEFFA
AGGHSMLAAVAMQEFQNLSGRSLGLSEIFEQSTPRQLAARIRATDTAAEGAPQS</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="34">

<INSDSeg>

<INSDSeq length>4038</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..4038</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gll0">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MANEEKLRDYLKRVTTDLAQTRERLREIEDRRPEPIATIVGMACRFPGGVSSAEGL
WELVESRGDGIGPFPSDRGWPEDVVDPDPDAVGKSVSGEGGFLYDAAEFDAEFFGINPREALAMDPQQORLLLE
TSWEALEHAGIDATALRGSPTGVFTGLEFYHDYLPTHPMPEEIEGYVGVGATASVASGRVAYVLGLEGPAVTVD
TACSSSLVALHLAAQSLRSGESTLALAGGVKVMATPNTEFVDEFSRORAVALDGRCKSYAEGADGTAWGEGVGVL
VVERLSDARRNGHKVLAVVRGSAINQDGASNGLTAPSGPAQQRVIRAALADAGLEPVDVDVVEGHGTGTRLGD
PIEAQALLATYGODRPEGRPLWLGSVKSNIGHAQAAAGVASIVKMVAAMERGVVPATLYAERPSSQVDWDAGA
VRLATEAVPWPETGERPRRAGVSSFGEFSGTNAHVIIEQAPAADEEVPAPGAAPEAADGVDGTELPLLPWVVSG



RSEAGLAGQAGRLAEVVEASGPGVRPVDVGWSLASSRAVLEHRAVVLGSSREELVTALGALAEGRDLPGVVSG
AAGGAGKVGEFVFTGQGAQRVGMGROLYESFPVFAAAFDEVCAGLDAHLEGSLAAVVRGEGDPSWPGGGRIDET
VWAQPALFAVEVALFRLLASWGVVPQVVAGHSIGELAAAHVAGVWSLEDACAVVAARGRLMQELPSGGAMVAV
EAAEERVREVIAGRPGVGIAAVNGPRAVVVSGVEDDVLAVAEELAQAGSRTRRLOQVSHAFHSPLMEPMLDRFA
QATAEVTYHTPTVTMVSALTGGLVSEEVTDPSYWVRHVREAVRFADAAESMRGLRVGTFIELGPDGVLSGMGP
QTRSDSEGEGDSGSEAWLPVLRRGRDEPRSLLTALAKVEVRGVPVAWDALYTGTGAQRVDLPTYAFQRHRYWL
KVAVDSRAEGLGLAPSGHPLLGAAVGLPASGGVVLTGRLSLSGQSWLADHVVAGQVVVPGAALVEMVVRAGDE
VGCSRVEELLIEAPLVLPARGGVRVQVMVEEPDASGRRVVSVYAQDEDVPPEGEWTRHATGTLSPAEAVAEGS
ADGFRQWPPSGAQTLDPDLFYPELAARGLSYGPAFQGVRAAWRRGEELFAETIALPQDVTANGFGLHPALLDAA
LHVAAANTEGDGLALPFAWNNVMVHASDAVAARVRVTSAASGEGLTVMLADASGQLIASVDRLDLRTLSPQDL
AAGGQAADDTLFAVEWMPASATSDAGPDSDPAALGRWVVLGGSEVVPDLPGAVVEFPDVAALVAAVEAGAEVPQ
MVVAPVRPVAGPGGTAEAARRAAVDVLGLVQEWLAADVLSGARLLVLTERAVDAGAEVPVEVAAASVIWGLVRV
AQTENPGRLLLADVDEVSVPGAELAGWLRDGVELGEPQWAVRGGQTRVPRLTRATLADPSALNGDTAPEAQAV
PSAGPEIETRPETETGPETNIDARPGTVLVTGASGVLGGLVARHLARSGRAEHLVLLSRRGGDAPGMPELLAD
LDASGVRVTVAACDAADRDQLSSVLEGVPLTGVVHAAGVLDDGVVGSLTAERLESVLRPKVDAAWNLHELTRD
LGLELDTEFVLFSSIAGVIGNAGQANYAAGNTFLDALAAHRRHHGLPAVSLAWGPWENGMAGELAEADLLRMAR
QGLRPLSDARGLAALDAAADRARPLLVAAELHLGALRRSAEVPPLLSALVPAARGNAQPARRTAGQPAAEDRN
ALAARLAGLSPAESREVLQODLVIGQAALVLGMAGPGALDGNRPFRDVGFDSLTAVELRNRLSTATGLRLPATA
VFDYPTPVALAEFALDELIGSGAVPADAAPPAAADDGREDDDPVAIVGMACREFPGGATTPAEFWOMLASGGDG
IGPFPDNRGWPEDVVDSDPDAMGKSLVGEGGFLYDAAEFDAEFFGTSPREALAMDPQORLLLETSWEALENAG
IDPTELRTSASGVFTGMFHHDYLSATALPEEAEGYVGLGATGSVASGRVAYALGLEGPAVTVDTACSSSLVAL
HLAAQSLRSGESTLALVSGVNVMATPVTEFIDFSROQRGLAADGRCKAYAEDADGTAWSEGVGVLVVERLSDARR
NGHKVLAVVRGSAINQDGASNGLTAPNGPSQQRVIRAALANAGIGTDGVDVVEGHGTGTRLGDPIEAQALLAT
YGRNRPADRPLWLGSVKSNIGHAQAAAGVAGIIKMVLALEHGQIPKTLHAERPSSQVDWGAGAVRLVTEAVPW
PETGERPRRAGVSSFGEFSGTNAHVIIEQAPSVEGVSLPGAAPEAVDGVSGTELPLLPWVVSGRSEAGLAGQAG
RLAAFVGQDSGVRPVDVGWSLVSSRAVLEHRAVVLGSSREELVTALGALAEGRDLPGVVSGAAGGAGKVGEVE
TGQGAQRVGMGRQLYEVFPVFAAAFDEVCAGLDAHLEGSLAAVVRGEGDPTWPGEGRIDATVWAQPALFAVEV
ALFRLLTSWGVTPQVVAGHSIGELAAAHVAGVWSLDDACAVVAARGRLMQELPSGGAMVAAEATEEQVRKALA
DRPGVGIAAVNGPRAIVVSGVEDDVLAVAEELAQAGSRTRRLOQVSHAFHSPLMEPMLDRFAQATAHVTYGKPQ
LTMVSALTGRPVSEEVTAPSYWVRHVREAVRFADATEAMRGLGVGTFIELGPDGVLSGMGPQTRTDSEGQDTT
GSEAWLPLLRRGRDEPRALLTALAKAFVRGVPVAWDALYTGTGAQRVDLPGYAFQROQRYWLSAASASRAEDLG
LERPGHPLLGATVELPASGEVVLTGQLTRSAQPWLGQLLVAGRPVVAPSALVDMAVRAADEAGGGRIEELLVE
APLVLPQRGGVRVQVTVGTADAEGRREVAVFARRPEGEWVRHASGTLAPAAADDEAAADAAWSVHWPPPGAVP
ADVPGLYEGLAATGLGHGPAFQGVRAAWRRGEELFAETALPQDVAVDGFGVHPALLDAALHLTCLEQAEQQHR
PDAEGPLLPFAWSGVRLYASGATAARVRVVPSPSGEGVAVTLADPVGRPIASADAVVPAPLAPGALEQADGAG
RDGLFLVRWSPVDEVPEPGEPGRRWAVLGDDGGLEVPGATAYRDVTELLAAVRDGAPVPDTVALCCVSDSDPD
PTTAQATDPDQATAQATAPDPAADLAPTPATLPAAARTATVHVLETLRALLAAGVLDGSQLVVVVERGLDVDA
GTDLRLAGAGVAGLVRTAAAEHPERIVLADVARPAGSGPLVMAGAALGEPQFAVRDGRLLVPRLARAAGEELP
VPDGRDWRLAACGPDAAGLVRPVDGEVGQRPLAAGEVRLAVHAAAVNRQDVRHVLEASPEPSRPLGREGAGVV
LETGPGLAWPAVGERVTGLFPGAFAATATADARLLVPVPDGWSAAQAAAAPVAFLTAYRLLAQAAPRPGERVL
ITHPAAGPEGLAAVQLARHLGAEVFATAPPSASPVLHRLGLDGQHLAPSATAHFEETFRTATDGHGMDVVLTFEFL
PTSADPATATAAPDTATTTPDTATTDAALRLLHPGGRSLSAAAAETGHQHPEELEAHLAELAGLFEKGALHPL
PVACRDVRQAAQVFRTPVREASTVAKTVLTLPPAPVGRPGTVLVTGASGALGGLTARHLARTGRAERLLLTSR
RGAAAPGMPRLAAELAASGHSVQVLACDVADRRQLAAVLAGVPATAPLTGVVHTAGVLDDGVLASLTPERVEQ
VMRPKVDAAWHLHDLTRHLGLDTFVLEFSSVAGVLGTPGQANYAAGNAFLDALAAHRRHHGLPAVSLAWGPWED
GMAGQLTDAGRQRMFRQGLRPLSAADGLALFDAALGRPDALLVTTRLDLPALRRTASAVPALVTGLVRPGRRT
AGGPAPDAGRKLAAELAALPPEQFHHAVLNLVRTQAALVLGRPGPQSVEPARYFRQLGFDSLTAVEFRNRVSG
ALGLRLPAAVVFDYPTPRELAEYLQERIAEQEIDYGPVLGELDRLRSLLSGIVRRGGRKAEIMSRFETIMEEF
RGAETDQGSSDTDITEATDDEMFDLIDKELGIVPGTDGGAA</INSDSeqfsequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="35">

<INSDSeqg>

<INSDSeq length>4674</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>



<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..4674</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="glll">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>
<INSDSeq_sequence>VNDTDGPALKDTAAAGAQPLATIVGMSCRYPGGVRSPEDLWKLLAEGGQGLSGEFPR
DRGWNLGSLHGODPDGTGTTYLTRGGFLDDAAGFDAAFFGIPPREAQAMDPQORLLLEASWEALENAALLPAD
LRGTRTGVEFVGAEPREYGPRPHSAPGSAKGHLFTGTSPGVMSGRISYLLGLHGPSLTVDTSASSSLVATIHLAA
QALRTGDCSLALAGGVSVMSTPGNFIAFSGLRALSADGVCRPFSAAADGTVWSEGVGLIVLERLSDAVRNGHP
VLAVLRGSAINSDGTGEGLTAPNGSAQQAVIRRALADAHLTADQVDAVEAHGTGTRLGDPIEARALLATYGQE
RPEGRPLWLGSVKSNLGHAQAAAGAAGVIKMVLALRHGELPATLHAHEPTPEVDWSSGGVRLLTAPAPWPAGA
RTRRAGVSGFGLGGTNVHLLLEEGPTVSPAQDAEAVEESGGPAVPVVTGASAWVLSGRTAGALSAQAGRLREW
MGTRPELEPADVAWSLAAGRSVFEHRGVVVGTGRAELLGGVGSLASGVPGGSVVSGVARSGVRPGVRPVFAFA
GOGSQWVGMGRELAGVSPVFAGRLAECAAALAPHVDWSLSDVLAGAEGAPALEAADVVQPALWAVMVSLAAVIW
EAAGVAPDAVVGHSQGETAAATVAGMLSLEDGARVVALRSQALKVLAGAGGMLSVSRPASEVEERLVRFGERV
SLAAVNGPSATVVSGEPAALEELQSEFEAAGARARMVAVDYASHSAQVDRLEEEITSVLAGISPRRGRVPMVS
AMTGETLTGEELDAGYWFRSLRATVDYDRAVRVLAGQGHOQMFVEVTPHPVLVGAMHDTLOALAQEAGPGAIPG
AVCGSLRRDDGGAERLLASLAEAFVNGASVDWQVVLPAGKRVELPTYAFQHERYWLDADAPTQPAEAPQPADL
TAATDTTAGWGLRGQLAGRPEPEQHQLVLDLVITQAAAVLGHSAPAALDPARTFKELGFDSVTGVDLRNRLST
AAALQLPSTLIFDHPTPLALAGFLHGEAQGHAPSAGAVGSTRTPAPAGGDEPIATVAMSCRLPGGLSTPERLW
ELLAEGGEAVAPLPADRGWDLSRQHGTRPDGDAASASHDASTTGLSTRGGGFLTGAGDFDAAFFGISPREALA
MDPQORLLLELSWEAFERAGIDPGRLRGSATGVFAGASPSGYGSHAPEELTGHLQPGITPSVISGRVAYTLGL
EGPALTVDTACSSSLVALHLAVRSLRSGECELALAGGVTVHATTSWLNWFDRQRGLAADGRCKAYADQADGMG
MGEGAGLLVLERLSDAQRNGHKVLAVVRGSAVNQDGASNGLTAPNGPSQQRVIRAALADAGLEPVDVDVVEGH
GTGTRLGDPIEAQALLATYGQDRPEGRPLWLGSVKSNIGHAQSAAGVAGVLKLVLALQHGEVPRTLHADQPSS
QVDWDAGAVRLVTEAVPWPATGERPRRAGVSSFGISGTNAHVITIEQAPNAEGALLSGAAPGIGADGDSGAELP
LLPWVVSGRSEAGLAGQAGRLAEFVEASGSGVRPVNVGWSLVSSRAVLEHRAVVLGSGREELVAGLGALAEGR
DLPGVVSGAAGGAGKVGFEFVEFTGQGAQRVGMGRQLYESFPVFAAAFDEVCAGLDAHLEGSLAAVVRGEGDPSWP
GGGRIDETVWAQPALFAVEVALFRLLASWGVVPQVVAGHSIGELAAAHVAGVWSLEDACAVVAARGRLMQELP
SGGAMVAVEAAEEQVRRALADRPGVGIAAVNGPRAVVLSGTETDVLAVAEELAQAGSRTRRLOQVSHAFHSPLM
EPMLDRFAQATAHVTYRKPQLTMVSALTGCPVSEEVTAPSYWVRHVREAVRFADATETMRGLGVGTFIELGPD
GVLSGMGPQTRADSEGQDTTGSEAWLPVLRRGRDEPRAVLTALAKVEVRGVPVAWDALYTGTGAQRVDLPTYA
FORQRYWLPTASAPLDAAGLGQYTTRHPLLGAAVKSPASGGLVLTGRLSLSGQPWLADHVVAGQVVVPGAALV
EMAVRAGDEVGCSRVEELLSEAPLVLPAQGGVRVQVMVEEPDASGRRVVSVYAQDEDVPPEGEWTRHATGTLS
PVREAGDGRAHTRLRQWPSPGAEPVELTDFYSALSARGLSYGPVFQGVRAAWCLGEELFAEVALPPGVVVDGE
GLHPALLDAALHVIVGVGERAGGLEVPFAWRDVELYATGAQVARVRVVPGADGEGVSLSLADADGALIASVGS
LALRPFTAPASGAGDGLCGIDWVPATATTSDLGSAPEPLGRWAVLGAVSGVPDLPGAVVFPDVAALVAAVEAG
AEVPOMVVAPVRPVAGPGGTAEAARRAAVDVLGLVQEWLAADALSGARLLVLTERAVDAGAEVPVEVAAASVW
GLVRVAQKENPGRLLLADVDEVSVPGVDLADWLRAGVELGETQWAVRGGQIRVPRLVRLPSRLLTEEIRPGTV
LVTGASGVLGGLVARHLARSGRAEHLVLLSRRGGEAPGMPGLVVDLQEMGVKVTVAACDAADRDQLAGVLEGV
VLTGVVHAAGVLDDGVVGSLTAERLESVLRPKVDAAWNLHELTRDLGLELDTEFVLESSTAGVIGNAGQANYAA
GNTFLDALAAYRRHQGLAAVSLAWGPWENGMAGALNEVDQRRMSRQGLRPLSAPDGLALLDTAVRTDRSLLVT
TGLDLAALRRSGEVPPLLSGLLPDPRGGHSQPARRTVAESAADNRSPLAARLVGLAPGERTETALQLVATEAA
LVLGMTGPETVEPARSFRDTGEFDSLTAVELRNRLNRATGLRLPATTVFDHPTPATLAAHVLAELLGEDEAGPM
GDTVPAANVPRAGDDPVVIVGMACRFPGGVSSAEGLWELVESRGDGIGAFPSDRGWPEDVVDPDPDAVGKSVS
GEGGFLYDAAEFDAEFFGISPREAVAMDPQORLLLETSWEALEHAGIDATALRGSPTGVFAGLEYHDYLPWHA
VPEEVEGYLGTGSTGSVASGRVAYALGLEGPAVTVDTACSSSLVALHLAAQSLRSGESTLALAGGVTVMGTPG



TFIDFSRQRGLAADGRCKSYAEGADGTAWGEGVGVLVVERLSDARRNGHRVLAVVRGSAVNQDGASNGLTAPN
GPSQRRVIRAALADAGLEPVDVDVVEGHGTGTRLGDPIEAQALLATYGQDRPEGRPLWLGSVKSNIGHAQAAA
GVAGIVKMVAALERGVVPATLYAERPSSQVDWGAGAVRLVTEAVPWPETGERPRRAGVSSFGFSGTNAHVIIE
QAPSVEGVSLPGAAPEAVDGVSGTELPLLPWVVSGRSEAGLAGQAGRLAAFVGODSGVRPVDVGWSLVSSRAV
LEHRAVVLGSSREELVTALGALAEGRDLPGVVSGAAGGAGKIGEVFTGOGAQRVGMGRQLYEAFPVFAAAFDE
VCAGLDAHLEGSLAAVVRGEGDPTWPGEGRIDETVWAQPALFAVEVALFRLLASWGVAPQVVAGHSIGELAAA
HVAGVWSLDDACAVVAARGRLMQELPSGGAMVAVEAAEEQVRKALADRPGVGIAAVNGPRAVVLSGTETDVLA
VAEELARAGSRTRRLOQVSHAFHSPLMEPMLDRFAQATAHVTYGKPQLTMVSALTGRPVSEEVTAPSYWVRHVR
EAVRFADATETMRGLGVGTFIELGPDGVLSGMAAQSRTDSEGESGSEAWLPLLRRGRDEPRALLTALAKVEVR
GVPVRWEEVYAGTGAQRVDLPTYAFQRORYWLPTAPAHLDAAGLGQSATLHPLLGAAVGLPASGGVVLTGRLS
LSGOSWLADHVVAGQAVVPGAVLVEMAVRAGDEVGCSRVEELLSEAPLVLPTQGGVRVQVTVEEPDASGRRAV
SIHAQSEGNPPEAAWTRHATGVLAPAEAAAATADRMAQWPPTGAVSVALDDFYSGLAKHGLSYGPVEQGVRAA
WRLGEELFAEVALPPGVVVDGFGLHPALLDAALHVIVGVGERAGGLEVPFAWRDVELYATGAQVARVRVVPGA
GGEGVSLSLADADGALIASVGSLTLRPFDAPAVQSAEGLFTVEWVPAALTADGSGAAEGPWAVLGEDVLGAAS
YPDLPALVAAIEAGAEAPRTVVVRATPERPTPDVAAAARRITTDVLGLVHOWLAADVLSGARLLVLTERAVDA
GPGVPVEVAAASVWGLVRVAQTENPGRLLLADVDEVSVPGAELAGWLRDGIELGEPOQWAVRGGQIQVPRLTRA
TTETGVEARPGTVLVTGASGVLGGLVARHLARSGRAEHLVLLSRRGGEAPGMPGLVVDLQEMGVKVTVAACDA
ADRDQLAGVLEGVALTGVVHAAGVLDDGVVGSLTAERLESVLRPKVDAAWNLHELTLDLGLELDTFVLESSIA
GVIGNAGQOANYAAGNTFLDALAAYRHRQGLPAVSIAWGPWENGMAGRLTGAERQRLTQQOGLLPVTDARGLAVL
DAAVGRSEPLLVAAELALAALHRTGEVPSLLSGLVPGPRAGKPARPTAGGRRSVLDRTEEQQTLAERLGRLGR
GEALDTLRELVLAQSALVLGMSGPDRLDVDRSFRDVGEDSLTAVKLRNRLNTATGLRLPPTVVFDHPSPAALS
GFLAEEMLGSAPEQPDVLAAHSGLDRVEASLAGLMADESVRMQVSERLKOMLGVLNATAGTDDGDDDGDSVAD
RIQSASDDDMFDFIDNQLGL</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="36">

<INSDSeq>

<INSDSeq length>380</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..380</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gll2">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>VADKTTLVKCLVWDLDNTIWDGTLLEDANVEPFPGILDTLVELDSRGILHSVSSK
NDHDLAWKRLEELGLAEYFVHPRIGWGRKSDAVREIAERLNFAEKTIAFIDDQPAERAEVTYGAPDVRCYPAE
OATSLTGLPEFSPATVTVDSRRRREMYQAGARRDAEKETEFNGPDEDFLRSLDLVMTIKRADEEDLSRVEELTL
RTSOMNATGVHYSDATLRALLADPDHEVLTVTLTDRFGPHGAVGVLLLERHPQLWHLKLLATSCRVVSEFGAGS
VILNWLIDOAARAGAHLAADFRRTERNRMMDIAYRFAGFADDACACLAALEASAGEGVQRLHLVADRREAPST
MRLLAPELASGSGEKTSEGGGNTSDTGEKAPVG</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="37">

<INSDSeq>

<INSDSeq length>373</INSDSeq length>



<INSDSeqg moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..373</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgll3">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>
<INSDSeq_sequence>MTDHLADGRALISELVGDRAGDWDVAGELPVETLRTLGARGLLCAQVPADHGGLG
LSSAANGELTAHAGSLCSSLRSVMTSQGIVAWTVORFGDRTOQRRELLAELTGGKLTAVGEFSEPGAGSDLAAMT
TRIKADGDGYVIDGEKKWVTGTRYADFVLIIGRYGDGDGAAAAIVPVDAPGVHIRAVPHPMGCRAAGHADIRL
DOQVRLPASHVLGGGGQPLSMLFTTALTYGRVSIGWGCVGILRACLDAAGRHAQQRHOGEVALAEHQLVRGHLA
DLMVAEQVALRACEHASROQWDAAAPDLGTMAVLAKHVSAQQAARSAATAVQLLGSTGSADGHVVARAFRDAKL
MELIEGSNEICRLILADHVLSTTKTG</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="38">

<INSDSeq>

<INSDSeq length>93</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..93</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgll4">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>MTVEGENTTLTAETVHKELLDFLTERIQTTVEPDQDLFASGMVSSMFAMQLVVHL
EEAYDIAIVGGDLKLDNFRTVQTMTDLVIRLQGTAEAH</INSDSeqfsequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="39">

<INSDSeqg>

<INSDSeq length>288</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>



<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..288</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gll5">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq_ feature-table>
<INSDSeq_sequence>MSTAFDEHRLAVVGAGVMGTNISALALGHGVDVVLVETDEAARDRADGTVRHKLR
HAQLMNVLPADRPOQGTLTITAKLDDIADADTVVEAVTEVAEVKKEVLGAASKLVAPGTTLISNTSCIPIEEMA
AWTARPEELLGVHFMNPAYMIKMVEVIRGPQTSPATLERATDLLTVLGRESLVIEDSAGEFVINRLLHPLINTA
AMLVQEGVASVETVDNLLQGCLGHATGPLRTGDLIGLENLVDSLNVLYERRGDESCRPCDLLLAKVRDGHLGR
KTGRGFYDYGKAAS</INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="40">

<INSDSeq>

<INSDSeqg length>943</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..943</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qglle">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>MNDQPALSARAPESAPRPGDAHTATTNKEKALWLLEQLVPDTGVNNLGLALQVSG
RLRPDVLGAALAVVAGRFEVLRTVFRASGAELFKETVPAGEFAVPVEPLELSGGPLAEDLTAFVDRPFPLDGR
PLIRVATATTADGDVLCVAVHHLVFDMVSVGVLLQALVPVYDATAAGRPLPEQAVAPVPALAEPAPRPADLDH
WRRTLDGFDPTGLDLWCGTPRGRQPVLAGESAVRTLGPRAQQAAVELQRAARAPMGAVMLAAYAALLAAHGAG
PDLVIGSPVDVRGADAGAIGYHVNVVPIRIRVDLAEGFRPLARQARDAFLGAMAHAHTSVDELAGELPGIGTS
WOTQLFRHLENFLPDAPVGELRVDGMPARLLTVENPHSKFDLELVGSPARAELMLRHSRTLAPADAAALLARFE
EALLVTAAEDPDRPLGETAGWSEHDRETVDRANDTALDSQPDSFEAAFTSWARSRPADVAVLDGDRSLTYGEL
DAAADAVRELLADAGVRPAEVVAVAAAPGETAAALLGCWRAGAVCLPLDPGEESFLOARRLTQAAAKTVLTGA
GVQLPAGVDLPAGADLPPVLPLPAFPGTGPERSGAPVDPYGDAPRRDAPAYRLPAGEENEDEAQSAVVLSHAG
IADTAAHFARELGVGPGTGVLSLARPGTLAALFDAALALSVGGRLVPAPQETRTDAAALRAAAERHGADVLAV
PPGTAPQLLEELGSQLSGLTVLVAGDELSASAAKALLAADCRLHCGYGAPQTTGWALAGRVTTPEDTRRGRPI
GNTRAFVAAPDGRELPVGVRGELCLAGTGTALDTPDGPALPNHPGYGRHHRTGRLAEWQPDGTLVWHPREQPA
ADPAAGPTAPDAAADDPLVGQFVAIWQQLLSCEVTAQTHFEFDAGGHSLLAAVLTQQVEDLTGIALQLRDVEEH
PTPAALAARVRR</INSDSeq_sequence>



</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="41">

<INSDSeq>

<INSDSeqg length>279</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..279</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgll7">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>
<INSDSeq_sequence>VPNENAWSVIAEPASNSLILGVDFPAAGRHEAGFDDLVKGMGTAWSGHGVLQTSP
PPVRLADRPSGDFYTDHWMRSGDWEKYEVVAVLGYCVGAVYAGRVAERLAAVQGRMPOVVLEFDAQLADLPLLA
TEMHKMIGQAAAVLSEQEAEEGRKRAVEIVATPSIGMAEAAGOMVELYRELATSGFRRIGLSESRCEEMVLLE
ESYMTWLSASSRIDPAGVWGGAIGLTSADYGELEKAGATTVVNAATAAIGRRIPVETRHIDLLRDASTVRALL
ANTEF</INSDSeq sequence>

</INSDSeq>

</SequenceData>

<SequenceData sequenceIDNumber="42">

<INSDSeqg>

<INSDSeq length>5008</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..5008</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gll8">
<INSDQualifieriname>organism</INSDQualifieriname>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>MTGQADKLLEALRASVKETERLRQONRQLVSAASEPLAIVGMSCRYPGGVTTPEQ
LWELVSTGGDAISGVPADRGWDTEGLHDPGRPDSSSGAEGGFLRDAAAFDADFFGISPREALAMDPQORLLLE
TSWEALERAGVAPASLRGSQTGVEVGVGPSDYGANPALHTDDLOWHLITGGATSVMSGRISYLLGLQGPAVSV
DTACSSSLVALHLAAQAVRAGECSLALAGGATVMASAIGIRGEFSROQDGLAADGRCKAFSADADGMGMGEGAGM
VVVERLSDARRNGHPVLAVLRGSAVNQDGASNGLTAPNGPSQQORVIRAALAGARLTASEVDVVEAHGTGTKLG
DPIEAQALLATYGQERPEGRPLWLGSVKSNIGHAQQAAGVAGVIKMVLALQHGQLPRTLHADEPSPHVDWASG



EVKLLTEPVPWPSGDRVRRAGVSSEFGLSGTNAHVILEEAPAAQDAEAAEESGELVVPVVTGAGAWVLSGRTAG
ALSAQAGRLGEWVSARPALRPVDVAWSLAAGRSVFEHRAVVVGGDREQALAGLAGLASGAPSGSLVAGMARSD
ARPVFAFAGQGSQWVGMGRELAGVSPVFAGRLAECAAALAPYVDWSLTDVLAGAEGAPALEAADVVQPALWAV
MVSLAAVWEAAGVAPDAVVGHSQGEIAAATVAGMLSLEDGARVVALRSRALKVLAGAGGMLSVSRPAAEVEER
LVRFGERLALAAFNGPSATVVSGEPEALEELRAEFEAEGARARMVAVDYASHSAQVDRLEVEITSVLAGVSPR
RGRVPMVSAMTGETLTGEELDAGYWEFRSLRATVDYDRAVRVLAGQGHQVFVEVTPHPVLVGAMHDTLQALAQE
AGPGVMPAAVCGTLRRDEDGADRLVASLAEAFVNGASVDWQAVLPAGKRVELPTYAFQHERFWPKAAAAVSGG
DPVSLGLGAVGHPLLGAAVELAGGAGLVCTGRLSVRTHPWLADHAVSGVVLLPGTGFVELAVCAGDQAGCGVL
EELTLOAPLVEFPEDGSAVQVQVVLAGADAEGRRSVEVEFSRSDAAGQSPGWTQHASGVLAPAGPAAAAEEDFAV
WPPRNAATVDVSGLYQSAAEGPYGYGPAFQGLRAAWRRGEDVFAEVALPEEVAQDAAAFGLHPALLDAVLHAS
AVLEAEGEPGEIRLPFAWTGVELYASGASVLRARLRRDAQGTLTVSAADAAGQPVISVASLITRPVDTGQLGS
AVSAVADALFTVAWMPISGIESIAPVAGEWALIGADRFAVAETLGRSGVPVQCFPGLEEAAAAVEAGQCTPAF
VLVCAGGEGLGEEGPARAAARVTGETLVLVODWLGEERLAESRLVVLTRGAVAVSAGEGVADLSAAALTGLVR
SAQSENPDRLLLVDLPATGTAEQVTELPVAVATGEPELALRNGVVHARRLVRPSGELPVPEGRWRLVPDAGGS
LEGLSLLPSPEVDGPLAAGQVRIAVGAAGLNFRDVLIALGMYPGGGVLGSEIAGTVLEAGPGVDHLAPGDRVT
GIGEGGFGPVVVTDARQLVRIPDGWSFAEAASVPTAFMTAWYALVELAGAKPGORVLVHAATGGVGMAAVQIA
RYLGLEVFATASTGKWPVLAAMGLDAEHVSSSRTAAFEAEFLAATDGAGVDIVVNSLAGELTDASLRLLPRGG
AFVEMGRTDVRDAQAVAADRPGVTYRSFDLGEAGPEGLGTMLGRIVELLSAGELRRLPMRAWEVRRARDAFRF
MOOQARHTGKIVLTIPAHLSATQQPESARAGARSALITGGTGTLGGLVAGHLVVSGRAEHVLLTSRSGPGAAGA
AALAARLAQAGASVRVVACDAADRQKLAAVMAAIPAGYPLRTVVHTAGVLDDGTVGSLTAQRVAGVLRPKADG
AWNLHELTRDLVPELEDEFVLFSSSAAAFGVPGQGNYVAANAFLDALAAERRASGLPGVSLGWGLWAEVSGLTG
QLAESDRSRLSRGGALALSVDEGLALLDLCLARDEALLVPSRLDLAGLRAQAARSAEIPPLWRALVGTGTGRR
SAAGAGDANADSLHQQLSGLSGQERTRLLTDLVRTHAAAVLGHASAEAVEPGRAFTDLGFDSLTAVELRNRLS
TATGLRLPATLVEDYPNPAALAGHLKARIIGEGDGDGPAASPLPSGTTQQASGEPIAIVGLACRFPGGVNDPE
GFWRLLADGTDAVSREFPDDRGWDVEALYDPDPDSVGTSYTREGGFIGDAGGFDADFFGISPREALAMDPQQRQ
VLETSWEALERAGIDPSALRGSQTGVEVGGFASAYGIGVATGDVGAEGNLTTGFATSVLSGRVSYALGLEGPA
VIVDTACSSSLVALHLACQATRAGECSMALAGGSTIISTPDGIVGFSRORGLAADGRCKAFSADADGMGFAEG
TGVLVVERLSDARRNGHPVLAVVRGSAVNQDGASNGLTAPNGPSQQRVIRAALAGARLTASEVDVVEAHGTGT
KLGDPIEAQALLATYGQERPEGRPLWLGSVKSNIGHTQAAAGVAGVIKMVLALQHGQLPRTLHADEPSPHVDW
AEGEVRLLTEPVPWQTNDRPRIAGISSFGISGTNVHVLLEEAPAEEPAHGNGDPADADTATSAPVLSMVGAGP
AAETVSAWLVSGRSAAGLAAQADRLRDWLTTRPELESADVAWSLAATRSVFEHRAVVVGGDREQALAGLAGLA
SGAPSGSLVAGTARSDARPVFAFAGQGSQWVGMGRELAAVSPVFAGRLAECAAALAPYVDWSLTDVLAGAEGA
PALEAADVVQPALWAVMVSLAAVWEAAGVAPDAVVGHSQGETIAAATVAGMLSLODGARVVALRSQALKVLAGA
GGMLSVSRPASEVEERLARFGDRLSLAAVNGPSATVVSGEPAALEELKSEFEAEGARARMVAVDYASHCAQVD
RLEEEITTVLAGISPRRGRVPMVSAMTGETLTGEELDAGYWYRSLRATVHYDRAVRVLAGRGHQVFVEVTPHP
VLMGAMNDTLEEVAQEAGPGIVPAAVCGTLRREEGGPAQLVTSLAEAFVNGAPVDWQAVLPAGKRVELPTYAF
QHERFWPKAAAAVSGGDPVSLGLGAVGHPLLGAAVELAGGEGLVCTGRLSVRTHPWLADHAVGGVVLLPGTGEF
VELAVRAGDQAGCGLLEELTLHAPLVFPEDGAAVQIQVVLAGPDAEGRRGVEVEFSRSDAAGQSQGWTQHASGV
LAPAGPAAAAEEDFAVWPPRNAAAVDVSGLYQSAAEGPYGYGPAFQGLRAVWRRGEDVFAEVALPEEVAQDAA
AFGLHPALLDSVLQAAFLMGGAEEGATEKVRLPFAWTGVELYAGGASVLRARLRRDAQGTLTVSAADAAGQPV
ISVISLITRPVDTDQLGSAVSPVADALFTVAWMPISGTESIAPVAGEWALIGADRFAVAETLGRTGIPVQCEP
GLKELAAAAADREIDPAFVLICTGDEGQILEDPARTAARVTGETLLLVQEWLTEDRLADSRLVLLTRGAVAVS
ANEGVADLPAAALAGLVRSAQSENPDRLLLVDLPATNTADQIAVLPNALPAALAAGEPEVAIRDTAVHGRRLT
RPSGSTAAVERPANPSGARSALITGGTGTLGGLVAGHLVVSGRAEHVVLISRSGPGAADAAVLAARLAQAGAS
VRVVACDAADRQELTAVMATIPAQAPLRTVVHTAGVLDDGTVGSLTAQRVAEVLRPKADGAWNLHELTEGLDL
DHFILFSSSAAAFGVPGQOGNYVAANAFLDALAAERRASGLPGISLGWGLWAEVSGLTGQLAESDRSRMSRGGA
LALSADEGLALLDLCLARDEALLVPSRLDLAGLRAQAARSAQVPPLWRALVGAGTGRRSAAGTDDANADSLHR
QLAALPAAERDEMLLNLVRAHVAAVLGHASAEAVEPGRAFTDLGFDSLTAVQLRNRLSTATGLRLPATLVEDY
PTPAALAGHLRGRLGDGPQARTKSATAPAAAETSGAGAPDEPTIATIVGMSCREFPGGTADPEDLWRMLRDGEDAT
SAFPTDRGWDLDGLHDPDAARSGTARTQAGGEFVQDAASEFDAGFFEISPREALAMDPQORLLLELAWEAFERSG
IDPATLRSSPTGTEVGGYTSGYETSVLAEGGTESQGHLMTGIATSVLSGRLAYTFGLEGPAVTVDTACSSALV
ALHLAAQSLRSGECSLALAGGVTVMATPGTFVEFSRORGLAADGRCKAFAAAADGTGFAEGAGLLVIERLSDA
ORNGHPVLAVLRGSATNQDGASNGLTAPNGPSQQORVIRAALANSRLTPGDVDVVEAHGTGTKLGDPIEAQALL
ATYGODRGESDPLWLGSVKSNIGHTQAAAGVAGVIKMVLALQHGQLPRTLHVDEPSPHIDWTGGEVRLLTEPV
PWOANGRPRRAGVSSFGISGTNAHVILEEAPTPPAGAESHVPLAGSGSHVLLPGAESHVPPADPETHAAPPPG
AATAPTAGSVVPSAVPWPLSARTPEALRAQAGRLROQFLLERPELDLVDVGEFSLATTRTAFDHRAVVQGTDRDG
LLAGLAVAAAGVQTRDVVTGTVRAGRKTVEFVFPGTAASPGGPGADVRLDAAAALLEESPVFADRIADCEQALA



PFVDWKVTEVLRAGEAGPALTTPETHRPVLWAVLVALAALWRSAGVHPAAVAGHGVGETAAAQVAGVLTAADA
ARLAVLCGGASAGPGAVQPRPGTVPLYSTRSMDWVDGAELNAEHWLPYPGQEPPAPVRELAEALAGAGLGAYV
EVGPEPVLATALAQALQAEGNGADRDGAPVVTATLRRGELGLRAFTSALAALHVRGVTVDWAAVLAGGRRVDL
PTYAFQRERYWPQPPARTNAEAPAAGSLSPDEQRLWSALAEQDMSALSEVLGTGTPLREDMPLGEVLAYVAAW
RRERTAPDGAAETGAAGAAEGTAPEDADGAGAGWRQRLAEVGPAQQQELLSALVREETAAMLGYGSVDSVPQY
GDVFELGMTSMSAVQLRLRMNELTGLTLPEGFVYDLYMPEAIAEYLLGELTVALREGTPEDR</INSDSeq_S
equence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="43">

<INSDSeq>

<INSDSeq length>5602</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..5602</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gll9">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>VDNQEKLFDYLKKTAAQLQETRKRLHRLEAAEQEPLAIVGMACRFPGGVGSPEEF
WEFLASGGDGVDGEFPTDRGWDLESVYDPDGEREGTSYVAQGAFLREAAEFDAEFFGISPREALAMDPQORLLL
ETSWEALERAGIDPTSLKESATGVFAGGFTSGYGLGISMSQDDSGAEGHVLTGNATSVLSGRVSYVLGLEGPA
VTVDTACSSSLVALHLAAQAVRSGECSLALAGGATVMATPGTFIDFSRQQGLSVDGRCRAFSEDADGTGWAEG
AGMVVVERLSDARRNGHKVLALLRGSAVNQDGASNGLTAPNGPSQQRVIRAALANARLAPADVDVVEAHGTGT
TLGDPIEAQALLATYGRDRGEGDALWLGSVKSNIGHTQAAAGVAGVIKMVLALQHERLPQTLYAEVPSTHVDW
SAGAVRLLTEPAPWPADGDRVRRAAVSAFGMSGTNAHLILEEAPTAQEAEAAEEPKEPETEPDGPAARVLSGE
GAGAVRAWQVSGRSAAAPAAQADRLHGWLTARPELRPADVAWSLATVRTAFEHRAVIVGSDDRAALLTSLESL
AAGTPNGSVVSGTARPGVRPVFVFPGQGSQWLGMGQELARTSPVFAARLAECAAALAPYVDWSLTDVLAGTGY
APALEAADVVQPALWAVMVSLAAVWEAAGVAPDAVVGHSQGETAAATVAGMLSLEDGARVVALRSRALKVLAG
AGGMLSVSRPASEVEERLARFGDRLSLAAVNGPSATVVSGEPGALEELKAEYEAEGARARMVAVDYASHSAQV
DRLEEEITTVLAGVSPRRGRFPMVSAMTGETLTGEELDAGYWYRSLRTTVHFERAVRSLAGQGQRVFIEVSPH
PVLLSAMTDSLEEAAQDAGPGAVPAALCGTLRRDDGGAERLVTSLAEAFVNGAPVDWASVLPAGERVELPTYV
FOQHRRYWPKGPMAGLRODGGDALALGLGAVGHPLFGAAVELAGGDGVVCLGRLSLRTHAWLADHAVGGVVLLP
GTGFVELAVRAGDQVGCGLLEELTLHAPLVLPADGSGVQLQVAVAAPDTEGRRGVRVFSRPEDAADRQPWTLH
AGGTLGPTAAPAPADPDFALWPPQDAVPADVSDVYPVRLAEVYGPAFHGLRAAWRRGADVFAEVALPEEAAQQ
AGAFGLHPALLDAALHASFLAQPAAAQETGQVTMPFAWTDVALHAGGASVLRVRLRODAQGGLSLAAADTTGA
PVVTVGSLVRRPVSAEQLRATRDELSDSLFVQTWAELPDGDAPAGEWALLGADRYGLADGLEAALEAAGVQLR
PFPGLPELVAAAQTGTGAPRTVVVCADALSDEDVFGGSAETSAGKEAPNNSPQPADPARHLPGAAHRAGAAAL
REVOOWLAEPALEDIKLVVVTRGADAITDEDVVDPAAAVVRSLLRSAQAENPDRFLLADLPACDGAPQEAALL
PAALGSEEPEVAVRGRIRYGRRLTRPTGEVTRIQWPSDTRADPAARSLLVTGGTGTLGGLVARHLAATGRAGC
VVLTSRSGPAATGAAAQAAELAQLGVPVRIVACDAADRDALAAVLEQIPAANPLGSVVHAAGVVDDGVIMSLT
PERLSAVLRPKADAAWHLHELTAGLQLDRFVLEFSSAAAVEGSAGQASYVAANAFLDAVAAHRRSTGLTGTSLQ
LGPWAHEAGIGRNLDATSLARIDRGFVPLTADEGLVVLDTALTRDEAVLMPARPDTAALRAQTAAGGEVPPLW
RALAGTSARRTAASGTAAGSGTEAGEALRHRLASVGGTERDRLLLELVLAHAAAVLGHASPDATIDAGRAFTDV
GFDSLTAVELRNRLKAQTGLRLPATLVFDHPTPAALATFLRGELAGDLPATAVPTAPVAAGADEPIAIVGMAC
RFPGGAAGPEQLWHLLDSGTDAIGPFPRDRGWDLDRLOQDPDAERTGVSYQQVGGEFVPDAASFDAGFFGISPRE



ALAMDPQORLLLETSWEAFERAGIDPASVRGSQTGAFIGGYSSRYAHDASLEGTGVAEAHLATGNATSVLSGR
LSYVFGLEGPAVTVDTACSSSLVALHMAAQALRAGECSLALAGGVTVTATPDVEVTFATAGGVSLDGRCRSFA
ASADGSGFAEGVGLLVVERLSDARRHGHKVLAVVRGSAVNQDGASNGLTAPNGPSQQRVIRAALANARLTPGD
VDVVEAHGSATKLGDPIEAQALLATYGRERPEGRPLWLGSVKSNIGHTQAAAGVAGVIKTVLALQHERLPRTL
HVDEPTPHVDWSAGEVRLLAESVPWPGGERVRRAGVSGFGMSGTNVHVILEEAPAEEAEETDTDGISAPVTTA
PAPALLGDGGPTAWLVSGRSAEGLAAQAGRLGEWAAGRAALRPVDVAWSLAATRAVLEYRGVVVAGDRAGLLD
GVRGLAGGELAAPGVVSGVARATGRTVEFVFAGQGAQWAGMGRDLLASSPLFAARLDECAAALAPYVDWSLTEV
LAGAEGAPALEAAEVVQPALWAVMVSLAAVWEAAGVTPDAVVGHSQGEIAAATVAGMLSLDDAARVVAVRSRA
LSGLDVAGAMVSVVMPADAVRELVAGFDGRLSVAAVNGPASVVVSGQAEALASFERELAARKVLRWRIPATDF
VAHSAAVEPLAAQLREELSETIAPQAGRIPMVSTVTGEWLAGEEADAAYWFANLROMVREFEDAVRSLLESGYGA
FIEISPHPVLTAAVTETAQDTDANATPVLSIGTLSQTDAGAAGLLRGFAQAHVAGLPVDWRKVLPAGEVVELP
TYAFQHRRYWLETSTAAAATAATTVSSAAEAQFWAAVESGDRTGLAQALATENEHQLDGLLPALASWRRREQE
RSATESWRYRITWAPVADPAPARLAGRWLLLVPAQEADGEAARQCCAALTARGATVVPVQVPTGTVQRDWIAA
LLDRTQQDAEPASGVLSLLALDETPLPDHPVVTAGLAATLALVQALGDTGIAAPLWVATRGAVATGPDEAPTS
PLOAQIWGFGRIAGLEHPDRWGGLVDLPAVLDERTGGQLATALAGSTENQVALRPSGALGRRLAHAPQSPAAA
TSQSATGTALITGGTGALGGHVAAWLAARGAERLVLTSRSGPAAAGAAAQAAALAARGTRVDVLACDTADRSQ
LAAATGRIGTDGPRFTTVVHTAAVLDDGVVDALSPARLETALAAKAAGAAHLDELTADLDLDAFVLESSVVAT
TGAPGQANYGAANAYLDALAQHRRSRGLPALAVAWGPWAVGVAQGSAAARQRLARNQWEEVMDPDLAVRALGE
ALDGGDTVLTVMNIDWSAILAQPQSSAGLLQAAVMRDLPEVHRLAALLAETPQAPAEPALAERLAGLGRPEQR
RVLSDLVRAGAARVLGHTSPDAVEDRSAFSDLGFDSLTSVELRNDLSAATGLRLPATLLFDHPTPAALTGYLE
TELLGTGPQTPEAPAALPATIAADEPTIATVGMACRYAGGVAGPDDLWQLLTSAGDGISGFPDDRGWDLEALDG
PSYVRHGGFIKDIGGFDAGFFGISPREALAMDPQORLLLETSWEALERSGIAPTSLRSTATGLFIGGYASGYG
YGADFEGAAHLITGTATSVLSGRVSYTLGLEGPAVTVDTACSSSLVALHMAAQALRSGECSMALAGGVTLMVT
PEGFIGFSEQSGLAKDGRCKAFSDQADGMGMAEGAGVLVIERLSDAQRNGHPVLAVLRGSATNQDGASNGLTA
PNGPSQQORVIRAALANSRLTPGDVDVVEAHGTGTKLGDPIEAQALLATYGODRPEGRPLRLGSVKSNIGHTQA
AAGVAGVIKMVLALQHEQLPRTLHVDELSSHVDWTAGEVEVLTEPVPWPSGGRVRRAGVSSFGLSGTNAHVIL
EEAPAPAVTQDGESPAETFEGTGAEGTVLVPGVAPAWLVSGRSAAGLAAQAERLRDWLAARPELESADVAWSL
AAGRSVFEHRGVVVGTGRAELLGGVGSLASGVPGGSVVSGVARSNVRPVFAFAGQGSQWVGMGRELAGVSPVE
AARLAECAAALAPYVDWSLSDVLAGAEGAPALEAADVVQPALWAVMVSLAAVWEAAGVAPEAVVGHSQGETIAA
ATVAGMLSLEDGARVVALRSRALKVLAGAGGMLSVSRPAAEVEERLVRFGDRLSLAAVNGPSATVVSGEPAAL
EELQSEFEAEGARARMVAVDYASHSAQVDRLEEEITTVLAGISPRRGRIPMVSAMTGETLTGEELDAGYWEFRS
LRATVHYDRAVRVLAGRGHQVFVEVTPHPVLMGAMNDTLEEVAQETGPGAEPAAVCGTLRRDDGGAERLLLSL
AEAFVNGAELDWQAVLPAGRRVELPTYAFQHERFWPKVAAAFGGDPVSLGLGAVGHPLLGAAVELAGGAGLVC
TGRLSVRTHPWLADHAVGGVVLLPGTGFVELAVCAGDQAGCGVLEELTLQAPLVFPEDGSAVQVQVVLAGPDA
EGRRSVEVEFSRVDVAGQSQGWTQHASGVLAPAGPVAAAEEDFAVWPPRDATTVDISGLYQAAGANSYGYGPAF
QGLRAVWRRGQEIFAEVALPEQVAEDAAAFGVHPALLDAVLHASALLDAEGEPGEIRLPFAWTGVELYASGAS
VLRARLRRDAQGTLTVSAADAAGQPVISVASLITRPVDTGQLRTADTGMADALFGVEWAAVAAAEAAAGEWAL
IGADRFDVAGQLTAAGTQVRCFAGLEELAAAAADREIDPAFVLVCAGDEGRGEEDPARAAARVTGEMLGLVQE
WLAEERLAESRLVVLTRGAVAVSASEGVADLPAAALAGLVRSAQSENPDRLLLVDLPATGTTDQAEVLPLAVA
TGEPELALRNGAVHARRLVRPSAELPVPEGRWRLEPDAGGSLEGLSLLAAPEADGALAAGQVRVAVRATGLNF
RDVLIALGMYPGGGVLGSEIAGTVLEAGPGVDHLVPGDRVMGLGEGGFGPVVVTDARQLVRVPDGWSYAEAAS
VPSAFMTAWYALVELAGAKPGQRVLVHAATGGVGMAAVQIARYLGLEVFATASPGKWSVLASMGLDAEHVSSS
RTAAFEADFLAATDGAGVDIVVNSLAGELTDASLRLLPRGGAFVEMGRTDVRDAQAVAAEQPGVTYRPFELSE
AGPAALGTILERVVALLSTGELQQLPLRAWGVRQARDAFREFMQQARHTGKIVLTIPAHLSATQPESARSGARS
ALITGGTGTLGGLVAGHLVVSGRAEHVVLTSRSGPGAAGVAALAARLAQAGASVRVVACDAADRQELAAVVAT
IPAQASLRTVVHTAGVLDDGTVGSLTAQRVAGVLRPKADGAWNLHELTQGLDLDHEFVLESSAAATEFSSPGQGN
YVAANAFLDALAAKRRAAGLPATSLAWGMWADASALTGQLSESERARISRGGVMALSADEGLALLDLALARDE
ALLMPAKLDLAGMRAQSAGSTEVPPLFRALVSAGSGRRSAAGAGDAGADSLHQRLSGLSGQERTRLLIDLVRT
QAAAVLGHASAEAVEPGRAFTDLGEFDSLTAVELRNRLSTATGLRLPATLVEDYPNTLELAAFLKEKLLPQIVE
HGEPDAAEEKLRTALATVPLSRFREAGLMEALLRLAGVQDDALLAEEGDQGEDIDELDADSLIRLALGGETE<
/INSDSeq sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="44">

<INSDSeq>

<INSDSeq length>7930</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>



<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..7930</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl20">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>VSDENKLRSYLKRATADAQDARARLREVQEQAAEPVAIVGMGCRFPGGAGSPEDF
WKLLASGGDAVGGEFPTDRGWDLEGIYDPDGERENTSYVAQGAFLOGATEFDAGFFGISPREALAMDPQORLLL
ESAWEALERAGIDPASLKESATGVFAGGFASGYGIGLSWAAGEGGSGVEGHLMTGNATSVLSGRLSYALGLEG
PAVTVDTACSSSLVALHLAVQALRLGECSLALAGGVTVLVSPGTEVEFSROOGLSADGRCRAFSEDADGTGWA
EGVGMLVVERLSDARRNGHKVLAVLRGSAVNQDGASNGLSAPNGPSQORVIRAALASAGLSASEVDVVEAHGT
GTTLGDPIEAQALLATYGQDRREGRPLWLGSVKSNIGHTQAAAGVAGVIKMVLALQHGQLPRTLHADVASSHV
DWSAGEVRLLTESVPWPVGERPRRAGVSAFGISGTNAHVILEEAPPVETGEADGSAEAGSGTAGSGGPAGSVA
DAAPVLAGAGAWVVSGRTAEALSAQAGRLREWVAARPGLGAADVAWSLAATRSAFEHRAVVLGSERGALLDGV
HSLAAGTSSPVVVSGVARPDVRVGLIFAGQGAQWVGMGRGLYAGSAVFAEVFDRVCGLLELELGAGVRLRDVV
LGAEGVDAGLADRTLYAQAGLFAFEVALAAVLKAVGVVPDAVVGHSVGEVAAAHVAGVLSLPDACALVAARAR
LMQELPSGGAMAAVNAAEADVIASFDEVSGEVAVAAVNGPESVVVSGTADTVDAVVELWRGRGCRVRRLRVSH
AFHSPAMDPVLDELDGVAQGLVYHRPEVMWAGALTGELVSDPOQAGYWPAQTRQAVRFADAVATLAREGVSVFEL
EVGPDGSLSSLGPDAVAGVEGAEAAFVPLORRTEDGATDLETGLARAFVNGAPVDWTRVLPAGEQVELPTYAF
RHORYWPEGIVSLMPPTAGGANRITAGTEAEAEFWAAVEGEDLTRLAETLDVDGDRPFSEVLPALASWRRRDL
ERSLTADWRYRTTWAGVAEPDARVLSGTWLVAVPAGAAAVGLAQGCTEALRARGAEAVVVEIPAGTVDRAGLA
ALLTGAADASAVSGVLSLLALDETPLPDHSAVPAGLAATLALVQALGDAGFEVPLWVVTSGAVAAGAEEVLAR
PVOQAQVWGLGRVVALEHPERWGGLVDLPESLDERAGARLVAVLAGYGENEVALRPSGILGRRLAHVSGRGARE
RWAPRGTVLVTGGTGAIAGHVSRWLAGRGADRVVLAGRSGPAAADVAAQAAELAAAGVHVDVISCDVSERGPL
TNLLSWIGSSGPELSSVMHTAGVLDDGVLDRLSVSRLOSVLAVKVHGAVLLDELTVDLDLDAFVLESAAAATL
GGPGQGNYAAANAFLDALAENRRARGLAGLAVAWGPWAGGGMADSNEAVRSRMRKMPMPPMDPQLAVRALAEA
LOGPDAAVAVMDVDWAQLASDAGATGMLKRPLVRDLPEIRQLLAAAGNTVTVAPAEGELARQLAGLDRAEQER
MLADVVRGEAAVVLGYGSADAVEDRRAFKDLGEFDSLTAVELRNRLNAATGLRLPSTLVFDYPTPLALAAFLRD
ELTGQOKGTAAPVITVVAAPADEPLAIVGMACRFPGGVGSPEEFWEFLASGGDGVGDFPADRGWDLESVYDPE
GEREGTSYVAQGAFLREAAEFDAGFFGISPREALAMDPQORLLLETSWEALERAGIDPASLKESATGVEFAGGE
TSGYGFGLSLANQGDSGAEGHSLTGNATSVLSGRVSYVLGLEGPAVTVDTACSSSLVALHLAAQAVRSGECSL
ALAGGATVMATPGTFIDFSROQGLSADGRCRAFSEDADGTGWAEGAGMVVVERLSDARRNGHKVLAVLRGSAV
NODGASNGLTAPNGPSQORVIRAALANARLAPGDVDVVEAHGTGTTLGDPIEAQALLATYGRDRGDRDALWLG
SVKSNIGHTQAAAGVAGVIKMVLALQHERLPOQTLYAEVPSSHVDWSAGAVRLLTESAPWPADGDRVRRAAVSA
FGMSGTNAHLILEEAPTAQEAEAVEGPKEPVVPVVTGAGAWVLSGRTAEALSAQAGRLREWVSLRPALRPVDV
AWSLAATRSVFEHRAVVVGGDREQVLAGLGSLASAASSGSLVSGVARSNARPVFAFAGQGSQWVGMGRELAGV
SPVFAVRLAECAAALAPYVDWSLTDVLAGAEGAPALEAADVVQPALWAVMVSLAAVWEAAGVAPEAVVGHSQG
ETIAAATVAGMLSLEDGARVVALRSRALKVLAGAGGMLSVSRPAAEVEERLVRFGERVSLAAVNGPSATVVSGE
PAALEELQSEFEAEGARARMVAVDYASHSAQVDRLEEEITTVLAGISPRRGRVPMVSAMTGETLTGEELDAGY
WYRSLRATVHYDRAVRVLVGRGHQVEFVEVTPHPVLMGAMNDTLEEVVQDAGAEPAAVCGTLRRDDGGAERLLT
SLAEAFVNGAPVDWQAVLPAGEQVELPTYAFRRRRFWPEGMLVLPMPGSATAGAGASTDAEAAFWAAVEDGDL
SGLGDALALEGGRPFNEVLPALASWRRRERDRSTTAGWRYRTGWSVIAEPDVRLLSGTWLIAVPAGTAAAELA
ODCVGALSARGAEAVVVEVPVGSVNRGELAALLTVAADASAVSGVLSLLALDEAPIPGHPVVPSGLATTLGLV
OALGDAGIEAPLWVATSGAVAAGRGEVLARPVOAQVWGLGRVVALEHPERWGGLVDLPETLDERAGARLVAVL
AGCGENEVAIRAAGILGRRLAHVSGRGARESWVPRGTVLVTGGTGAIAGHVSRWMAGRGAERLVLTSRSGPAA
LGAAALAAELAAAGSAVEIVACDVSERAGLAGLLDWIDASGPRLSSVMHTAGVLDDGVVDRLDTARLETVLGV



KAHGAVLLDELTAGLDLDAFVLESSAASTLGGPGQGNYAAANAFLDALAENRRGRGLAGLAVAWGLWGGGGLG
ESSEVIRSRMRRMPMPPMDPQLAVRALGEALDGPDAVVTVMEVDWAQLASDAGVTGMLKRPLVRDLPEIRELS
AASGRAPALAPVEGELAARVAGLSRSEQDRVLTGVVRAEAAVVLGHDSADGVQARQAFKDLGEFDSLTSVELRN
RLNAATGLRLPATLVFDHPTPVALAAFLRGEMIGGHPDAADSGTSAIQTAVDGTPPAADEPLAIVGMACREPG
GASSPEEFWELLASGGDAVGGFPTDRGWDLEGIYDPDGERENTSYVAQGAFLORAAEFDAGFFGISPREALAM
DPOORLMLETSWEALERAGIDPWSLRGSSTGVFAGGFTTGYGLGVSAAAGEGGSGVEGHLMTGNATSVLSGRV
SYVLGLEGPAVTVDTACSSSLVALNLAAQSVRSGECSMALAGGVTVMATPSSEVEFSROQGLSADGRCRAFAD
DADGTGWAEGAGVLVVERLSDARRNGHRVLAVVRGTAVNQDGASNGLSAPNGPSQQRVIRAALANARLSAAEV
DVVEAHGTGTTLGDPIEAQALLATYGKDRGESDPLWLGSVKSNIGHTQAAAGVAGVIKMVLALQHGQLPRTLH
ADVASSHVDWSAGEVRLLTESVPWPVGERPRRAGVSAFGISGTNAHVILEEAPPVEAGEPVEAGSGTAGAVAG
AGAWVVSGRTAEALSAQAGRLREWVSARPELGAADVAWSLAATRSAFEHRAVVLGTERDALLSGLHKLAAGTS
SSEVVSGMARPDARVGLIFAGQGAQWAGMGRGLYAGSAVFAEAFDRVCGLLELELGAEVRLRDVVLEGDGEAA
GLADQTLYAQAGLFAFEVALAAVLKAAGVVPDAVVGHSVGEVAAAHVAGVLSLSDACALVAARARLMQELPSG
GAMAAVNAAEADVIASFDGVSGEVAVAAVNGPESVVISGATEAVDAVVELWRDRGCRVRRLRVSHAFHSPAMD
PVLDELRTVAEGMEFRRPEVMWAGALTGDLVSDPQAGYWPAQTRQTVRFADATIATLATDGISVEFLEVGPDGSL
SSLGPDAVVEVDGAEPAFLPLORRDDEGATGLLTGLARAFVNGAPVDWTRVLPTGEHVELPTYAFRHQREFWPE
APAALSANTSATARDGAGSAAESAFWSAVESGDLEQLADTLAVDGDRPFHQVLPALASWHRRELDRSATADWR
YRTVWSPVAELDARVLSGTWLVAVPTESAAADLAQDCIEALSARGAEAVVVEVPAGTVDRVELAALLTDTVDA
SAVSGVLSLLALDETPLPDHSAVPAGLAVTLALVQALGDAGIEVPLWVATSGAVAAGAEGALARPVQAQVWGL
GRVVALEHPERWGGLVDLPESLDERSGARLVAVLAGCGENEVALRPSGILGRRLARVTRHGSEENWTPRGSVL
ITGGTGAIAGHTARWLCGEGAERLVLTSRSGPAAEGVAALAAELAEAGSTVAVVACDVSERAPLSDLLDWIGR
SGPELSSVMHTAGVLDDGVVDRLDTARLETVLGVKVRGAVLLDELTADLDLDAFVLESAAAATLGGSGQGNYA
AANAFLDALAEERRARGLNALAVAWGPWAGGGMAASSGAVRARVERGAMPPMDPRLAVRALAEALQGPDAAVA
VMDVDWTQLASGPGAVELLKRPLVRDLPEIRQLLAAAGNTVTVAPAEGELARQLAGLDRSEQERLLTEVVRAE
AAAVLGYGSADAVEDRRAFKDLGEFDSLTAVELRNRLNAATGLRLPSTLVEFDYPTPLALAAFLRGELTGGELDT
AGAPVATVAAAPADEPLAIVGMACRFPGGVGSPREFWELLTSGGDAVGDFPSDRGWDLDGLIDPEGEREGTSY
VAQGAFLREAAEFDAGFFGISPREALAMDPQORLLLETSWEALERAGIDPASLRESATGVEFAGGFTSGYGLGL
SLSHOGDSGAEGHSLTGNATSVLSGRVSYVLGLEGPAVTVDTACSSSLVALHLAAQAVRSGECSLALAGGATV
MATPGTFIDEFSRQQOGLSADGRCRAFSEDADGTGWAEGAGMVVVERLSDARRNGHKVLAVLRGSAVNQDGASNG
LTAPNGPSQQRVIRAALANSGLTTADIDVVEAHGTGTTLGDPIEAQAVLATYGRGRAEDRPLWLGSVKSNIGH
TOQAAAGVAGVIKMVLALQYGQLPRTLHAEVPSSHVDWSAGAVRLLNEQLAWPSDDDRVRRAAVSAFGMSGTNA
HLILEEAPAPEPAEVIDGLEDATTPKAAALAADAGIGAWVLSGRTADALAAQAGRLREWTATRPELAPADVAW
SLAATRSVFEHRAVVVGGEREQVLAGLGGLTSGIPAGSVVSGVARSHARPVFAFAGQGSQWVGMGRELAEVSP
VEFAARLAECAAALAPYVDWSLADVLAGAEGAPALEAADVVQPALWAVMVSLAAVWEAAGVAPEAVVGHSQGET
AAATVAGMLSLODGARVVALRSRALKVLAGAGGMLSVSRPVAEVEERLVREFGERLSLAAVNGPSATVVSGEPE
ALEELKAEFEAEGARARMVAVDYASHSAQVDRLEEEITSVLAGISPRRGRVPMVSAMTGETLTGEELDVGYWY
RSLRATVHYDRAVRVLAGRGHQVEVEVTPHPVLMGAMNDTLVDLAPDAGGEPAAVCGTLRRDDGGAERLLTSL
AEAFVNGATVDWQTVLPAGDQVELPTYAFRRRREFWPEGMLVLPMPGSATTVAGAGTEAEAGFWAAVEDGDLAR
VAETLALEDAGQLGAVLPALASWRRRELDRSATADWRYRTVWSPVAEPDARVLTGTWVVLASAGCSEELRHQC
VTALTARGAEAVVVEVPAGTVDRAGLTALLTGAAADPSAISGVLSLLALDESVLPDRPVVNAGLAATLGLVQA
LGDAGVEAPLWVATSGAVAAGRGEMLSHPVQAQVWGLGRVVGLEHPERWGGLVDLPETLDERAGARLVAVLAG
CGENEVAIRAAGILGRRLAHVSGRGVGESWSPRGTVLVTGGTGAIAGHVSRWLAGRGAERLVLAGRSGPAAAD
VAARAAELATGGVHVDVISCDVSERGPLTNLLGWIGSSGPELSSVMHTAGVLDDGVVDRLDTARLETVLGVKA
HGAVLLDELTANMDLDAFVLESSAASTVGGPGOQGNYAAANAFLDALAENRRGRGLAGLAVAWGLWGGGGLGES
SEVIRSRMRRMPMPPMDPQLAVRALGEALDGPDAVVTVMEVDWAQLASGAGAADMRVRPLVRDLPEIRELSAA
SGRAPALAPVEGELAARVAGLSRSEQDRVLTGVVRAEAAAVLGHASSDGVQARQAFKDLGEDSLTSVELRNRL
NAATGLRLPATLVEFDHPTPTALATFLRGELTGQVPEAVAATPVPAAPAADEPLAIVGMACREPGGASTPEGEW
ELLASGGDAVGGFPTDRGWDLEGIYDPDGERENTSYVAQGAFLRGAAEFDAGEFFGISPREALAMDPQORLMLE
TSWEALERAGIDPSSLRGSSTGVFAGGFASGYGLGVSAAAGEGGSGVEGHLMTGNATSVLSGRVSYVLGLEGP
AVTVDTACSSSLVALNLAAQAVRSGECSMALAGGVTVMATPGTFIDEFSROQQOGLSADGRCRAFSEDADGTGWAE
GAGMLVVERLSDARRNGHKVLAVLRGSAVNQDGASNGLTAPNGPSQQORVIRAALASAGLSASEVDVVEAHGTG
TKLGDPIEAQALLATYGRDRGDRDALWLGSVKSNIGHTQAAAGVAGVIKMVLALQHGQLPRTLHADVASSHVD
WSAGEVRLLTESVPWPVGERPRRAGISAFGISGTNAHVILEEAPATEARSEGAGQEPVAALEGAGAWVVSGRT
AEALSAQAGRLREWLTARPELRPADVAWSLAATRSAFEHRAVVLGTERGALLDGVHSLAAGTSSPVVVSGVAR
PDIRVGLIFAGQGAQWAGMGRGLYAGSAVFAEVEDRVCGLLELELGTEVRLRDVVLNSDDAAAGLADQTLYAQ
AGLFAFEVALAAVLKAAGVVPDAVVGHSVGEVAAAHVAGVLSLPDACALVAARARLMOELPPGGAMAAINAAE
ADVIASFDGVSGEVAVAAVNGPESVVISGAAEAVDAVVELWRDRGCRVRRLRVSHAFHSPAMDPVLDELRTVA



EGMEFRRPEVMWAGALTGDLVSDPQAGYWPAQTRQTVRFADAVAALAAEGISVFLEVGPDGSLSSLGPDAVAE
VDGAEPAFLPLQRRDDEGATGLLTGLARAFVHGVPVDWTRVLPTGEHVELPTYAFRHQRFWPEAPAALSAGVS
ASGRDGAGSAAESAFWSAVESGDLEQLADTLAVDGDRPFHQVLPALTQWRRRDLERSTTAGWRYRMVWEPVAE
PDPGALTGTWLVVVPAQSAAAELAQGCADALSARGAEVAVVEIPAGTMDRGELAALLGKAADPSAVSGVLSLL
ALDETPLPDHSAVPVGLAATLALVQALGDADIQAPLWPVTCGAVAAVPGEVPAGTVQAQVWGLGRVIGMEHPD
RWGGLVDLPEVLDQRAAARLAAVLGGCGEDQVAVRATGILGRRMRHAAEAGPGEGHWTPRGSALITGGTGAVG
GHVARWLAEADAARVVLTGRSGPAAGGVAVTAAELAARGTRVDVVACDVSDRSALAGLVSWIGTSGPALSTVL
HTAAVLDDGVVDRLSAERLQTVLAAKAAGAAHLDELTAGLDLDAFVLESSAASTLGSAGQGNYAAANSYLDAL
AENRRARGLTGLSVAWGQWGGGGMADSKEATIRERMKKLPLSAMDPRSAVRALGESLHGPDPVVTVMDVDWAVL
AQSAANLTEVPLVRDLPAVRRLATAGSRAVEQPASPEGELARRLAGLDRAGQERTLTDLVRAEAAMVLGHPSA
EAVODQQAFKDLGFDSLTAVELRNRLNTATGLRVPVTLIFDHPTPVAVAAWLRTELAPDEPTALPVLDDLDRL
EAGLLSAAPDQDTNERITRRLQSILSNWIEKQGRSDSGSGGVEIESATPDEMFEFLDRELGLSD</INSDSeq
__sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="45">

<INSDSeq>

<INSDSeq length>6614</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..6614</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gl21">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MADEEALRDYLKWVTTDLYNTROQRLREVEERSHEPTAVVGIGCRYPGGVDTPEDF
WNLLATARDGIADIPTDRGWDLAQLRVQODPDGSTRLPEGGFISDASGFDAAFFGISPREAVAMDPQORLLLEV
AWEALERSGIDPHVLRGSQTGVFAGASLSGYGEFGTDEDLDVHLMTGTSTSVISGRVSYALGLEGPAVTVDTAC
SSSLVALHLAAQSVRSGECSLALAGGVTVTTVPVMEFTQFSKQLGLAGDGRCKAFSADADGMGISEGAGMVVLE
RLSDARRNGHPVLAVIRGSAINQDGASNGLAAPNGPSQQRVIRAALANARLSTADVDLVEAHGTGTTLGDPIE
AQALLATYGQGRAEDQPVRLGSVKSNIGHTQAGAGIAGVIKLVLALQHQOMPQTLHAAEPSPHIDWSAGNIEL
LTQAHPWPLGERVRRGGVSSFGVSGTNAHVIVEEAPAEEPAEAQTGTDGEDGTDTAPODTGSHTAEPLLPESG
AWLVSARTAEALSAQAGRLREWVAARPELGAADVAWSLAATRSAFEHRAVVLGSEREELLSAVADLAAGVPSS
VVVSGVARSDVRVGLIFAGQGAQWVGMGRGLYAGSAVFAEVEFDRVCGLLELELGTAVRLRDVVLGAEGVDEGL
ADQTLYAQAGLFAFEVALAEVLKAAGVVPDAVVGHSVGEVAAAHVAGVLSLPDACALVAARARLMQELPSGGA
MAAVNAAEADVIASFDEVSGEVAVAAVNGPESVVISGATEAVDAVVELWRDRGCRVRRLRVSHAFHSPAME PV
LDELRTVAEKLEFRRPEVMWAGALTGELVSEPQAGYWPAQTRQTVRFADATIATLATDGISVFLEVGPDGSLSS
LGPDAVADVDGAEPAFVPLOQRRTEDGATDLETGLARAFVHGAPVDWKRVLPAGEQVELPTYAFRHQRYWPKGM
MALPGTVKPGAGDPAELGLEAVGHPMLRAVVELAGEDQLVCTGRLSARTQTWLADHMVGGVTLLPGTGEFVELV
VSAGHQAGSPLLTELTLHEPLVLPAEGPGTQIQVVVGEGDEDGNRQVDVFARPDRSEEEHSWVRHATAVVAPA
RIPAPDAVRTPADLTAWPPRNARALDIDDLYAVQLADVYGPAQQGLQAVWQRGADIFAEVALPSDAGAAAPYA
LHPVLLDAALLADRVAGQAQGRATDDGPDRIRLPHAWSGVELHAAGASVLRVRLRRNPDGTLAVTAADPTGAM
VLSVESVRTRPLSADELQSDDAWTRDALFTVEWLPLHRSGSSNSSQATAPAPDGPWALTGADRFAVAEQLTAA
GTPVRGYAGIAELVAAVGAGETVPSTVLACLSGTSTHSGPAGTDTHGIAEAARQVTTEALILAQDWLAAPELE
AAKLVLVTRGGVLVHPGEQAVDPAAGAVWGLLRSAQMEHPDRFVLADLPADGSAGDTAALPAALASGEPEVAV
ROOSGYARRMVRPTVTDRTAPAPASAEAHPRTVLVTGGTGTLGGVVARHLAATGRADETLLLSRSGPAAPGAA



ALAARIAAHGADVRVIACDAADRDALAGVLDTIPADRPLRSVVHTAGVIDDGLIGSLSAEQLAAVLRPKADAA
WHLHDLTRHLDLDHFVLEFSSVAAAFGGAGOGNYAAANAFLDTLAGHRRAAGLAGTALAWGPWMPEAGIGRDLD
EVMLRRMTGSGLTALDEHQGLTLLDLALERTEALLVPARLNKAALRAQAAATGIPALWTELADDLAPRRAAVT
SAAGASAAGTSDQLRAHLAAQLGPERDRLLLDLVRSHAAAVLGHPSGDAIEAGRPFTDLGEFDSLIAVEFRNRL
NAATGLRLPSTLVFDHPNPTALARLLHEQLTDDLPQGAAPAAPQAAFAYAADEPIAIVGMACRFPGGVTSPEQ
LWOMLADGTDGLSTFPTDRGWDLEALYDPDIEHAGTSYTQVGGFLODAGAFDAGEFFGISPREALAMDPQORLL
LETSWEALERAGIDPATLRSSRTGAFVGGYGSSYLAVSVTDEEELENLGAHLMTGNAASVLSGRVSYTLGLEG
PAVTVDTACSSSLVALHLAAQALRTGECSLALAGGVTIMASPDGFLAFSHARGLAADGRSKAFSDQADGMGMA
EGAGMLVVERLSDARRNGHPVLAVLRGSAINQDGASNGLTAPNGPSQQRVIRAALANSGLSTADIDVVEAHGT
GTTLGDPIEAQALLATYGQODRGDRGSLLLGSVKSNIGHTQAAAGVAGVMKMVLALQHERLPQTLYAEVPSSHV
DWSAGEVRLLTEPVPWPSGGERVRRAGVSSFGISGTNAHVILEEAPAGEGVEAVEEAGEPGEPVVPVVTGAGA
WVLSGRTAEALSAQAGRLREWVSARPALRPVDVAWSLAATRSVFEHRAVVVGGDREQVLAGLGGLASGEPSGA
LVAGTARSDVRPVFAFAGQGSQWVGMGRELAEVSPVFAGRLAECATALAPYVDWSLTDVLAGAEGAPALEAAD
VVQPALWAVMVSLAAVWEAAGVAPDAVVGHSQGEIAAATVAGMLSLEDGARVVALRSQALKVLAGAGGMLSVS
RPASEVEERLVRFGERVSLAAVNGPSATVVSGEPAALEELQSEFEAAGARARMVAVDYASHSAQVDRLEEEIT
TVLAGISPRRGRVPMVSAMTGETVTGEELDAGYWYRSLRATVHYDRAVRVLAGRGHQVFVEVTPHPVLMGAMN
DTLVDLAQEAGPGAEPGAVCGTLRRDDGGADRLVASLAEAFVNGASVDWAAVLPVGEQVELPTYAFRRRRYWP
EGMLALPTGGSLAAGGEGASPDAESAFWAAVEGGDLSGLGDALALEGGRPEFNEVLPALASWRRRERDRSTTAG
WRYRTGWSVIVEPDVRLLSGTWLIAVPAESAAVELAQDCVGALSARGAEAVVVEVPAGSVDRSELAALLTGAA
DPSAISGVLSLLALDEMPLPDRPVVNAGLAATLGLVQALGDAGVEAPLWVATRGAVAAGRGEALARPVQAQVW
GLGRVVGLEHPERWGGLVDLPETLDERSGARLVAVLAGCGENEVAVRRAGILGRRLSSVPHSSGPDKGWTPRG
TVLITGGTGAIAGHVARRLAGRGAERLVLTSRSGPAAAGAAALAAELAAAGSAVEIVACDVSERVGLAGLLDG
IDASGPRLSSVLHTAAVLDDGVVDRLSVARLAPVLEVKAHAAALLDELTAHLDLDAFVLESSAASTLGGPGQG
SYAAANSYLDALAENRRARGLAGLTVAWGLWGGAGLAQSNEAIRSRMRRTAMPPMDPQLAVEALTIEAMDGPDA
AVTVMDFDPQOLGAAPGTAHVLEMPLVRDMPEIRRLAAARAGNGSTGPAFRADGELAARLAGLSRSEQDRILT
DVVRAEAAAVLGHDSADEVQARQAFRDLGEFDSLTSVELRNQLNAATGLRLPATLVFDHPTPVALAAFLHGELT
GOQVTQTAAAAPVSATPAADEPLAIVGMACRFPGGASTPEEFWELLASGGDAVGGEFPTDRGWDLDGEFDPDRHG
SGTSYTDSGAFLRGAAEFDAGFFGISPREALAMDPOQORLMLETSWEALERAGIDPSSLRGSPTGVFAGGEGSG
YAIGMALTGQDGSGVEGHLMTGNSTSVLSGRVSYALGLEGPAVTVDTACSSSLVALNLAAQALRSGDCSMALA
GGVTVMATPFSEVEFSRQQOGLSADGRCRAFSEDADGTGWAEGAGVLVVERLSDARRNGHRVLAVVRGTAVNQD
GASNGLSAPNGPSQQRVIRAALANAGLSSSEVDVVEAHGTGTKLGDPIEAQALLATYGRDRGDRDALWLGSVK
SNIGHTQAAAGVAGVIKMVLALQHGQLPRTLHADVASSHVDWSAGEVRLLTESVPWPVGERPRRAGVSAFGIS
GTNAHVILEEAPAIEARSEGAGQVPVAALEGAGAWVVSGRTAEALSAQAGRLREWLTARPELRPADVAWSLAA
TRSAFEHRAVVLGTEREELLSDLHSLAAGTSSPVVVSGVARPDVRVGLVFAGQGAQWAGMGRGLYAGSAVFAE
VEDRVCGLLELELGAAVRLRDVVLNSDDAAAGLADQTLYAQAGLFAFEVALAAVLKAAGVVPDAVVGHSVGEV
AAAHVAGVLSLPDACALVAARARLMQELPSGGAMAAINAAEADVITSFDEVSGEVAVAAVNGPESVVISGATE
AVDAVVELWRDRGCRVRPLRVSHAFHSPAMDPVLDELRTVAEGMEFRRPEVMWAGALTGELVSDPQAGYWPAQ
TROAVRFADAVATLAREGVSVFLEVGPDGSLSSLGPDAVADVEGAEAAFVALQRRDEEGVAGLLSGLARAFVN
GAPVDWTRVLPAGEHVELPTYAFRHQRYWPEGVLPLMPSAVATVAGAGTEAEAGFWAAVEDGDLARVAETLAL
EDAGQLDLVLPALASWRRRELDRSATADWRYRTVWSPVAEPDARVLTGTWVVLAPAGCSEELRHQCVTALTAR
GAEVVVVEVPAGTVDRAGLTALLTGAADASTVSGVLSLLALDETPVPGYPVVPVGLAATLGLVQALGDAGVEA
PLWIATRGAVAAGRGEALARPVQAQVWGLGRVVALEHPERWGGLVDLPETFDERSGARLVAMLAGCGENEVAL
RPSGILGRRLAHVSGRGARERWAPRGTVLVTGGTGAIAGHVSRWLAGRGAQRLVLTSRSGPAAVGAAALAAEL
AAAGSAVEIVACDVSERAGLAGLLDWIDASGPRLSSVMHTAGVLDDGVVDRLDTARLETVLGVKAQGAVLLDE
LTADLDLDAFVLESAAAATLGGSGQGNYAAANAFLDALAEERRARGLNALSVAWGPWSGGGMAASSGAVRARV
ERGAMPPMDPRLAVRALAEALRGPDAAVAVMDVDWTQLASGPGAVELLKRPLVRDLPEIRDMAAAGGGSTAAG
RVEGELARQLAGLDRAEQERTLADVVRGEAAVVLGYGSADAVEDRRAFKDLGEDSLTAVELRNRLNAATGLRL
PSTLVFDYPTPLAMAAFLRGELTGGELDTAGASAATVVAAPADEPLAIVGMACREFPGGVGSPEEFWEFLASGG
DGVGDFPSDRGWDLESVYDPEGEREGTSYVAQGAFLREAAEFDAGFFGISPREALAMDPQORLLLETSWEALE
RAGIDPASLKESATGVFAGGFTSGYGLGVSMSQODDSGAEGHVLTGNATSVLSGRVSYVLGLEGPAVTVDTACS
SSLVALHLAAQAVRSGECSLALAGGATVMATPGTFIDFSRQOGLSIDGRCRAFSEDADGTGWAEGAGMVVVER
LSDARRNGHKVLAVLRGSAVNQDGASNGLTAPNGPSQORVIRAALANARLSAAEVDVVEAHGTGTKLGDPIEA
QALLATYGRDRGERDALWLGSVKSNIGHTQAAAGVAGVIKMVLALQHEQLPRTLHAEVPSSHVDWSAGAVRLL
NEQLAWPSDGNRVRRAAVSAFGMSGTNAHLILEEAPAPQDGEAVEEHGEPVVPVVTGASAWVLSGRTAEALSA
OQAGRLREWTATRPELAPADVAWSLAATRSVFEHRSVVVGTGRAELLGGVESLATGVPAGSVVSGVARSHARPV
FAFAGQGSQWVGMGRELAEVSPVFAGRLAECAAALAPYVDWSLTDVLAGAEDAPALEAADVVQPALWAVMVSL
AAVWEAAGVAPEAVVGHSQGEIAAATVAGMLSLODGARVVALRSRALKVLAGAGGMLSVSRPASEVEERLARF



GDRLSLAAVNGPSATVVSGEPAALEELQSEFEAEGARARMVAVDYASHSAQVDRLEEETITTVLAGISPRRGRT
PMVSAMTGEILTGEELDAGYWFRSLRATVHYDRAVRVLAGRGHQVFVEVTPHPVLMGAMNDTLVDLAQDAGGE
PAAVCGTLRRDDGGAERLLTSLAEAFVNGAPVDWQTVLPAGDQVELPTYAFRRRRFWPEGMLVLPIPGSATTG
STSAGGGASTDAEAAFWAAVEDGDLSGLGDALALEGGRPFNEVLPALASWRRRERDRSTAAGWRYRTGWSATIA
EPDARVLSGTWLMVVAAGVDGGAAQQCAAALSARGAEAVMIEVAAGSVDRSELAALLTGAADPSATISGVLSLL
ALDETPLPDRPVVNAGLAATLGLVQALGDTGIEAPLWIATRGAVAAGRGEALARPVQAQVWGLGRVVALEHPE
RWGGLVDLPETFDDRSGGRLVAVLAGCKENEVATIRTAGTLGRRMSRVPRRSPRTPWSPRGTVLVTGGTGAIAG
HVSOWLAGRGAERLVLAGRSGPAAADVAARAAELATAGVRVDVISCDVSERGPLGSLLGWIGSNGPELSSVMH
TAGVLDDGVLDRLTTPRLETVLGVKAHGAALLDELTADLDLDAFVLFSSAASTLGGPGQGNYAAANAYLDALA
ENRRARGLAGLAVAWGLWGGGGLGESNEATRSRMRRLPMPPMDPQLAVRALGESLDGPEPTVTVMDFDWQQOLG
SAPGSADELDLPLVRDIPEIRRLAAERAAAGSVSRSDSRGELAARLAGAGRSEQDRILTDVVRAEAAAVLGHD
SADGVQARQAFKDLGFDSLTAVELRNRLNAATGLRLPATLVFDHPTPTALAGWLRTELAPEETAAVPLLAELD
RLEAALRSGPVDDPVREEATSRLRRLLDTIGEQAADQGRKRQTTDIDAASDEELFALVDGLE</INSDSeq_S
equence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="46">

<INSDSeq>

<INSDSeq length>3245</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..3245</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="gl22">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MSEEKLRYFLKRVTANLHETRORLQEMEAAGGEPTIALVGMACRFPGGVRSPQDLW
QLLDAGRESVAALPRDRGWDLGDDGTGQDAAEVQAGNFLHDATGFDPAFFGISPREAVSMDPQORLLLEVAWE
ALERSGIDPSSLRGSPTGVFAGASASGYGWASGAQGDLDGHVMTGNAMSVLSGRLAYTLGLEGPAVTVDTACS
SALVSLHLACQALRAGECSMALVGGAYVAATPVLFTDFSRSLGLSPDGRCQAFGAGADGMGVAEGVGVVVAER
LSDARRNGHRVLAVVRGSAVNQDGASNGLTAPNGPAQQRVIRAALAGARLTASEVDVVEAHGTGTPLGDPIEA
QALLATYGQERPEGRPLWLGSVKSNIGHAQQAAGMAGI IKMVLALQHONLPRTLHVEKPTDEVDWSAGEVKLL
AEPVPWPSGERVRRAGVSGFGMSGTNVHVILEEAPAEEAAEATDPTGQEGPDAGEGEAEALSESAQHGPDQEA
VSAPAPALLADGGPTAWLVSGRSAEGLAAQAGRLREWAAERPALRPSDVAWSLAATRSVFEHRGVVVADEHTA
LLSGLDDLAAATATADTVVGVARATGRTVEVFAGQGAQWVGMGRELLASSPLFAARLAECAAALAPYVDWSLS
DVLTGVEGAPALEAAEVVQPVLWAVMVSLAAVWEAAGIVPDAVVGHSQGEIAAATVAGMLSLDDAARVVAVRS
RALSGLDVAGAMVSVVMPAGAVRELVAGFDGRLSVAAVNGPASVVVSGEAEALASFERELAARKVLRWRIPAT
DEFVAHSAAVEPLADQLEADLSGIAPQAGRIPMVSTVIGEWLAGEEADAAYWFANLROMVRFEDAVRTLLESGY
GAFVEVSPHPVLTAAVTETAQDADSGAAQVLSIGTLSQTDAGPAGLLRAFAQAHVAGLPVDWRKVLPAGEVVD
LPTYAFQHRRYWLEPSAAAAAAVAAGGSSDAEARFWAAVEGGDLTHMAEVLNLDDAHALGEVLPALTSWRRQE
QDRSATADWRYHITWAPVADPAATVLTGRWLLLTGPEGTGPAQACAQALAARGADTTIVEVPEGTVDRAAMAA
VLGQALQETTAPTGIVSLLALDETPVPGHPAVPGGLARTLAAVQALGDTGVDAPLWVLTRGAVATTAQEPPVT
PAQSLTWGFGRVVALEHPDRWGGLIDLPADEDGPDGADGQITARLCAVLAGCGEDQTAIRPAGIFGRRLSRAG
RPRGEAGPYTPGGSALVTGGTGAIGGRVARWLSGRGAARLVLTSRSGPAAAGAAALAAELAAAGSRVDIVACD
VSDRDQVATVLGRIAAQGPSLTTVLHTAGVNQATLVQDTDLAETDAVLAAKTAGAQHLHDLTRELDLNLDAFV
LESSISATWGSGLQPAYAAANTYLDGLAQHRRAHGLPATSVAWGSWGGGGMTDEAGAAQGIRRGLIVMDPDHA



VQALAQVLDCDEPOMTVAHVDWQRFAPPFTLRRPSPLIENLPEVQEVLAADGQHTQGSGDTAAGPQAGASWRR
QLAGLSRTEQKRTLLTLVQTQAAAVLDYAAPGEVEATRAFSDLGEFDSLTSVELRNRLSSATGLOLPATLLEDA
PTPSAAAEFLLAELAELTGTPDGTQADASRTAPVLAAAADEPLATIVGMACRYPGGASGPQELWNLVTAGTDAT
SVLPEDRGWDIEDRQGNPQGPVRSGGEFVYDATHFDAGFFGISPREAVSMDPQORLLLEVAWEALERSGIDPSS
LRGSPTGVFAGASASGYGWSSGVQKELDGHLVTGISTSVVSGRVSYVLGLEGPAVTVDTACSSSLVALHMACQ
ALRSGECSLALAGGVMVAANPLLFDQFSROMGLSPDGRCKPFGAGADGMGLGEGAGMLVVERLSDARRHGHKV
LAVVRGSAVNQDGASNGLTAPNGPSQQRVIRAALANARLTPGDVDVVEAHGTGTPLGDPIEAQALLATYGQER
GEGDPLWLGSVKSNIGHTQAAAGVAGVIKMVLALQHRELPRTLHAAEPSPHIDWSAGDVRLLTEAAPWPEKNR
VRRAGVSSFGMSGTNAHLILEEAPAEPADTGETPEPAEAAPAVLAAGEASAWLVSGRSAEGLAAQAGRLGEWA
AGRAALRPVDVAWSLAATRAVLEHRGVVVAGDRAGLLDGVRGLAAGESAAPGVVSGVARATGRTVFAFAGQGA
QWVGMGRDLLASSPLFAARLAECEAALAPYVDWSLSEVLAGTGDAPALEAAEVVQPALWAVMVSLAAVWEAAG
VTPDAVVGHSQGEIAAATVAGMLSLEDAARVVAVRSRALSSLDVAGAMVSVVMPADAVRELVAGEDGRLSVAA
VNGPASVVVSGQAEALATFERELAARKVLRWRIPATDFVAHSPAVEPLAAPLEAELSGIAAQAGRIPMVSTVT
GEWLTGEETNASYWFANLROQMVRFEDAVRSLLESGYGAFIEISPHPVLTAAVTETAQDTDANATPVLSIGTLS
QTDAGAAGLLHAFAQAHVAGLPVDWRKVLPAGEVVELPTYAFQHRRYWLEPSAAATAAAAAVAAGGSSAAEAQ
FWAAVEGGDLSGVADTLSLTDQQOQLSGILPALASWRRREQERSATESWRYRITWAPVADPAPARLSGRWLLLV
PASEVDGPMARQCRAALTARGADVVVLEMAGAAAREAVAEQVRAALPSDGFAGILSLLALDETPMPGHPSLSV
GLAATLTLVQGLGDADVDAPLWVATSHAVAAAPGEPPVRPLOTQVWGLGRVVGLEHPERWGGLVDLPADFEFDGP
DGQIAARLGAVLAGCGGEDQVATIRAAAILGRRLTHAPQPASPDQPWTPGGSVLVTGGTGALGGHVARWAAGRG
ARRLVLTSRSGPAAAGAAALAAELAAAGSRVDILACDVSDRAQVAGALGRIVAQGPSLTSVLHTAGIGQAVTV
AEADLAETDAVLAAKASGARHLDELTRELGLELDAFVLEFSSISAIWGSVVQPAYAAANTYLDGLAEHRRARGL
PATSVAWGPWGGGGMTDAETAGRLARGGVALMDKDRAVQALAHLVDGGEGPMTVVDVDWSRFAVPEFTLRRPSP
LIAGLPEAAAALAAEATAPVTDPAAGASLREELAGLPSAEQHRALVRLVQEHAAAVLDYAAPGEVEATRAFSD
LGFDSLTSVELRNRLSSATGLQLPATLLFDHPTPQAAADHLWSEQFQDGTGAVSLVEEVDRLGSLLTGAAPDE
KTYDMVTERLHHLLAQWKESGAPEESQAVADKIGSATDDEIFEFIHRELGR</INSDSeq_sequenCe>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="47">

<INSDSeq>

<INSDSeq length>4827</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..4827</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl23">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq sequence>MANEDKLRDYLKLVTANLRQVRRRLTEVEERSQEPIATVGMGCRFPGGVNGPEDL
WRLLASGTDAIGPFPADRGWDLENLYDPDPDRPGTSYARHGGEVYDATHFDADFFGISPREAAAMDPQORLLL
EVAWEALEQAGIDANALRGSSTGVFAGSYGOGYGTGPSVKTQGLEGHLLTGVSTSVTSGRLAFTFGLEGPAVT
VDTACSSSLVALHMAAQALRAGECSLALAGGSTVISAPSVEFVGFSRQRGMSDDGRCKSFSQDANGSGWAEGVG
LLVVERLSDARRNGHHVLAVLRGSAVNQDGASNGLTAPNGPAQQRVIRAALANARLTPGDVDVVEAHGSATKL
GDPIEAEALLATYGRERPEGRPLWLGSVKSNIGHTQAAAGVAGVIKTVLALQHERLPRTLHVDEPTPHVDWSA
GEVRLLAESVPWPGGERVRRAGVSGFGMSGTNVHVILEEAPAEEAPAGEAEGTDADETPASAPAPVATAPAAA
LLAGGGPTAWLVSGRSAEGLAAQAGRLGEWAAGRAALRPVDVAWSLAATRAVLEHRGVVVAGDRAGLLDGVRG
LAAGESAAPGVVSGVARATGRTVFVFAGQGAQWVGMGRELLASSPLFAARLAECEAALAPYVHWSLSDVLTGA



EGAPALEAAEVVQPALWAVMVSLAAVWEVAGVSPDAVVGHSQGEIAAATVAGMLSLDDAARVVAVRSRALSSL
DVAGAMVSVVMPAGAVRELVAGEFDGRLSVAAVNGPASVVVSGQAEALASFERELAARKVLRWRIPATDEVAHS
AAVEPLAAQLEAELSGIAPQAGRIPMVSTVTGEWLTGEEADAGYWFANLROMVRFEDAVRSLLESGYGAFIEV
SPHPVLTAAVTETAQDTDANANATPVLSIGTLSQADAGAAGLLRAFAQAHVAGLPVDWRKVLPAGEVVELPTY
AFQHRRYWLETSTAVGGGDGAPTEVEARFWAAVEGGDLSDLADTLAVEDRRQLLEVLPVLASWRRRERERSAT
EGWRYQVTWAPVADPAPARLAGRWLLLVPAQEVDGEAARQCRAALSARGADVVVLETAGAVAREAVAEQVRAA
LPSDGFAGVLSLLALDETPMPGHPALTVGLAATLILVQGLGDADVDAPLWVATRGAVATGSDEAPNSPLOALT
WGFGRVVALEHPDRWGGLIDLPADFDGPDGPDNADGQVAARLGAVLAGCGEDQVAIRAAATILGRRLTHAPQPV
MPDQPWTPGGSVLVTGGTTAVGGHVARWAAERGARRLVLTGAPEHEGVAALAAGLAAAGSRVDVVACDVSDRA
ETAGVLAWTRARGPELSTVLHLAEIVDSVPVDDLDAAQLAEVLAAKAGSAAILDELTADCDLDAFVLESSVAA
VWGGGROPGEFSAANAYLEALAEDRRARGLTALAVAWGPWNAGTTATGDDGVQLERRGLRLLDPRAATGALAQT
LDGGESRPVVVDVNWAQFAPPFTLRRPSPLIAGLPEVAAALAAGTAEEAETVPEARGSLLRRLAGQSATEQQOR
TLTDLVRGEAAAVLEHSSAQAVGSGRAFSELGFDSLTAVELRNRLAAATGLALPATLLFDYPSPKVLAGYLAA
ELLGSPAAGADAAVPVPVPAGAEEDDPVVVVGMGCRFPGGVKTPEDLWQVLAGGTDAIGAFPTDRGWDLDALY
DPDPDAPGTAYVRQOGGFVHDATRFDAGFFGISPREALAMDPQORLLLGTSWEALERSGIVPGSLRGSRTGVFEA
GASFSGYGLAQPEAAQGLEAHLLTGTTTSVLSGRLAYTLGLOQGPAMTVDTACSSALVAVHLAAQALRSGECTL
ALAGGVEVASTPELFVWVSKQRGLAPDGRSKSFAADADGMGIAEGAGMVVLERLSDARRNGHPVLAVVRGSAV
NODGASNGLTAPNGPAQOQRVIHEALAGCSLTCAEVDAVEAHGSGTPLGDPIEAQALLATYGQDRGERDPLWLG
SVKSNIGHTQGAAGISGLIKMVLALQHEQLPKSLHAEQPSPHVDWTAGAVRLLSQAQPWPAGGARTRRAGISS
FGVSGTNAHLILEEAPEAPEAPEAGGVPETSPAPEALPADASGDGGQSAAPPALLAAPGPVAWLVSGRTADGL
RROAAQLAEHLAAHPGARAADIAWSLATTRTVHEYRAVVSGADRTELTEGLDALAAGLNSPQVIAGTTAAVEG
ADEAGPVEVFPGQGAQWAGMGRELLATSPVFAERFAQCAEALAPHVHWSPADVLAGADGAPGLERAEVAQPLL
WAVMVALAAVWEAAGVTPAAVVGHSQGEIAAATVAGILSLADAAAVVAVRSQELSALGTSGGMLSVVLPVAAV
RELMEPWGDRLAVAAVNGPATTVVSGQPEALAEFGAALAARRAMRWPVPAGDEVAHSAEVDQLSGALAERLAG
IRPOQTGNIPMYSTVECRWADGPELDAGYWFANLRHTVREFQQAVOELATAGHATEVEISPQPVLTAAIDETFQE
LATAGTPVVAATLEREHGGPRRLLAALAQLHVAGTAVDWRRVLPAGRRIDLPTYAFADQRYWLGADHPAGPAA
LAPAQPGAATEAESREWAAVEDGDASRLAATLAVDTAQPFGEVLASLASWRRRERDRDVTAGWRYRVGWSPLN
DPAPARPSGTWLVAAPAAPAPGTVDLIQACTDALTARGARTQVVQVAAGTERATLAEALRPVGIAPSEAGPAT
TPPPVAGVLSLLGLDETPLADHPAVPAGLAGTLTLLQALSDADVSAPLWMATTGAVSTAPGDRLTRPVQAATW
GLGRVVALEQPERWGGLIDLPATLDERAAARLCAVLAGCGEDEVAIRPAGILARRLARAPRPATGRPWTPRGT
VLITGGTGAVGGHVARWLAGRGADRLVLTGRSGAGAPGAAALAAHVAAAGTTVEIRACDSADRTRLAALLDRI
AADGPPLTAVMHTAGVLDDGVLDRLDTDRLANALAAKATGAAHLDALTADRDLDAFVLESSAAATFGGAGQAN
YAAANAFLDALAENRRSRGLPALSTIAWGPWAGDGVSQATEAARQRLRRNRWEVLMDPELAVQALGTALAGTDT
VLTVMDLDLAAFAAAPGQQQOALDAPLLRDLAEVQQLKTARHADGGAQPAAGELTRQLAGLSRAEQDRLLVDRI
RTEAAAVLGHAGYDEVEPGRAFSELGEFDSLTSVELRNRIATWTALRLPATLMFDHPTPTVLAAHLRTTLLGSP
DAGPAAAPAPDLTGHADRDPIAVVAMSCREFPGDVNTPEDLWALLAAGGEGISGYPQDRGWDADALFDPDPSHA
GTSYTREGGFLHQATHFDAGFFGISPREALAMDPQORLMLELSWEALESAGLDPATLRGSRTGVFIGGYSSHY
SLASMQLGGODGAAQVEGHLVTGNATSIISGRVSYVLGLEGPALTVDTACSSALVALHTAAQALRSGECPLAL
VGGVAVMATPWEMVGFARQRGLAADGRSKAFSADADGMGMGEGAGMVVLERLSDARRNGHRVLGVIRGSAVNQ
DGASNGLTAPNGPSQORVIRAALANAGLTCAEVDAVEAHGTGTPLGDPIEAQALLATYGQERPEGRPLWLGSV
KSNIGHTQAAAGMAGLIKMLLALRHEELPRTLHAEQPSPHVDWSAGEVRLLTESVPWPSDGDRVRRAGTSAFG
ISGTNAHVILEEAPAVEARSESADEVPVAALEGAGAWVVSGRTAEALSAQAGRLREWVAARPELGAADVAWSL
AATRSAFEHRAVVLGSERGALLDGVHSLAAGTSSPVVVSGVARSDVRVGLIFAGQGAQWVGMGRGLYAGSAVE
AEVFDRVCGLLELELGAEVRLRDVVLEGDGDAAGLADQTLYAQAGLFAFEVALAEALKAAGVVLDAVVGHSVG
EVAAAHVAGVLSLPDACALVAARARLMQELPSGGAMAAINAAETAVVASLEEVSGEAAVAAVNGPESVVISGA
TEAVDAVVELWRGRGCRVRRLRVSHAFHSPAMEPVLDELRTVAEKLEFRRPEVMWAGALTGELVSDPQAGYWP
AQTROTVRFADAVATLAAEGISVFLEVGPDGSLSSLGPDAVADVDGAEPAFVPLORRSTEGTAGLLSGLARAF
VNGVPVDWKRVLPAGEQVELPTYAFRHQRYWPNGIQTLPHAWGDSASATAQDRFWAAVEDGDLTDIAGTLAAE
DAQQLAQALPALASWRRREQDRSATIADWEYRVDWEPVTDPAPAELSGTWLLVSPAGPVAQALTEHCTQALAAG
GARVVPLEATQTADPERLAAQIAEVLPPDGVAGVVSLLALDETPLPGHPALTRGLAGSONLTQALVAEHVLAP
VWGVTCGAVAVAPEKAPARPVQAQAWGLGRVVVLEHPDHGGGLIDLPGOWDENTAQRLRAVLAGCGEDQVALR
PSGIHGRRLTRAAQPRERAGOWTPRGTALVTGGTGAIGGHVARWLADRGTERLVLTSRSGPGAATSAALAAEL
AAAGTHVDILACDAAEETALAGVLDRISVGGPPLTAVLHAAGLGOMTPLDQASVPELAAVLAAKAAGAATLDR
LTADLELDAFVLESSVAATWGSAMQAGYAAANAYLDALAEDRRARGLAATSVAWGPWGGGGMTDEEATGHMER
RGLRLIDPHAALGALARALDADDATLTVADVDWERFAPPFTLRRPSPLIESLPDVIQALAARDDDGDAPETSA
AGNALARQLAALSPTDQDRLLITLVQTEAAVVLGHPGPESVQAERAFSDLGADSLTAVELRDRLGRATGLRLP



STLLEDYPTSAALAGHLRDRLTEESSPARPVLAELDRLEEMLTGVPGGGDAAQITSRLELVLSRWKQTQAQNA
ETEVAEKLESSSDDEVFDFIGKELGIY</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequenceIDNumber="48">

<INSDSeq>

<INSDSeq length>223</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..223</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>

<INSDQualifier id="gl24">

<INSDQualifier name>organism</INSDQualifier name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>
<INSDSeq_sequence>MSDEKVPTDDGTQDEQAAMRASDADREQVAEILRDAAGDGRLTLEEVGERVESAL
RARTVGELARLTRDLPVSPVPAGSGEQQPGRGRDVVQIDQRWGTLHRSGAWEVPRHLEVRMHGGDVKLDEFTEA
EFSHARLDLDVQISVGGNLVLVVRPGIVVHTDDLTVKVGEVKYRNPASDAQAPVEREVYVTGRLKGGDVVVRH
PRRTLGRWLRGEDAKNGAAEKS</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelIDNumber="49">

<INSDSeqg>

<INSDSeqg length>337</INSDSeq length>

<INSDSeq moltype>AA</INSDSeq moltype>

<INSDSeq division>PAT</INSDSeq division>

<INSDSeq feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>

<INSDFeature location>1..337</INSDFeature location>

<INSDFeature quals>

<INSDQualifier>

<INSDQualifier name>mol type</INSDQualifier name>

<INSDQualifier value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="qgl25">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier value>Streptomyces sp.</INSDQualifier value>
</INSDQualifier>

</INSDFeature quals>

</INSDFeature>

</INSDSeq feature-table>

<INSDSeq_ sequence>MNLLMGAMASSAVGTAAELGIADALADGPATADELAKTVEADTDSLDSVLQALTA
LGVFTRDADGRYANSPMSEPLKSDHPDSVRHLATLLCGLYGQAATGGLTQAVRAGTSVMPCTFGVGLYEYLDS
HPDTARIFDLAMODWTRPIATLLADKLPLDDVHTVVDVGGGNGTLLOQALLSAHPHLNGICADRPDTCDRAERT
LAESQOQADLARRLTFRPTDILODVPTGGDLYLIKNVLHDWNTTTSVQILRNIHTAMTATPRTSAGAPPKLLIT



DPLAEHDSGAAFRNVIKMVVGEPRTRSRSEADIRREATEAGFEVLSITPCPADLSVITCVPAS</INS DSeq
sequence>

</INSDSeqg>

</SequenceData>

</ST26SequencelListing>



