
<ST26SequenceListing dtdVersion="V1_3" fileName="SEQ listing 82930-

WO.xml" softwareName="WIPO 

Sequence" softwareVersion="2.3.0" productionDate="2024-09-03"> 

<ApplicantFileReference>82930</ApplicantFileReference> 

<EarliestPriorityApplicationIdentification> 

<IPOfficeCode>PY</IPOfficeCode> 

<ApplicationNumberText>2023/80360</ApplicationNumberText> 

<FilingDate>2023-10-04</FilingDate> 

</EarliestPriorityApplicationIdentification> 

<ApplicantName languageCode="en">SYNGENTA CROP PROTECTION 

AG</ApplicantName> 

<InventionTitle languageCode="en">Fungicidal Compound</InventionTitle> 

<SequenceTotalQuantity>49</SequenceTotalQuantity> 

<SequenceData sequenceIDNumber="1"> 

<INSDSeq> 

<INSDSeq_length>1527</INSDSeq_length> 

<INSDSeq_moltype>RNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..1527</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic RNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q177"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>acggagagtttgatcctggctcaggacgaacgctggcggcgtgcttaacacatgc

aagtcgaacgatgaacttccttcgggaggggattagtggcgaacgggtgagtaacacgtgggcaatctgccct

gcactctgggacaagccctggaaacggggtctaataccggatacgacacgggatcgcatgatcttccgtgtgg

aaagctccggcggtgcaggatgagcccgcggcctatcagcttgttggtggggtaatggcctaccaaggcgacg

acgggtagccggcctgagagggcgaccggccacactgggactgagacacggcccagactcctacgggaggcag

cagtggggaatattgcacaatgggcgaaagcctgatgcagcgacgccgcgtgagggatgacggccttcgggtt

gtaaacctctttcagcagggaagaagcgcaagtgacggtacctgcagaagaagcgccggctaactacgtgcca

gcagccgcggtaatacgtagggcgcaagcgttgtccggaattattgggcgtaaagagctcgtaggcggcttgt

cacgtcggatgtgaaagcccggggcttaaccccgggtctgcattcgatacgggcaggctagagttcggtaggg

gagatcggaattcctggtgtagcggtgaaatgcgcagatatcaggaggaacaccggtggcgaaggcggatctc

tgggccgatactgacgctgaggagcgaaagcgtggggagcgaacaggattagataccctggtagtccacgccg

taaacgttgggaactaggtgtgggcgacattccacgtcgtccgtgccgcagctaacgcattaagttccccgcc

tggggagtacggccgcaaggctaaaactcaaaggaattgacgggggcccgcacaagcggcggagcatgtggct

taattcgacgcaacgcgaagaaccttaccaaggcttgacatacaccggaaaaccctggagacagggtccccct

tgtggtcggtgtacaggtggtgcatggctgtcgtcagctcgtgtcgtgagatgttgggttaagtcccgcaacg

agcgcaacccttgttctgtgttgccagcatgcccttcggggtgatggggactcacaggagactgccggggtca

actcggaggaaggtggggacgacgtcaagtcatcatgccccttatgtcttgggctgcacacgtgctacaatgg

ccggtacaatgagctgcgataccgtgaggtggagcgaatctcaaaaagccggtctcagttcggattggggtct

gcaactcgaccccatgaagtcggagtcgctagtaatcgcagatcagcattgctgcggtgaatacgttcccggg

ccttgtacacaccgcccgtcacgtcacgaaagtcggtaacacccgaagccggtggcccaaccccttgtgggag

ggaatcgtcgaaggtgggactggcgattgggacgaagtcgtaacaaggtagccgtaccggaaggtgcggctgg

atcacctccttt</INSDSeq_sequence> 

</INSDSeq> 



</SequenceData> 

<SequenceData sequenceIDNumber="2"> 

<INSDSeq> 

<INSDSeq_length>738</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..738</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q152"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atgcgacattccatgagggccgcgaagggatacgtcatgtccgcagtcattgagg

tgcagcatctccgcaagtcctacggtgacctcgtagcagtcgacgacgtgtccttcagcgtcgaggaaggcga

ggtcttcggcattctcggcccgagcggctcggggaagagcacgatcgtggaatgcgtcaaggggctgcggggc

cgggacggcggcgacatcaacgtgctcggcatcgacccccacgaggaccgggccgaggtgacgcggaagctgg

acgcccaactgcgggccgggtgctcgccggagcagatgcgcctcgccgaggcgctgtccctctacagctcctt

ctaccgcgatccggcggactggggacgcctgctggccgcgctgggcctggccccggaggacgggccggacgag

gcggccggcggggcggcggagctctccaccgcgctgcccctgatcggcaacccgcaggtggccgtcttcgacg

agctgaccaccgaactggacccgcggtcccggcaggacacctgggagctgatcgagagcgtgcgggccagcgg

gctcaccatcctgatggtcacccggttcctggaggaggccgtgcggctgtgcgaccggatcgcggtgatcgac

cagggccgtatcaaggcctccggcaccccggccgggctggccgaccacctcagggccgagcgttcggttgggc

cggacctgcgcctttcaccgcgctga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="3"> 

<INSDSeq> 

<INSDSeq_length>1005</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..1005</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q153"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 



<INSDSeq_sequence>gtgagtctcgcacagacagtcggaacagcggccggagtcgccggccggggaggtg

gcgagccggagattgtctcggtcccgatcatccaggtcctgcccggagactcaccccgcctgacaggtgagga

caaagggcatgtgctgcggctggccgcgatagagggcgcgctgccccccatattggtcgaccggcgcaccatg

tgcgtcatcgacggcttgcaccgcttgatggccgcctccctcaagggtcagaaagacatcgatgtcagattct

tcgacggaagccgcgaagaggctttcctcaaaagcgtcgaggcaaacgtcgaacacggcctcccgttgtcgca

ggccgaccgcacggcggcagcgctgcgcatactcaagtcgcaccccaccatggccgaccgggccatcgccaag

tcgaccgggctgggcgcccggacggtcgcacagctgcggcgttcgtccgactccgtaccgcagtcggacttcc

gcgtcggacgggacggcaaggtccgcccgctggacggggcgcagggccggctgcgggtggcggagctgatgcg

ggacaaccccgacgcctcgctgcgccaagtggcccggtcggcaggggtgtcgccggccaccgcgctggacgta

cgccgccggctggaacgcggtgaccagcccgtccccagccagcggagccgtagcaggggcgaggcgggacccg

ccaagcccgagccggtgggcccggtccccgtaccggtcgccgccccgccgaccgccgccacactcgacaaact

catgcgcgacccgtcactgcgtcagagcgagctgggccgacggctgttgcggatgttccgggagaatgtgctg

ggggccagcgagatgaacgacatctgtgcctcggtgccttcgcactgcatcgagctgatcgtggagctgtccc

ggcgcaactcgcagatctgggacgggttcgcgcaggagctgaacaggcgcgcccggatcgtgaatccggactg

a</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="4"> 

<INSDSeq> 

<INSDSeq_length>324</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..324</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q154"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atggggcacaaattcaccctggtcctgagtcgcgagatcacggacgaggaggggg

aacttctgaaggaagcgggtttctccggcgcgactttcgcgaccgacacgcttcccaccgacgccgatgtcac

cgtgacgaaggtcgacttcgacgacacggccgcgccctcgctggccgaggcgatcgaaacggccctggaaacg

gtgaagaaggtccctgacctcaccgtgcccggcctcaccgtgccggccgttccgcagccccccgccgccgagg

acggggacgtgctggtcggcgaggtggtcgcggagaccgccggcaagtaa</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="5"> 

<INSDSeq> 

<INSDSeq_length>747</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..747</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 



<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q155"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atgacccagccttcgcccggagacgaagtgtggtgcaggcgttttcaccctgccg

acaagccgaccgcccggctggtgtgccttccgcacgcgggcgggtccgcgcccttcttcctgccggtggcggc

ggagctgagcccggacgtcgacgtcgtcgcgatccagtaccccggccggcaggaccgccgcgccgaggcgccc

gtcgacgacctgtcggtgctcgtcgaccgtatccaccaggtactccggcgccagcccgacctcccgctcaccc

tcttcggccacagcatgggtgccgtcatcggcttcgaactggcccgccgtctggaggccgacggccggcctcc

ggtgcggctgttcgcctccgggcggcgcgcgcccggcacgcaccgggacgagtcgaccttcaccagcgatgcg

gcgatcatggcggaggtgcgccggctcagcggcaccgccgccgccctgctggacgacgaggagatgatgcggg

ccgcgctgcccgcactgcgcgccgactaccgggcgatcgaggcgtaccggtgcgggccggacgccgtcgtgga

cactccgatcaccgtgctgaccggggacaacgaccccaagaccacgctggacgaggcgaaggcgtgggaccgg

cacacccggggcggctgcgatctgcgggtgttcgccggcggccacttcttcatcagcgagcgcggtgcggagg

tcatgcaggttctgaaggagcacttcggcaagtaa</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="6"> 

<INSDSeq> 

<INSDSeq_length>456</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..456</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q156"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atggcggacaccaccgcgaccacgacggccccggagacctacgaggacccccgcg

tccaggacaccttcaagacggtgcacaagttcatcgggctgtacggcgtgatcagcgtcatcgtgctcggcac

ggtggccgccatggccatcaccgggaacgaggccagccccttcatgtggatccggggatccatcctgctgctc

gtctggccgctcttccaccggatggccacccgctcggcacagggggacgcgcgccagtacgaccggctggcca

cggtgaccgtgatcctgccgatcgcgatcatcgtcgtcgacctgatccccgggctctgcccgccctggtacgc

cgccatgcagggcgtctccgccctggcgctggtcggtgccgcggtcctcacccgcaaggccgaggtgcgcaac

gtcttccccaagctggccaagaagaagaaggcctga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="7"> 

<INSDSeq> 

<INSDSeq_length>1326</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 



<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..1326</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q157"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atgaggatacctccgcgaggcggcccgctgcgctggtgtgccgaggtcggcctcg

ggctgtaccggtccgtggtgctggtcgggctcacctgcgtggtgccgctcgtcgcggtgcccgtcggggtcgg

cggtgcccggctggccggctcctggaccgcgggtctggaggcgccgctggcggtgcgggtactggccaccctc

gggcaggggctggcggtggccttctggatcgccgctgccctgttcatcgtctacccgctgaccagccgtgccc

tggccagggccgcccgccggtgcgccgaggactggctggaggtacggcacgaggtgcagtaccgcacggtgcc

gccggtgacccgtatggccaccggttcctggtgggacggggaggagtaccacaagaccgagcgggaggcccgc

cggcgggccgcggtgcatgcccgcttccacgacccgcagctgcactgggacgggctgtgggcggtggtcgcct

cggtgaccgtgctgccggtctccgccttgccgctgctcgccctcggcctcggcatctacctggcggtgacccc

ggccctcctcggttacggcgtcgccttgatcgtggcgggcctggccgccgcccccttcgcctggcggatcctg

cggccggtggcgacccggctgctggggccggtcccccgcacccggctgggccggcgggtcgaggaactggagg

ccatccgggccgacctgacgcaggcccaggccgcggagctggagcggatcgagcgcggcctgcacgacggggc

gcaggcccggatggtcgcgatgggcatgtcgatgggcgccgccgagcagctggtggactccaacccggacgcc

gccaaggcggtgctggccgaggcccgcgccacctccgccaccgccctggccgaactgcgcaccctggtccgcg

ggatcaatcccccggtgctcgccgaacgcggactggtggacgccgtccaggcgctcgcgctggacgccgccgt

cgtcgtggacgtgctcacccgggtgccctcccggccggagcgcccggtggagtcggcggtctacttcgccgtc

gcggaactgctcgcgaacgtggccaagcacgccgaggcggagcgcgtcacggtggaactcacttatgccacgc

ggacgctgaccgcgaccgtgcaggacgacggggtcggcggggccgatcccgcctccggctccggactgagcgg

catcgaacgccgcgtgcacgcgttcggcggccgtctggagatcgacagtccggccggaggacctacccgtatc

actgtggcggtgccgtgcgaattgtcgtag</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="8"> 

<INSDSeq> 

<INSDSeq_length>618</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..618</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q158"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 



</INSDSeq_feature-table> 

<INSDSeq_sequence>atggtgcagctcgtcgaggcgttcgggcacaccgtggtcgccgccgtcgagtccg

ggcccgccaccttggaggcgctgctcgaacaccggccggacgtcgcgatcgtggacgtccggctgccgccgac

cttctccgacgaggggctgcaggccgccctcgccgcccgccgcgccgtgcccgggctgccggtgctgatcctc

tcccagcacgtcgagcagctgtacgcgcgggagttgctggccgacgggcacggcggcatcggctaccagctca

aggaccgggtgctggacgcggagcagttcctggacgccctgacccgggtggcgggcggcggcaccgcgctgga

tcccacggtcgtctccaagctgctggcccggcccacccgggccgatccgctcgccgccctcaccgagcgcgag

cgctcggtgctggagctgatggccgaggggctgtccaacgcggccatcgccgggcggctgttcctgagcgagg

gcgccatcagcaagtacaccaccacgatcttcgccaagctgggtgtggtcaccgacgacgacaccaaccgcag

ggtccgcgccgtcctggcctacctggaggcgaccggccgcagcgaacagtga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="9"> 

<INSDSeq> 

<INSDSeq_length>3177</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..3177</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q159"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>gtgaacgattttgcgcaggaccacacgcccggggcggcggacggcggggcacccg

cccccggcacggcggagaccgccgtctccccggccgaagaggcgctgtggcggctggaggaactggcgccggg

caccccggtgaacaacgtctcggtggccttcgccgtcgccgggcgcgtcgacgccgaacggctccaggcggcg

ctggccgccgtggcggaacgtcaccaggcgctgcgcaccggctaccgcgacgcaggttcccggctggtcaagc

gggtgctggcggcagccgagtgcccgctggtgctggaagagacggagctgcccggtgaacccacgccggccga

cctcgcgccggtgaccgccgcccccttcccgctggacggcaccccacccgtacgggcggcactgttccgctcc

ccggacaccgacgtcgtctgcgtcaccgcgcaccggctcgtcctggacgagatctccggtccgctgctgcgcg

accacctgaccgccgcctacgaggagaacattggaacggtgggtacggcggagaccggcccggccgccgaggc

gccgagcctggccttctggcggacggagctggccggcgcgaacaccgacgcccaggagctgtcctgcaccgcc

cctgacccggaccggccgaccctggccgccgcacagctcgaccgcaccctgcccgcgtccgccgaggccggcc

tccgccggctcgccgatgacctcggcgtccccccgtccgcgatcctgctggccgcctactacgtactgctgga

gacccacggcgccggccccgacctgctggtcggcctccccgtcgacctccgtcccgtacccgccgcccgcgcg

ctcggccggtacaccggcgaggtgccgctgcggctgcggaccgagcacaaggagagcgtccgcgacctggtgc

tgcgcagcgccgaacggctggccgccgccaccgctcacgccgcggccgccgaggcggagctggccggcctgct

gcccccggccgcccccggcaggcccccgctgcccttccggcacaccttcgaacaccgtacggtcacctgcccg

gccgccttcaccttcggcggcctggacgcccggcccttccccgtcaccagcggcaccgcccgcttcgacctgc

acctgacggcaacggccccgcaggacccgcacggcgccaccgcgctgcgcctgcgctaccgcaccgagctgtt

cgaccccgcgctggccgaactcctgctggcccgctacgagacggtgctgcgcgcgttcaccgccgacccggac

cgggccgtcggcgacgtgtcctggtggagcggacgggaccacgagatcattggcgcggccaacgacaccgcgg

gtcccgtcgagccggcaaccgtcctggacgccgtccgcctgcaagtccggcgcgcgcccgacgcggtggtcgt

ggtggacggtgaacgcaccgtcggatacggacagttgtggaacgccgcacacgccatggctactcgcctgaag

gacatcggggtgcggccgggggacgtggtggcgatcgccctgccacgtggcgccgaactggtcgcggcagtcc

tgggcacctggctggcgggcgccgcgtacgtaccggtggacgcggcccacccgcgcgagcggatccgttacca

gctctccgactccgccgccacggtgctggtggccgacgagcacaccgccgccctggccggccccgacggcccg



gcggtgctgcacgcgccgccggcggaccacgccccgcaggtgcctgccaccgacgccccggtcggggaccccg

ccgcctgcgcctacctgatgtacacctccggatcgaccgggcgcccgaaggggacgctgatcggccacgcagc

cctggccaacctggccgcgcacttcgccgcccaacttgccgcggcacccggcgacaccatgctctggacgaca

accttcgccttcgacatgtccggggtggaactgttcgtaccactggtctccggcggccggctggtggcggccc

cggaccgggccaggagcgacggccgggtactgcgcgaactgctggagcggcacgacgtacgcttcgtccaggc

gaccccgacggcctggcggctggtcgccgaccgggcggcggaccgcctgcgcggccgcagcgtcctgatcggc

ggggagccggtgccgctcccgctggcccggcggctgcgggcggccgggtgcgagctgcaccacgcctacggcc

ccaccgagacgaccatctggtccacctcccgcgtgatcgatcaggacccgggcgcccggctggacgtgggccg

cccgatccgcaacacccgggtccacgtgagcgacgcccacggccgcgacctgccggtgggcgtccggggggag

ctgtgcatctccggaaccggcgtcgcgctgggctaccacggccgtccggagctggacgcggagcgcttcggcg

tccaccccgaatacggccgtttctaccgcaccggcgatgtggcctgctggcgggcggacggcctgatcgacct

gttcggccggatcgaccggcaggtcaaactccgcggcaaccgcatcgagttgggcgagatcgaggcgacgctg

acggcccacccgcaggtcgccgccgccgcggtgatcatggtgggtgacccgagcgacgacggtgtgctcatcg

gctgcctggagccgtccggtgacgtactggacaccgccgacgtccacgagcacgcccgcgcccggctgtcccg

ctcgatgctccccggcgacctcgtcaccgtcgacccgctgccggtcaacgccaacggcaaggtggacctccgg

gaactggagcggatcgtcaccgcccgccgcacggcgccgggacccaccggcaccagcccttcggacgccgccg

gccgaccgggaacggcggccggagcggacgccctcacggaccagctggtgcaggtgtggcgcaccgtcctgcg

gcgcgcggacgccgacgcggacaccgacttcttcgccgccggcggccactccatgctggccgccgtggcgatg

caggagttccagaacctcagcggccgctcgctgggcctctccgagatcttcgagcagtccaccccgcggcagc

tggccgcccgcatccgcgcgacggacacggcagccgagggggcgccgcagtcatga</INSDSeq_sequenc

e> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="10"> 

<INSDSeq> 

<INSDSeq_length>12117</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..12117</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q160"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atggcgaacgaagagaagcttcgcgactatctcaagcgggtcaccaccgacctcg

ctcagacccgggagcgtctgcgggagatcgaggaccgccggccggagccgatagccattgtcggcatggcctg

ccggttccccggcggggtgtcctcggcggaggggctgtgggagctggtggagtcgcggggtgacgggatcggt

cctttcccgtcggaccgtggctggccggaggatgtggtggatcctgacccggacgcggtgggtaagagcgtct

ccggtgagggcggcttcctgtatgacgcggctgagttcgatgcggagttcttcgggatcaacccgcgtgaggc

gctggcgatggatccgcagcagcggttgctgttggagacttcctgggaggcgttggagcacgccggcatcgac

gccaccgcactgcgcggcagcccgaccggcgtgttcaccgggctcttctaccacgactatctgccgacccacc

cgatgccggaagagatcgaaggctacgtgggcgtcggggcgacggcgtcggtggcttccgggcgggtggcgta

cgtgctgggcctggagggcccggcggtgacggtggatacggcctgctcgtcctcgctggtggcgttgcacctg

gctgcccagtcgctgcggtccggcgaaagcaccctggcactggcaggcggggtgaaggtgatggccaccccta

acacgttcgtcgacttctcccgtcagcgggccgtggctctggacggccgctgcaagtcgtacgcggagggcgc

ggacggtactgcctggggcgagggcgtcggcgtgctggtcgtggaacgcctgtccgatgcccggcgcaacggt

cacaaggtgctggcggtggtgcggggcagtgcgatcaaccaggacggtgcctccaacggcctgacggcaccga



gtggtccggcacagcagcgggtgatccgggcggcgttggccgacgcgggcctggagccggttgatgtggatgt

ggtggaggggcacggtacggggacgcggctgggtgatccgatcgaggcgcaggcgctgctggccacctacggt

caggaccgcccggaagggcgaccgctgtggctgggctcggtgaagtccaacatcggacatgcccaggcggctg

cgggcgtggcgagcatcgtgaagatggtggccgcgatggagcgaggggtggttccggcgacgttgtatgcgga

gcggccgtcttcgcaggtggactgggatgcgggggcggtgcggctggccactgaggcggtgccgtggccggag

acgggtgagcgtccgcgtcgggccggcgtctcctcgttcgggttctccgggaccaatgctcacgtgattatcg

agcaggccccggccgctgatgaggaggtccctgccccgggggcggctcccgaagccgcggacggtgttgacgg

tacggagttgcctctgttgccgtgggtggtttccggtcgttcggaggcggggcttgcgggtcaggcggggcgg

ctggcggaggttgtcgaggcgtcggggcctggtgtgcggccggtggatgtgggctggtcgttggcgtcttcgc

gtgcggtgctggagcatcgggcggtggtgctgggctcaagccgggaggagttggtcaccgctctgggcgccct

cgcggagggtcgtgatctgccgggtgtggtgagtggggctgcgggcggtgcgggcaaggttggttttgttttc

accgggcagggtgcgcagcgggttgggatgggccgtcagctgtacgaatcgttcccggtgtttgcggcggcgt

tcgatgaggtgtgtgcggggctggatgcgcatcttgagggttcgttggcggcggtggtgcggggtgaggggga

cccgtcgtggccgggtgggggccgtattgatgagacggtgtgggcgcagcctgcgctgttcgcggtggaggtg

gcgctgttccgcttgctcgcgtcgtggggtgtggtgccgcaggtggtggcgggtcattcgatcggcgagctgg

ctgcggcgcatgtggcaggggtgtggtcgctggaggatgcctgcgcggtggtggcggctcggggccgtctgat

gcaggagttgccgtctggtggggcgatggtggcggtggaggccgccgaggaacgggtccgcgaagtcatcgcg

ggtcgtccgggggtcgggatcgccgcggtgaacgggccgcgcgcagtcgtggtgtccggcgtcgaggacgacg

tgctggcggtggcggaggagctggcgcaggccgggtcgcgcacgcgtcgtttgcaggtctcgcacgcgttcca

ctcaccgctgatggagccgatgctggaccggttcgctcaggcgatcgccgaggtcacgtaccacaccccgacg

gtgacgatggtctctgcgttgaccggcggccttgtttcggaagaggtcaccgatccgtcgtactgggtccggc

acgtccgtgaggcggtccgcttcgcggacgcggcggagtcgatgcgcgggctcagggtggggaccttcatcga

actcggcccggacggcgtcttgtccggcatgggaccgcagacccgctccgacagtgagggcgaaggcgattcg

ggttctgaggcgtggctgccggtgctgcgccgtggtcgtgacgaaccgcgctctctgctgaccgcgctggcga

aggtgttcgtccgtggggtcccggttgcctgggacgcgctgtacaccggtaccggcgctcagcgcgtggatct

gcccacgtacgccttccagcgtcatcgctactggttgaaggtggccgttgacagtcgggccgaggggctgggg

ctggcgccgtcgggccatccgttgttgggggcggcggtggggttgccggccagtggtggtgtggtgttgacgg

ggcggctttcgctttcggggcagtcctggcttgcggatcatgtggtggcgggccaggtggtggtgccgggcgc

ggcgttggtcgagatggtggtccgtgccggtgatgaggtggggtgctcgcgggtcgaggagctgttgattgag

gcaccgttggtgctgcctgcgcggggtggggtgcgggtgcaggtcatggtggaggagccggacgcgtccgggc

gccgcgtggtcagtgtctatgcgcaggacgaggacgtcccgccggagggggagtggacccggcacgcaaccgg

cacgctctccccagccgaggcggtggcggagggcagtgccgacggcttccggcagtggccgccgtccggtgcg

caaaccctcgacccggatctgttctacccggagctggcggctcgcggactgagttacggaccggccttccagg

gtgtgcgggcggcctggcgccggggcgaggaactgttcgccgagatcgccctgccgcaggacgtaacggccaa

cgggttcgggctgcatcccgccctgctggacgcggcactgcatgtggcggccgcgaacaccgaaggtgacggc

ctggcgctgccgttcgcctggaacaacgtcatggtgcacgcctccgacgccgttgcggcacgggtccgggtga

cctctgccgcctcgggcgaggggctgacggtcatgctggccgacgcgtccggccagctgatcgcctccgtcga

caggctggacctgcgtaccctctcgccgcaggacctcgcagcgggcgggcaggcggcggacgacaccctgttc

gcggtggagtggatgcccgcctcggccacatccgacgcgggcccggactcggacccggcggcgttgggccggt

gggttgtgctcggtggttcggaggtggtgccggatctgcctggtgccgtggtcttcccggatgttgcggcgtt

ggtggcggcggtggaggcgggggctgaggttccgcagatggtggtggcgccggttcgtccggtggccgggccc

ggtggcactgcggaggctgcccgtcgtgccgccgtggacgttctggggttggtgcaggagtggttggctgctg

atgtgttgtccggtgcgcggttgttggtgttgaccgagcgtgcggtcgatgccggcgcggaggtgccggtgga

ggttgcggcggcttcggtgtggggtctggtgcgggtggcgcagacggagaatccggggcggctgctgctggcg

gacgtggacgaggtgtccgtacccggtgcggaactggccggctggctgcgagacggggtggagctgggcgagc

cccagtgggcggtccgcggcggacagacccgggtgcccaggctgacccgggccactctcgcggacccgtcggc

actcaacggggacacggcacctgaggcccaggcggtaccgtccgccgggcccgagatcgagaccaggcccgag

accgagaccgggcccgagaccaacattgacgcccgcccgggcacggtgctggtgaccggcgcttcgggggtgc

tgggtgggttggtggcccggcatctggcgaggtcgggccgggcggaacacctggtgctgctctcccgtcgcgg

cggcgacgccccgggaatgccggaactcctcgccgacctcgacgcatcaggtgtccgggtcaccgtggccgcc

tgtgatgcagccgaccgggaccagctttccagtgtccttgagggcgtgcccctgacgggtgtggtgcatgcgg

cgggtgtgctggatgacggggtggtcggctcgctgactgcggagcggctggagtcggtgctgcggccgaaggt

ggatgcggcctggaacctgcacgagctgacccgtgacctgggcctggagctggacacgtttgtgttgttctcg

tccatcgcgggggtgatcggtaatgccggtcaggccaactacgcggcgggcaacaccttcctggacgccctgg

ccgcccaccggcgccaccacggcctgcccgccgtatcgctggcctggggaccctgggagaacggcatggccgg

cgaactggccgaagccgacctgctgcgaatggcccgccagggactgcgcccgctctccgacgcacgcggcctc

gccgcgctggacgccgccgcggaccgcgcccgaccgctgctggtggcagcagagttgcatctcggtgcgctgc



gccgctccgcagaggtgccgccgctgctgtccgcgctcgtcccggcggctcgcgggaacgcgcagcccgcccg

ccggacggccggccagccggccgccgaggaccgtaacgcgctggcagcccgcctggccgggctgagccccgcg

gagagccgggaggtgctgcaggacctcgtcatcggccaggccgccctggtgctgggcatggccggacccggtg

ccctcgacgggaaccgtccgttcagggacgtcggcttcgactcgctgaccgccgtcgaactgcgcaaccggct

cagcacggcgaccggcctgcggctgccggccacggcggtcttcgactacccgacccccgtcgccctggccgaa

ttcgccctggacgagctgatcggctccggcgcggtaccggcggacgcggcacctccggcagcggccgacgacg

gccgcgaggacgacgacccggtggcgatcgtcggaatggcgtgccgcttccccggcggggccacgacccccgc

cgagttctggcagatgctggcctcgggcggggacgggatcggccccttcccggacaaccgtggctggccggag

gacgtggtggattccgacccggacgcgatgggcaagagcctggtcggggagggcggtttcctctacgacgccg

ccgagttcgacgcggagttcttcggcaccagcccgcgtgaggcgctggcgatggatccgcagcagcggctgtt

gctggagacctcctgggaggcgctggagaacgccggcatcgacccgaccgagctgcggaccagcgcgtccggc

gtgttcaccggcatgttccaccacgactacctctcggccaccgcgctgccggaagaggccgagggatacgtcg

gcctcggcgccaccgggtcggtggcctccggacgagtggcgtacgcgctgggcctggagggcccagcggtgac

cgtggacactgcctgctcctcctcgctcgtggcactccacctggccgcccagtccctgcggtcaggtgagagc

acactcgccttggtcagtggcgtcaacgtgatggccactccggtcaccttcatcgacttctcccggcagcgtg

ggctggccgcggacggccgttgcaaggcgtacgcggaggacgcggatggcactgcctggagcgagggcgtcgg

cgtgctggtcgtggaacgtctgtccgacgcccggcgcaacggccacaaggtactggcggtggtgcggggcagc

gcgatcaaccaggacggcgcttccaacggcctgaccgcaccgaacgggccgtcccaacagcgagtgatccggg

cggcgttggccaacgcgggcatcgggaccgacggggtggacgtggtcgagggccacggcaccgggacgcggct

gggcgaccccatcgaggcacaggccctgctggccacctacggccggaaccgtccggcggaccggccgctgtgg

ctgggctcggtgaagtccaacatcggacacgcccaggcggcggccggtgtcgccgggatcatcaagatggtgc

tggcactggagcacggccagatccccaagactctgcacgcggagcggccgtcttcgcaggtggactggggtgc

gggggcggtgcggctggtcactgaggcggtgccgtggccggagacgggtgagcgtccgcgtcgggctggggtg

tcttcgttcgggttctccgggaccaatgctcatgtgatcatcgagcaggccccgagcgtggagggcgtgtctc

ttccgggggcggcgcccgaggccgtggacggtgtttccggtacggagctgcctctgttgccgtgggtggtttc

cggccgttcggaggcggggctggccgggcaggctgggcgtttggccgcgttcgtcggacaggactcgggtgtg

cggccggtggatgtgggctggtcgttggtgtcgtcgcgtgcggtgctggagcatcgggcggtggtgctgggct

caagccgggaggagttggtcaccgctctgggcgccctcgcggagggccgtgatctgccgggtgtggtgagcgg

tgctgcgggcggtgcgggcaaggtcggcttcgtcttcaccgggcagggtgcccagcgggttgggatgggccga

cagctttacgaggtgttcccggtgttcgcggcggcgttcgacgaggtgtgcgcggggctggacgcgcaccttg

agggttcgctggcggcggtggtacggggcgaaggcgacccgacctggccgggggagggccgtatcgatgcgac

ggtgtgggcgcagcccgcgctgttcgcggtggaggtggcgctgttccgcttgctcacctcgtggggtgtgaca

ccgcaggtggtggcgggtcattcgatcggtgagctggctgcggcacacgtggcgggggtgtggtccctggacg

atgcctgcgcggtggtggcggcccggggccgtctgatgcaggagttgccgtctggtggggcgatggtggcggc

ggaagccaccgaggagcaggtccgcaaggccctcgccgaccgccccggggtggggatcgccgcggtgaacggg

ccgcgtgcgatcgtggtgtccggcgtcgaggacgacgtgctggcggtggcggaggagctggcgcaggccgggt

cgcgcacgcgtcgccttcaggtctcgcacgctttccactcaccgctgatggagccgatgctggaccggttcgc

ccaggcgatcgcccacgtcacctacgggaagccgcagctaacgatggtctcggccctgaccggtcgccccgtt

tcggaggaggtcaccgccccctcgtactgggtccggcacgtccgtgaggcggtccgcttcgcagacgccacag

aggcgatgcgcgggctcggcgtgggcaccttcatcgaactcggcccggacggtgtcctgtccggcatgggccc

gcagacccgcaccgacagcgagggccaggacacgaccggctccgaggcatggctgccgttgctgcgccgtggc

cgcgacgaaccgcgcgccctgctgaccgcactggccaaggcgttcgtccgcggagtcccggtcgcctgggacg

cgctctacaccggcaccggcgcccagcgcgtcgacctgcccggctacgccttccagcggcagcggtactggct

gagcgcggcctccgcgagccgcgccgaggacctcggtctggaacgaccggggcaccccctgctaggggcgacc

gtcgagctgccggcctccggtgaggtggtgctgaccgggcagctgacccggtccgcacagccctggctgggcc

agctgctggtggccgggcgtccggtcgtcgccccctcggcgctggtggacatggcggtgcgcgcggccgacga

ggccggcggcggccgcatcgaagaactgctcgtcgaggccccgctggtgctcccgcagcgcggcggcgtccgg

gtacaggtgaccgtcggcacggccgacgccgagggacgccgggaggtcgccgtgttcgcgcggcggccggagg

gggagtgggtgcggcacgccagcggcacgctggccccggccgcagcggacgacgaggccgccgcggacgcggc

gtggagcgtgcactggccgccgcccggcgccgtaccggccgacgtgcccgggctctacgaggggctggcggcc

accggcctcggccacggtccggccttccagggggtgcgggctgcctggcgccggggcgaggagctgttcgccg

agatcgccctgccgcaggacgtggcggtggacgggttcggtgtgcacccggccctgctcgacgccgctctcca

cctgacctgcctggaacaggcggagcagcagcatcggccggatgccgaggggccgttgctgcccttcgcctgg

agcggagtgcggctgtacgcgtccggcgccacggcggcgcgggtacgggtggtgccgtccccgtccggtgagg

gcgtggcggtgacgctggccgacccggtcggccggccgatcgcctcggcggacgcggtggtcccggcgcccct

ggctcccggcgcgctggaacaggccgacggggcgggccgggacgggctcttcctggtgcggtggtccccggtg

gacgaggtgccggagcccggtgagccggggcgccggtgggcggtactcggcgacgacggcggactggaggtgc



ccggcgcgacggcgtaccgggacgtcaccgagctgctcgccgcggtgcgggacggcgctccggtgccggacac

ggtggcgctgtgctgcgtgtccgacagcgacccggaccccaccacggcccaggccactgacccggaccaggcc

acggcccaagccacggctccagaccccgccgcagacctggcccccacccccgcgacactccccgcagccgcac

gcaccgccaccgtccacgtcctggagaccctccgcgcgctgctggcggcaggcgtgctggacggatcgcagct

ggtcgtggtggtcgagcgcgggctggacgtggacgccggcacggacctgcggctggcgggtgccggtgtcgcc

ggactggtccggacggcggctgccgagcatccggagcgcatcgtgctggcggacgtggcgcggccggccggct

ccggtcccctggtgatggccggagcggccctgggcgaaccgcaattcgcggtgcgtgacggccggctgctggt

gccgcgactggcccgggcagccggggaggaactgccggtgccggacggccgggactggcgcctggcggcctgc

ggacccgacgccgccggcctggtacggccggtggacggcgaggtggggcagcggcccctggccgccggtgagg

tgcggttggcggtgcacgcggccgcggtgaaccggcaggacgtacggcacgtgctggaggcgtcccccgagcc

gtcgcgaccgctcggacgggagggcgccggggtagtgctggagaccggacccggactcgcctggccggctgtc

ggagaacgggtgaccggcctgttcccgggcgccttcgcggccaccgcgatcgccgacgcacggctgctggtgc

cggtgccggacggttggtcggccgcgcaggccgccgccgcgccggtggcgttcctgaccgcgtaccggctgct

ggcgcaggccgcaccgcgccccggggagcgggtgctgatccaccccgccgccggccccgagggcctggccgcc

gtccagctggcgcgccacttgggcgccgaggtgttcgccacggcgccgccgtccgcctcgccggtcctgcacc

ggctcggcctggacggacagcacctggcgccgtccgcgacggcacacttcgaggagacgttccgtaccgcgac

cgacggacacgggatggacgtcgtgctcaccttcctcccgacatccgccgacccggccacagcgacagcggcc

ccagacacagcaacgacgaccccagacacagcaacgacagacgcagcactccgcctgctccaccccggcggcc

gttcgctgtccgcagccgccgccgagacgggccaccagcaccccgaagagctcgaagcccacctggcagagct

ggccgggctgttcgagaagggcgcgctgcaccccctgccggtggcctgccgggacgtacggcaggccgcgcag

gtcttccggacgccggtccgggaggcgtccacggtcgccaagacggtgctgacgctgccgcccgcaccggtcg

gcaggcccggcacggtgctggtgaccggcgcctcgggggcgctcggcggcctgacggcacggcacctggcccg

taccggccgggccgagcggctgctgctgacctcacggcggggcgcggccgcccccggaatgccgcgcctggcc

gccgaactggccgcctccggacactcggtgcaggtcctggcctgcgacgtcgcggaccgccgacagctcgccg

ccgtgctggccggggtgccggccacggccccgctgaccggggtggtgcacaccgcgggcgtactggacgacgg

cgtgctcgcctcgctcaccccggagcgtgtcgagcaggtgatgcggcccaaggtggacgccgcctggcacctg

cacgacctgacccgccatctcggcctggacaccttcgtcctgttctcctccgtggccggtgtgctgggcaccc

cgggccaggccaactacgcggccggcaacgccttcctggacgcgctggccgcccaccggcgccaccacggcct

gcccgccgtatcgctggcgtggggaccgtgggaggacggcatggccggacagctcaccgacgccggacggcag

cggatgttccgtcagggactgcggccgctgtccgcggccgacggtctcgcgctgttcgacgccgctctcggca

ggccggacgcgctgctggtcacgacccggctggacctgcccgcgctgcgccgcaccgcgagtgccgtaccggc

cctggtgaccggcctggtccggcccggccggcgcaccgcgggaggaccggcgccggacgccggccggaagctg

gccgccgagctggcggcgctgccgcccgagcagttccaccacgccgtcctgaacctggtgcgtacccaggcgg

cgctggtgctcggacggccgggaccgcagtccgtcgagcccgcccggtacttccgccagctcggcttcgactc

gctgaccgcggtggagttccgtaaccgcgtcagcggcgcgctcggcctgcggctgccggccgcggtcgtcttc

gactaccccacgccgcgggaactggcggagtacctccaggagcggatcgccgagcaggagatcgactacgggc

cggtgctcggcgagctggaccggctcaggtcgctgctcagcgggatcgtccggcggggcggccgcaaggcgga

gatcatgagccgtttcgagaccatcatggaggagttccgcggcgccgagacggaccagggctcctccgacacg

gacatcaccgaggcgacggacgacgagatgttcgacctcatcgacaaggagctggggatcgtgccgggcaccg

acggaggagcggcgtga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="11"> 

<INSDSeq> 

<INSDSeq_length>14025</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..14025</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q161"> 



<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>gtgaacgacaccgatgggccggccctgaaggacaccgccgcagccggcgcacagc

ctttggcgatcgtcggtatgagctgccgctaccccggcggggtccgttcacccgaggacctgtggaagctgct

ggccgaaggcggccaggggctctccggcttcccgcgggaccgcggctggaacctcggctcgctgcacggccag

gacccggacggcaccggaaccacctacctcacccgaggcgggttcctcgacgacgccgccggtttcgacgccg

ccttcttcggcatcccgccgcgcgaggcccaggccatggacccccagcagcggctgctcctggaggcgtcctg

ggaggcgctggagaacgccgccctcctccccgcagacctccgcggcacccgcaccggcgtgttcgtgggcgcc

gaacccagggagtacggcccccggccgcacagcgcaccgggcagcgccaagggccacctgttcaccggcacct

cgcccggcgtgatgtccggccggatctcctacctgctgggactgcacggcccgtcgctcaccgtggacacttc

cgcctccagctccctggtcgccatccacctcgcggcgcaggcgctgcggaccggtgactgctcgctggcgctg

gccggcggggtgtccgtgatgtccaccccggggaacttcatcgccttcagcggcctgcgggccctgtcggccg

acggggtctgccggcccttctcggccgccgccgacggcaccgtatggtccgaaggcgtcggcctgatcgtcct

ggagcgcctgtccgacgccgtccgcaacggccaccccgtgctggccgtactgcgcggttcggccatcaactcc

gacggcaccggcgagggactgaccgcgccgaacggcagcgcccagcaggccgtcatccgccgcgccctggccg

acgcgcacctgaccgccgaccaggtggacgcggtggaggcgcacggcacggggacgcggctgggtgacccgat

cgaggcgcgggcgctgctggccacgtacgggcaggagcgtcccgagggccggccgctgtggctgggctcggtg

aagtccaatctcggccacgcccaggcggccgccggtgcagcgggtgtcatcaagatggtgctcgccctgcgcc

acggcgaactccccgcaaccctgcacgcacacgagcccacccccgaggtggactggtcctccggcggggtacg

cctgctgaccgctccggccccgtggccggccggtgcccgcacccgccgtgccggggtctccggcttcggcctc

ggtggcaccaacgtgcaccttcttctggaggaggggccgactgtatcccccgcacaggatgccgaagccgtcg

aggagtccggggggcctgcggttccggtggtgaccggtgccagcgcttgggtgctgtccgggcggactgctgg

ggcgttgtcggcgcaggcggggcggctgcgggagtggatggggacgcgtccggagttggaaccggccgatgtg

gcgtggtcgctggctgccggccgctcggtcttcgagcaccggggtgttgtggtgggtacggggcgtgccgagc

tgctcggtggcgtggggagcctggcgtcgggtgttccgggtgggtcggtggtgtccggggtggcccggtcggg

tgttcggccgggtgttcgtccggtgtttgcttttgctggtcaggggtcgcagtgggtggggatggggcgggag

ctggcgggggtttcgccggtgttcgcggggcggttggcggagtgtgctgcggcgttggcgccgcatgtggact

ggtcgctcagcgatgttctggcgggtgcggagggtgctcctgcgttggaggcggcggatgtcgttcagcctgc

gttgtgggcggtgatggtgtcgctggctgcggtgtgggaggcggctggtgtcgctccggatgcggtggttggt

cactcgcagggggagattgccgctgccacggtggccggcatgctgtcgcttgaggacggtgcccgtgtggtgg

cgttgcggtcgcaggcgctgaaggtgctggcgggtgcgggcggcatgctgtccgtgagccgtccggcgtcgga

ggtcgaggagcgcctggtccggttcggggagagggtgtccctggcggcggtcaacggaccgtcggccactgtc

gtctcgggtgagccggcggctctggaggagcttcagtccgagttcgaggcggcgggggcccgggcgcggatgg

tggcggtggattacgcctcgcattcggctcaggtggaccggctggaggaggagatcacctctgttctggctgg

gatttccccgcgtcggggacgtgttccgatggtgtccgcgatgactggcgagacgctgacgggtgaggagctg

gacgccgggtactggttccgcagtctgcgggcgacggtggattacgaccgtgcggtgcgcgtgctggccggtc

agggccatcagatgttcgtcgaggtgacgccgcatccggtgctggtcggcgccatgcacgacacccttcaggc

actcgcccaggaggccggtcctggcgcgataccgggcgccgtctgcgggtcgctgcggcgggacgacggcggt

gccgagcgcctgctggcctcgctggccgaagcgttcgtcaatggggcgtcggtggactggcaggtggtgcttc

ccgcagggaagcgggtggagctgccgacgtacgcgttccagcatgagcggtactggctcgacgccgacgctcc

cacgcagccggccgaggcgccgcagcccgcggacctcaccgctgccaccgacacgaccgcagggtgggggctg

cgcggacagctcgccggccggccggagcccgaacagcaccagctcgttctggacctggtcatcacccaggccg

cagccgtactcggccattcggcaccggcggccctggaccccgcacgtaccttcaaggaactgggcttcgactc

ggtgaccggggtcgacctgcgcaaccggctgagcaccgcggccgccctccaactgcccagcacgctgatcttc

gaccaccccacaccgctcgcgctcgccggcttcctgcacggcgaggcgcagggccacgccccttcggccgggg

ccgtcggctccaccaggacgccggcacctgccggaggtgacgagcccattgccatcgtggcgatgagctgccg

tctgccgggcggcctcagcacacccgagcgcctgtgggagctgctggccgagggcggcgaggcagtggcccca

ctccccgccgaccgcggctgggacctctcccggcagcacggcacccggcccgacggggacgcggcctccgcga

gtcacgatgcgtccaccaccgggctgtccacccgtggcggtggcttcctcaccggcgcaggcgacttcgacgc

cgccttcttcgggatcagcccgcgcgaagcactggcgatggatccgcagcagcggctgctcctcgaactctcc

tgggaagccttcgagcgcgcaggcatcgacccggggcgcctgcggggctcggcgaccggcgtcttcgccggcg

cgtccccgtccggatacggcagccatgcgcccgaggaactcacgggccacctgcagcccggcatcacccccag

cgtgatctccggccgggtggcctacacactcggactcgaaggccccgcgctgacggtggacaccgcctgctcg



tcttcgctggtggcgctgcacttggccgtccggtcgctgcggtccggcgagtgcgagctggctctcgcgggtg

gtgtcaccgtgcatgccaccacgtcctggctgaactggttcgaccgtcaacggggactggccgccgacggccg

ctgcaaggcatacgccgaccaggccgacgggatgggcatgggcgaaggcgccggcctcctggtactggaacgc

ctgtccgacgcgcagcgcaacggtcacaaggtgttggcggtggtgcggggcagtgcggtcaatcaggacggtg

cttccaatggcctgaccgcgccaaatggtccgtcgcagcagcgggtgatccgggcggcgttggctgacgcggg

cctggagccggttgatgtggatgtggtggaggggcacggtacggggacgcggttgggtgatccgatcgaggcg

caggcgctgctggccacctacgggcaggaccgtccggaaggccggccgctgtggctgggctcggtgaagtcca

acatcgggcacgctcagtccgccgcgggcgtggcgggcgtcctcaaactcgtcctcgccctccaacacggaga

agtgccgaggacgctgcacgccgaccagccttcttcgcaggtggactgggatgcgggggcggtgcgtctggtc

actgaggcggtgccgtggccggcgacgggcgagcgtccgcgtcgggctggggtgtcttcgttcggcatcagtg

gcaccaacgctcacgtgatcattgagcaggccccgaatgccgaaggtgcgctcctttcgggggcggctccggg

catcggcgcggacggtgattccggtgcggagctgcctctgttgccgtgggtggtctctggtcgttcggaggcg

gggctggccgggcaggctgggcggctggcggagtttgtcgaggcgtcggggtctggtgtgcggccggtgaatg

tgggctggtcgttggtgtcgtcgcgtgcggtgttggagcatcgggcggtggtgctgggttcgggtcgggagga

gttggttgctgggctgggggcgcttgcggagggtcgtgatctgccgggtgtggtgagcggtgctgcgggcggt

gcgggcaaggttggttttgttttcaccgggcagggtgcgcagcgggttgggatgggtcgtcagctgtacgaat

cgttcccggtgtttgcggcggcgttcgatgaggtgtgtgcggggctggatgcgcatcttgagggttcgttggc

ggcggtggtgcggggtgagggggacccgtcgtggccgggtgggggccgtattgatgagacggtgtgggcgcag

cctgcgctgttcgcggtggaggtggcgctgttccgcttgctggcgtcgtggggtgtggtgccgcaggtggtgg

cgggtcactcgatcggtgagctggctgcggcgcatgtggcaggggtttggtcgctggaggatgcctgtgcggt

ggtggcggctcggggccgtctgatgcaggagttgccgtctggtggggcgatggtggcggtggaggccgccgag

gagcaggtccgcagggccttggccgatcgtccgggggtggggattgctgcggtgaacgggccgcgtgcggtcg

tgctgtccggcaccgagaccgacgtgctggcggtggcggaggagctggcgcaggccgggtctcgcacgcgtcg

ccttcaggtctcgcacgcgttccactcaccgctgatggagccgatgctggaccggttcgcccaggcgatcgcc

cacgtcacgtaccggaagccgcagctaacgatggtctcggccctgaccggttgccccgtttcggaggaggtca

ccgccccctcgtactgggtccggcacgtccgcgaggcggtccgcttcgcagacgccacagagacgatgcgcgg

gctcggcgtgggcaccttcatcgaactcggtccggacggtgtcctgtccggtatgggcccgcagacccgcgcc

gacagcgagggccaggacacgaccggctccgaggcatggctgccggtgctgcggcgtggccgcgacgaaccgc

gcgccgtgctgacggcgctggcgaaggtgtttgtccgtggggtcccggttgcctgggacgcgctctacaccgg

taccggcgctcagcgcgtggatctgcccacgtacgccttccagcgtcaacgttactggctgccgaccgcgtcc

gcccctctggacgcggcgggtctgggccagtacacgacccgtcatccgttgttgggggcggctgtgaaatcgc

cggccagtggtggcttggtgctcacggggcggctttcgctttcggggcagccctggctggcggatcacgtggt

ggcgggccaggtggttgtgcccggtgcggcgttggtcgagatggcggtccgtgccggtgatgaggtggggtgc

tcgcgggtcgaggagttgctgagcgaggccccgttggtgctgcctgcgcagggtggggtgcgggtgcaggtca

tggtggaggagccggacgcgtccgggcgccgcgtggtcagtgtctatgcgcaggacgaggacgtcccgccgga

gggggagtggacccggcacgcaaccggcacgctctccccggtaagggaagctggcgacggacgtgcacacact

cgcctccggcagtggccgtctcccggagccgagcccgtcgagctgaccgatttctattccgcgttgtcggccc

gtggcctctcctacggtccggtcttccagggtgtgcgggcggcgtggtgtctgggtgaggagctgttcgccga

ggtcgctctgccgccgggtgtggtggtggacgggtttgggttgcatcctgcgttgttggatgcggcgttgcac

gtcattgtgggtgtgggggagcgtgcgggtgggttggaggtgccgtttgcctggcgggacgtggagttgtatg

ccacgggtgctcaggtggcccgggtccgggtggtgccgggagctgatggcgagggtgtttcgctcagcctggc

ggatgctgacggcgcgctgatcgcctccgtcggttccctggccctgcggccgttcacagctcccgcttccggt

gcaggagacggcctgtgtgggatcgactgggtgcctgccacggccaccacatccgacctgggctcggccccgg

agccgttgggccggtgggctgtgctcggggctgtgtcgggtgtgccggatctgcctggtgccgtggtcttccc

ggatgttgcggcgttggtggcggcggtggaggcgggggctgaggttccgcagatggtggtggcgccggttcgt

ccggtggccgggcccggtggcactgcggaggctgcccgtcgtgccgccgtggacgttctggggttggtgcagg

agtggttggctgctgatgcgctgtccggtgcgcggttgttggtgttgaccgagcgtgcggtcgatgccggcgc

ggaggtgccggtggaggttgcggcggcttcggtgtggggtctggtgcgggtggcgcagaaggagaatccgggg

cggctgctgctggcggacgtggacgaggtgtccgtacctggtgtggatctggccgactggctgcgggccgggg

ttgagctgggtgagacgcagtgggcagtgcggggcggacagattcgggtaccgcgcctggtgcgcctgccgtc

ccggcttctcacggaggagatccgtccgggcacggtgctggtgaccggtgcttcgggggtgctgggtgggttg

gtggcccggcatctggcgaggtcgggtcgggcggagcatctggtgctgctctcgcgtcgcggcggcgaggccc

ccgggatgcctgggctcgtcgttgatcttcaggagatgggtgtcaaggtcacggtggctgcctgtgatgcggc

cgatcgggatcagcttgccggtgttcttgagggtgtggtgctgacgggtgtggtgcatgcggcgggtgtgctg

gatgacggggtggtcggctcgctgactgcggagcggctggagtcggtgctgcggccgaaggtggatgcggcct

ggaacctgcatgagctgacccgtgacctgggcctggagctggacacttttgtgttgttctcgtccatcgcggg

ggtgatcggtaatgccggtcaggccaattacgcggcgggcaacacgttcctggacgccctggccgcgtaccgg



cgccaccagggcctggccgccgtatcgctggcctggggaccgtgggaaaacggcatggccggtgccctgaacg

aggtggaccagcgccggatgtcccgacagggactgcgcccgctgtccgcaccggacgggctggccctgttgga

caccgccgtccgcaccgaccggtccctgctggtcaccactggactggacctggccgcgctgcgtcgttccggg

gaggtaccgccgctgctctccggcctgctgccggacccacgcggcggccactcgcagcccgcccgccgcacgg

ttgccgaatcggccgccgacaaccggagcccgctggctgcacggctcgtcggcctcgcaccaggcgagcggac

cgagactgctctccaactggtcgcgacggaggccgcgctggtactggggatgaccggaccggagaccgtcgaa

cccgcccgctcgttccgggacaccggcttcgactcgctcaccgccgttgagttgcgcaaccgactgaacaggg

cgacgggcctgcggctgcctgccacgaccgtcttcgaccacccgaccccggccacgttggcggcgcatgtgct

ggccgaactgctcggtgaggacgaggccggcccgatgggtgacaccgtcccggcggccaatgttccgcgtgcg

ggcgacgatccggtcgtcattgtcggcatggcctgccggttccctggcggggtgtcctcggcggaggggctgt

gggagctggtggagtcgcggggtgacgggatcggtgccttcccgtcggaccgtggctggccggaggatgtggt

ggatcctgacccggacgcggtgggtaagagcgtctccggtgagggcggcttcctgtacgacgccgctgagttc

gacgcggagttcttcggcatcagcccgcgcgaggcggtcgcgatggatccgcagcagcggctgttgctggaga

cttcctgggaggcgttggagcacgccggcatcgacgccaccgcactgcgcggcagcccgaccggcgtattcgc

cgggctcttctaccacgactacctgccctggcatgcggtcccggaagaggtcgagggatacctcggtaccggt

agcacgggctcggtggcttccgggcgggtggcttatgcgctgggcctggagggcccggcggtgacggtggata

cggcctgctcgtcttcgctggtggcgttgcacctggctgcccagtcgctgcggtccggcgaaagcaccctggc

actggcaggcggagtcacggtgatgggaacccccggtacctttatcgacttttcccgtcagcgtgggctggct

gcggacggccgatgcaagtcgtatgcggagggcgcggacggtactgcctggggcgaaggcgtgggcgtgctgg

tcgtggaacgtctctcggatgcccggcgcaatggacatcgagtgctggcggtggtgcggggcagtgcggtcaa

tcaggacggtgcttcgaacggtttgacggcgccgaatggtccgtcgcagcgtcgggtgatccgggcggcgttg

gctgacgcgggcctggagccggttgatgtggatgtggtggaggggcacgggacggggacgcggttgggtgatc

cgatcgaggcgcaggcgttgctggccacgtacgggcaggaccgtccggagggccggccgttgtggctggggtc

ggtgaagtccaacatcgggcatgcccaggcggctgcgggtgtggctgggattgtgaagatggtggccgcgttg

gagcgaggggtggttccggcgacgttgtatgcggagcggccgtcttcgcaggtggactggggtgcgggggcgg

tgcggctggtcactgaggcggtgccgtggccggagacgggtgagcgtccgcgtcgggccggtgtctcctcgtt

cgggttctccgggaccaacgctcatgtgatcatcgagcaggccccgagcgtggagggcgtgtctcttccgggg

gcggcgcccgaggccgtggacggtgtttccggtacggagctgcctctgttgccgtgggtggtttccggccgtt

cggaggcggggctggccgggcaggctgggcgtttggccgcgttcgtcggacaggactcgggtgtgcggccggt

ggatgtgggctggtcgttggtgtcgtcgcgtgcggtgctggagcatcgggcggtggtgctgggctcaagccgg

gaggagttggtcaccgctctgggcgccctcgcggagggccgtgacctgccgggtgtggtgagcggcgctgcgg

gcggtgcgggcaagatcggcttcgtcttcaccgggcaaggcgcccagcgggttgggatgggccgacagctcta

cgaagcattcccggtgttcgcggcggcgttcgacgaggtgtgcgcggggctggacgcgcaccttgagggttcg

ctggcggcggtggtacggggcgaaggcgacccgacctggccgggggagggccgtatcgatgagacggtctggg

cgcagcccgcgctgttcgccgtggaggtggcactgttccgcttgctcgcgtcgtggggtgtagcgccgcaggt

ggtggcgggtcactcgatcggtgagctggctgcggcacatgtggcgggggtgtggtccttggacgatgcctgc

gcggtggtggcggcccggggccgtctgatgcaggagttgccgtctggtggggcgatggtggcggtggaggccg

ccgaggagcaggtccgcaaggccctcgccgaccgccccggggtggggatcgccgcggtgaacgggccgcgtgc

ggtcgtgctgtccggcaccgagaccgacgtgctggcggtggcggaggagctggcgcgggcggggtcgcgcacg

cgtcgtttgcaggtctcgcacgcgttccactcaccgctgatggagccgatgctggaccggttcgcccaggcga

tcgcccacgtcacctacgggaagccgcagctaacgatggtctcggccctgaccggtcgccccgtttcggagga

ggtcaccgccccctcgtactgggtccggcacgtccgcgaggcggtccgcttcgcagacgccacagagacgatg

cgcgggctcggcgtgggcaccttcatcgaactcggcccggacggcgtcttgtccggcatggccgcgcagagcc

gtaccgacagcgagggcgagtcgggttccgaagcctggctgccgttgctgcgtcgtggccgcgacgaaccgcg

cgccctgctgaccgcactggcgaaggtgttcgtccgtggagtcccggtgcgctgggaagaggtctatgcgggc

accggcgcccagcgtgtagacctgcccacgtacgccttccagcgtcagcgctactggctgccgaccgcacccg

cgcacttggacgcggcgggcctgggtcaatccgccaccctccacccattgttgggggcggcggtggggttgcc

ggccagtggtggcgtggtgctcaccgggcggctttcgctttcggggcagtcctggctggcggatcacgtggtg

gcgggccaggcggtggtgccgggcgcggtgctggtggagatggcggtccgtgccggtgacgaggtggggtgct

cgcgggtcgaggagctgttgagcgaggctccgttggtgctgcccacgcagggcggcgtgcgggtgcaggtcac

ggtggaggaaccggacgcgtccggacgccgcgcagtcagcatccacgcccagagcgaggggaaccccccggag

gcggcgtggacccggcacgcgaccggcgttctcgccccggccgaagcggcagccgctaccgccgacaggatgg

cgcagtggccgccgaccggcgcggtgtctgtcgcattggacgacttctactccgggttggcgaagcacggact

gagctacggtccggtcttccagggtgtgcgggcggcgtggcgtttgggtgaggagctgttcgccgaggtcgct

ctgccgccgggtgtggtggtggacgggtttgggttgcatcctgcgttgttggatgcggcgttgcacgtcattg

tgggtgtgggggagcgtgcgggtgggttggaggtgccgtttgcctggcgggacgtggagttgtatgccacggg

tgctcaggtggcccgggtccgtgtggtgccgggagctggtggcgagggtgtttcgctcagcctggcggatgct



gacggcgcgctgatcgcgtccgtcggttccctgaccctgcggccgttcgacgctcccgccgtccaatccgccg

agggcctgttcacggtggaatgggtacccgccgcgctgacggcggacggttccggcgcggcggagggcccgtg

ggccgtgctcggcgaggacgtcctgggcgccgcgagctacccggacctgccggctctggtggcggcgatcgag

gcgggtgccgaggccccgcggaccgtcgtggtgcgggccacgcctgagcggcccacaccggatgtcgcggctg

cggcccggcggatcacgacggacgttctggggttggtgcaccagtggttggctgctgacgtgttgtccggtgc

gcggttgttggtgttgaccgagcgtgcggtcgatgccggcccgggggtgccggtggaggttgcggcggcttcg

gtgtggggtctggtgcgggtggcgcagacggagaatccggggcggctgctgctggcggacgtggacgaggtgt

ccgtacccggtgcggaactggccggctggctgcgagacgggatagagctgggcgagccgcagtgggcggtccg

cggcgggcagatccaggtgcccaggctcacccgcgccacaaccgagaccggtgtcgaggcccgcccgggcacg

gtgttggtgaccggtgcttcgggggtgctgggtgggttggtggcccggcatctggcgaggtcgggtcgggcgg

agcatttggtgctgctctcccgtcgcggcggcgaggcccccggaatgcctggactcgtggtcgatcttcagga

gatgggtgtcaaggtcacggtggctgcctgtgatgcggccgatcgggatcagcttgccggtgttcttgagggt

gtggcgctgacgggtgtggtgcatgcggcgggtgtgctggatgacggggtggtcggttcgctgactgcggagc

ggctggagtcggtgctgcggccgaaggtggatgcggcctggaacctgcacgagctgacccttgacctggggct

ggagctggacacttttgtgttgttctcgtccatcgcgggggtgatcggtaatgccggtcaggccaattacgcg

gcgggcaacacgttcctggacgccctggccgcgtaccgtcaccggcagggcctgcccgccgtgtcgatcgcct

ggggaccctgggagaacggcatggccggccggctcaccggcgccgaacgtcaaagactgacccagcagggact

gctgccagtcaccgacgcgcgcggcctcgcggtgttggacgccgccgtgggccggtccgaaccactgctggtg

gctgccgagctggccctggcggcgctgcaccgcaccggggaggttccgtcgctgctctccgggctggtgcccg

gtccgcgcgccggtaagcccgcccgtccgacagcaggcggccggcgcagcgtcctggaccgtaccgaggaaca

gcagacactcgccgagcggctgggccgactgggccggggcgaggccctggacaccctgcgggaactcgtcctg

gcgcagtccgccctggtactgggcatgtctggccccgacaggctggacgtggaccgctccttccgcgacgtcg

gcttcgactcgctcaccgccgtcaaactgcgcaaccggctgaacactgccaccgggctgcggctgccacccac

agtggtcttcgaccatccgagcccggcggcgctgagcggcttcctcgcggaggagatgctcggctcggctccc

gagcaaccggacgtgctcgcggcccactccggccttgaccgggtcgaagcctcgctcgccgggctgatggccg

acgagtccgtacggatgcaggtcagcgagcggctcaagcagatgctcggcgtgctgaacgcgaccgccggaac

cgacgacggtgacgacgacggcgactcggtcgccgaccggatccagtcggccagcgacgacgacatgttcgac

ttcatcgacaaccagctcgggctctga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="12"> 

<INSDSeq> 

<INSDSeq_length>1143</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..1143</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q162"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>gtggccgacaagacaaccctcgtgaagtgcctggtctgggacctggacaacacca

tctgggacggcaccctgctggaggacgcgaacgtcgaaccgttccccggcatcctggacaccctcgtggagct

ggactcccgcggcatcctgcactccgtctccagcaagaacgaccacgacctggcctggaagcggctggaggag

ctgggcctggccgagtacttcgtgcacccccggatcggctggggccgcaagtccgacgcggtccgcgagatag

ccgagcggctgaacttcgccgagaagaccatcgcgttcatcgacgaccagcccgccgagcgcgccgaggtcac

ctacggcgccccggacgtccgctgctacccggccgaacaggccacctcgctcaccggactgcccgagttcagc



ccggcgaccgtcaccgtcgactcccgccggcgccgcgagatgtaccaggccggcgcccgccgggacgccgaga

aggagaccttcaacggccccgacgaggacttcctgcgcagcctcgacctggtcatgaccatcaagcgggccga

cgaggaagacctctcccgcgtcgaggaactcacgctgcgcaccagccagatgaacgcgaccggcgtgcactac

tcggacgccacgctgcgcgcgttgctggccgaccccgaccacgaggtactgaccgtcaccctcaccgaccgct

tcggcccgcacggcgcggtgggcgtcctcctcctggagcgccacccgcagctgtggcacctcaagctgctggc

gacctcctgccgggtggtcagcttcggcgccggctcggtgatcctcaactggctcatcgaccaggcggcccgg

gccggcgcgcacctcgccgccgacttccggcgcaccgaacgcaaccgcatgatggacatcgcctaccggttcg

ccggcttcgcggacgacgcctgcgcctgccttgccgcgctcgaagcttccgccggggagggcgtgcagcggct

gcatctggtcgctgatcgccgggaggcgccgtcgaccatgcgtctgcttgcgcctgaactggcgtctggcagc

ggggagaagacctccgagggcgggggaaacacctccgataccggggagaaggctcccgtcggctga</INSDS

eq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="13"> 

<INSDSeq> 

<INSDSeq_length>1122</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..1122</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q163"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atgacagaccacctggccgacgggcgcgccctgatcagcgagctcgtcggcgacc

gggccggcgactgggacgtggccggcgaactgcccgtcgagacgctgcggaccctgggcgcccgcggcctgct

gtgcgcacaggtccccgccgaccacggcggcctcggcctgagcagcgccgccaacggcgaactcaccgcccac

gccggcagcctgtgcagctcactgcgctcggtgatgacctcacagggcatcgtggcctggaccgtccagcgct

tcggcgaccgcacccagcggcgcgagctgctcgcggagctgaccggcggcaaactcaccgccgtcggcttcag

cgaaccgggcgccggcagcgacctggcggccatgaccacccggatcaaggccgacggggacggctacgtcatc

gacggcgagaagaagtgggtcaccggcacccgctacgccgacttcgtgctgatcatcggccggtacggcgacg

gggacggcgccgccgccgcgatcgtccccgtcgacgcgcccggtgtgcacatccgggcggtgccgcacccgat

gggctgccgggccgccggacacgccgacatccggctggaccaggtacggctgcccgcctcccacgtgctcggc

ggcggcggacagcccctgtccatgctgttcaccaccgccctgacctacgggcgggtgtccatcggctggggct

gcgtcggcatcctgcgggcctgcctggacgcggccggccggcacgcgcaacagcgccaccagggcgaagtggc

cctggccgagcaccaactggtacgcgggcacctcgccgacctgatggtcgccgaacaggtcgcgctgcgcgcc

tgcgagcacgccagccggcagtgggacgccgcggccccggacctgggcaccatggccgtcctggccaagcacg

tcagcgcccagcaggccgcccgcagcgccgccaccgcggtccagctgctcggctcgaccggctccgccgacgg

ccacgtggtggcccgcgcgttccgtgacgccaagctcatggaactgatcgagggcagcaacgagatctgccgc

ctgatcctcgccgaccacgtgctgtccaccacgaagaccggctga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="14"> 

<INSDSeq> 

<INSDSeq_length>282</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 



<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..282</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q164"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atgaccgtcgaaggcgaaaacaccacgctcaccgccgagaccgtgcacaaggaac

tgctcgacttcctcaccgagcggatccagaccaccgtcgagccggaccaggacctgttcgcctccggcatggt

ctcctccatgttcgccatgcaactcgtcgtccacctggaggaggcgtacgacatcgccatcgtcggcggcgac

ctcaagctggacaacttccgcaccgtgcagaccatgaccgacctggtgatacggctgcagggcacggcggagg

cgcactga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="15"> 

<INSDSeq> 

<INSDSeq_length>867</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..867</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q165"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atgagtactgctttcgatgagcaccggctcgccgtcgtcggcgccggcgtgatgg

gcacgaacatctcggcactggccctcggccacggcgtcgacgtcgtcctggtcgagacggacgaggccgcccg

cgaccgggcggacggcaccgtgcggcacaagctgcggcacgcccagctgatgaacgtactgcccgcggaccgc

ccgcagggcacgctgacgatcaccgcgaagctggacgacatcgcggacgccgacacggtcgtcgaggccgtca

ccgaggtcgccgaggtcaagaaggaggtgctcggcgcggcttccaagctggtcgcgcccggcaccaccctgat

ctccaacacctcctgcatcccgatcgaggagatggccgcctggacggcgcgccccgaagagctcctgggcgtg

cacttcatgaaccccgcctacatgatcaagatggtcgaggtcatccggggcccgcagacctctcccgccaccc

tggaacgcgccaccgacctgctcacggtcctgggccgggaatccctcgtcatcgaggactccgcgggcttcgt

gatcaaccggctgctgcacccgctgatcaacaccgcggccatgctcgtccaggagggcgtggcctccgtcgag

acggtggacaacctgctgcagggctgcctcggccacgccaccggaccgctgcgcaccggcgacctgatcggcc

tggagaacctggtcgactccctcaatgtgctctacgaacgccgcggggacgagagctgccgcccctgcgacct

gctgctcgccaaggtgcgggacggccacctgggccggaagaccggccggggcttctacgactacggaaaggcc

gcatcatga</INSDSeq_sequence> 



</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="16"> 

<INSDSeq> 

<INSDSeq_length>2832</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..2832</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q166"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atgaacgaccagccggccctctcggcacgcgccccggaatccgcaccccggccgg

gggacgcgcatacggccaccacgaacaaggaaaaggccctctggctgctggagcagctggtcccggacaccgg

ggtgaacaacctggggctggcactccaggtgagcggccggctgcggccggacgtgctcggcgcggccctggcc

gtggtggccggccggttcgaggtgctgcgtaccgtgttccgcgcgagcggcgccgagctgttcaaggagaccg

ttccggcgggggagttcgccgtcccggtggagccgctggagctgtccggcgggccgctggccgaggatctgac

cgcgttcgtcgaccggcccttcccgctcgacggccgccccctgatccgggtcgccaccgccaccaccgccgac

ggcgacgtgctctgcgtagccgtgcaccacttggtgttcgacatggtgtcggtcggcgtcctgctacaggcgc

tcgtcccggtctacgacgccatcgcggctggtcggccgctgcccgaacaggccgtcgcgccggtcccggctct

cgccgagcccgcgccgcgccccgccgacctcgaccactggcgccggaccctggacggcttcgaccccaccggc

ctggacctgtggtgcggcaccccgcgcgggcggcagccggtgctggccggcgaaagcgccgtgcggaccctcg

gcccccgggcccagcaggccgcagtcgagttgcagcgtgccgcgcgggctccgatgggcgcggtgatgctcgc

cgcctatgccgccctgctcgccgcccacggcgccggcccggacctggtgatcggctcaccggtggacgtccga

ggggccgacgccggcgccatcggctaccacgtcaacgtcgtccccatccgtatccgggtggacctcgccgagg

gcttccgcccgctcgcccgccaggccagggacgccttcctcggcgcgatggcgcacgcgcacacctcggtgga

cgaactcgccggagagctgccgggcatcggcacgtcctggcagacccagctcttccggcacctgttcaacttc

ctccccgacgcgcccgtcggcgagctgcgggtggacgggatgccggcccggctgctgacggtggagaacccgc

acagcaagttcgacctggaactggtcggctccccggcccgtgccgagctgatgctgcgtcactcccgtacgct

ggcccccgccgacgccgcggccctgctggcccgcttcgaggcgctgctcgtcacggccgccgaggacccggac

cggccgctcggcgagacggcgggctggagcgagcatgaccgcgagacggtcgaccgggccaacgacaccgcac

tggacagtcaaccagactcgtttgaggcggcgttcacctcctgggctcgtagccggcccgccgatgtggccgt

gctggacggtgaccggagcctcacctacggcgagctggacgcggccgcggacgccgttcgcgagttgctggcg

gacgccggggtgcggcccgcagaggtggtcgcggtcgcggcggcgccgggcgagacggctgccgcgctcctcg

gctgctggcgggccggtgccgtctgcctcccgctcgaccccggagaggaatcgttcctgcaggcccggcggct

gacgcaggccgcggcgaagaccgtgctcaccggagcgggagtgcaactgcctgccggagtggacctgcccgcc

ggggcggacctgccgcccgtcctgccgctgccagcgttccccggtaccggccccgagcgctccggcgcgcccg

tagacccgtacggcgacgccccccgacgggacgcgcccgcctaccggctgcccgcaggcgaggagaacgagga

cgaggcgcagtcggccgtcgtgctgagccacgccggtatcgccgacaccgccgcccacttcgcccgggagctc

ggcgtcgggcccggcaccggtgtgctgagcctggcccggcccggcaccctcgcggcactcttcgacgccgccc

tggcgctgagcgtcggcggccggctcgtgccggccccccaggagacccgtaccgacgccgcagccctgcgcgc

ggccgccgaacggcacggggcggacgtgctggccgtaccgccgggcaccgcgcctcagctgctggaggagctg

ggcagccaactgtccgggctgaccgtcctggtcgccggtgacgagctgtccgcgtcggccgcgaaggcgctgc

tcgccgcggactgccggctgcactgcggctacggagccccgcagaccaccggctgggccctcgccggccgggt

caccacccccgaggacacccgccggggccgcccgatcggcaacacccgggcgttcgtcgccgcccccgacgga

cgggagctgcccgtcggtgtgcgcggcgaactctgcctcgccggcaccggtacggccctggacacaccggacg



gcccggccctgccaaaccaccccgggtacgggcgccaccaccgcaccgggcggctcgccgaatggcagccgga

cggcaccctcgtctggcacccccgcgagcagcccgccgcggacccggccgccgggcccaccgcaccggacgcc

gcggccgacgaccccctcgtcggccagttcgtcgcgatctggcagcagctgctgagctgcgaggtcaccgcgc

agacccacttcttcgacgcgggcggccactcgctgctcgccgccgtgctgacgcagcaggtcgaggacctcac

cggcatcgccctgcaactgcgcgacgtcttcgagcacccgacccccgccgccctggccgccagggtgcgccga

tga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="17"> 

<INSDSeq> 

<INSDSeq_length>840</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..840</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q167"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>gtgccgaacgagaacgcctggagcgtcatagccgagcctgcctcgaattccctga

tactcggcgtcgactttcctgcggccggccgtcacgaggcgggcttcgacgacctggtgaagggaatgggcac

cgcctggtccgggcacggggtgctgcagacctcgccgccgccggtgcggctggccgaccggccgtccggcgac

ttctacaccgaccactggatgcggtcgggcgactgggagaagtacgaggtcgtggcggtgctcggatactgcg

tcggcgcggtctacgcgggccgggtcgccgagcggctggcggcggtgcagggcaggatgccccaggtggtgct

gttcgacgcgcagctcgccgatctgccgctgctggccacggagatgcacaagatgatcgggcaggccgccgcg

gtgctcagcgagcaggaggctgaggagggccggaaacgggccgtcgaaatcgtcgccaccccgtcgatcggca

tggcggaggcggccgggcagatggtcgagctgtaccgggagctggccacttcgggtttccggcggatcggtct

gtcggagtcccgctgcgaagagatggtgctgcttttcgagtcgtacatgacctggctctcggcctcttcccgt

atcgacccggccggtgtctggggcggtgcgatcggcctcacctcggccgactacggcgaattggagaaggccg

gcgccaccaccgtcgtgaacgccgccaccgcggcgatcggccggcgtatacccgtcgagacccgccacatcga

tctcctgcgggatgcgtcgaccgtgcgcgcgctgctcgccaacaccgaattctga</INSDSeq_sequence

> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="18"> 

<INSDSeq> 

<INSDSeq_length>15027</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..15027</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 



</INSDQualifier> 

<INSDQualifier id="q168"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atgacaggacaggccgacaagctccttgaagcgctgcgtgcctccgtgaaggaga

ccgagcggctgcggcagcagaaccggcagctcgtctcggcggcctcggaaccgctggcgatcgtcggcatgag

ctgccggtacccgggtggtgtgaccaccccggagcagctgtgggagctggtctccaccggcggcgacgccatc

tccggcgtccccgccgaccgaggctgggacaccgagggcctgcacgaccccggccgaccggacagctcatccg

gggccgagggcggattcctgcgggacgcggccgccttcgacgcggacttcttcgggatcagcccgcgcgaggc

gctggccatggacccgcagcagcgcctgttgctggagacgtcctgggaggcgctggagcgggccggggtggca

cccgcctccctccgcggctcgcagaccggtgtgttcgtcggcgtcggcccctccgactacggcgccaaccccg

ccctgcacaccgacgacctgcagtggcacctgatcaccggcggcgcgaccagcgtgatgtccggacgcatctc

ctacctgctcggtctgcagggaccggcggtgtcggtggacaccgcctgttcctcctcgctggtggcgctccac

ctggcggcgcaggccgtgcgcgcgggggagtgctcgctggcactggccggcggggccacggtgatggcctcgg

ccatcggaatccgcggcttctcccggcaggacggcctggccgcggacggccgctgcaaggcgttttccgccga

cgcggacggtatgggcatgggcgagggcgccggcatggtcgtggtggagcggctgtccgacgcccgccgtaac

gggcacccggtgctggcggtgctgcggggcagtgcggtcaaccaggacggtgcgtcgaacggtctgaccgcgc

ccaacgggccgtcgcagcagcgggtgatccgtgctgctctggctggtgcgcgcctgacggcgtccgaggtgga

cgtggtggaggcgcacgggaccggtacgaagctgggcgacccgatcgaggcgcaggcgctgctggccacttac

ggtcaggagcgccccgagggccggccgttgtggctgggctcggtgaagtccaacatcggccacgcccagcagg

ctgccggtgtcgcgggtgtcatcaagatggtgctggctctccagcacggacagctgccgcgcaccctgcacgc

ggacgagccctccccgcacgtcgactgggcatccggcgaggtgaagctgctgaccgagccggtgccgtggccc

agcggggaccgggtacggcgggccggtgtctcctccttcggcctcagtgggaccaacgcgcacgtcattctgg

aggaggctcctgcggcgcaggatgctgaggctgctgaggagtccggggaactggtggttccggtggtgaccgg

tgctggtgcttgggtgctgtctgggcggactgctggggcgttgtcggcgcaggcggggcggctgggagagtgg

gtgtcggcccgtccggctcttcggccggttgatgtggcgtggtctctggctgccggccgctcggtcttcgagc

accgtgcggtggtggtgggcggggaccgggagcaggcgctggcgggcctcgcgggcctggcgtccggtgcgcc

ctcgggatcgctggtcgcgggcatggcccgatcggatgcccgtccggtgtttgcttttgctggtcagggttcg

cagtgggttggtatgggtcgggagctggcgggggtttcgccggtgttcgcggggcggttggcggagtgtgctg

cggcgttggcgccgtacgttgactggtcgctgaccgatgtcttggcgggtgcggagggcgctcctgcgttgga

ggcggcggatgtcgttcagcctgcgttgtgggcggtgatggtgtcgcttgccgctgtctgggaggcggctggt

gtcgctccggatgcggtggtgggtcactctcagggggagatcgctgcggctacggtcgcggggatgctgtcgc

ttgaggacggtgcccgtgtggtggcgttgcggtcgcgtgcgttgaaggtgctggcgggtgccggtggcatgct

gtcggtcagtcgtccggcggcggaggtcgaggaacgcctggtccggttcggggagcggctggctctggcggcc

ttcaacgggccgtcggcgacggtggtgtccggcgagccggaggcgttggaggagctgagggcggagttcgagg

cggagggtgcccgggcgcggatggtggcggtggattacgcctcgcattcggctcaggtggaccggctggaggt

ggagatcacctctgttctggctggggtttccccgcgtcggggacgtgttccgatggtgtccgcgatgactggc

gagacgctgacgggtgaggagctggacgccgggtactggttccgcagtctgcgggcgacggtggattacgacc

gtgcggtgcgcgtgctggccggtcagggccatcaggtgttcgtcgaggtcacgccgcatccggtgctggtcgg

cgccatgcacgacacccttcaggcactcgctcaggaagcgggcccgggcgtcatgccggcggccgtctgcggg

acgcttcgccgcgacgaggacggtgcggatcgtctggtggcgtcgctggcggaagccttcgtcaatggggcgt

cggtggactggcaggcggtgcttcccgcagggaagcgggtggagctgccgacgtacgcgttccagcatgagcg

gttctggccgaaggcagccgccgcggtttccggtggtgatccggtatcgctggggctgggtgcggtgggacat

ccgctgttgggtgcggcggttgaactggcgggcggtgcgggtctggtgtgtacgggccggttgtcggtgcgta

cgcatccgtggctggccgatcacgccgtcagcggtgtggtgctgctgcccggcaccggcttcgtggagctggc

tgtgtgtgcgggggatcaggccgggtgtggtgtgctggaggagctgacgctccaggcgccgctggtcttcccc

gaggacggcagtgctgtgcaggtccaggtggtgttggccggagcggatgcggagggtcggcgtagcgtcgagg

tcttctcccggtcggatgcggctggtcagtcgccggggtggacgcagcacgccagcggcgtgctggcccctgc

cggtccggcggctgcggccgaggaggacttcgcggtgtggccgccccgtaacgccgccacagtggacgtctcc

ggcctctaccagtccgctgccgaaggaccctacgggtacggtccggcgttccaggggctgcgggcagcatggc

ggcggggcgaggacgtcttcgccgaggtggcgctgccggaagaggtggcgcaggacgccgccgccttcggcct

gcacccggcactgctggatgccgtactgcatgccagtgccgtgcttgaggctgagggtgagccgggcgagatc

cggttgccgttcgcctggacgggtgtggagttgtatgccagtggtgcgtcggtgctgcgcgcccggttgcgtc



gtgatgcgcagggcacgctgacggtgtcggccgccgatgcggcgggtcagccggtgatttccgtggcctcgct

gatcacccgcccggtggacaccggccagctcggcagtgccgtgtcggctgtcgcggatgccttgttcaccgtc

gcctggatgcccatcagcggcatcgagtccatagcccccgtagccggggaatgggcgctgatcggcgccgacc

gcttcgctgtcgccgagaccctgggcaggtccggcgtcccagtgcagtgcttcccggggctggaagaggccgc

tgctgccgtggaggcggggcagtgcacgcctgcgttcgtcctggtctgcgccggtggcgagggcctgggcgag

gagggcccggcgcgggccgcggcccgggtgactggcgagaccctggttctggtccaggactggctgggtgagg

agcggctggcggagagccggctggtggttctcacgcgtggtgcggtggcggtctcagccggtgagggcgtggc

cgacctgtcggcagcagccctcaccggcctggtgcgctcggctcagtcggagaacccggaccggctgctcctc

gtagacctgccggccaccggcactgcggagcaggtcaccgagctgccggttgccgttgccaccggggagccgg

agttggcgctccggaatggcgtagtgcatgcacgacggctggtgcggccctctggggagctgccggttccgga

gggccggtggcggctggtaccggacgcgggcggttcgctggaggggctgtcgctgctcccgtcgccggaggtc

gatggaccgctggcggccggacaggtccgtatcgccgttggtgctgccgggctgaacttccgcgacgtactga

tcgcgctgggcatgtacccgggcggcggtgtgctgggcagcgagatcgccggaacggtgctcgaagccgggcc

gggagtggaccacctcgccccgggcgaccgggtgacgggaatcggtgagggcgggttcggcccggtggttgtc

accgatgcccggcagttggtgcggattccggacggctggtcgttcgccgaggcggcctcggtgccgacggcgt

tcatgactgcttggtacgcgttggtggagttggccggggcgaagccggggcagcgggtgttggtgcatgctgc

gaccggtggtgttgggatggcggcggtgcagatcgcccggtacctggggttggaggtcttcgcgaccgcgagt

acggggaagtggccggtgctggcggcgatgggtctggacgcggagcacgtctcgtcctcccgtactgccgcat

tcgaggcggaattcttggccgccacggacggtgccggtgtggatatcgtggtgaattccctggcgggtgagtt

gaccgatgcttcgctgcggttgctgccgcggggcggggcgtttgtggagatgggtcgtaccgacgtccgcgac

gcccaggcagtggccgcggaccgacccggtgtcacctaccgctcgttcgacctcggcgaggcaggccccgagg

gtttgggcaccatgctcggccggatcgtggaactgctgtccgccggcgaactgcggcggctgccgatgcgggc

ctgggaggtgcgccgggcgcgggacgcgttccggttcatgcagcaggcccggcacaccggcaagatcgtcctg

acgatccccgcgcacctctccgcaacgcagcagccggaatcggcccgggccggtgcccgttcggcgttgatca

cgggtggtacgggtacgttgggtggcttggtggccgggcatctggtggtgtctgggcgtgcggagcacgtgct

cttgaccagccgttcgggacccggtgcggccggtgctgcggcgttggccgcgcggttggcacaggcaggcgct

tcggtgcgggtggtggcgtgtgatgctgcggaccgccagaagctggccgccgtgatggcggcgatcccggccg

ggtatccgttgcggaccgtggtgcacaccgcgggtgtgctggacgacggtacggtcggatccctgaccgcgca

gcgggtggccggggtgctgcggccgaaggcggacggtgcctggaacctgcacgagctgacccgggacctggtt

ccggagctggaggactttgtactgttctcctcctcggcggcggcgttcggggtgccgggccagggcaattacg

tggcggccaacgccttcctggacgcactggctgccgagcggcgggcgtcggggcttccgggtgtttcgttggg

gtgggggctgtgggccgaggtgtccgggctgaccgggcagctggccgagtctgaccgctctcggttgtcgcgt

ggtggtgcgttggcgctcagcgtcgacgaggggctggcgctgctggacctgtgtctggcccgggacgaggcgc

tgctggtgccgtcccggctggacctggccgggctgcgggcccaggcggcgcggagtgcggagattccgccgct

gtggcgggccttggtcggtacgggaaccgggcggcgcagtgccgccggggccggtgacgcgaacgcggactcg

ctgcatcagcaactgtccgggctgtccggtcaggagcggacccggctgctgaccgatctggtccgtacgcatg

cggcggctgtcctggggcatgcctcggccgaggctgtcgagccggggcgggcctttaccgacctgggcttcga

ctcgctcaccgccgtcgaactgcgtaaccggctgagcaccgcgaccgggctgcggctgcccgccaccctggtc

ttcgactaccccaacccggcagcgctcgccggccacctcaaggccaggatcatcggcgaaggcgacggcgacg

ggccggccgcgagcccgctgccgtccggtacgacgcagcaggcctccggggaaccgatcgcgatcgtcggcct

ggcctgccggttccccggcggggtgaacgaccccgaggggttctggcggctgctcgccgacggcaccgacgcg

gtctcccgcttcccggacgaccgcggctgggacgtggaggcgctctacgacccggaccccgacagcgtcggca

cctcctacaccagggaaggcggcttcatcggcgacgccggcggcttcgacgcggacttcttcgggatcagccc

gcgcgaggcgctggccatggacccccagcagcgacaggtcctggagacctcctgggaggcgctggagcgggcc

ggcatcgacccgtccgcgctgcgcggcagccagaccggtgtcttcgtcggcggcttcgcctcggcctacggca

tcggcgtggcgaccggcgacgtgggcgcggaggggaacctgaccaccggcttcgccaccagcgtgctgtccgg

ccgggtgtcctacgccctcggcctggaaggcccggccgtgacggtggacacggcgtgctcctcgtccctggtc

gcgctgcacctggcttgccaggcgatccgcgcgggggagtgctccatggcgctcgccggcggttccacgatca

tctcgaccccggacgggattgtcggcttcagccgccagcgcggcctggccgcggacggccgctgcaaggcatt

ctccgccgacgcggacggcatgggcttcgccgagggcaccggcgtcctggtcgtggaacgcctctcggacgcc

cgccgtaacgggcacccggtgctggcggtggtacggggcagtgcggtcaaccaggacggtgcgtcgaacggtc

tgaccgcgcccaacgggccgtcgcagcagcgggtgatccgtgctgctctggctggtgcgcgcctgacggcgtc

cgaggtggacgtggtggaggcgcacgggaccggtacgaagctgggcgacccgatcgaggcgcaggcgctgctg

gccacttacggtcaggagcgccccgagggccggccgctgtggctgggctcggtgaagtccaacatcggtcaca

ctcaggccgctgccggtgtcgcgggtgtcatcaagatggtgctggccctccagcacggtcaactgccgcgcac

cctgcacgcggacgagccctccccgcacgtcgactgggccgagggcgaggtgcggctgctgaccgagccggtg

ccgtggcagacgaacgaccggccgcgcatcgccggcatctcctccttcggcatcagcggcaccaacgtccacg



tcctcttggaggaggcccccgccgaggaacccgcgcacggtaacggggaccccgccgacgctgacacagcgac

ttcggcaccggtgctctccatggtcggggcgggcccggctgccgagacggtgagcgcctggctggtgtccggc

cgttcggctgcgggcctggccgcgcaggcggaccggctgcgggattggctgacgacccgcccggagctggaat

cggccgatgtggcgtggtcgctggcagccacccgctcggtcttcgagcaccgtgcggtggtggtgggcgggga

ccgggagcaggcgctggcgggcctcgcgggcctggcatccggcgcgccctcgggatcgctggtcgcgggcacg

gcccgatcggatgcccgtccggtgttcgccttcgccgggcaggggtcgcagtgggtcgggatgggccgcgagc

tggcggcggtgtcgccggtgttcgcggggaggctggcggagtgcgcggcggcgttggcgccgtacgttgactg

gtcgctgaccgatgtcctggccggcgcggaaggtgcccccgcgttggaagcggcggatgtcgtccagcccgcg

ctgtgggcggtgatggtctccctcgccgctgtctgggaggccgccggcgtcgctccggatgcggtggtgggcc

attcacagggggagatcgccgctgccacggtcgccggaatgctgtcgcttcaggacggtgcccgtgtggtggc

gttgcggtcgcaggccctgaaggtgctggcgggtgcgggtgggatgctgtcggtcagccgtccggcgtcggag

gtcgaagaacgcctggcccggttcggagatcggctgtccctggctgcggtcaacgggccctcggccaccgtcg

tctcaggcgaaccggcggctctggaggagctgaagtccgagttcgaggcggagggcgcccgcgcccgtatggt

cgcggtggactacgcctcccactgtgctcaggtggaccggctggaggaggagatcaccaccgtcctggccgga

atttccccgcgccggggccgcgtcccgatggtctcggcgatgaccggcgagacccttaccggcgaggagctgg

acgccgggtactggtaccgcagtctgcgcgccaccgtgcattacgaccgcgccgtgcgggttctggccggtcg

tgggcatcaggtgttcgtcgaggtgacgccgcatccggtgctgatgggcgcgatgaacgacaccctggaagag

gtcgcccaggaggcgggcccgggcatcgtcccggcggccgtctgcgggacgcttcgccgcgaagagggcggcc

cggcccagctggtcacctcgctcgccgaggcgttcgtcaacggggcaccggtggactggcaggcggtgcttcc

cgcagggaagcgggtggagctgccgacgtacgcgttccagcatgagcggttctggccgaaggcagccgctgcg

gtttccggtggtgatccggtatcgctgggcctgggtgcggtgggacatccgctgttgggtgcggcggttgaac

tggcgggtggcgaaggtctggtgtgtacgggccggttgtcggtgcgtacgcatccgtggctggccgatcacgc

cgtgggcggtgtggtgttgctgccgggcaccggtttcgtggagctggcggtgcgcgctggtgaccaggccggc

tgcggactcctggaagaactgacgctgcacgccccgctggtcttccccgaggacggcgctgcggtccagatcc

aggtggtgctggcggggccggacgccgaaggccgccgtggcgtcgaggtcttctcccggtcggatgcggctgg

tcagtcgcagggatggacgcagcacgccagcggcgtgctggcccctgccggcccggcggctgcggccgaggag

gacttcgcggtgtggccgccccgtaacgccgccgcagtggacgtctccggcctctaccagtccgctgccgaag

gaccctacgggtacggtccggcgttccaggggctgcgggcggtatggcgccgtggcgaggacgtcttcgccga

ggtggcgctgccggaagaggtggcgcaggacgccgccgccttcggcctgcacccggcactgctggactccgta

ctgcaggctgccttcctgatgggaggtgccgaagagggtgcgaccgaaaaggttcggttgccgtttgcctgga

cgggtgtggagttgtatgccggtggtgcgtcggtgctgcgcgcccggttgcgtcgtgatgcgcagggcacgct

gacggtgtcggccgccgatgcggcgggtcagccggtgatttccgtaacctcgctgatcacccgcccggtggac

accgaccagctcggcagtgccgtgtcgccggttgcggatgccctcttcaccgtcgcctggatgcccatcagcg

gcaccgagtccatagcccccgtagccggggaatgggcgctgatcggcgccgaccgcttcgctgtcgccgagac

cctgggccggaccggcatcccagtgcagtgcttccccggactgaaggagctggccgctgccgcagcggaccgg

gagatcgaccccgccttcgtcctgatctgcaccggtgatgagggccagattctggaagacccggcgcggaccg

ctgcccgggtgactggcgagaccctactcctggtgcaggagtggctgactgaggaccggctggcggacagccg

actcgtgcttctcacgcgtggtgcggtagcggtctcagctaatgagggcgtggccgatctgccggcagcagcc

ctggccggcctggtgcgctcggcccagtccgagaaccccgaccggctgctcctggtcgacctcccggcgacca

ataccgccgaccagatcgccgtactcccgaatgcgctcccagccgcactcgccgccggggaacccgaggtggc

catccgcgacaccgccgtccacggacggcggctgacccgtccatccggctccacggcggcagttgaacgaccc

gccaacccgtccggtgcccgttcggcgctcatcacgggcggtacgggcacgttgggcggcttggtggccgggc

acctggtggtgtcgggacgtgcggagcacgtagtgctgatcagccgttcggggcccggtgcggccgatgcagc

agtgctggccgcacggttggcccaggcaggcgcttcggtgcgggtggtggcatgtgatgccgcggaccgccag

gagctgaccgcagtgatggcaacaatcccagcgcaggcgccgctacgcaccgtggtgcacaccgcgggtgtgc

tggacgacggtacggtcggatccctgaccgcgcagcgggtggccgaggtgctgcggccgaaggcggacggtgc

ctggaacctccacgagctgaccgagggactggacctggaccacttcatactgttctcctcctcggcggcggcg

ttcggagtgccgggccagggcaattacgtggcggccaacgccttcctggacgcactggccgccgagcggcggg

cgtcggggcttccgggtatttcgttggggtgggggctgtgggccgaggtgtccggactgaccgggcaactggc

cgagtccgaccggtcccggatgtcgcgtggtggtgcgttggcgctcagcgccgacgaggggctggcgctgctg

gacctgtgtctggcccgggacgaggcgctgctcgtgccgtcccggctggacctggccgggctgcgggcccagg

cagcgcgcagtgcccaggttccgccgctgtggcgggctctggtcggcgccggaaccgggcggcgcagcgccgc

cgggacggacgacgcgaacgcggactcgctgcaccggcaactggccgcactgcccgccgccgagcgcgacgag

atgctgctgaacctggtacgggcccacgtcgccgccgtactggggcacgcctcggccgaggccgtcgagccgg

gccgggccttcaccgacctgggcttcgactcgctcaccgccgtccagctccgtaaccggctgagcaccgcgac

cgggctgcgactgcccgccaccctggtcttcgactaccccaccccggcagcgctcgccggccatctgcgcgga

cggctcggcgacgggccgcaggcgcgcacgaagtccgccaccgccccggcggcagcggagacatcaggagccg



gggcgccggacgagccgatcgccatcgtgggaatgagctgccgcttccccggcggcacggcggaccccgagga

cctgtggcggatgctgcgcgacggcgaggacgccatctcggccttccccaccgaccgtggctgggacctggac

gggctgcacgacccggacgccgcgcggagcggcaccgcccgtacgcaggccggcgggttcgtgcaggacgccg

cctccttcgacgccggattcttcgagatcagtccgcgcgaggccctcgccatggacccgcagcagcggctgtt

gctggagcttgcctgggaggcgttcgagcggtccgggatcgacccggccaccctgcgctccagcccgaccggc

accttcgtcggcggctacacctccggctacgagacgagcgtgctggcggagggcggcaccgagtcccaggggc

acctgatgactggcatcgccaccagcgtcctgtccggccggctggcctacaccttcgggctggagggcccggc

ggtgacggtcgacacggcctgctcgtcggcgctggtggcgctgcacctggccgcgcagtcgctgcggtcgggg

gagtgctcgctggcgctggccggcggtgtgacggtcatggccaccccgggtacgttcgtggagttctcccgcc

agcgtgggctggccgcggacggccgctgcaaggcgttcgccgccgcggccgacggcaccggcttcgccgaggg

cgccggcctgctcgtcatcgagcggctttcggatgcgcagcgcaatgggcacccggtgttggcggtgctgcgg

ggtagtgccaccaaccaggacggtgcgtcgaacggtctgaccgcgcccaacgggccgtcgcagcagcgggtga

tccgggctgcgttggccaactcgcgtcttacgcctggtgacgtggatgtggtggaggcgcacggtactggtac

gaagctgggtgacccgatcgaggcgcaggcgctgctggccacttacggtcaggatcgcggcgagagcgatccg

ttgtggctgggctcggtgaagtccaacatcggtcacactcaggccgctgccggtgtcgcgggtgtcatcaaga

tggtgctggctctccaacacggacagctgccgcgcaccctgcacgtggacgagcccagcccgcacatcgactg

gaccggcggcgaagtgcggctgctcaccgaaccggtgccgtggcaggcgaacggtcggccccgccgggccggc

gtctcctccttcgggatcagcggcaccaacgcacacgtcatcctcgaagaagcacccacgccgcccgccgggg

ccgagagccacgtaccgctcgccgggtccgggagccacgtgctgctccccggggccgagagccacgtaccgcc

cgccgaccccgagacccacgcggcgcccccgcccggtgccgcaaccgccccgacggccggctcggtcgtaccg

tcggcggtgccgtggccgctgtccgcgcgaaccccggaggcgctgcgggcccaggcgggacggctgcgccagt

tcctgctggagcggccggaactcgacctggtggacgtcggattctcgctggccaccacgcgtaccgccttcga

ccaccgggcggtggtgcagggcacggaccgggacgggctgctggcgggcctcgcggtggccgccgcaggggtg

cagacccgggacgtggtgaccggaaccgtgagggcgggccgcaaaacggtcttcgtcttccccggcacggccg

catcgcccggagggcccggcgcggacgtccgcctggacgccgcggccgcgctgctggaggagtcgccggtctt

cgccgaccggatcgccgactgcgagcaggccctggcgcccttcgtggactggaaggtgaccgaggtgctgcgg

gccggtgaggccggcccggcgctcaccacccccgagatccaccgcccggtgctgtgggcggtactggtggcgc

tcgccgcgctgtggcgctccgccggtgtgcatccggccgcggtggccgggcacggggtgggcgagatcgccgc

cgcccaggtggccggtgtgctgacggcggcggacgcggcccggctggccgtgctgtgtggcggggcatcggcc

ggtccgggagccgtccaaccgcggccggggacggtgccgctctactccacccggtccatggactgggtggacg

gtgcggagctgaacgccgagcactggctgccgtacccggggcaggaaccgccggcccccgtacgggaactggc

cgaggccctggctggggccgggttgggcgcgtacgtcgaggtcggcccggagccggtgcttgccaccgccctg

gcccaggccctccaggccgaagggaacggcgcggaccgcgacggtgcgcccgtggtcaccgcgaccctgcgcc

gtggggagttgggactgcgggcgttcacctccgcgctggccgccctgcacgtacggggcgtgaccgtcgactg

ggccgcggtgctggccggcggacgccgggtggacctgcccacctacgccttccagcgagagcggtactggccg

cagccgccggcccggaccaatgccgaagctcccgcggcgggctccctgtccccggacgagcagcggttgtggt

ccgcgttggcggagcaggacatgagcgcgctgagcgaggtgctgggcaccggcacgccgttgcgcgaggacat

gcctctgggcgaagtactggcgtacgtcgccgcctggcgccgggagcgcaccgcaccggacggggcggccgag

accggtgccgcgggcgcggccgagggcaccgcacctgaagatgcggacggcgccggggccggctggcggcagc

ggctcgccgaagtcggcccggcgcagcagcaggagctgctgagcgcactggtccgcgaggagatcgcggcgat

gctcggatacgggtccgtggactccgtcccgcagtacggcgacgtcttcgaactcggcatgacctcgatgtcg

gccgttcaactgcggctgcgaatgaacgagctgactggtcttacactgccggagggcttcgtctatgacctct

atatgccggaagccatcgcggagtacctgctcggcgagctgacggtggcacttcgggaaggcactcccgaaga

ccggtag</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="19"> 

<INSDSeq> 

<INSDSeq_length>16809</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..16809</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 



<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q169"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>gtggacaaccaagagaaactcttcgactacctcaagaagaccgcggcccagctcc

aggaaacgcgtaagcgtctgcaccggctggaggccgccgagcaggagccgctggcgatcgtcgggatggcgtg

ccggttccccggtggggtgggcagtccggaggagttctgggagtttcttgcttccggtggcgatggcgtggac

ggtttcccgaccgaccgcggctgggacctggagagtgtgtacgacccggacggtgagcgcgaaggcacctcgt

atgtcgcccagggcgcgttcctgcgggaagcggccgagttcgacgcggaattcttcggaatcagcccgcgcga

agccctcgccatggacccgcagcagcgcctgttgctggagacctcctgggaggcgctggagcgtgccggcatc

gacccgacgtcgctgaaggagagtgccaccggtgtgtttgccggtggcttcacctccggttacgggctcggca

tatccatgagccaggacgactccggcgctgagggtcacgtgctgacggggaatgcgaccagtgttctgtccgg

gcgggtgtcgtatgtgctgggtcttgaggggccggcggtgacggtggacactgcctgttcgtcgtcgttggtg

gcgcttcacctggcggcgcaggcggtgcggtcgggggagtgttcgctggcgttggccggcggggcgaccgtga

tggcgacaccggggacgttcatcgacttctcccgtcagcagggcctgtcggtcgatggccggtgccgggcgtt

ctcggaggacgcggatggtacgggctgggccgagggtgccggcatggttgtggtggagcggctgtcggatgcc

cgccgcaacggccacaaggtgctggcgctgttgcggggcagtgcggtcaaccaggacggtgcgtcgaacgggc

tgaccgcgcccaacgggccgtcgcagcagcgggtgatccgtgcggccctggccaacgcccggttggctccggc

ggacgtggacgtggtcgaggcccatggcaccggtaccacactcggtgaccccatcgaggcgcaggcgctgctg

gccacgtacggccgggatcgtggcgagggtgacgcgctgtggctggggtcggtgaagtccaacatcggccaca

cccaagccgcggctggcgttgcgggcgtcatcaagatggtgctggccctccagcatgagcggttgccgcagac

gctgtacgccgaggtgccctccacccacgtggactggtcggcgggtgcggtccggttgctcacggaaccggcg

ccctggccggccgacggagaccgggtgcggcgggccgctgtctcggcgttcggcatgagcggtaccaacgctc

acctcatcctggaggaggcccccaccgcgcaagaggccgaagccgccgaggaacccaaggaaccggagacaga

accggacgggccggctgcgcgggtgctgtccggtgaaggcgccggtgcggtccgggcctggcaggtctcgggc

cggtcggcggcagcgccggcggcgcaggcggaccggctgcacggctggctgacggcccgtccggagctgcgac

cggccgatgtcgcctggtcgctggcgaccgtgcggaccgccttcgagcaccgtgccgtcatcgtcggcagtga

cgaccgcgccgcgctgctgacgagcctggaaagtctcgccgccggaacgccgaacggttcggtggtgtccgga

acggcccgccccggcgtccggcccgtgttcgtcttccccggtcaggggtcgcagtggctgggtatgggacagg

agctggcgcgtacctcgccggtgttcgcggcgcggttggcagagtgtgctgcggcgttggcgccgtacgttga

ctggtcgctgaccgatgtcctggcgggaacggggtacgccccggcgctggaggcggcggatgtcgtccagcct

gcgttgtgggcggtgatggtgtcgctggccgctgtctgggaggcggctggtgtcgctccggatgcggtggttg

gtcactcgcagggggagattgccgctgccacggtggccgggatgctgtcgcttgaggacggtgcccgcgtggt

ggcgttgcggtcgcgtgcgctgaaggtgctggcgggtgcgggcggcatgctgtccgtgagccgtccggcgtcg

gaggtcgaagaacgcctggcccggttcggcgaccggttgtccttggcggcggtcaacggcccgtcggccaccg

tcgtctcgggcgagccgggggcccttgaagagctgaaggcggagtacgaagcggaaggcgcccgggcccgcat

ggtcgcggtcgactacgcctcgcactccgcccaggtggaccggctggaagaggagatcaccaccgtcctggcc

ggagtctccccgcgccggggccgattccccatggtctccgcgatgaccggcgaaaccctcaccggcgaagaac

tggacgccggctactggtaccgcagcctgcgcaccaccgtacatttcgaacgggcagtgcgctccctggccgg

ccaggggcagcgggtcttcatcgaggtgtcgccgcatccggtgctgttgagcgcgatgacggactcgctggag

gaggccgcacaggacgcgggcccgggcgccgtgcccgccgccctgtgcgggacgctccgccgggacgacggcg

gcgcggaacggctggtcacctcgctcgccgaggcgttcgtcaacggcgcgccggtggactgggcgtcggtgct

gcccgccggcgagcgggtcgagctgcccacctacgtcttccagcaccgccggtactggcccaagggcccgatg

gcggggctgcgccaggatggcggcgacgcactggcgctgggcctcggcgcggtcggccacccactgttcggcg

ctgccgtcgaactggccgggggcgacggcgtggtgtgcctgggacggctctcgctgcgcacccacgcctggct

ggccgaccatgccgtcggcggtgtggtgctgctgcccggcaccggcttcgtggagttggcggtacgcgccggt

gaccaggtcggctgcgggctcctggaagaactgacgctgcacgccccgctggtgctgcccgccgacggcagcg

gggtgcagctccaggtcgcggtggccgcaccggacacggagggacgtcgaggagtccgggtcttctcccgccc

ggaggacgccgccgaccggcagccgtggacgctgcacgccggcgggacgctcggccccaccgccgcgcccgca

ccggccgacccggacttcgccctgtggcccccgcaggacgcggtgccggcggacgtctcggacgtctacccgg

tgcggctggcggaggtctacggccccgccttccacgggctgcgtgcggcctggcggcgcggcgcggacgtttt



cgccgaggtggcactgcccgaggaggccgcgcagcaggcgggtgccttcggcctgcacccggcgctgctggac

gcggcgctgcacgcctcgttcctggcccagccggccgccgcgcaggagaccgggcaggtcaccatgccgttcg

cctggaccgacgtggcattgcacgccggtggcgcctcggtgctgcgggtgcggctgcgccaggacgcgcaggg

cggactctcgctggcggccgccgacaccaccggagccccggtggtcaccgtgggatcgctggtgcggcgcccg

gtatcggcggagcaacttcgcgctacgcgagacgagttgtccgactcgctgttcgtccagacatgggccgagc

tgcctgatggcgacgccccggccggcgagtgggcgctgctcggcgccgaccgctacgggctggccgacgggct

ggaggcggcgctggaggcagcaggcgtgcaactgcgccccttccccggcctccccgagctggtcgccgcggcg

cagaccggcaccggagccccacggaccgttgtggtctgcgccgacgccctgtccgacgaggacgtgttcggcg

ggagcgccgagacctcggcgggcaaggaggcgccgaacaactccccacaaccggccgacccggcgcgccacct

cccgggcgcggcgcaccgggccggcgccgccgcgctccgcttcgtacagcagtggctggccgaacccgccctg

gaagacatcaagttggtcgtcgtcaccagaggggcggacgcgatcaccgatgaggacgtggtcgacccggccg

cggcggtcgtccgcagcctgctgcggtcggcgcaggcggagaacccggaccggttcctgcttgccgacctccc

cgcgtgcgacggcgccccgcaggaggcggcgctgctgcccgcggcgctgggcagcgaggagccggaggtggcg

gtccgcggccggatccggtacggccggcgtctgacccgccccacgggtgaggtgacgcgcatccagtggccgt

ccgacacccgagccgacccggcagcccgctcgctgctggtcaccggcggcaccggaaccctgggcggactggt

ggcccggcacctggcggccaccggccgggccggctgcgtggtactgaccagccgttccggaccggccgcgacc

ggtgcggccgcacaggccgccgaactggcccagctgggcgtaccggtccgcatcgtcgcctgcgacgcagccg

accgggacgccctggccgccgtcctggagcagatcccggccgcgaacccgctgggctccgtcgtgcacgccgc

gggcgtcgtcgacgacggtgtgatcatgtcgctgacgccggagcggctgtccgcggtgctgcggccgaaggcc

gatgcggcctggcacctgcatgagctgacggccggactccagctggaccggttcgtgctgttctcgtccgccg

cagccgtcttcggctcggccggccaggccagctacgtggcggccaacgcgttcctggacgccgtggccgcgca

ccgcaggtccaccggcctcacaggcacgtcgctgcaactcggcccgtgggctcacgaggccggcatcggccgc

aacctggatgccacctccctcgcccgtatcgaccggggcttcgtaccgctgaccgccgacgagggactggtcg

tcctggatacggcgctgaccagggatgaagcggtgctgatgcccgccaggccggacaccgcggcgctgcgcgc

acagaccgcggccgggggcgaggtgccgccgctgtggcgggcactggcggggacgtccgcccggcgcaccgcc

gcctccgggactgccgccggctccggtacggaggccggcgaggcactgcgccacaggctggcctcggtcggcg

gcaccgagcgggaccggctcctgctggaactggtgctcgcacacgccgccgccgtgctgggacacgcctcccc

ggacgcgatcgacgccggccgtgccttcaccgacgtcggcttcgactcgctgaccgcggtggaactgcgcaac

cggctgaaggcacagaccggactgcggctgccggcgacgctggtgttcgaccaccccaccccggccgcgctcg

ccaccttcctgcgcggcgaactggccggagacctgcctgccaccgccgttcccaccgcaccggtagcggcggg

cgccgacgaacccatcgcgatcgtcggcatggcctgccgcttcccgggcggcgcggccggcccggagcagctg

tggcacctgctggactccggtacggacgcgatcggcccgttcccccgggaccgcggctgggacctggaccggc

tccaggacccggacgcggaacgcaccggcgtctcctaccagcaggtcggcggattcgtaccggacgccgcctc

cttcgacgccggcttcttcgggatcagcccgcgcgaggcgctggccatggacccccagcagcggctgctcctg

gagacctcctgggaggcgttcgaacgcgcgggcatcgacccggcatcggtgcgcggcagccagaccggcgcct

tcatcggcggctactcctcccggtacgcccacgacgcgtcgctggagggcaccggcgtcgccgaggcacacct

ggcgaccggcaacgcgaccagcgtgctctccggccggctctcctacgtcttcggcctggagggcccggcggtg

acggtggacaccgcgtgctcctcctcgctggtggcgctgcacatggccgcacaggcactgcgcgcgggagagt

gctcgctcgctctcgcgggcggcgtcacggtcaccgccaccccggacgtgttcgtcaccttcgccaccgcggg

cggggtgtcgctggacggccgctgccgctccttcgccgcctcggcggacggctccggcttcgccgagggggtg

ggcctgctggtggtcgaacggctctccgacgcgcgccgccatgggcacaaggttctggccgtcgtacggggca

gtgccgtcaaccaggacggcgcctccaacggcctgaccgcgcccaatggcccctcccagcagcgggtgattcg

tgccgcgctggccaatgcccgtctcactcctggtgatgtggacgtggtggaggcgcatggctcggcgaccaag

ctgggcgaccccatcgaggcgcaggcgctgctggccacctacggccgggagcggccggaggggcggccgttgt

ggttggggtcggtgaagtccaacatcggccatacgcaggcggctgctggtgttgcgggtgtcatcaagacggt

gctggctcttcagcatgagcggttgccgcgcacgctgcatgtggatgagccgacgccgcatgtggactggtcg

gcgggtgaggtcaggctgctggcggagtcggtgccgtggcccggtggcgagcgggtgcgccgcgccggtgtct

ccgggttcgggatgagtggcaccaatgtgcacgtgattctggaggaggccccggccgaggaggccgaggagac

ggacaccgacgggatctccgccccggtgaccaccgcaccggcgcctgcgctgctcggcgatggtggtcccacg

gcgtggttggtgtcgggtcggtctgcggagggtcttgccgcgcaggcgggtcggttgggggagtgggcggctg

ggcgtgctgcgttgcgtccggtggatgtggcgtggtcgttggcggctacgcgggcggtgttggaataccgggg

tgtggttgtcgctggtgaccgggcggggctgttggacggggtacgggggttggcaggcggtgagttggccgcg

ccgggtgtggtgtcgggggttgctcgggccacgggtcgtacggtgtttgtgttcgccggtcagggcgctcagt

gggcggggatgggccgggatttgttggcttcgtcgccgttgttcgcggcgcgactcgatgagtgtgcggcggc

gttggcgccgtatgtggactggtcgctgactgaggtgttggcgggtgcggagggtgctccggcgctggaggcg

gctgaggttgttcagcctgcgttgtgggcggtgatggtgtcgctggctgctgtgtgggaggccgctggggtta

ctccggatgcggtggtgggccactcgcagggggagattgctgcggcgacggtggcggggatgctgtcgctgga



cgacgctgcccgggtggtggcggtgcgttcgcgtgcgttgtctgggctggatgtggccggggcgatggtgtcg

gtggtgatgccggctgacgcggtacgcgagttggtggcgggcttcgacggtcggttgtcggtagctgcggtca

atggcccggcgtcggtggtggtatccggacaggcagaggcactggcgtccttcgagcgggagctggcggcacg

taaggtgttgcgctggcgcatcccggcgacggactttgtggcgcattcggcggcggtggagccgcttgccgcc

cagctccgggaggagctgtcggagatagccccgcaggcgggccgcatcccgatggtctccaccgttacggggg

agtggctggccggtgaggaagcggatgccgcgtactggttcgcgaacctgcgccagatggtgcgcttcgagga

cgccgtccgtagcctgctggagtccgggtacggagcgttcatcgaaatctcgccgcatccggtgctgacggcc

gcggtgaccgaaaccgcccaggacacggacgcgaacgccacccccgtgctgagcatcggcaccctgtcgcaga

ccgacgcgggcgcggccggtctgctgcgcggcttcgcgcaggcccacgtggcggggctgccggtggactggcg

caaggtcctgccggccggcgaggtcgtagagcttcccacctacgccttccaacaccgccgctactggctggag

acctccaccgcagccgccgccacggccgccacaaccgtttcctcggccgccgaggcgcagttctgggccgccg

tcgaaagcggcgaccggaccgggctcgcccaggcactggccatcgagaacgagcaccaactcgacggcctgct

gcccgcgctggcgtcctggcggcgccgtgaacaggaacgttcggccactgaaagctggcggtaccggatcacc

tgggcgccggtggccgacccagcaccggctcgcctggccggccgctggctgctgctcgtaccggcccaggagg

ccgacggcgaggcggcccggcagtgctgtgcggcgctcaccgcccgcggcgccactgtcgtgccggtccaggt

gccgacaggcaccgttcagcgggactggatcgccgcgctgctcgaccggacacagcaggacgccgagccggca

tccggagtgctctcgctgctggcgctggacgagacgccgctgccggaccacccggtggtgacggcgggcctgg

ccgccaccctcgcactggtgcaggcgctcggcgacaccggcatcgcggcgccgctgtgggtggccacccgcgg

cgccgtcgccaccggccccgacgaggcgccgaccagcccgctgcaggcccagatctggggcttcggcaggatc

gccgggctggagcacccggaccgctggggcgggctggtcgacctgcccgctgtcctggacgaacgtaccggcg

ggcagctggcgaccgcactggccggctctacggagaaccaggtcgccctccggccgtccggggccctgggccg

caggctcgcccatgccccgcagtccccggcggccgcgacctcgcagtccgcgacgggaaccgcgctgatcacc

ggcggcaccggcgcactcggcggccacgtggccgcctggctggccgcacgcggcgccgagcggctggtgctga

ccagccgctccggccctgcagccgccggagccgcggcacaggccgccgcactggccgcgcgcggcacccgggt

ggacgtactggcctgcgacacggccgaccgttcccaactggccgccgcgataggccggatcggcaccgacggc

ccccggttcaccaccgtcgtgcacaccgcggcggtactggacgacggcgtggtcgacgccctctcgccggccc

ggctggagaccgcgctcgcggccaaggccgccggcgccgcccacctggacgagctgaccgccgacctggacct

ggacgctttcgtcctgttctcctccgtggtcgccaccaccggagcccccggacaggccaactacggtgcggcc

aacgcctacctggacgccctcgcccagcaccggcgcagtcgcggcctgcccgcactcgccgtggcctggggcc

cgtgggcggtcggcgtggcacagggctccgcagcggcacggcagcggctggcccgcaaccagtgggaagaggt

gatggacccggacctggcggtacgggccctgggagaggcgctggacggcggcgacaccgtactgacggtgatg

aacatcgactggtcggcgatcctcgcccagccgcagtcctcggccggtctgctgcaggccgccgtgatgcggg

acctgcccgaggtccaccggctggccgcgctgctggccgagaccccgcaggcaccggccgagccggccctggc

ggaacggctggccggactgggccgccccgaacagcgccgggtactgagcgacctggtacgggccggggccgcc

cgggtgctcggccacacctcgcccgacgcggtcgaggaccggagcgccttcagcgacctcggcttcgactcgc

tgacgtccgtcgaactccgtaacgacctcagcgccgcaacgggtctcaggcttcccgcgaccctgctgttcga

ccaccccaccccggccgctctcaccggctacctggagaccgaactcctgggcaccgggccgcagacacccgag

gcaccggccgcgctgccggccaccatcgcggcggacgaaccgatcgcgatcgtcgggatggcctgccgctacg

cgggaggcgtggccggccccgacgacctgtggcagctgctcacctccgcgggcgacggcatctccgggttccc

cgacgaccgtggctgggacctggaggcgctggacggcccctcgtacgtacggcacggcggcttcatcaaggac

atcggcggcttcgacgccggtttcttcgggatcagcccgcgcgaggccctcgccatggacccgcagcagcggc

tgctgctggagacgtcctgggaggcactggagcgcagcggcatcgccccgacctccctgcggtccaccgcgac

cggcctgttcatcggcggctacgcgtccggctacggctacggcgccgacttcgagggtgcggcccacctcatc

accggcaccgcgaccagtgtgctctccggccgggtgtcctacaccctcggcctggaaggcccggccgtgacgg

tggacaccgcctgctcgtcctcgctggtggccctgcacatggcggcccaggccctgcgctccggggagtgctc

gatggcactggccggcggcgtcaccctgatggtgacgcccgaaggcttcatcggcttcagcgagcagagcggc

ctcgccaaggacggccgctgcaaggcgttctccgaccaggccgacggcatgggcatggccgagggcgccggcg

tcctcgtcatcgagcggctttcggatgcgcagcgcaatgggcacccggtgttggcggtgctgcggggtagtgc

caccaaccaggacggtgcgtcgaacgggctgaccgcgcccaacgggccgtcgcagcagcgggtgatccgggct

gcgttggccaactcgcgtcttacgcctggtgacgtggatgtggtggaggcgcacggtactggtacgaagttgg

gtgacccgatcgaggcgcaggcgctgctggccacctacggtcaggaccgaccggagggccggccgttgcggct

ggggtcggtgaagtccaacatcggtcacacccaggccgctgccggtgtcgccggtgtcatcaagatggtgctg

gcgctccagcacgagcagctgccgcgcaccctgcacgtcgacgaactgtcctcacacgtggactggaccgcgg

gcgaggtggaggtgctgacggaaccggtgccgtggcccagcgggggccgggtgcggcgggccggcgtctcctc

cttcggcctcagcggcaccaacgcgcacgtcatcctggaagaggccccggcacccgccgtcacccaggacggt

gagagccccgccgaaaccttcgaggggaccggggccgagggcacggtactcgttcccggcgtggcgccggcct

ggctggtgtccggccgctcggccgcgggcctggccgcgcaggcggagcggctgcgggactggctggcggcccg



cccggagctggaatcggccgatgtggcctggtcgctggctgccggccgctcggtcttcgagcaccggggtgtc

gtggtgggtacggggcgtgccgagctgctcggtggcgtggggagcctggcgtcgggtgttccgggtgggtcgg

tggtgtccggcgtggcccgctccaacgttcgtccggtgtttgcttttgcgggtcaggggtcgcagtgggtcgg

gatgggtcgggagctggcgggggtttcgccggtgttcgcggcgcggttggcggagtgtgcggcggcgttggcg

ccgtatgtggactggtcgctcagcgatgtcctggcgggtgcggagggtgctcctgcgttggaggcggcggatg

ttgtccagcctgctctgtgggcggtgatggtgtcgcttgccgctgtctgggaggcggctggtgtcgccccgga

ggcggtggttggtcactcgcagggggagattgccgctgccacggtggccgggatgctgtcgcttgaggacggt

gcccgcgtggtggcgttgcggtcgcgtgcgttgaaggtgctggcgggtgcgggcggcatgctgtccgtgagcc

gtccggcggcggaggtcgaggaacgcctggtccggttcggcgaccggttgtccctggcggcggtcaacggccc

ctcggccactgtggtctcgggcgagccggcggctctggaggagcttcagtccgagttcgaagcggagggtgct

cgggcccgtatggtcgcggtcgattacgcttcgcactccgctcaggtggaccggctggaggaggagatcacca

ccgtcctggccggaatctccccgcgccggggccgcatcccgatggtctccgcgatgactggcgagaccctgac

gggcgaggagctggacgccgggtactggttccgcagcctgcgggcgaccgtgcattacgaccgggccgtgcgg

gtgctggccggtcgtggtcatcaggtgttcgttgaggtgacgccgcatccggtgctgatgggggcgatgaacg

acaccctggaagaggtcgcccaggaaacaggcccgggggcggagcccgccgcggtgtgtggaaccctgcggcg

cgatgacggcggcgccgagcgcctgctgctctcgttggccgaggcgttcgtcaacggagccgagctggactgg

caggcggtgttgccggccggacggcgggtggagctgccgacgtacgcgttccagcatgagcggttctggccga

aggtggctgcggctttcggtggtgatccggtgtcgctggggctgggtgcggtgggtcatccgctgttgggtgc

ggcggttgaactggcgggtggtgcgggtctggtgtgtacgggtcggttgtcggtgcgtacgcatccgtggctg

gctgatcacgccgtgggtggtgtggtgctgctgccgggcaccggtttcgtggagctggctgtgtgcgcggggg

atcaggccgggtgtggtgtgctggaggagctgacgctccaggcgccgctggtcttccccgaggacggcagtgc

tgtgcaggttcaggtggtgctggcgggtccggacgccgaaggccgccgtagcgtcgaggtcttctcccgggtc

gatgtggctggtcagtcgcaggggtggacgcagcacgcgagcggcgtgctggcccctgccggtccggtggctg

cggccgaggaggacttcgcggtgtggccgcctcgtgacgccacgacggtggacatctctggcctgtatcaggc

agcgggcgcgaactcgtacggctatggtccggcgttccaggggctgcgggcggtgtggcgccgaggccaggag

atcttcgccgaggtggcgctgccggagcaggtggcggaggatgccgctgcctttggtgtgcacccggcgttgc

tggacgccgtactgcatgccagtgccttgctcgatgctgagggggagccgggcgagatccggttgccgttcgc

ctggacgggtgtggagttgtatgccagtggtgcgtcggtgctgcgcgcccggttgcgtcgtgacgcgcagggc

acgctgacggtgtcggccgccgatgcggcgggtcagccggtgatttccgtagcgtcgctgatcacccgcccgg

tggacaccggccagctccgcaccgctgacaccggaatggccgatgcgctgttcggcgtggaatgggcagcggt

cgccgcggccgaggcggccgccggggagtgggcgctgatcggcgccgaccgcttcgatgtcgctggacagctg

acggctgccgggacacaggtgcgctgtttcgccgggctggaggagctggccgctgccgcagcggaccgggaga

tcgaccctgccttcgtcctggtctgcgccggtgacgagggccggggcgaggaggacccggcgcgggctgcggc

ccgggtgactggtgagatgctcggcctggtgcaggagtggctggctgaggagcggctggcggagagccggctg

gtggttctcacgcgtggtgcggtggcggtttcggccagtgagggggtggccgatctgccggcagccgctctgg

ccggtctggtgcgttcggcccagtcggagaatcccgaccggctgctcctcgtcgacctgccggccaccggcac

caccgatcaggctgaggtgctcccgcttgccgttgccaccggggaaccggagctggcgctccgaaacggtgcg

gtgcatgcacgacggctggtgcgtccttctgcggagctgccggttccggagggccggtggcggctggagccgg

acgcgggcggttcgctggaaggactgtcgctgcttgcggcgccggaggccgatggagcgttggcggcaggaca

ggtgcgggtggcggtccgggcgaccggcctgaacttccgcgacgtactgatcgcgctgggcatgtacccgggc

ggtggggtactgggcagcgagatcgccggaacggtgctcgaagctggaccgggggtggaccacctcgtcccgg

gcgaccgggtgatggggctcggtgagggcggttttggtccggtggttgtcaccgacgcccggcagctggtgcg

cgtaccggacggctggtcctacgccgaagccgcctccgttcccagcgcgttcatgactgcttggtacgcgttg

gtggagttggccggggcgaagccggggcagcgggtgttggtgcatgctgcgaccggtggtgttgggatggcgg

cggtgcagatcgcccggtacctggggttggaggtcttcgcgaccgcgagtccggggaagtggtcggtgctggc

gtcgatggggctggacgcggagcacgtctcgtcctcccgtactgccgcattcgaggcggatttcctggctgcc

acggacggcgcgggtgtggacatcgtggtgaactcgctggcgggtgagttgaccgatgcttcgctgcggttgc

tgccgcggggcggggcgttcgtggagatgggccgtaccgacgtccgcgacgcccaggcagtggccgcagagca

accgggcgtcacctaccgcccgttcgagctcagcgaggcgggaccggcagcactgggcacgatcctggagcgg

gtcgttgcgctgctgtccaccggcgagctgcaacagctcccgctacgggcttggggcgtccggcaggcacggg

acgcgttccggttcatgcagcaggcccggcacaccggcaagatcgtcctgacgatccccgcacacctctccgc

aacgcagccggaatcggcccggtccggtgcccgttcggcgttgatcacgggtggtacgggcacgttgggtggc

ttggtggccgggcatctggtggtgtctgggcgtgcggagcacgtggtgctgaccagtcgttcggggcccggtg

cggccggtgtggcggcgttggctgcgcggttggcccaggcaggcgcttcggtgcgggtggtggcatgtgatgc

cgcggaccgccaggagctggctgctgtagtggcaacaatcccagcgcaggcgtcgctacgcaccgtggtgcat

accgcgggtgtgctggacgacggtacggtcggttcgctgaccgcgcagcgggtggccggggtgctgcggccga

aggcggacggtgcctggaacctccacgagctgacccagggactggacctcgaccacttcgtcctgttctcctc



cgcggcagccaccttctccagccccggccagggcaactacgtggcggccaacgccttcctggacgcactggcc

gcgaagcggcgggcggccgggctgcccgccacctcgctggcctggggcatgtgggccgacgccagcgcgctga

ccgggcagctcagcgagtccgaacgggcccgcatcagccgcggcggagtcatggcgctcagtgccgacgaggg

cttggcgctgcttgacctggcgctggcccgggacgaggcgctgctgatgccggccaagctcgacctggccggg

atgcgggcgcagagcgccggcagcacggaggttccgccgctgttccgggccttggtctcggccggtagcgggc

ggcgtagcgccgccggggccggtgacgcgggtgcggactcgctgcatcagcggttgtccgggctgtccggtca

ggagcggacccggctgctgatcgacctggtccgtacacaggcggcggctgtcctggggcatgcctcggccgag

gccgtggagccggggcgggcctttaccgacctgggcttcgactcgctcaccgccgtcgaactgcgtaaccggc

tgagcaccgcgaccgggctgcggctgcccgccaccctggtcttcgactaccccaacactctcgaattggccgc

cttcctgaaggaaaagctgctgcctcagattgttgaacatggcgagccggacgctgcggaggagaaactccgg

acggcactcgcgaccgtaccgctgtccaggttccgggaggccgggctgatggaggcgctgctgcggctcgccg

gcgtccaggacgacgctctgctcgccgaagagggcgatcagggcgaggacatcgacgaactggacgccgacag

cctgatccgtctcgcgctgggcggcgagacggaatga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="20"> 

<INSDSeq> 

<INSDSeq_length>23793</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..23793</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q170"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>gtgtccgacgaaaacaagcttcgtagttacctcaagcgagccatcgcggacgccc

aggacgcccgcgcccggctgcgtgaggtgcaggagcaggcggcggagccggtggcgatcgtgggcatggggtg

ccgtttccccggtggcgcgggcagcccggaggacttctggaagctgttggcttccggtggtgacgcggtgggt

ggtttcccgaccgaccgtggctgggacctggagggcatttacgatccggacggtgagcgcgagaacacctcgt

acgtcgcccagggcgccttcctacagggggcgaccgagttcgatgcggggttcttcgggatcagcccgcgcga

ggcgctggccatggacccgcagcagcgcctgctgctggagtcggcctgggaggcactggagcgcgccggcatc

gacccggcgtccctgaaggagagcgccaccggtgtcttcgccggcggattcgcctccggatacggcatcgggc

tctcctgggcagccggtgagggcggctccggtgtcgagggccacctgatgactggcaacgcgaccagcgtgct

ctccggccggctgtcgtacgccctgggtctggagggcccggcggtcacggtggacaccgcctgctcctcctcg

ctggtggcactccacctggccgttcaggcactgcggctgggagagtgctcgctggccttggccggtggtgtca

cggtcctggtctccccggggacgttcgtggagttctcccgtcagcagggtctgtcggccgatggccggtgccg

ggcgttctcggaggatgcggacggtacgggctgggccgagggcgtcggcatgctggtggtggagcggctgtcg

gacgcgcggcgcaatgggcacaaggtgctggcggtgctgcggggcagtgcggtcaaccaggacggtgcctcca

acggcctctcggcgcccaacggcccgtcccagcagcgcgtcatccgggcggcgttggccagtgcggggctctc

ggcgtccgaggtggacgtggtggaggcgcacggcaccggtacgacgttgggcgacccgatcgaggcgcaggcg

ctgctggccacctacggtcaggaccgtcgggaagggcggccgttgtggctggggtcggtgaagtcgaacatcg

gtcacactcaggctgcggctggtgttgcgggtgtgatcaagatggtgctggcgttgcagcatggtcagttgcc

gcggacgttgcatgctgatgtggcgtcgtcgcatgtggactggtcggcgggtgaggtgcggctgctgacggag

tcggtgccgtggccggtgggtgagcgtccgcgtcgggctggtgtgtcggcgttcggtatcagcggtaccaacg

ctcacgtgattctggaggaggctccgccggtggagaccggcgaggccgacgggtctgctgaggccggctccgg

gacggccgggtcgggcgggccggccgggtcggtggcggatgcggcgccggtgctggcgggtgctggtgcgtgg



gtggtgtcgggtcgtacggcagaggcgttgtcggcgcaggccgggcggttgcgggagtgggtggcagcgcgtc

cggggctgggtgcggctgatgtggcttggtcgttggcggcgacgcggtcggcctttgagcatcgcgcggtggt

gctcggttcggagcgtggtgcccttctcgatggcgtgcacagcctggcggctggtacttcctcgcctgtggtg

gtgtcgggcgtggctcggccggatgtccgggtgggtctgatctttgcggggcagggtgcgcagtgggtgggta

tgggccgtggcctgtatgcgggcagtgcggtgttcgccgaggtctttgaccgggtgtgtgggctgctggagct

ggaactcggggccggcgtgcgtctgcgggatgtggttttgggtgcggagggggtggacgctgggctggcggat

cggacgctgtatgcgcaggctgggctgttcgctttcgaggtggctctggctgcggtgctgaaggctgttggtg

tggtgccggatgcggtggtgggccactcggtcggcgaggtggctgcggctcatgtggcgggtgtgttgtcgtt

gccggatgcctgtgcgctggtggcggctcgtgcccggttgatgcaggagttgccgtcgggtggggcgatggcg

gcggtcaacgccgccgaggcagatgtcatcgcctcgtttgacgaggtgtcgggtgaggtggccgtcgcggcgg

tcaacggtccggagtcggtggtggtctccggtacggccgatacggttgatgcggtggtggagctgtggcgggg

gcggggctgccgtgtgcggcgcctgcgggtttcgcacgctttccactccccggcgatggacccggttctggac

gagcttgatggcgtggcgcaggggttggtgtatcaccggcctgaggtgatgtgggcgggtgcgctcaccggtg

agttggtgtccgatccgcaggccgggtactggcctgcgcagacccgccaggccgtccggttcgcggatgcggt

ggccaccctcgcacgggagggtgtctcggtcttccttgaggtgggtccggacggctcactctcctccctcggc

ccggatgcggtggccggtgtggagggtgcggaggcggcgttcgtcccccttcagcggcgcaccgaggacggcg

ccaccgacctggagaccggtctggcccgtgccttcgtcaacggtgcgccggtggactggacgcgtgtgctgcc

cgccggtgagcaggtcgagctgcccacgtatgccttccggcaccagcggtactggcccgaggggatcgtctcg

ctgatgcccccgacggccggcggtgcgaaccggatcaccgcgggcacggaggcggaggccgagttctgggcgg

ccgtcgagggagaggacctcacccggctcgccgagacgctggacgtggacggcgaccgtccgttcagcgaggt

gctgccggcactggcctcctggcggcggcgcgacctggagcgctccctgactgctgactggcgctaccgcacc

acctgggcaggcgttgccgagcctgacgctcgtgtgctgtccggtacgtggttggtcgctgtccccgcggggg

cggctgcggtggggctggcgcagggttgcaccgaggcgctgcgcgcccgtggtgctgaggccgtggtggttga

gatcccggctgggacggtggaccgggccgggcttgcggcgttgctgaccggcgcggcggatgcgtcggccgtc

tctggtgtgctgtcgttgctggcgctggacgagacgccgctgccggatcactcggcggtgcccgccgggctgg

ccgccaccttggctctcgtacaggctctcggtgatgccgggttcgaggtgccgctgtgggtggtgacgtccgg

tgcggtggcggccggtgcggaggaggtgctggcccgtccggtgcaggcgcaggtgtggggcctgggtcgggtg

gtcgcgctggagcacccggagcgttggggtggtctggtcgatctgccggagtcgctcgatgagcgggccggtg

cacggctggtggcggtactggctggctatggtgagaacgaggtggccctgcgaccgtccggaattctgggtcg

ccggctcgcgcacgtatcgggtcgcggtgcgcgggagcgctgggcgccgcggggaaccgtactggtcaccggc

ggcaccggtgcgattgccgggcatgtctcgcgatggttggcaggccggggtgccgaccgtgtggtgctggcgg

gccgttccggtccggcagcagccgatgtcgcggcacaggccgcggagctggccgccgctggcgtccacgtgga

cgtgatctcctgcgatgtcagcgaacgcggcccgctgaccaacctgctgagctggatcggcagcagcggcccg

gagctgtcctcggtgatgcataccgcgggcgtgctggacgacggtgtgctggaccggctgtcggtctcccgcc

tgcagtctgtgctggcggtcaaggttcacggtgcggtgctgctggacgagctgaccgtggacctggacctgga

cgcgttcgtactgttctccgctgcggctgccaccctgggcggtccggggcagggcaactacgcggcggccaat

gccttcctggacgcgctggcggagaaccggcgcgcccgcgggctggccggcctggcggtggcctggggcccgt

gggccggcggaggcatggccgactccaacgaggcggtccgctcccggatgcggaagatgcccatgccgccgat

ggacccgcagctcgcggtccgcgcgctggccgaggcgttgcaggggccggatgccgccgtcgctgtcatggat

gtggactgggcgcagctggcatccgatgccggtgccacggggatgctgaagcggccgttggtgcgggatctgc

ctgagatccgtcagttgctcgcggcggccgggaacacggtcaccgtggcgcctgcggagggggagctggctcg

tcagctggctgggctggaccgcgcggagcaggagcggatgctcgccgacgtggtgcgtggcgaggctgcggtg

gtgctggggtacggctcggctgatgcggtggaggaccgtcgggcgttcaaggatctcgggttcgattcgctga

cagcggtcgagttgcgtaaccgtctcaatgcggcgaccgggttgcgtctgccgtcgaccctggtcttcgatta

ccccactccgctggcgctggctgccttcctgcgcgacgagctgaccgggcagcagaagggcacggccgctccg

gtaatcaccgtggtggcggcgcctgcggacgagccgctggcgattgtcgggatggcgtgccggttccctggtg

gagtgggcagtccggaggagttctgggagttccttgcttccggtggcgatggcgtgggcgatttcccggccga

ccgtggctgggacttggagagtgtgtacgacccggagggcgagcgggagggcacttcgtacgtcgcgcagggt

gccttcctgcgggaggcggctgagttcgacgcggggttcttcggaatcagcccgcgcgaagctctcgcgatgg

acccgcagcagcggttgctgctggagacgtcctgggaggcgctggagcgtgccggcatcgacccggcctcgct

gaaggagagcgccaccggtgtctttgccggcggtttcacctcggggtatgggtttgggctgtcgcttgccaat

cagggggactctggtgccgaggggcattcgctgacggggaatgcgaccagtgttctgtccgggcgggtgtcgt

atgtgctgggtctggagggtccggcggtgacggtggacacggcgtgttcgtcgtcgttggtggcgcttcatct

ggcggcgcaggcggtgcggtcgggggagtgctcgctggcgttggcgggtggggcgacggtgatggcgacgccg

ggtacgttcatcgacttctcccgtcagcagggtctgtcggcggatggccggtgccgggcgttttctgaggatg

cggatggcacgggctgggccgagggtgccggcatggttgtggtggagcggctgtcggatgcccgccgcaacgg

ccacaaggtgctggcggtgctgcggggcagtgcggtcaatcaggatggtgcgtccaatggtctgactgcccct



aacgggccgtcgcagcagcgggtgatccgtgcggccctggccaacgcccggttggctccgggggacgtggacg

tggtcgaggcccatggcaccggtaccacactcggtgaccccatcgaggcgcaggcgctgctggccacgtacgg

ccgggatcgtggtgaccgggacgcgctgtggctggggtcggtgaagtccaacatcggtcacacccaggccgcg

gccggtgttgccggtgtgatcaagatggtgctggcgctccagcatgagcggctgccgcagacgctgtacgccg

aggtgccgtcctcgcacgtggactggtcggctggtgcggtgcggctgctcaccgagtcggcgccttggccggc

cgacggggatcgggtgcggcgggccgctgtttcggcgttcggcatgagcggtaccaacgctcacctcatcctg

gaagaggctcccacagcgcaggaggccgaagctgtcgaggggcccaaggaaccggtggttccggtggtcaccg

gtgccggtgcgtgggtgctgtctgggcggactgctgaggcgttgtcggcgcaggcggggcggctgcgggagtg

ggtttcgcttcggccggctcttcggccggttgatgtggcgtggtcgttggctgctactcggtcggtcttcgag

caccgtgcggtggtggttggcggagaccgggagcaggtgctcgcggggctcgggagcctggcgtccgctgcgt

cctcgggctcgctcgtttcgggcgtggcccgctccaatgcccgtccggtgttcgccttcgctggtcagggctc

gcagtgggtcgggatggggcgcgagctggcgggggtttcgccggtgttcgcggtgcggttggcggagtgtgct

gcggcgttggcgccgtatgtggactggtcgctgaccgatgtcctggcgggtgcggagggtgctcctgcgttgg

aggcggcagatgtcgtccagcccgcactgtgggcggtgatggtttctctcgctgctgtctgggaggcggcggg

ggtcgctccggaggcggtggtgggtcactcgcagggggagatcgctgcggctacggtcgcggggatgctgtcg

cttgaggacggcgcgcgcgtggtggcgttgcggtcgcgtgcgttgaaggtgctggcgggtgcgggtgggatgc

tgtccgtgagccgtccggcggcggaggttgaggagcgtctggtccggttcggggagcgggtgtccttggcggc

ggtcaacggaccgtcggccactgtcgtctcgggtgagccggcggctctggaggagcttcagtccgagttcgag

gcggagggcgcccgcgctcggatggtcgcggtggattacgcctcgcattcggctcaggtggaccggctggagg

aggagatcaccaccgtcctggccgggatctccccgcgccggggccgcgtcccgatggtctccgcgatgaccgg

cgagaccctcaccggcgaagaactggacgccgggtactggtaccgcagcctgcgcgccaccgtgcattacgac

cgggccgtgcgggttctggtcggtcgagggcatcaggtgtttgttgaggtgacgccgcatcccgtgctgatgg

gcgcgatgaacgacaccctggaagaggtggtccaggacgcgggtgcagagcccgccgccgtatgcggaacgct

ccgccgggacgacggcggcgccgagcgcctgctgacttccctggccgaggcgttcgtcaacggggcaccggtg

gactggcaggcagtgctgcctgctggtgagcaggtggagctccccacctacgcgttccgacgtcgccggttct

ggccggagggcatgctggtcctgccgatgcccggttccgcgaccgccggggccggtgccagcacggacgcgga

ggcggcgttctgggcggccgttgaggatggagacctgtcggggctgggtgatgcgctggctctggagggcggg

cgtccgttcaatgaggtgctgccggcgctggcgtcgtggcggcggcgtgagcgggatcgttcgaccaccgctg

gctggcgttatcgcactggctggtcggtcatcgccgagcctgatgttcggctgctgtccggtacgtggctgat

cgccgtccccgcggggacggctgctgcggagctggcgcaggactgtgtcggggcgctgagcgcccgtggtgct

gaggccgtggtggtcgaagtaccggtcgggtcggtgaaccggggcgagctggcggcgttgctgacggtcgcgg

cggatgcgtcggccgtgtccggtgtgctgtcgctgctggcgctggatgaggcgccgatacccgggcatccggt

ggtgcccagcggcctggccaccaccttgggtctggtgcaggctctcggtgacgccgggatcgaggcgccgctg

tgggtggcgacctccggtgcagtcgctgccgggcggggcgaggtgctggcccgtccggtgcaggcgcaggtct

ggggtctgggccgggtggtcgcgctggagcacccggagcgttggggtggtctggtcgatctgccggagacgct

cgatgagcgggccggtgcgcgcctggtggcggtactggccggctgcggcgagaacgaggtggcgatccgggcg

gccgggatcttgggccgcaggctcgcgcacgtctcgggtcgcggtgcgcgggagagctgggtgccgcggggaa

ccgtactggtcaccggcggcaccggtgccattgccgggcatgtctcacgatggatggccggccggggtgccga

gcgcctggtgctgaccagccgttcgggtccggcggctctgggcgcggcagcgctggcggccgaactcgcggca

gccggttccgccgtggagatcgtggcttgcgatgtcagcgagcgtgccggtctggccgggctgctggactgga

tcgatgcgagcggtccccggctctcttcggtgatgcataccgcgggtgtgctggacgacggtgtggtggaccg

cctcgacacggcgcggctggagactgtgctgggcgtgaaggcgcacggtgcggtgctgctggatgagctgacc

gccgggctggatctggatgcgttcgtgctgttctcctcggccgcttccaccctcggcggcccgggccagggca

actatgcggcggccaatgccttcctggacgcgctggcggagaatcggcgtggtcgtgggctggctggcctggc

ggtggcctggggcctgtggggcggtggtggcctcggtgagtcgagcgaggtcattcggtcccggatgcgtcgg

atgccgatgccgccgatggacccgcagttggctgtgcgggcgttgggcgaggcgttggacggtccggatgccg

tggtgacggtgatggaggtggactgggcgcagctggcatccgatgccggcgtcacggggatgttgaagcggcc

gttggtgcgggatttgcctgagatccgggagctgtccgcggcctccggccgtgcgccggccctggcgccggtg

gagggcgaactggccgctcgggtagcggggttgtcccgctcggagcaggaccgggtgctgaccggcgtggtcc

gtgccgaggccgctgtcgtgctcgggcacgactcggcggacggggtgcaggcgcggcaggcgttcaaggatct

cggtttcgattcgctgacctcggtcgagttgcgcaaccgtctcaacgcggcgaccgggctgcggttgccggcg

accctggtcttcgaccacccgactccggtcgcgctggccgccttcctgcgcggcgaaatgatcggcggccacc

cggacgccgccgacagtggaacttccgctattcagactgcggtggacggcacgccccccgctgcggacgagcc

gctggcgatcgtcggcatggcctgccgcttccccggtggcgcgagcagcccggaggagttctgggagctgttg

gcttccggtggtgacgcggtgggtggtttcccgaccgaccgtggctgggatctggagggcatttacgatccgg

acggtgagcgcgagaacacctcgtacgtcgcccagggcgccttcctgcagagggcagccgagttcgatgcggg

tttcttcgggatcagcccgcgcgaagccctcgccatggacccccagcagcggctgatgctggagacgtcctgg



gaggcgttggaacgcgccggtatcgacccgtggtccctgcgtggcagctcgaccggcgtattcgccggcggct

tcactaccgggtacggccttggggtctctgcagcggctggtgagggcggctccggtgtcgagggccacctgat

gactgggaacgcgaccagtgtcctgtccggccgggtgtcgtatgtgctcggtctggaggggccggcggtgacg

gtggacacggcgtgttcgtcgtcgctggtggcgctcaacctggccgcgcagtcggtacggtccggggagtgct

ctatggctctggccggtggtgtgaccgtgatggctacgccgtcctccttcgtggagttttcccgtcagcaggg

tttgtcggctgacgggcggtgccgggcgtttgcggatgatgcggacggtacgggctgggctgagggtgccggt

gttctggtggtggagcggctttcggatgcgcggcgtaatgggcatcgggtgctggctgttgtccgtggtacgg

cggtgaatcaggacggagcgtcgaatggtctttcggcgccgaacggtccgtctcagcagcgggtgatccgggc

ggcgctggccaacgcccgactgtccgccgccgaggtggacgtggtcgaggcgcatggcaccggcaccaccctc

ggtgaccccatcgaggctcaggccctgttggcgacctacggcaaggaccgcggggagagtgacccgttgtggc

tggggtcggtgaagtcgaacatcggtcacactcaggctgcggctggtgttgcgggtgtgatcaagatggtgct

ggcgttgcagcatggtcagttgccgcggacgttgcatgctgatgtggcgtcgtcgcatgtggactggtcggcg

ggtgaggtgcggctgctgacggagtcggtgccgtggccggtgggggagcgtccgcgtcgggctggtgtgtcgg

cgttcggtatcagcggtaccaacgcgcacgtgattctggaagaggctccgccggtggaggccggcgagcccgt

cgaggccggttccggaactgccggggcggtggcgggtgctggtgcgtgggtggtgtcggggcgtacggctgag

gcgttgtcggcgcaggccgggcggctgcgcgagtgggtgtcggcccgtccggaactgggtgcggctgatgttg

cctggtcgctggcggcgacgcggtcggcgttcgagcaccgcgcggtggtgctcgggaccgagcgtgatgcgtt

gctgtccggcctgcacaagctggccgccgggacctcctcgtccgaggtggtgtcgggcatggcccggccggat

gcccgggtgggtctgatcttcgcgggtcagggtgcgcagtgggcgggtatgggccgtggcctgtatgcgggca

gtgcggtgttcgccgaggcctttgaccgggtgtgtgggctgctggagctggaactgggggccgaggtacgtct

gcgggatgtcgtcctggagggtgacggggaagctgctgggttggcggatcagacgctgtatgcgcaggcgggt

ctgtttgccttcgaggtggctctggcggcggtgctgaaggctgctggtgtggtgccggatgcggtggtcggtc

attcggtgggcgaggtggctgcggcccatgtggctggtgtgttgtcgctgtcggatgcctgtgcgctggtggc

ggctcgtgctcggttgatgcaggagttgccgtcgggtggggcgatggcggcggtcaacgccgccgaggcagat

gtcatcgcctcgttcgacggggtgtcgggtgaggtggctgtcgctgcggtcaacggcccggaatccgtggtca

tctccggtgcaaccgaggccgtggacgcggtggtggagctgtggcgggaccggggctgccgggtgcggcgcct

gcgggtctcgcacgccttccactccccggccatggacccggtcctggacgagctccgcaccgtcgccgaaggg

atggagttccgccgcccggaggtgatgtgggcgggtgccctcaccggtgacctggtgtccgacccgcaggccg

gctactggcccgcgcagacccgccagaccgtccgcttcgccgacgcgatagccaccctcgccaccgatggcat

ctccgtcttcctcgaagtgggtccggacggctcgctctcctccctcggcccggatgcggtcgtggaggtggat

ggggccgagcccgccttcctcccgctccagcggcgtgacgacgaaggcgccacgggcctgctgaccggcctgg

ctcgcgccttcgtcaacggtgccccggtggactggacgcgtgtgctgcccaccggcgaacacgtcgagctgcc

cacctacgccttccggcaccagcggttctggccggaggctccggcggcgttgtcagccaatacctcggccacc

gcccgggatggagcggggagcgcggccgagtcggcgttctggtcggccgtcgagagcggtgacctggagcagc

tggcggacactctggcggtggacggcgaccgtcccttccaccaggtgctgcccgcactggcgtcttggcaccg

tcgcgagctggaccgttcggccaccgccgactggcgctaccgaaccgtctggtcgcccgttgcagagcttgac

gctcgtgtgctgtccggtacgtggttggtcgccgtccctacggagtcggctgcggcagacctggcgcaggact

gtatcgaggcgctgagcgctcgtggtgccgaggccgtggtggtcgaggttccggccggaacggtggaccgggt

cgaactcgccgcgttgctgactgacacggtggatgcgtcggccgtctctggggtgctgtcgctgctggcgctg

gacgagacaccgctgccggaccactcggcggtgcccgccggactggccgtcaccctggctctcgtacaggctc

tcggtgacgccgggatcgaggtgccgctgtgggtggcgacgtccggcgcggtggcggccggtgcggaaggagc

cttggcccgtccggtgcaggcgcaggtgtggggcctgggtcgggtggtcgcgctggagcacccggagcgttgg

ggtggtctggtcgatctgccggagtcgcttgacgagcggtccggtgcgcggctggtggcggtactggccggct

gtggtgagaacgaggttgctctgcggccgtccggaatcctgggccgtcggctcgcgcgtgttacgcgacacgg

ttccgaggagaactggacgccccgcggcagtgtgctgatcaccggagggacgggcgcgatcgcggggcatacg

gcgcgctggctctgtggtgagggcgctgagcgtctggtgctgacgagccgctcgggtccggcggcggagggtg

tggccgcgctggccgcggagcttgctgaggcgggcagcacggttgcggtggtggcgtgtgatgtgagtgaacg

ggcgccgctgtctgacttgttggattggatcggccgtagcggtccggagctgtcctcggtgatgcataccgcg

ggtgtgctggatgacggtgtggtggaccgcctcgacactgcgcggctggagactgtgctgggcgtgaaggtga

ggggtgcggtgctgctggacgagctgaccgcggacttggacctggatgcgttcgtactgttctccgctgcggc

tgccactctgggtggttcggggcagggtaactacgcggcggccaatgccttcttggacgcgttggcggaggaa

cgccgggcccgtgggctgaacgctctggcggtggcgtgggggccgtgggctggtggtggtatggctgcgtcga

gtggtgcggtgcgggcgcgggttgagcggggtgcgatgccgccgatggacccgcggcttgccgtccgtgcact

ggccgaggcgttgcagggaccggacgccgccgttgccgtcatggacgtggactggacacagctggcctccggc

cctggggccgtggagctgctgaagcggccgttggtgcgggacctgcctgagatccgtcagctgctcgcggcgg

ccgggaacacggtcaccgtggcgcctgcggagggggagctggcccgtcagctggctgggctggaccgctcgga

gcaggagcggttgctgacggaggtggtacgggcggaagccgctgctgtgttgggctatggctcggctgatgcg



gtggaggaccgtcgggcgttcaaggacctcgggttcgattcgctgaccgcggtcgagttgcgtaaccgcctga

acgcggcgaccgggttgcggctgccgtccactctggtcttcgattaccccaccccgctggcgctggccgcttt

cctgcgcggtgagctgaccggtggggagttggacaccgctggtgctccggtggccacggtggcggcggcgcct

gcggacgagccgttggcgattgtcgggatggcgtgccgattccccggcggggtgggcagcccgcgggagttct

gggaactgctgacctccggtggcgacgcggtcggtgacttcccgtccgaccgcggctgggatctggacggcct

cattgacccggagggtgagcgcgaggggacctcgtatgtcgcccagggcgcgttcctgcgggaggctgccgag

ttcgatgccgggttcttcggaatcagtccgcgtgaggcgctggcgatggacccgcagcagcgcctgctgctgg

agacgtcctgggaagcgctggagcgcgccggcattgacccggcctcgctgagggagagcgccaccggtgtctt

tgccggcggtttcacctcgggttatgggcttgggctgtcgctctcccatcagggggattccggtgccgagggc

cattcgctgacgggcaatgcgaccagtgtcctgtccggtcgggtgtcctatgtgctcggcctggaggggccgg

cggtgacggtggacaccgcctgttcgtcctcgttggtggcgcttcatttggcggcgcaggcggtgcggtcggg

ggagtgctcgctggcgttggcgggtggggcgacggtgatggcgacgccggggaccttcatcgacttctcccgg

cagcagggtctctcggcggacggccggtgccgggccttctccgaggacgcggatggtacgggctgggccgagg

gcgccggcatggtcgtggtggagcggctgagcgatgcccgccgcaacggccacaaggtgctggcggtgctgcg

gggcagcgcggtcaaccaggacggtgcgtccaacggtctgaccgcgcccaacggcccctcgcagcagcgcgtc

atccgcgccgcgctggccaactccggcctgaccaccgccgacatcgacgtggtggaggcgcacggcaccggta

ccacactcggtgaccccatcgaggcccaggcagtactggcgacgtatggccggggccgtgcggaggaccggcc

gttgtggctggggtcggtgaagtccaacatcggtcacactcaggccgcggccggtgtggcgggtgtgatcaag

atggtgctggcgttgcagtacgggcagctgccgcggactctccatgccgaggtgccgtcgtcgcacgtggact

ggtcggcgggtgcggtgcggctgctgaacgagcagctggcctggccgtccgatgatgatcgggtgcggcgggc

cgctgtttcggcgttcggtatgagcggtaccaatgcccacctcatcctggaggaagcccctgcgccggagccc

gccgaggtgatcgacggccttgaggacgcgacaacaccgaaggcggcagcgctggccgcggacgccggtatcg

gcgcttgggtgctgtccgggcggactgctgatgcgctggcggcgcaggcgggccggctgcgggagtggacggc

gacgcgtccggagctggcaccggccgatgtggcctggtcgctggcggcgacacgttccgtcttcgagcaccgt

gcggtggtcgtgggcggggaacgcgagcaggtgctggctgggcttggagggctgacgtcgggtattccggctg

gttcggtggtatccggtgtggcccgctcccatgcccggccggtgttcgctttcgctggtcagggctcgcagtg

ggtcgggatgggccgcgagctggctgaggtttcgccggtgttcgcggcgcggttggcggagtgtgcggcggcg

ttggccccgtacgttgactggtcgctggccgatgtcctggccggcgcggaaggtgcccctgcgttggaagcgg

cggatgtcgttcagcccgcgctgtgggcggtgatggtctccctcgccgctgtctgggaggccgccggtgtcgc

cccggaggccgtggtcggccactcgcagggggagatcgccgctgccacggtcgccggaatgctttcgcttcag

gacggcgcgcgtgtggtggcgttgcggtcgcgtgcgctgaaggtgctggcgggtgcgggcggcatgctgtccg

tcagtcgtccggtggcggaggtcgaggagcgtctggtccggttcggggagcggctgtccctggctgcggtcaa

cggcccgtcggcgacggtggtgtccggcgagcccgaggcccttgaagagctgaaggcggagttcgaggcggag

ggtgcccgcgctcggatggtcgcggtggactatgcctcgcactccgctcaggtggaccggctggaggaggaga

tcacctctgtcctggccgggatctccccgcgccggggccgtgtcccgatggtctccgcgatgactggcgagac

cctgaccggcgaggagctggacgtcgggtattggtaccgcagtctgcgcgccaccgtgcattacgaccgtgcc

gtgcgggttctggccggtcgtgggcatcaggtgttcgtcgaggtgacaccgcacccggtgctgatgggcgcga

tgaacgacaccctcgtggacctcgccccggacgcgggtggagagcctgccgccgtatgcggaacactccgccg

tgacgacggcggtgccgagcgcctgctgacttccctggccgaggcgttcgtcaacggggcaacggtggactgg

cagacagtgctgcctgcgggcgaccaggtggagcttcccacctacgcgttccggcgtcgccggttctggccgg

agggcatgctggtcctgccgatgcccggttccgcgactaccgtggccggggctggcaccgaggcggaggccgg

gttctgggcggcggttgaggacggtgatctggcgcgggtcgcggagacgctggcgctggaggacgcgggccag

ctgggtgcggtgttgccggcgttggcgtcgtggcggcgtcgtgagctggaccgttcggctactgctgactggc

gctaccggaccgtctggtcgcctgttgccgagcctgatgctcgtgtgctgacggggacttgggtggtgcttgc

gtcggccggttgctcggaggagctgcggcatcagtgtgtgacggcgctgacggcccgtggtgccgaggccgtg

gtggtcgaggttccggctgggacggtggatcgggccgggctgacggcactgctgaccggcgcggcggcggacc

cgtcagccatctccggtgtgctgtcgctgctggccctggacgagtctgtgctgccggatcgtccggttgtgaa

tgctgggctggctgccaccttgggcctggtgcaggctcttggtgacgctggggttgaggcgccgctgtgggtg

gcgacctccggtgcagtcgctgccggccgcggcgagatgctgtcgcatccggtgcaggcgcaggtgtggggtc

tgggccgggtcgtcggcctggagcacccggagcgttggggtggtctggtcgatctgccggagacgctcgatga

gcgggccggcgcacggctggtggcggtactggccggctgcggcgagaacgaggtggcgatccgggcggccggg

atcttgggccgcaggctcgcgcacgtctcgggccgtggtgtgggggagagctggtcgccgcgggggactgtat

tggtcaccggtgggaccggtgcgattgccgggcatgtctcgcggtggctggccggccggggtgccgagcgtct

ggtgttggcgggccgttccggtccggcggcagccgatgtcgcggctcgagccgcggagctggccaccggcggc

gtccacgtggacgtgatctcctgcgatgtcagcgaacgcggtccgctgaccaacctgctgggctggatcggca

gcagcggtccggagctgtcctcggtgatgcataccgcgggtgtgctggatgacggtgtggtggaccgcctcga

cacggcgcggctggagaccgtgctgggggtgaaggcccacggcgcggtgctgctggacgagctgaccgcgaac



atggatctggacgcgttcgtgctgttctcctcggccgcctccaccgtcggcggcccgggccagggcaactatg

cggcggccaatgccttcctggacgcgctggcggagaatcggcgcggtcgtgggctggccggtctggcggtggc

ctggggcctgtggggcggtggtggcctcggtgagtccagtgaggtcattcggtcccggatgcgtcggatgccg

atgccgccgatggacccgcagttggctgtgcgggcgttgggcgaggcgttggacggtccggatgccgtggtga

cggtgatggaggtggactgggcgcagctggcatccggtgcgggtgctgctgatatgcgggtccggccgttggt

gcgggacctgcccgagatccgggagctgtctgcggcctccggccgtgcgccggccctggcgccggtggagggc

gaactggccgctcgggtagcggggttgtcccgctcggagcaggaccgggtgctgaccggcgtggtccgcgccg

aggccgccgccgtactgggacatgcctcttcggacggggtgcaggcgcggcaggccttcaaggacctgggatt

cgattcgctgacctcggtcgagttgcgtaaccgtctcaatgcggcgaccgggctgcggctgccggccaccctg

gtcttcgaccaccccaccccgaccgcgctcgccaccttcctgcgcggcgaactgaccggccaggtgccggagg

ccgtagctgcgacgccggtccccgctgcccccgctgcggacgagccgctggcgattgtcggcatggcctgccg

tttccccggtggcgcgagcacgcccgaggggttctgggagctgttggcttccggtggtgacgcggtgggtggt

ttcccgaccgaccgtggctgggatctggagggcatttacgatccggacggtgagcgggagaacacctcgtacg

tcgcccagggcgcgttcttgcggggggcggctgagttcgatgcggggttcttcgggatcagtccgcgtgaggc

gctggcgatggacccgcagcagcggctgatgctggagacgtcctgggaggcgttggaacgggccggtatcgac

ccgtcgtccctgcgcggcagttcgaccggtgtgttcgccggcggtttcgcctctggttatggccttggggttt

ccgcagcggccggtgagggcggctccggtgtcgagggccatttgatgaccggcaacgcgaccagtgtcctgtc

cgggcgggtgtcgtacgtgctcggtttggaaggtccggcggtgacggtggacactgcctgttcgtcctcgctg

gtggcgctcaacctggcggcccaggcggtgcggtccggcgagtgctcgatggctctggccggtggcgtcacgg

tgatggcgacgccgggtacgttcatcgacttctcccgtcagcagggtctgtcggcggatggccggtgccgggc

gttctcggaggatgcggacggtacgggctgggccgagggcgcgggcatgctggtggtggagcggctgtcggac

gcgcggcgcaatgggcacaaggtgctggcggtgctgcggggcagtgcggtcaaccaggacggtgcctccaacg

gcctgaccgcccccaacggcccctcccagcagcgcgtcatccgggcagcgttggccagtgcgggtctctcggc

gtccgaggtggatgtggtggaggcgcacggcactggcacgaagcttggtgacccgatcgaggcgcaggcgctg

ctggcgacgtatggccgggatcgtggtgaccgggatgcgttgtggctggggtcggtgaagtccaacatcggcc

acacccaggccgcggccggtgttgccggtgtcatcaagatggtgctggcactccagcacggccagctgccgcg

gacgttgcacgctgatgtggcgtcgtcgcatgtggactggtcggcgggtgaggtgcggctgctgacggagtcg

gtgccgtggccggtgggtgagcgtccgcgtcgggcggggatctcggcgttcggtatcagcggtaccaacgctc

acgtgattctggaggaggcccccgcgatcgaggcgcggagcgagggcgccggtcaggagccggttgccgctct

tgagggtgctggtgcgtgggtggtgtcggggcgtacggctgaggcgttgtcggcgcaggcggggcggctgcgg

gagtggctgacggcccgtccggaactgcgaccggccgatgttgcctggtcgttggcggcgacgcggtcggcgt

tcgagcaccgtgctgtggtgcttggtacggagcgtggcgccctgctcgatggcgtgcacagcctggctgctgg

tacgtcctcgcctgtggtggtgtcgggcgtggcccggcccgacatccgggtgggtctgatcttcgcgggccag

ggtgcgcagtgggcgggtatgggccgtggcctgtatgcgggcagtgcggtgttcgccgaggtgttcgaccggg

tgtgcgggctgctggagttggagctggggaccgaggtacgtctccgggacgtcgttctgaacagcgacgatgc

ggctgctggactggcggaccagaccctgtacgcgcaggccggtctgttcgccttcgaggtggctctggcggcg

gtgctgaaggctgctggtgtggtgccggatgcggtggtgggccactcggtcggcgaagtggctgcggctcacg

tggctggggtgctgtcgttgccggacgcttgtgcgctggtggcggctcgtgcccggctgatgcaggagctgcc

gccgggcggggcgatggcagcgatcaacgccgccgaggcagacgtcatcgcctcgttcgacggggtgtcgggc

gaggtggccgtcgcggcggtcaacggcccggaatccgtagtcatctccggtgcggccgaggcagtcgacgcgg

tggtggagttgtggcgggaccggggttgccgtgtgcggcgcctgcgggtctcgcacgctttccactccccggc

catggacccggtcctggacgagctccgcaccgtcgccgaagggatggagttccgccgcccggaggtgatgtgg

gctggcgccctcaccggtgacctggtgtccgacccgcaggccggctactggcccgcgcagacccgccagaccg

tccgcttcgccgacgcagtagctgccctcgcggcggaaggcatctccgtcttcctcgaagtgggcccggacgg

ctcgctctcctccctcggcccggatgcggtcgcagaggtggacggggccgagcccgccttcctcccgctccag

cggcgtgacgacgaaggcgccacgggcctgctgaccggcctggctcgtgccttcgtccacggtgtgccggtgg

actggacgcgtgtgctgcccaccggcgaacacgtcgagctgcccacctacgccttccggcaccagcggttctg

gccggaggctccggcggcgctgtcggccggtgtttcggccagcggccgggacggggcggggagcgcggccgag

tcggcgttctggtcggccgtcgagagcggtgacctggaacagctggcggacactctggcggtggacggcgacc

gtcccttccaccaggtgctgcccgcactgacccagtggcggcggcgtgacctggagcgttcgacgactgccgg

ctggcgctatcggatggtctgggagccggtcgccgagcccgacccgggtgcgctgaccggcacctggctggtc

gtcgtccccgcgcagtcggccgctgcggagctggcgcagggctgcgccgatgcgctgagcgcccgtggtgccg

aggtcgcggtggtcgaaatcccggccgggaccatggaccggggcgagctggccgcgttgttgggcaaggcggc

ggacccgtcggccgtctctggtgtgctgtcgctgctggcgctggacgagacaccgctgccggaccactcggcg

gtgcctgttggactggccgccaccctggctctcgtacaggcactcggcgacgccgacatccaggcgccgctgt

ggccggtcacctgtggtgccgtggcggccgtccccggcgaggtgccggccggcacggtgcaggcgcaggtctg

gggcctgggccgcgtcatcggcatggaacacccggaccgctggggcgggctggtggacctgcccgaggtgctg



gaccagcgggcggccgcacggctggccgcggtgctgggcggctgtggcgaggaccaggtggctgtccgggcca

ccgggatactcggccgccggatgcgccacgccgccgaagccggccccggcgaggggcactggacgccgcgtgg

cagtgcgctgatcaccggtggcaccggcgccgtcggcgggcacgtggcccgttggctggccgaggccgacgcg

gcccgcgtggtgctgaccggacgcagcggacccgccgccggcggtgtcgcggtgaccgctgccgaactggccg

ctcggggaacccgggtggacgtggtggcgtgcgacgtgagtgaccgctccgcgctggccgggctggtgtcctg

gatcggaacgagcggaccggcgctgtccaccgtgctgcacacggccgcggtactggacgacggggtggtggac

cggctctccgccgagcggttgcagacagtgctggcggcgaaggccgcgggcgccgctcacctggacgagctga

cggccggactggacctggacgccttcgtactgttctcctccgccgcatccaccctcggctccgcaggtcaggg

caactacgcggccgccaactcctacctggacgcactggcggagaatcggcgggcccgcgggctgaccggtctg

tcggtggcctggggccagtggggaggcggcggcatggccgactccaaggaggcgatccgggagcggatgaaga

agctcccgctgtcggcgatggacccgcggtcggcggtccgggcgctgggcgagtcgctgcacggcccggaccc

cgtggtgacagtgatggacgtcgactgggccgtgctggcgcagagcgcggcgaacttgacggaggtgccgctg

gtgcgggacctgccggcggtgcgccgactggccacggccggcagccgggccgtcgagcagcccgcctccccgg

agggcgagctggcacgccggctggccggtctggaccgggccgggcaggagcggaccctcaccgatctggtgcg

ggccgaggccgccatggtgctgggccatccctcggccgaggccgtgcaggatcagcaggcgttcaaggacctc

ggattcgattcgctgacagcagtcgaactgcgtaaccggttgaacactgcgaccggactgcgagtcccggtta

cattgattttcgatcaccccactccggtggcggtggccgcctggttgcgtaccgagctcgccccggacgagcc

gactgcgctgccggtgctcgacgacctcgaccggctcgaagccggtctgttgagcgcggcacccgaccaggac

acgaacgaacggatcacaaggcggctgcaaagcattctctccaactggatcgaaaagcagggccggtcggatt

ccggcagcggcggggtggaaatcgagtcggccacacccgacgagatgttcgagtttctcgacagggaacttgg

tctgtccgactag</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="21"> 

<INSDSeq> 

<INSDSeq_length>19845</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..19845</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q171"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atggcagatgaagaggccctccgcgactacctcaagtgggtgaccacggacctct

acaacacgcggcagcgcctgcgtgaggtggaggaacgcagccacgagcccattgcggtcgtcggcatcggctg

ccgttaccccggcggcgtcgacaccccggaggacttctggaacctgctcgccaccgcacgcgacgggatcgcc

gacatccccaccgaccgcggctgggacctcgcgcagctgcgggtccaggacccggacggcagcacgcggcttc

ccgagggcgggttcatctcggacgccagcgggttcgacgccgcgttcttcgggatcagcccgcgcgaggcggt

ggcgatggacccgcagcagcggctgctgctggaggtggcctgggaggcgctggagcgctccggcatcgacccg

cacgtcctgcgcggcagccagaccggcgtcttcgccggcgcctcgctgtccggctacggcttcggcacggacg

aggacctggacgtccacctgatgacgggcacctccaccagcgtcatctccggccgggtctcctacgccctggg

cctggagggcccggcggtcaccgtggacaccgcctgctcctcctccctggtcgcactccacctggccgcccag

tcggtacggtccggggagtgctcgctggcgctggccggcggcgtcacggtcaccaccgtcccggtcatgttca

cccagttctccaagcagctgggcctggccggggacggccgctgcaaggccttctccgccgacgccgacggcat

gggcatatcggagggcgccggcatggtcgtcctggagcggctctccgacgcccgccgcaacggccacccggtg

ctcgcggtcatccgcggttcggcgatcaaccaggacggcgcctccaacgggctggccgcccccaacggtcctt



cccagcagcgcgtcatccgcgccgccctggccaacgcccgcctgtccaccgccgatgtcgacctggtggaggc

gcacggcaccggcaccacgctcggtgaccccatcgaggcccaggcactgctggccacctacggccagggccgc

gcggaggaccagccggtcaggctgggctcggtgaagtccaacatcggccacacccaggccggcgccggcatcg

ccggcgtgatcaagctggtgctggcgctgcagcaccagcagatgccgcagaccctgcacgcagccgagccctc

cccgcacatcgactggtcggccggcaacatcgagctgctgacccaggcccacccctggccgctgggggagcgc

gtccggcgcggcggcgtctcctccttcggcgtcagcggcaccaacgcccacgtcatcgtggaggaggccccgg

cggaggaacccgccgaggcgcagaccgggacggacggcgaggacggcacggacaccgcacctcaggacaccgg

cagccacaccgccgagccgctgctgccggagtccggcgcctggctggtgtcggcccgtacggctgaggcgctg

tcggcgcaggccgggcggctgcgggagtgggtggcggcgcgtccggagctgggtgcggctgatgtggcctggt

cgttggcggcgacgcggtcggcgttcgagcaccgcgcggtggtgctcggttcggagcgcgaggagctgctgtc

cgcagtggcagacctggcggccggagtcccgtcgtcggtggtggtgtcgggggtggcccggtctgatgtccgg

gtgggtctgatcttcgccgggcagggtgcgcagtgggttggtatgggccgtggcctgtacgcgggcagtgcgg

tgttcgccgaggtcttcgaccgggtgtgcggactgttggagctcgaactggggaccgcagtgcgtctgcggga

tgtggttttgggtgcggagggggtggacgaagggctggcggatcagacgctgtacgcgcaggccgggctgttc

gccttcgaggtggctttggcggaggtgctgaaggctgctggtgtggtgccggatgcggtggtgggccattcag

tcggggaggtggctgcggcccacgtggcgggtgtgttgtcgttgccggatgcctgtgcgctggtggcggctcg

tgcccggttgatgcaggagttgccgtcgggtggggcgatggcggcggtcaacgccgccgaggcagatgtcatc

gcctcgtttgacgaggtgtcgggtgaggtggctgtcgcggcggtcaacggcccggaatccgtggtcatctccg

gtgcaaccgaggccgtggacgcggtggtggagctgtggcgggaccggggttgccgtgtgcggcgcctgcgggt

ttcgcacgctttccactccccggcgatggaaccggtcctggacgagctccgtaccgtcgcggagaagctggag

ttccgtcgtcccgaggtgatgtgggcgggtgccctcaccggtgagctggtgtccgagccgcaggccggctact

ggcccgcgcagacccgccagaccgtccgcttcgccgacgcgatagccaccctcgccaccgatggcatctccgt

cttcctcgaagtgggtccggacggctcactctcctccctcggcccggatgcggtcgccgatgtggacggggcc

gagcccgccttcgtccccctccagcggcgcaccgaggacggcgccaccgacctggagaccggtctggcccgtg

ccttcgtccacggcgcgccggtggactggaagcgtgtcctgcccgccggtgagcaggtcgagctgcccacgta

tgccttccggcaccagcggtactggcccaagggcatgatggcgctgcccggcacggtgaagccgggtgccggc

gaccccgcagagctgggcctggaagcagtgggtcaccccatgctgcgcgccgttgtcgagctggccggtgagg

accagctggtgtgcaccggacggctgtccgcccgcacccagacctggctggccgaccacatggtcggcggcgt

gacgttgctgcccggcaccggcttcgtggagctggtcgtcagcgcgggccaccaggcaggcagcccgctgctg

accgaactcaccctgcacgagccgctggtgctgcccgccgaaggccccggcacgcagatccaggtggttgtcg

gcgagggcgacgaggacggcaaccgccaggtggacgtcttcgcccgcccggaccgctcggaggaggagcacag

ctgggtccggcacgccaccgccgtcgtcgccccggcccgcatccccgcgccggacgcggtccggactccggcc

gacctcaccgcctggccgccgcgcaacgcccgggcactggacatcgacgacctctacgccgtccagctggccg

acgtctacggccccgcccagcagggtctgcaggctgtttggcagcgcggcgcggacatcttcgccgaggtggc

actgccgtcggacgccggtgccgcggccccgtacgccctgcacccggtgctgctcgacgcggccctgctcgcc

gaccgcgtggccgggcaggcccaggggcgggccacggacgacggccccgaccgtattcgcctgccccacgcct

ggagcggcgtggaactgcacgccgccggcgcgtccgtactgcgcgtcaggctgcgccggaaccccgacggcac

cctggcagtgaccgccgccgaccccaccggagcgatggtgctctcggtggaatcggtgcggacccggccgctc

tccgccgacgagctccagagcgacgacgcgtggacccgcgacgccctgttcaccgtggaatggcttccgctgc

accgcagcggctcctccaactcctcgcaggccacggcccccgccccggacgggccgtgggcgctgatcggcgc

cgaccgcttcgccgtggccgagcagctgaccgccgccggaacaccggtgcgcggctacgccggaatcgccgaa

ctcgtggccgctgtcggcgcgggcgagaccgtaccgagcaccgtactcgcctgcctcagcggcaccagcacac

acagcggacccgccggcacggacacccacgggatcgccgaggccgcccgccaggtcaccaccgaagccctgat

cctcgcgcaggactggctcgccgcacccgagctggaggcggccaagctcgtcctggtgacccggggcggcgtg

ctggtgcaccccggcgagcaggccgtggacccggccgcgggcgctgtctggggcctgctgcgctcggcccaga

tggagcaccccgaccgcttcgtgctggccgacctccccgcggacggcagcgccggcgacaccgccgcgctgcc

cgccgcactggcctccggcgaaccggaagtggccgtacggcagcagagcggctacgcccggcgcatggtccgc

cccaccgtcaccgaccgcaccgcaccggcccccgcatctgccgaggcacacccgcgcaccgtactggtgaccg

gcggcaccggaaccctgggcggggtcgtcgcccggcacctggccgccaccggcagagccgacgagaccctgct

gctcagccgttccggcccggccgcccccggcgccgccgccctggccgcccggatagccgcgcacggcgccgac

gtccgggtgatcgcctgcgacgcggccgaccgggacgccctggccggcgtcctggacacgatccccgccgacc

gcccgctgcgctccgtcgtgcacaccgccggcgtcatcgacgacggcctgatcggctccctgagcgccgagca

gctggccgccgtcctgcgccccaaggcggacgccgcctggcacctgcacgacctcacccggcacctggacctg

gaccacttcgtcctgttctcctcggtggccgccgccttcggcggcgcgggccagggcaactacgcggcggcca

acgccttcctggacaccctggccggccaccggcgggccgccgggctggccggtaccgcgctggcctggggccc

gtggatgccggaggccggcatcggccgcgacctcgacgaggtgatgctgcgccggatgaccggctccggcctc

accgccctcgacgagcaccagggcctgaccctgctggacctggccctcgaacggaccgaggcgctcctcgtcc



cggcccggctgaacaaggccgcgctgcgggcccaggcagccgccaccggcatccccgccctctggacggagct

ggccgacgacctcgccccgcgccgggccgccgtcacctcggccgccggcgcctccgccgcaggcacctccgat

cagctgcgcgcgcacctggccgcgcaactgggcccggagcgcgaccggctcctgctcgatctcgtccgcagtc

acgctgccgccgtactgggccacccctcgggcgacgccatcgaggccggccggcccttcaccgacctgggctt

cgactcgctgatcgccgtcgagttccgtaaccgtctcaacgcggcgaccgggttgcggctgccgtccaccctg

gtcttcgaccaccccaacccgacggcgctggcccggctgctgcacgagcagctgaccgacgacctgccgcagg

gcgcggcccccgccgccccgcaggccgccttcgcgtacgccgcggacgagccgatcgccatcgtcggcatggc

ctgccgcttcccgggcggtgtgaccagccccgaacagctgtggcagatgctcgccgacggcaccgacggcctg

tccaccttccccaccgaccgcggctgggacctcgaagcgctctacgaccccgacatcgagcacgccggtacct

cgtacacgcaggtgggcgggttcctgcaggacgcaggcgccttcgacgccggcttcttcggcatcagcccccg

cgaagccctcgccatggacccgcagcagcgcctgttgctggagacgtcctgggaggcactggaacgcgccggc

atcgacccggcgaccctgcgcagcagccgcaccggcgccttcgtcggcggctacggttcctcctacctcgccg

tcagcgtcaccgacgaggaagaactggagaacctcggcgcccacctgatgaccggcaacgccgccagcgtgct

gtccggccgggtctcctacaccctgggcctggagggcccggcggtcacggtggacaccgcctgttcgtcgtcg

ctggtcgcgctccacctggccgcccaggcactgcgcaccggggagtgctcgctggccctggccggcggcgtca

cgatcatggccagcccggacggcttcctggcgttctcccacgcccggggcctggccgcggacggccgctccaa

ggcgttctccgaccaggccgacggcatgggcatggccgagggcgccggcatgctcgtggtggaacgcctgagc

gacgcccgccgcaacggacacccggtactggcggtgctgcggggcagtgccatcaaccaggacggtgcgtcga

acggtctgaccgcgcccaacgggccttcgcagcagcgcgtcatccgtgccgcgctggccaactccggcctgtc

caccgccgacatcgacgtggtggaggcgcacggcaccggcaccacactcggtgaccccatcgaggcccaggcg

ctgctggccacctacggccaggaccgcggcgaccgcggctcgctgctgctggggtcggtgaagtccaacatcg

gccacactcaggctgcggcgggtgttgcgggtgtcatgaagatggtgctggctctgcagcacgagcggctgcc

gcagacgctgtacgccgaggtgccgtcctcgcatgtggactggtcggcgggtgaggtgcggctgctcaccgag

ccggtgccgtggccgtccggtggtgagcgggtgcggcgtgcaggtgtctcctccttcggcatcagcgggacca

atgcgcacgtcattctggaggaggcgcctgcgggggagggcgttgaagctgttgaagaggctggggagcccgg

ggagccggtcgttccggtggtgactggtgctggtgcttgggtgctgtctgggcggactgctgaggcattgtcg

gcgcaggcggggcggttgcgggagtgggtgtcggcccgtccggctcttcggccggttgatgtggcgtggtctt

tggcggcgactcggtcggttttcgagcaccgtgcggtggtggtgggcggggaccgggagcaggtgctggcggg

gcttggggggctggcgtcgggcgagccctcgggtgcgttggttgcgggtacggcccggtcggatgttcgtccg

gtgtttgcttttgctggtcagggttcgcagtgggttggtatgggtcgggagctggcggaggtttcgccggtgt

tcgcggggcggttggcggagtgtgcgacggcgttggcgccgtatgtggactggtcgctgaccgatgttctggc

gggtgctgagggggctcctgcgttggaggcggcggatgtcgttcagcctgcgttgtgggcggtgatggtgtcg

ctggctgcggtgtgggaggcggctggtgtcgctccggatgcggtggttggtcactcgcagggggagattgccg

ctgccacggtggccgggatgctgtcgcttgaggacggtgcccgtgtggtggcgttgcggtcgcaggcgctgaa

ggtgctggcgggtgcgggcggcatgctgtccgtgagccgtccggcgtcggaggtcgaggagcgtctggtccgg

ttcggggagcgggtgtccttggcggcggtcaacggaccgtcggccactgtcgtctcgggtgagccggcggctc

tggaggagcttcagtccgagttcgaggcggcgggagcccgcgctcggatggtcgcggtggattacgcctcgca

ttcggctcaggtggaccggctggaggaggagatcaccaccgtcctggccgggatctctccgcgccggggccgg

gtcccgatggtctcggcgatgaccggtgagactgtcactggcgaagagctggacgccggctactggtatcgca

gtctgcgcgccaccgtgcattacgaccgtgccgtgcgggttctggccggtcgtgggcatcaggtgttcgtcga

ggtgacgccgcatccggtgctgatgggcgcgatgaacgacaccctcgtggacctcgcccaggaggccggcccg

ggggcagagccgggagccgtctgcgggacgctgcggcgtgacgacggcggtgcggatcgtctggtggcctcgc

tggcggaggcgttcgtcaacggggcgtcggtggactgggcggcggtgctgcccgtcggtgagcaggtcgagtt

gccgacgtacgcgttccggcgtcgccggtactggccggagggcatgctggcgctgccgacgggcggttcgctt

gccgctggcggggagggcgcgagccctgatgcggagtcggcgttctgggcagctgtcgaggggggtgacctgt

cggggctgggtgacgcgctggccctggagggtgggcgtccgttcaatgaggtgctgccggcgttggcgtcgtg

gcggcggcgtgagcgggatcgttcgaccacggctggctggcgttatcgcactggctggtcggtcatcgtcgag

ccggatgttcggctgctgtccggtacgtggctgatcgccgtccccgcggagtcggccgcggtggagctggcgc

aggactgcgtcggggcactgagcgcccgtggtgctgaggccgtggtggtcgaagtaccggccgggtcggtgga

ccggtccgagctggcggcattgctcaccggcgcggcggacccgtcagccatctccggtgtgctgtcgctgctg

gcgctggacgagatgccgttgccggaccgtccggtcgtgaatgctgggctggctgccaccttgggcctggtgc

aggctcttggtgacgctggggttgaggcgccgctgtgggtggcaacgcgtggtgcggtggcggccgggcgggg

tgaggcgttggcccgtccggtgcaggcgcaggtgtggggtctgggccgggtcgtcggcctggagcacccggag

cgttggggtggtctggtcgatctgccggagacgctcgatgagcggtccggtgcgcggctggtggcggtactgg

ccggctgcggcgagaacgaggtcgccgtccgacgggccggaatcctgggccgtcggctgtcgagcgttccgca

cagcagcggcccggacaagggctggacgcctcgcggcaccgtgctgatcaccggtggaaccggggcgatcgcc

ggacacgtcgcgcgccgactggccggccggggcgccgaacgtctggtgctgaccagccgctcgggcccggccg



ccgcgggcgcggcagcgctggcggccgaactcgcggcagccggttccgccgtggagatcgtcgcttgcgatgt

cagcgaacgggtcggtctggccgggctgctggacgggatcgatgcgagcggcccccggctctcctccgtactg

cacacggccgccgttctggacgacggtgtcgtggaccgactctcggtggcccggttggcgcccgttctggagg

tgaaggcccacgctgcggcgctcttggacgagctgaccgcgcacctggacctggacgcgttcgtattgttctc

ctcggcggcctccaccctcggtggcccgggccagggcagctacgcggcggccaactcctacttggacgcgctg

gcggagaaccgccgggcccgcggcctggccggtctgacggtggcctggggcctgtggggcggtgccggtctgg

cgcagtccaacgaggccatccgctcccggatgcgccggaccgcgatgccgccgatggaccctcagctcgcggt

ggaggctctgatcgaggccatggacggcccggacgccgcggtgacggtgatggacttcgatccgcagcagttg

ggcgcggcgccgggtacggcgcacgtcctggaaatgccgctggtccgggacatgccggagatccggcggctcg

ccgccgcccgcgcaggcaacggcagcaccggaccggccttccgcgccgacggcgaactcgccgcccggctggc

cgggctgagccgatcggagcaggaccggatcctgaccgacgtggtccgcgccgaggccgccgccgtactgggg

cacgactctgcggacgaggtgcaggcccggcaggccttcagggacctgggcttcgactcgctgacctccgtcg

agctgcgcaaccagctgaacgcggcgaccggactgcggctgcctgcgaccctggtcttcgaccacccgactcc

ggtcgcgctggccgccttcctgcacggcgaactgaccgggcaggtgacacagaccgcagccgctgcgccggtc

tccgcaacccccgccgcggacgaaccgctggcgatcgtcggcatggcctgccgcttccccggcggcgcgagca

cgcccgaggagttctgggaactgctggcctccggcggcgacgcggtgggcggtttccccaccgaccgcggctg

ggacctggacggcttcttcgacccggaccggcacggcagcggaacctcctacaccgactccggcgccttcctg

cgaggggccgccgagttcgatgcgggtttcttcgggatcagtccgcgtgaggcgctggcgatggacccgcagc

agcggctgatgctggaaacctcctgggaggcgttggaacgggccggtatcgacccgtcgtccctgcgtggcag

cccgaccggcgtgttcgccggcggcttcggctccggctacgccatcggcatggcactcaccggccaggacggc

tccggcgtcgagggccacctgatgaccggcaactccaccagcgtcctctccggccgggtctcctacgccctgg

gcctggaaggcccggcggtgacggtggacacggcgtgttcgtcctcgctggtggcgctcaacctggcggccca

ggcattgcggtccggggactgctcgatggccctggccggcggtgtgaccgtcatggccactcccttctccttc

gtggagttctcccgtcagcagggtctgtcggcggatggccggtgccgggcgttctcggaggatgcggacggta

cgggctgggccgagggcgccggtgttctggtggtggagcggctttcggatgcgcggcgtaatgggcatcgggt

gctggctgttgtccgtggcacggcggtgaatcaggatggtgcgtcgaatggtctttcggcgccgaacgggccg

tctcagcagcgagtgattcgggcggcgttggccaatgccgggttgtcttcgtccgaggtggatgtggtggagg

cgcacggcactggcacgaagttgggtgacccgatcgaggcgcaggcgctgctggcgacgtatggccgggatcg

tggtgatcgggatgcgttgtggctggggtcggtgaagtccaacattggccacactcaggctgcggctggtgtt

gcgggtgtgatcaagatggtgctggcgttgcagcatggtcagttgccgcggacattgcatgctgatgtggcgt

cgtcgcatgtggactggtcggcgggtgaggtgcggctgctgacggagtcggtgccgtggccggtgggtgagcg

tccgcgccgggctggtgtgtcggcgttcggtatcagcggtaccaacgctcacgtgattctggaggaggccccc

gcgatcgaggcgcggagcgagggcgccggtcaggtgccggttgccgctcttgagggtgctggtgcgtgggtgg

tgtcggggcgtacggctgaggcgttgtcggcgcaggcggggcggttgcgggagtggctgacggcgcgtccgga

actgcgaccggccgatgttgcctggtcgttggcggcgacgcggtcggcgttcgagcaccgtgccgtagtgctc

gggaccgagcgtgaggaactgctgtctgacctgcacagcctggccgctggtacgtcctcgcctgtggtggtgt

ccggtgtggcccggcccgatgtccgggtgggcctggtgtttgctgggcagggtgcgcagtgggcgggtatggg

ccggggcctgtatgcgggcagtgcggtgttcgccgaggtgttcgaccgggtgtgcgggctgctggagttggag

ctgggggccgcggtgcgtctccgggacgtcgttctgaacagcgacgatgcggctgctggactggcggaccaga

ccctgtacgcgcaggcgggcctgtttgccttcgaggtggccctggcggcggtgctgaaggctgctggtgtggt

gccggatgcggtggtgggccactcggtgggcgaagtggctgcggcccatgtggctggtgtgttgtcgttgccg

gatgcctgtgcgctggtggcggctcgtgcccggttgatgcaggagttgccgtcgggtggggcgatggcggcga

tcaacgccgccgaggcagatgtcatcacctcgtttgacgaggtgtcgggtgaggtggctgtcgctgcggtcaa

cggcccggaatccgtggtcatctccggtgcaaccgaggccgtggacgcggtggtggagctgtggcgggaccgg

ggctgccgggtgcggcccctgcgggtctcgcacgccttccactccccggccatggacccggtcctggacgagc

tccgcaccgtcgccgaagggatggagttccgccgcccggaggtgatgtgggctggcgccctcaccggtgagct

ggtgtccgacccgcaggccggctactggcccgcgcagacccgccaggccgtccgattcgcggatgcggtggcc

accctggcacgggagggtgtctccgtcttcctcgaagtgggtccggacggctcgctctcctcgctcggccccg

acgcagtcgccgacgtggagggtgcggaggcggcgttcgtcgcacttcagcggcgtgacgaggaaggtgttgc

aggtctgctgtccggcctggctcgcgccttcgtcaacggtgccccggtggactggacgcgtgtgctgcccgcc

ggtgaacacgtcgagctgcccacgtacgccttccggcaccagcggtactggcccgagggcgttctcccgctca

tgccatcggcggtcgcgaccgtggccggggctggcaccgaggcggaggccggattctgggcggcggttgagga

cggtgatctggcgcgggtcgcggagacgctggctttggaggatgcgggtcagctggatttggtgttgccggcg

ttggcgtcgtggcggcgtcgtgagctggatcgttcggctactgctgactggcgctaccggaccgtctggtcgc

ctgttgccgagcctgacgcccgtgtgctgacggggacttgggtggtgcttgcgccggccggttgctcggagga

gctgcggcatcagtgtgtgacggcgctgacggcccgtggtgccgaggtcgtggtggtcgaggttccggctggg

acggtggaccgggccgggctgacggcactgctgactggcgctgcggatgcgtcgaccgtgtccggtgtgctgt



cgctgctggccctggacgagacgccggtacccgggtatccggtggtgcccgtgggcctggctgccaccctggg

cctggtgcaggctctcggtgacgccggggtcgaggcaccgctgtggatcgccacgcgtggtgcggtggcggcc

ggccgaggcgaggcgttggcccgtccggtgcaggcgcaggtctggggcctgggccgggtggtcgcgctggaac

accccgagcgctggggcggcctggttgacctgccggagacattcgacgagcggtccggtgcgcggctggtggc

gatgctcgccggttgcggagagaacgaggtggccctgcggccatccggaatcctgggccgccggctggcgcac

gtatcgggtcgcggtgcgcgggagcgctgggcgccgcggggaaccgtactggtcaccggcggcaccggtgcca

tcgccgggcatgtctcacgatggctggccggccggggtgcccagcgtctggtgctgaccagccgttcgggccc

agcggctgtgggcgcggcagcgctggcggccgaactcgcggcagccggttccgctgtggagatcgtggcttgc

gatgtcagcgagcgtgccggtctggccgggctgctggactggatcgatgcgagcggtccccggctctcttcgg

tgatgcataccgcgggtgtgctcgatgacggtgtggtggaccgcctcgacactgcgcgtctggagactgtgct

gggcgtgaaggcgcagggtgcggtgctgctggatgagctgaccgcggacctggacctggacgcgtttgtgttg

ttctctgctgcggctgccactctgggtggttcggggcagggtaactatgcggcggccaatgccttcttggacg

cgttggcggaggagcgccgggcccgtgggctgaacgcgctgtctgtggcgtgggggccgtggtcgggtggtgg

tatggctgcgtcgagtggtgcggtgcgggcgcgggttgagcggggtgcgatgccgccgatggacccgcggctt

gcggtccgtgcgctggccgaggcgttgcgggggccggatgccgccgttgccgtcatggacgtggactggacac

agctggcttccggtccgggggccgtggagctgctgaagcggccgttggtgcgggacctgcccgaaatccgcga

catggccgcggccggtggcggttcaaccgccgccggccgcgtcgagggcgagttggctcgtcagctggctggg

ctggaccgcgcggagcaggagcggacgctcgccgacgtggtgcgtggcgaggctgcggtggtgctgggctatg

gctcggccgatgcggtggaggaccgtcgggcgttcaaggacctcgggttcgattcgctgaccgcggtcgaact

gcgcaaccggctcaatgcggcgaccgggctgcggctgccgtccaccctggtcttcgattaccccaccccgctg

gcgatggccgccttcctgcgcggtgaactgaccggtggggagttggacaccgctggtgcttcggcggccacgg

tggtggcggcgcctgcggacgagccgttggcgatcgtcggaatggcatgccgcttccccggcggggtgggcag

cccggaggagttctgggagttcctggcttccggtggcgatggcgtgggcgatttcccgagcgaccgtggctgg

gacttggagagtgtttacgacccggagggtgagcgggagggtacttcgtatgtcgcgcagggcgcgttcctgc

gggaggcggctgagttcgacgcggggttcttcgggatcagcccgcgcgaagccctcgcgatggacccgcagca

gcggctgttgctggagacgtcctgggaggcgctggagcgtgccggcatcgacccggcgtccctgaaggagagc

gccaccggtgtcttcgccggcggtttcacctccggttacgggctcggcgtttccatgagccaggacgactctg

gcgctgagggtcacgtgctgaccggcaatgcgaccagcgtcctgtccggccgggtgtcgtatgtgctgggtct

tgaggggccggcggtgacggtggacacggcgtgttcgtcgtcgttggtggcgcttcacctggcggcgcaggcg

gtgcggtcgggggagtgttcgctggcgttggccggcggggcgaccgtgatggcgacgccggggaccttcatcg

acttctcccggcagcagggcctgtcgatcgatggccggtgccgggcgttctcggaggacgcggacggtacggg

ctgggccgagggtgccggcatggtcgtggtggagcggctgagcgatgcccgccgcaacggccacaaggtgctg

gcggtgctgcggggcagtgcggtcaaccaggacggtgcgtcgaatggtctgaccgcccccaacgggccttcgc

agcagcgcgtcattcgggcagcgttggccaacgcccggctgtccgctgccgaggtggacgtggtggaggcgca

cggtaccggtacgaagttgggtgacccgatcgaggcgcaggcgctgctggcgacgtatggccgggatcgtggt

gagcgggacgcgctgtggctggggtcggtgaagtccaacatcggccacacccaggccgcggccggtgtggcgg

gcgtcatcaagatggtgctggcactccagcacgagcagctgccgcgaactctccatgccgaggtgccgtcgtc

gcacgtggactggtcggctggtgcggtgcggctgctgaacgagcagctggcctggccgtccgatgggaatcgg

gtacggcgggccgctgtctcggcgttcggtatgagcggtaccaacgctcacctcatcctggaggaggcccccg

caccgcaggacggcgaagccgtagaggagcacggggaaccagtggtcccggtggtcaccggtgccagcgcttg

ggtgctgtccgggcggaccgctgaggcgttgtcggcgcaggcgggccggctgcgggagtggacggcgacgcgc

ccggagctggcaccggccgatgtggcctggtcgctggcagccacccgctcggtcttcgagcaccggtccgtcg

tggtgggcacgggccgtgccgagctgctcggcggcgtggaaagcctggcgacgggcgttccggctggttcggt

ggtgtccggtgtggcccgctcccacgcccggccggtgttcgcttttgcgggtcagggttcgcagtgggttggt

atgggtcgggagctggcggaggtttcgccggtgttcgcggggcggctggcggagtgtgctgcggcgttggccc

cgtacgttgactggtcgctgaccgatgtcctcgcgggtgcggaggatgcccctgcgctggaggcggcggatgt

cgtccagcctgcgctgtgggcggtgatggtctccctcgccgctgtctgggaggcggcgggggtcgctccggag

gcggtggtgggccattcacagggggagatcgccgctgccacggtcgccggaatgctgtcgcttcaggacggtg

cccgtgtggtggcgctgcggtcccgtgcccttaaggtgctggcaggagcgggcggcatgctgtccgtgagccg

tccggcgtcggaggtcgaggagcgcctggcccggttcggcgaccggttgtccttggcggcggtcaacggtccc

tcggccactgtggtctcgggcgagccggcggctctggaggagcttcagtccgagttcgaggcggagggcgccc

gggcccgcatggtcgctgtggattacgcctcgcactccgcccaggtggaccggctggaggaggagatcaccac

cgttctggccgggatctctccgcgccggggccgcatcccgatggtctcggcgatgaccggcgagattctcacg

ggtgaagagctggacgccggctactggttccgcagtctgcgggcgacggtgcattacgaccgtgcggtgcggg

tgctggcgggtcgtggtcatcaggtgttcgtcgaggtgacgccgcatccggtgctgatgggcgcgatgaacga

cactctcgtggacctcgcccaggacgcgggtggagagcctgccgccgtgtgcgggacgctccgccgggacgac

ggcggcgcagagcgcctgctgacttccctggccgaggcgttcgtcaatggcgcaccggtggactggcagacag



tgctgcctgcgggcgaccaggtggagcttcccacctacgcgttccggcgtcgtcgcttctggccggagggcat

gctggtcctgccgatccccggttccgcgaccaccggttccacgtccgccgggggcggtgccagcactgacgcg

gaggcggcattctgggcggccgttgaggatggagacctgtccgggctgggtgacgcgctggccctggagggcg

ggcgtccgttcaatgaggtgctgccggcgctggcgtcgtggcgccgccgggagcgggaccgttcgaccgctgc

cggttggcgctatcgcactggctggtcggccatcgccgagccggacgctcgtgtgctgtccggtacgtggctg

atggtggttgcggccggggtggacggcggtgcggcgcagcagtgcgcggccgcgctcagcgcccgcggtgccg

aggccgtcatgatcgaggtagcggccgggtcggtggaccggtccgagctggcggcattgctcaccggcgcggc

ggacccgtcagccatctccggtgtgctgtcgctgctggcgctggacgagacgccgctgccggaccgtccggtc

gtgaacgccggcttggccgccaccctgggcctggtccaggctctcggggacaccgggatcgaagcaccgctgt

ggatcgccacgcgtggtgcggtggcggccgggcggggcgaggcgttggcccgtccggtgcaggcgcaggtctg

gggcctgggccgggtggtcgcgctggagcaccccgagcgctggggcggcctggtcgacctgccggagacattc

gatgaccgctccggcggacggctggtggcagtgctggccggctgcaaggagaacgaggtcgccatccggacgg

ccggaaccctgggccggcggatgtcgcgggtgccgcgacgcagcccccgtacaccctggtcgccgcggggaac

cgtactggtcaccggcggtaccggtgcgattgccgggcatgtctcgcagtggctggccggccggggtgccgag

cgtctggtgttggcgggccgttccggtccggcagcagccgatgtcgcggcgcgggccgcggagctggccaccg

ctggcgttcgcgtggacgtgatctcctgcgatgtcagcgaacgcggcccgctgggcagcctgttgggctggat

cggcagcaacggcccggagctgtcctcggtgatgcacaccgcgggtgtgctggatgacggtgtgctggaccgc

ctcaccaccccgaggctggagaccgtgctgggcgtgaaggcccacggcgcggcgctcctggacgagctgaccg

cggacctggacctggacgcgttcgtactgttctcctcggcagcctccacgctcggcggcccgggccagggcaa

ctacgcagccgccaacgcctacctggacgcgctggcggagaaccgccgggcccgcgggctggccggtctcgcg

gtggcctggggcctgtggggcggtggcggactgggcgaatccaacgaggccatccgctcccggatgcgccggc

tcccgatgccgccgatggacccccagctcgccgtccgggcgctgggcgaatcgctggacggcccggagccgac

ggtgacggtgatggacttcgactggcagcagctgggctcggcaccgggttcggcggacgagctggatctgccg

ctggtccgggacattccggagatccgccgactggccgcggagcgggccgccgcaggcagcgtctcccgcagcg

acagcaggggcgaactcgccgcccggctggcgggggcgggccgctcggagcaggaccggattctgaccgacgt

ggtccgcgccgaggccgccgccgtactggggcacgactcggcggacggtgtgcaggcccgccaggccttcaag

gacctgggcttcgactccctcaccgccgtcgaactgcgcaaccgtctcaacgcggcgaccgggctgcggctgc

cggccaccctggtcttcgaccaccccaccccgaccgcgctcgccggctggctgcgcaccgaactcgcccccga

agagacggcagcagtaccgctcctcgccgaactcgacaggctggaggccgccctgcgctccggaccggtggac

gacccggtgcgggaggaggccaccagccgactgcgccgactgctggacaccatcggcgaacaagccgccgacc

agggcaggaagcgacagacaaccgacatcgacgccgcctccgacgaagagctgttcgccctcgtcgacggact

cgaatga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="22"> 

<INSDSeq> 

<INSDSeq_length>9738</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..9738</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q172"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atgagcgaggagaagcttcgctatttcctcaagcgggtgaccgccaacctgcacg

agaccaggcagcgcctgcaggaaatggaggcggccggcggcgagcccatcgccctggtgggcatggcctgccg



cttccccggcggggtgcgcagcccccaggacctgtggcagctgctggacgcgggccgcgagtcggtggccgca

ctgccgcgcgaccgaggctgggacctgggtgacgacgggaccggacaggacgccgccgaggtccaggccggca

acttcctgcacgacgccaccggcttcgaccccgccttcttcgggatcagcccgcgcgaggcggtgtcgatgga

cccgcagcagcggttgctgctggaggtggcctgggaggcgttggaacgctccggtatcgacccgtcgtccctg

cggggcagcccgacgggcgtgttcgccggcgcctccgcctccgggtacggctgggccagcggcgcccagggcg

acctggacgggcacgtgatgaccggcaacgcgatgagcgtgctctccggccgcctcgcctacaccctgggcct

ggaaggcccggcggtcaccgtggacaccgcctgctcctcggcgctggtctcgctgcacctggcctgccaggca

ctgcgcgcgggagagtgctccatggccctggtcggcggtgcctacgtggcggccaccccggtactgttcaccg

acttcagccgctccctggggctctccccggacggccggtgccaggcgttcggcgccggcgccgacggcatggg

cgtcgccgagggcgtcggcgtcgtggtcgccgaacggctctccgacgcacggcgcaacggccaccgcgtcctc

gcggtcgtacgcggcagcgccgtcaaccaggacggcgcctccaacggcctgaccgcccccaacggccccgcgc

agcagcgcgtcatccgcgccgccctggcgggtgcccgcctgaccgcgtccgaggtggacgtggtggaggcgca

cggcaccggtaccccgctgggcgacccgatcgaggcccaggccctgctggccacctacggccaggagcgcccc

gagggccgcccgctgtggctgggctcggtgaagtccaacatcggccacgcccagcaggccgcgggcatggccg

gaatcatcaagatggtcctggccctgcagcaccagaacctgccgcgcaccctccacgtcgaaaagcccaccga

cgaggtggactggtcggcgggcgaggtcaaactgctggccgagccggtgccgtggcccagtggcgagcgggta

cgccgggccggtgtctccggtttcggcatgagcggcaccaatgtgcacgtgatcctggaggaggccccggccg

aagaggccgcggaggccacggatccgaccgggcaggagggaccggacgcgggcgagggtgaggcggaggccct

gtccgagtcggcgcagcacggtccggaccaggaggccgtgtcggcccccgcgccggcgctgctcgccgacggc

ggccccacggcctggctggtgtcgggccggtctgcggagggtcttgccgcgcaggcgggacggctgcgggagt

gggcggccgagcgcccagccctgcgtccgtccgacgtggcctggtcgctggcggccacccgatcggtcttcga

gcaccgtggtgtggtcgtcgccgacgagcacaccgcacttctgtccgggctggacgatctggctgccgcaacg

gctactgccgatacggtggttggcgttgctcgggccacgggtcgtacggtgtttgttttcgctggtcagggtg

ctcagtgggtcggtatgggccgggagttgttggcctcgtcgccgttgttcgcggcgcggttggcggagtgtgc

ggcggcgttggcgccgtatgtggactggtcgctcagcgatgtcctgacgggtgtggagggcgctccggcgctg

gaggcggctgaggttgtccagcccgtgttgtgggcggtgatggtgtcgctggccgctgtctgggaggcggctg

gcatcgtgccggacgcggtggtggggcattcgcagggggagatcgccgctgccacggtggccgggatgctgtc

gctggacgacgccgcccgggtggtggcggtgcgttcgcgtgcgttgtctgggctggatgtggccggggcgatg

gtgtcggtggtgatgcctgccggtgcggtgcgtgagctggtggcgggtttcgacggtcggttgtcggtggctg

cggtcaatggcccggcgtcggtggtggtatccggagaagcggaggcgctggcgtccttcgagcgggagctggc

ggcacgtaaggtgctgcgctggcgtatcccggcgacggactttgtggcgcattcggcggcggtggagccgctt

gccgaccagctcgaagcggacctgtccggcattgccccgcaggcgggccgcatcccgatggtctccaccgtta

cgggcgagtggctggccggtgaggaagcggatgccgcgtactggttcgcgaacctgcgccagatggtgcgctt

cgaggacgccgtgcgcacgttgctggaatccggttacggggcatttgtggaggtctcgccgcatccggtactg

accgccgccgtgactgaaaccgcccaggacgcggactcgggcgccgctcaggtgctgagcatcggaaccctgt

cgcagaccgacgcgggcccggccggtctgctgcgcgccttcgcgcaggcccacgtggcggggctgccggtgga

ctggcgcaaggtcctgccggccggcgaggtggtggatcttcccacctatgccttccagcaccgccgttactgg

ctggagccctccgccgctgctgctgccgcagtcgccgcaggtgggtcctcggacgccgaggcgcgcttctggg

ccgccgtcgaaggcggcgacctgacccacatggccgaggtgctcaacctggacgacgcgcacgcgttgggcga

ggtgcttcccgccctcacctcctggcgccgccaggaacaggaccggtcggccaccgccgactggcgttaccac

atcacctgggccccggtggccgacccggccgccaccgtcctcaccggccgctggctgctgctcaccggacccg

agggcaccggcccggcgcaggcctgcgcccaggcgctcgccgcccgtggcgccgacaccaccatcgtggaggt

gcccgagggcaccgtggaccgcgccgcgatggcggccgtcctcggccaggcactgcaagagaccacggcgccg

acgggcatcgtctcgctgctcgccctggacgagacgccggtgcccgggcaccccgcggtcccgggcggcctgg

cccgcacgctggccgcggtgcaggcactgggcgacaccggggtggacgccccgctgtgggtactgacccgcgg

cgccgtcgccaccaccgcccaggagccgcccgtcaccccggcacagagcctgacctggggattcggccgggtc

gtcgccctggagcaccctgaccgctggggcggactgatcgacctgcccgccgacttcgacggaccggacggcg

cggacggacagatcacggcgcgcctgtgcgcggtgctggccggctgcggcgaggaccaaaccgcgatccggcc

ggccggaatcttcggccgccggctgagcagggccggccgcccccggggcgaggccggaccgtacacgcccggc

ggcagcgccctggtcaccggcggcaccggcgccatcggtggacgcgtcgcccgctggctgtccggccgcggcg

ccgcccggctggtgctgaccagccgctccggtcccgccgctgccggagcggccgccctcgccgccgaactggc

cgccgcaggcagccgggtggacatcgtggcctgcgacgtcagcgaccgcgaccaggtcgccacggtgctcggc

cggatcgccgcgcaggggccctcgctgaccaccgtgctgcacaccgccggcgtcaaccaggccaccctggtgc

aggacaccgacctcgccgagacggacgccgtactggcggccaagacggccggcgcccagcacctgcacgacct

gacccgcgaactcgacctgaacctggacgcgttcgtcctgttctcctccatctcggccacctggggcagcggt

ctgcagcccgcctacgcggccgccaacacctacctggacggcctcgcccagcaccgccgcgcccacggcctgc

ccgccacctcggtggcctggggctcctggggcggtggcggcatgaccgacgaggccggcgcggcgcagggcat



ccgtcgcggcctgatcgtcatggacccggaccacgccgtacaggcgctggcccaggttctggactgcgacgaa

ccccagatgaccgtcgcccacgtggactggcagcggttcgcaccgccgttcacgctgcgccgccccagcccgt

tgatcgagaacctgccggaggtccaggaggtgctggccgccgacgggcagcacacccagggcagcggcgacac

ggcagccggcccgcaggccggagcctcctggcgccggcagctggcgggcctgtcccgcaccgagcagaagcgg

accctgctcaccctcgtccagacccaggcggccgcggtactcgactacgccgcacctggcgaggtcgaggcca

cccgcgccttcagcgacctcggcttcgactcgctgacctcggtcgaactgcgcaaccggctcagcagcgccac

cggcctgcaactgcccgcaaccctgctgttcgacgcccccacgcccagcgccgccgccgaattcctgctggcc

gaactggccgagctgaccggcacaccggacggcacacaggccgacgcatcgcgcaccgcccccgtcctggcgg

cggccgcggacgaaccgctggcgatcgtcggcatggcctgccgctacccgggcggcgcgagcggcccgcagga

gctgtggaacctggtcaccgccgggaccgacgccatctccgtactgcccgaggaccgcggctgggacatcgag

gaccgccagggaaacccccagggccccgtccggtccggcggcttcgtctacgacgcgacccacttcgacgccg

gcttcttcgggatcagcccgcgcgaggcggtgtcgatggacccgcagcagcgcctgctgctggaagtggcctg

ggaggcgttggaacgctccggtatcgacccgtcgtccctgcggggcagcccgacgggcgtgttcgccggtgcc

tccgcctccggctacggctggagttccggggtacagaaggagctcgacggccacctggtgaccggcatctcca

ccagcgtggtctccggccgcgtctcctacgtactgggcctggagggcccggcggtcaccgtggacaccgcgtg

ctcctcctccctggtcgcgctgcacatggcctgccaggccctgcgctccggggagtgctcgctggccctggcc

ggcggagtcatggtggcggccaacccgctgctgttcgaccagttcagccggcagatgggactctccccggacg

gccggtgcaagccgttcggcgccggtgccgacggcatgggactgggcgagggcgccggcatgctggtcgtcga

gcggctctccgacgcccgccgccatgggcacaaggtcctggccgtcgtacggggcagtgccgtcaaccaggac

ggcgcctccaacggcctgaccgcccccaacggcccgtcccagcaacgggtgatccgcgccgcactggccaacg

cccgcctgacccccggtgacgtggacgtggtggaagcacacggcaccggaaccccgctgggcgacccgatcga

ggcccaggcactgctggccacctatggccaggagcgcggcgagggcgacccgctgtggctgggctcggtgaag

tccaacatcggtcacacccaggccgccgccggcgtcgccggtgtcatcaagatggtgctggccctccagcacc

gcgagctgccgcgcaccctgcacgcagccgaaccctccccgcacatcgactggtcggccggcgacgtcagact

gctgaccgaagcggccccgtggccggagaagaaccgggtacgccgcgccggcgtctcgtcgttcggcatgagc

ggcaccaacgcccacctcatcctggaggaggccccggccgagccggccgacactggcgaaacgcccgaaccgg

ctgaggccgcgcctgccgttcttgcggcgggggaggcgtccgcgtggttggtgtcgggccggtctgcggaggg

tcttgccgcgcaggcgggtcggttgggggagtgggcggctgggcgtgctgcgttgcgtccggttgatgtggcg

tggtcgttggcggctacgcgggcggtgttggagcaccggggtgtggtcgtggctggtgaccgggcggggctgt

tggatggcgtgcgagggctagcggctggtgagtcggccgcgccgggtgtggtgtcgggggttgctcgggccac

gggtcgtacggtgtttgctttcgctggtcagggtgctcagtgggtcggtatgggccgggatttgttggcttcg

tcgccgttgtttgcggcgcgcctggcggagtgtgaggcggccctggcaccgtatgtggactggtcgctcagcg

aggtgctggcgggtaccggcgatgcccccgcgttggaggctgccgaggttgtccagcccgcgctgtgggcggt

gatggtgtcgctggctgctgtctgggaggccgctggggttactccggatgcggtggtgggccactcgcagggg

gagatcgctgcggcgacggtggcggggatgctgtcgctggaggatgcggcgcgggtggtggcagtgcgttcgc

gtgcgttgtcgtcgctggatgtggccggggcgatggtgtcggtggtgatgccagccgacgcggtacgcgagtt

ggtggcgggcttcgacggccggttgtcggtagctgcggtcaatggcccggcgtcggtggtggtatccggacag

gcagaggcactggcgacgttcgagcgggagctggcggcgcgcaaggtgttgcgctggcgtatcccggccacgg

acttcgtggcgcattcgccggccgtggagccgcttgccgccccgcttgaagcggagctgtcgggcattgccgc

gcaggcgggtcgcatcccgatggtctccacggtcacgggggagtggctgaccggtgaggaaaccaatgcctcg

tactggttcgcgaacctgcgccagatggtgcgcttcgaggacgccgtccgtagcctgctggagtccggttacg

gagcgttcatcgaaatctcgccgcatccggtgctgaccgccgcagtgaccgaaaccgcccaggacacggacgc

gaacgccacccccgtgctgagcatcggcaccctgtcgcagactgacgcgggtgcggccggtctgctgcatgcc

ttcgcacaggcccacgtggcggggctgccggtggactggcgcaaggtcctgccggccggcgaggtcgtagagc

tccccacctacgccttccaacaccgccgttactggctggagccctccgccgccgctaccgctgctgccgccgc

ggtcgccgccggtggttcctcggccgccgaagcacagttctgggccgccgtcgaaggcggcgacctgtcaggc

gtcgcggacaccctgtccctcaccgatcagcagcaactcagcggcatactgcccgcgctggcgtcctggcggc

gccgtgaacaggaacgttcggccactgaaagctggcggtaccggatcacctgggcgccggtggccgacccggc

accggctcgcctgtcgggccgctggctgctgctcgtaccggcttcggaggtcgacggcccgatggcgcgccag

tgccgtgcggcgctcaccgcccgtggagcggacgtcgtggtgctggagatggccggggccgccgcacgtgagg

cggtggccgagcaggtgcgcgcggcactgccgtcggacggattcgccggcatcctctccttgctggcgctgga

tgaaacgccgatgccgggccatccgtcactgtctgtggggctggccgccaccctcaccttggtgcagggcctc

ggcgacgccgacgtggacgccccgctgtgggtggccacgtcccacgcggtggctgccgcacccggcgagccgc

cggtccgtccgctgcagacacaggtctggggcctgggccgggtcgtcggcttggagcaccccgagcgctgggg

cgggctggtcgacctgcccgccgacttcgacggaccggacgggcagatcgcggcgcgtctgggcgcggtgctg

gccggctgcggtggtgaggaccaggtggcgatccgcgcggccgccatcctgggccggcgcctgacccacgccc

cgcagcccgcctcgcctgatcagccgtggacgccgggcggcagcgtcctggtcaccggcggcaccggtgccct



cggcggacacgtcgcgcgctgggcggccggtcgtggcgcccggcgactggtgctgaccagccgttccggtccc

gccgctgccggagcggccgctctggccgccgaactggccgcagcgggcagccgggtggacatcctggcctgcg

acgtcagcgaccgtgcccaggtcgccggggcgctcggccggatcgtcgcgcagggcccctcgctgacctcggt

gctgcacaccgccggtatcgggcaggccgtgacggtggccgaagccgacctggccgagacggacgcggtactg

gcggccaaggcgtccggagcccggcacctggacgagctcacccgcgaactcggcctggaactggacgcgttcg

tcctgttctcctccatctccgcgatctggggcagcgtcgtgcagcccgcctacgccgccgccaacacctacct

ggacggcctcgccgagcaccgccgggcccgcggcctgcccgcgacttcggtggcctggggcccctggggcggc

ggcggtatgaccgacgcggagaccgccggacggctggcccgtggcggcgtggcgctgatggacaaggaccgcg

cggtccaggccctggcacacctcgtggacggtggggaggggccgatgaccgtcgtcgacgtcgactggtcgcg

attcgccgtgccgttcacgctgcgtcgccccagcccgctgatcgccggcctgcccgaggccgccgcggctctg

gcggcagaggcgaccgccccggtcaccgacccggccgccggagcctcgctgcgcgaggagctggccgggctgc

cgagtgccgagcagcaccgggcactggtccggctggtgcaggaacacgcggccgcggtgctcgactacgccgc

acccggtgaggtagaggccacccgcgccttcagtgacctcggtttcgactcgctgacctcggtcgaactgcgt

aaccggctcagcagcgccaccggcctgcaactgcccgccaccctgctgttcgaccaccccaccccgcaagcgg

cggccgaccacctgtggagcgagcagttccaggacggcacgggcgcggtgtccctggtggaggaggtcgaccg

gctcgggtcgctgctgaccggggcggcgccggacgagaagacgtacgacatggtcaccgagcggctgcaccac

ctcctcgcccagtggaaggagagcggcgccccggaagagagccaagcagtcgcggacaagatcggatccgcaa

cggacgacgagatattcgagttcatccaccgagaactcggccggtaa</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="23"> 

<INSDSeq> 

<INSDSeq_length>14484</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..14484</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q173"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atggccaacgaagacaagctccgcgattacctcaagctcgtgacggccaatctgc

gccaggtccgccgccggctgaccgaggtggaggaacgcagccaggagccgatcgcgatcgtcggtatgggctg

ccgtttccccggcggggtgaacggccccgaggacctgtggcggctgctggcttcgggcaccgacgcgatcggc

ccgttcccggccgaccgcggctgggacctggagaacctctacgaccctgacccggaccgtccgggcacctcct

acgcgcggcatggcgggttcgtctacgacgcgacccacttcgacgccgacttcttcgggatcagcccgcgcga

agcggcggccatggacccgcagcagcggttgctgctggaggttgcctgggaggcactggagcaggccggcatc

gacgcgaacgcgctgcgcggcagctccaccggtgtgttcgccggctcctacggccagggctacggcaccggtc

cctcggtcaaaacccaggggctggaggggcacctgctgaccggcgtctccaccagtgtcacctcgggccgcct

ggccttcaccttcggcctggaaggcccggcggtgacggtggacaccgcgtgctcctcctcgctggtggcgctg

cacatggccgcgcaggcactgcgcgcgggggagtgctcgctggcgctggccggcggttccacggtgatctccg

cgccgtccgtgttcgtgggattctcccggcagcggggcatgtcggacgacggacgctgcaagtccttcagcca

ggacgcgaacggttcgggctgggccgaaggcgtgggcctgctggtggtcgagcgcctctccgacgcacggcgc

aacggccaccacgtgctcgccgtgctgcggggcagtgccgtcaaccaggacggtgcgtccaacggcctgaccg

cgcccaacggtcccgcgcagcagcgggtgatccgtgccgcgctggccaatgcccgtctcactcctggtgatgt

ggacgtggtggaggcgcacggttcggcgacgaagctgggcgatccgatcgaggctgaggccctgctggccacc

tacggccgggagcggccggaggggcggccgttgtggttggggtcggtgaagtccaatattggtcatacgcagg



ctgctgccggtgtggcgggtgtcatcaagacggtgctggctcttcagcatgagcggttgccgcgcacgttgca

tgtggatgagccgacgccgcatgtggactggtcggcgggtgaggtcaggctgctggcggagtcggtgccgtgg

cccggtggtgagcgggtgcgccgcgccggtgtctccgggttcgggatgagtggcaccaatgtgcacgtgattc

tggaggaggccccggccgaggaagccccggccggggaggctgaggggacggacgccgacgagacccccgcctc

ggccccggccccggtggccaccgcccccgcggctgcgctgctcgccggtggtggtcccacggcgtggttggtg

tcgggccggtctgcggagggtcttgccgcgcaggcgggtcggttgggggagtgggcggctgggcgtgctgcgt

tgcgtccggtggatgtggcgtggtcgttggcggctacgcgggcggtgttggagcaccgtggtgtggtcgtggc

tggcgaccgggcggggctgttggatggcgtgcgagggctagcggctggtgagtcggccgcgccgggtgtggtg

tcgggggttgctcgggccacgggtcgtacggtgtttgtgttcgccggtcagggcgctcagtgggtcggtatgg

gccgggagttgttggcctcgtcgccgttgttcgcggcgcgcctggcggagtgtgaggcggcgctggcgccgta

tgtgcactggtcgctcagcgatgtcctgacgggtgcggagggtgctccggcgttggaggctgctgaggttgtt

cagcctgcgttgtgggcggtgatggtgtcgctggctgctgtctgggaggtggcgggtgtctccccggatgcgg

tggtgggccactcgcagggggagatcgctgcggcgacggtggcggggatgctgtcgctggacgacgctgcccg

ggtggtggcggtgcgttcgcgcgcgttgtcgtcgctggatgttgctggggcgatggtgtcggtggtgatgccc

gccggtgcggtacgtgagctggtggcgggcttcgacggtcggttgtcggtagctgcggtcaatggcccggcgt

cggtggtggtctccggacaggcagaggcactggcgtccttcgagcgggagttggcggcacgtaaggtgctgcg

ctggcgtatcccggcgacggactttgtggcgcattcggcggcggtggagccgcttgccgcccagctcgaagcg

gagctgtcgggcattgccccgcaggcgggccgcatcccgatggtctctaccgttacgggcgagtggctgaccg

gtgaggaggctgacgccggttactggttcgcgaacctgcgccagatggtgcgcttcgaggacgccgtccggag

cctgctggagtccgggtacggagcgttcatcgaggtctcgccgcatccggtgctgacggccgcggtgaccgaa

accgcccaggacacggacgcgaacgcgaacgctaccccggtgctgagcatcggcaccctgtcgcaggctgacg

cgggtgcggccggtctgctgcgtgccttcgcgcaggcgcatgtggcggggcttccggtggactggcgcaaggt

cctgccggccggcgaggtggtggagcttcccacctacgccttccagcaccgccgctactggctggagacctcc

accgccgtcggcggcggggacggggcgcccaccgaggtggaggcgcggttctgggccgccgtcgaaggcggcg

acctgtcggacctcgcggacacgttggccgtcgaggaccgtcggcagcttcttgaggtgctgccggtgctggc

gtcctggcggcgccgcgagcgggagcgttcggccaccgagggctggcgctaccaggtcacctgggcgccggtg

gccgacccggcaccggctcgcctggccggccgctggctgctgctcgtaccggcccaggaggtcgacggcgagg

cggcccggcagtgccgtgcggcgctgtccgcccgtggagcggacgtcgtggtgctggagacggccggggccgt

cgcacgtgaggcggtggccgagcaggtgcgcgcggcactgccgtcggacgggttcgccggcgttctctccctg

ctcgcgctggacgagacgccgatgccgggccacccggcgctgactgtgggtctggccgccaccctcatcctgg

tgcagggcctcggcgacgccgacgtggacgccccgctgtgggtagccacccgtggcgccgtcgccaccggctc

cgacgaggcgccgaacagcccgctgcaggccctgatctggggcttcggccgggttgtcgccctggagcacccc

gaccgctggggcggactgatcgacctgcccgccgacttcgacggaccggacggaccggacaacgcggacgggc

aggtcgcggcacgcctgggcgcggtgctggccggctgtggcgaagaccaggtggcgatccgcgcggccgccat

cctgggccgacggctgacccacgccccgcagcccgtaatgcccgaccagccgtggacgccgggcggcagtgtc

ctggtcaccggcggtaccacggcggtcggcgggcacgtggcccgctgggcggccgaacgcggcgcccggcggc

tggtgctgaccggtgctcccgagcacgagggggtcgcggcgctcgccgccggactggccgcagcgggcagccg

ggtggacgtcgtggcgtgcgatgtgagcgaccgcgccgagacggccggggtactggcgtggacgcgggcccgg

ggaccggagctgtccacggtgctgcacctggcggagatcgtcgacagcgtgccggtggacgacctggacgcgg

cgcagctggccgaggtgctggcggccaaggccggatcggcggcgatactggacgagttgaccgccgactgcga

cctggacgcgttcgtactgttctcctcggtcgccgccgtgtggggcggcggccggcagcccggcttcagcgcg

gccaacgcctacctggaggcgctggccgaggaccggcgcgcccgtggcctgaccgctctcgcggtggcctggg

gcccgtggaacgcgggcaccaccgccaccggagacgacggcgtccagctggagcggcgcgggctgcggctgct

ggacccccgggcggccaccggcgcgctggcacagatcctggacggcggcgagagccgcccggtggtggtggac

gtcaactgggcgcagttcgcgccgccgttcacgctgcgccgccccagcccgctgatcgccggcctgcccgagg

tcgcggcggcgctggccgccggcaccgccgaggaggcggaaaccgtccccgaggcgcgcggttcgctgctgcg

ccgactggccgggcagagcgccaccgagcagcagcgcaccctgaccgacctggtcagaggcgaagcggcagcc

gtactggaacactcctccgcccaggccgtcggcagcggccgggccttcagcgagctgggtttcgactcgctga

ccgcggtggagctgcgcaaccggctggccgccgccaccggcctggcgctgcccgccacgctgctcttcgacta

ccccagccccaaggtcctggccggctacctggccgccgaactgctgggcagcccggccgccggggccgacgcc

gccgtcccggtcccggtgccggccggtgcggaggaggacgacccggtggtcgtcgtcggcatgggctgccgtt

tccccggcggggtcaagacccctgaggacctgtggcaggtgctggccggcggcaccgatgcgatcggagcctt

cccgaccgaccgcggatgggacctggacgccctctacgacccggacccggacgcgccgggcaccgcctatgtg

cggcagggcggcttcgtccacgacgccacccgcttcgacgccggcttcttcgggatcagcccgcgcgaggccc

tcgccatggacccgcagcagcggctgctgctgggcacctcctgggaggcgctggagcgcagcggcatcgtccc

cggctcgctgcgcggcagccgtaccggcgtgttcgcgggcgccagcttctccggctacggcctcgcccagccg

gaggcggcccagggcctggaggcgcacctgctgaccggtaccacgaccagcgtgctctccggccgcctcgcct



acaccctgggcctccagggcccggcgatgaccgtggacaccgcctgctcctcggcgctggtggcggtccacct

ggccgcgcaggcgctgcgctcgggtgagtgcaccctggcgctggccggcggcgtgttcgtcgcctcgaccccg

gagctgttcgtctgggtcagcaagcagcgcggactggccccggacggccgctcgaagtccttcgccgccgacg

cggacggcatgggcatcgccgagggcgccggcatggtcgtactggaacggctctccgacgcccggcgcaacgg

ccacccggtgctcgcggtggtgcgcggctcggcggtcaaccaggacggtgcgtccaacgggctgaccgcgccc

aacgggcccgcgcagcagcgcgtcatccacgaggccttggccggctgctcgctgacctgcgccgaggtggacg

cggtggaggcgcacggctcgggcaccccgctgggcgaccccatcgaggcccaggcactgctggccacctacgg

ccaggaccgcggcgaacgcgacccgctgtggctggggtcggtgaagtccaacatcggccacacccagggtgcc

gccggcatcagcggcctgatcaagatggtcctggcgctccagcacgagcagttgccgaagtccctgcacgccg

agcagccctcgccgcacgtcgactggaccgcgggcgcggtacggctgctgagccaggcgcagccctggccggc

cggcggcgcacggacgcgccgggccggtatctcctccttcggcgtcagtggcaccaacgcccacctcatcctc

gaagaggcccccgaggcccccgaggcccccgaagccggcggtgtccctgagacctcgccggcccccgaggccc

tgcccgccgacgcgtccggtgacggcggtcagtccgcagcaccccccgcgctgctcgcggcgcccggccccgt

cgcctggctggtgtccgggcggacggccgacggactgcgccggcaggcggcccagttggcggagcacctggcg

gcccaccccggggcgcgggcggcggacatcgcgtggtcgctggccaccacccgtacggtgcacgagtaccggg

ccgtggtgagcggcgcggaccgtacagaactcaccgagggactggacgcgctggccgccgggctgaacagccc

ccaggtgatcgccggcaccaccgcggccgtcgagggggccgatgaggccgggcccgtcttcgtcttccccgga

cagggcgcccagtgggccggcatgggccgcgaactgctggccacgtccccggtgttcgccgaacgcttcgccc

agtgcgccgaggcgctggccccgcacgtgcactggtcgccggccgacgtgctggccggtgccgacggcgcgcc

gggactggaacgcgccgaggtggcgcagccgctgctgtgggcggtgatggtggcgctggccgcggtgtgggag

gccgcgggcgtcacccccgccgcggtggtcggccactcccagggggagatcgccgccgccacggtggccggca

tcctctccctcgcggacgcggccgccgtcgtggcggtacgcagccaggaactgtccgccctgggcaccagcgg

cgggatgctgtcggtggtgctgcccgtcgcggccgtacgcgaactgatggagccctggggcgaccggctggcc

gtcgccgcggtcaacggccccgccaccaccgtggtctccgggcagccggaggcgctggccgagttcggtgccg

ctctggcggcccggcgcgccatgcgctggccggtcccggccggtgacttcgtggcgcactcggccgaggtgga

ccagctgtccggggcgctggccgagcggctggccggcatccggccgcagaccgggaacatcccgatgtactcc

accgtcgagtgccgctgggcggacggcccggagctggacgccggctactggttcgccaacctccgccacaccg

tgcgcttccagcaggcggtgcaggagctggctacggccggccacgccaccttcgtcgaaatctccccgcagcc

ggtgctcaccgccgccatcgacgagaccttccaggagctggccacggccggcaccccggtggtcgccgcgacg

ctggagcgggagcacggcggcccgcggcggctgctggcggccctggcgcagctgcacgtggccggcaccgccg

tcgactggcgccgggtgctgcccgccggccgccgtatcgacctgcccacctacgccttcgccgaccagcgtta

ctggctcggtgccgaccacccggccggccccgccgccctcgcccccgcccagcccggtgcggccaccgaggcc

gagtcccgcttctgggcggccgtcgaggacggcgacgcatcccgcctcgccgccacgctggccgtggacaccg

cccagcccttcggcgaggtgctcgcctcgctggcgtcctggcggcgccgcgagcgggaccgcgacgtcaccgc

cggctggcgctaccgggtcggctggagcccgctgaacgacccggccccggcccgcccgtccggtacctggctg

gtggcggcccccgccgcaccggcccccggcaccgtggacctcatccaggcatgcaccgacgcactgaccgcgc

gcggcgcccggacccaggtggtccaggtggccgcgggcaccgagcgcgccacgctggccgaggccctgcgccc

cgtcggcatcgcgccgtccgaagcaggtcccgccaccaccccgccgcctgtggccggtgtgctgtcgctgcta

ggactggacgagacgccgctggccgaccacccggcggtacccgctggcctggccggcaccctgaccctgctgc

aagcactgtcggacgccgacgtcagcgcgcccctgtggatggcgaccaccggcgcggtgtccaccgcccccgg

cgaccggctgacccgccccgtacaggcagccacctggggcctgggccgggtcgtcgcactggaacagcccgag

cgctggggcggtctgatcgacctgcccgcgaccctggacgagcgggccgccgcccggctgtgcgcggtactgg

ccggctgcggggaggacgaggtggccatccggcccgccggcatcctcgcccgcaggctggcccgggccccgcg

tcccgccaccggccggccgtggaccccgcgcggtacggtcctgatcaccggcggcaccggtgccgtcggcgga

cacgtggcgcgctggctggccggccgcggcgccgaccggctggtgctgaccggccgctccggcgccggagccc

cgggcgccgccgccctcgccgcgcacgtggccgccgccggcaccaccgtggagatccgcgcctgcgacagcgc

ggaccgcacccggctggccgcactcctggaccggatcgccgccgacggaccgccgctgaccgccgtcatgcac

accgccggcgtcctggacgacggcgtgctggaccggctggacaccgaccggctggccaacgccctggccgcca

aggccaccggcgccgcccacctggacgccctgaccgccgaccgcgacctggacgccttcgtcctgttctcctc

ggcggccgccaccttcggcggtgccgggcaggccaactacgcggcggccaacgccttcctggacgccctggcc

gagaaccggcgctcccgcggcctgcccgccctgtccatcgcctggggcccctgggccggcgacggcgtctccc

aggccaccgaggcggcccggcagcggctgcgccgcaaccgctgggaagtcctgatggaccccgagctggccgt

ccaggccctgggcaccgccctggccggcacggacaccgtactgaccgtcatggacctcgacctcgccgccttc

gccgccgcccccgggcagcaacaggccctggacgcacccctgctgcgcgacctggccgaggtccagcagctca

agacggcccggcacgccgacggcggcgcccagccggccgcaggcgaactgacccggcaactggccggcctgtc

gcgcgccgaacaggaccggctgctggtggaccgcatccgcaccgaggccgccgccgtgctcggccacgccggc

tacgacgaggtcgaacccggccgcgccttcagcgagctgggcttcgactcgctgacctcggtcgaactgcgca



accgcatcgccacctggaccgcactgcgcctcccggcgacgctgatgttcgaccaccccacccccacggtcct

ggccgcacacctgcgcaccacgctgctcggctccccggacgccggccccgccgcagcccccgccccggacctc

acgggccacgccgaccgcgacccgatcgccgtcgtcgccatgagctgccgcttccccggcgacgtgaacacgc

ccgaagacctctgggccctgctggccgcaggcggcgagggaatctccggctacccgcaggaccggggctggga

cgccgacgccctgttcgaccccgacccctcgcacgccggcacctcgtacacccgcgaaggcggattcctgcac

caggccacccacttcgacgccggcttcttcgggatcagcccgcgcgaggcgctggccatggacccccagcagc

gcctgatgctggaactgtcctgggaggcactggagtccgccggcctggaccccgccaccctgcgcggctcgcg

caccggcgtgttcatcggcggctactcctcccactacagcctggccagcatgcagctcggcggccaggacggc

gcggcccaggtggaaggccacctggtcaccggaaacgcgaccagcatcatctccggccgcgtctcctacgtcc

tgggcctggaaggcccggcgctgacggtggacaccgcctgctcctcggctctggtggcgctgcacaccgccgc

ccaggcactgcgctccggagagtgcccgctggccctggtcggcggggtcgcggtgatggccaccccctgggag

atggtcggcttcgcccggcagcgcggactggcggcggacggccgctccaaggcgttctccgccgatgccgacg

gcatgggtatgggcgagggcgccggcatggtcgtactggaacggctctccgacgcccggcgtaacggccaccg

ggtcctgggcgtcatccgcggctccgccgtcaaccaggacggtgcctccaacggcctgaccgcccccaacggc

ccctcgcagcagcgcgtcatccgcgccgccctggccaacgcgggcctgacctgcgccgaggtggacgcggtgg

aggcacacggcaccggcactccgctgggcgacccgatcgaggcgcaggcgctgctggccacctacggccagga

gcgtccggaggggcggccgctgtggctggggtcggtgaagtccaacatcggccacacccaggccgccgccggc

atggcgggcctgatcaagatgctgctggcgctgcggcacgaagagctgccgcgcaccctgcacgccgaacagc

cctcgccgcatgtggactggtcggcgggcgaggtgcggttgctgacggagtcggtgccgtggccctccgacgg

cgaccgggtgcgcagggccggtacgtccgcgttcggtatcagtgggaccaatgcccatgtgattctggaggag

gctccagcggtcgaggcgcggagcgaaagcgccgatgaggtgccggttgccgctcttgagggtgctggtgcgt

gggtggtgtcgggtcgtacggctgaggcgttgtcggcgcaggccgggcggttgcgggagtgggtggcggcgcg

tccggagctgggtgcggctgatgtggcttggtcgttggcggcgacgcggtcggcgttcgagcaccgtgctgtg

gtgcttggttcggagcgtggtgcccttctcgatggcgtgcacagcctggctgctggtacgtcctcgcctgtgg

tggtgtcgggggtggcccggtctgatgtccgggtgggcttgattttcgcggggcagggtgcgcagtgggtggg

tatgggtcgtggcctgtatgcgggcagtgcggtgttcgccgaggtctttgaccgggtgtgtgggctgctggag

ttggagctgggggccgaggtacgtctgcgggatgtcgtcctggagggcgatggggacgctgctgggttggcgg

atcagacgctgtatgcgcaggctgggctgtttgccttcgaggtggccctggcggaggcgctgaaggctgctgg

tgtggtgctggatgcggtggtgggtcattcggtgggggaggtggctgcggcccatgtggctggggtgctgtcg

ttgccggacgcttgtgcgctggtggcggctcgtgcccggttgatgcaggagttgccgtcgggtggggcgatgg

cggcgatcaacgccgcggagacggcagtcgtcgcgtccctcgaagaggtgtcgggtgaggcggctgtcgctgc

ggtcaacggtccggagtccgtagtgatttccggtgcgactgaggccgtggacgcggtggtggagctgtggcgt

ggccggggctgtcgggtgcggcgcctgcgggtttcgcacgctttccactccccggcgatggaaccggtcctgg

acgagctccgtaccgtcgcggagaagctggagttccgtcgtcccgaggtgatgtgggcgggtgctctcaccgg

tgagctggtgtccgatccgcaggccgggtactggcccgcgcagacccgccagaccgtccgcttcgccgatgcg

gtggccaccctcgcggcggaaggcatctccgtcttcctcgaagtgggtccggacggctcgctctcctccctcg

gcccggacgcggtcgccgatgtggacggggccgagcccgccttcgtcccgctccagcggcgcagtaccgaagg

caccgcaggtctgctgtccggcctggcccgtgccttcgtcaacggtgtgccggtggactggaagcgtgtgctg

cccgccggtgagcaggtcgagctgcccacgtacgccttccggcaccagcggtactggcccaacggcatacaga

ccctcccgcacgcctggggcgacagcgcctccgcaaccgcgcaggaccggttctgggcggccgtcgaggacgg

cgacctcaccgacatcgccggcactctcgccgcagaggatgcgcagcaactggcgcaggcactgcccgcgttg

gcgtcctggcggcgccgcgaacaggaccggtcggccatcgccgactggttctaccgggtggactgggagccgg

tcaccgacccggccccggctgaactgagcggcacctggctgttggtgtcccccgcgggcccggtcgcgcaggc

gctgaccgagcactgcacgcaggcactggccgccgggggcgcccgggtcgtgcccctggaagccacgcagaca

gccgatcccgagcggctggcggcacagatcgccgaggtgcttcccccggacggcgtcgccggcgtcgtctccc

tgctggctctcgacgagaccccgctgcccggccacccggcgctgacacggggcctggccggttcccagaacct

gacgcaggccctggtcgccgagcacgtgctcgccccggtgtggggcgtcacctgcggcgccgtcgccgtggcg

cccgagaaggcgccggcccgtccggtgcaggcgcaggcatggggactgggccgggtcgtcgtcctggaacacc

ccgaccacggtggcgggctgatcgacctgcccgggcagtgggacgagaacaccgcacagcgcctgcgcgccgt

actcgcaggctgcggcgaggaccaggtcgccctgcgcccgtccggcatccacggacgccggctgacccgcgcc

gcgcagccgcgcgaacgcgccgggcagtggacgccgcgcggcaccgccctggtcaccggcggtacgggcgcca

tcggcgggcacgtggcacgctggctggccgatcgcggcaccgagcggctggtgctcaccagccgctcgggccc

cggtgccgccaccagcgccgcgctggccgccgagctcgcggcggccggcacgcacgtggacatcctggcctgc

gacgccgccgaggagaccgcgttggccggcgtgctcgaccggatcagtgtcggcggcccgccgctgaccgccg

tcctgcacgcggccggcctcggccagatgaccccgctggaccaggcctcggtaccggaactggccgcggtcct

cgcggccaaggccgccggcgcggccaccctggaccggctcaccgccgacctggaactggacgccttcgtcctg

ttctcctccgtcgccgccacctggggcagcgcgatgcaggccggctacgcggcggccaacgcctacctggacg



ccctggcggaggaccgccgggcccgcggcctggccgccacctcggtggcctggggcccgtggggcggcggcgg

catgaccgacgaggaagccaccggccacatggaacggcgcggcctgcgcctgatcgacccgcacgcggcgctc

ggcgccctggcccgggcactggacgccgacgacgcgacgctcaccgtcgccgacgtggactgggaacgcttcg

cgccgccgttcacactgcgccgccccagccccctgatcgagagcctgcccgacgtgatccaggcactggccgc

ccgcgatgacgacggcgatgccccggagacgtcggccgcaggcaacgcgctggcccgacagctcgccgccctg

tccccgaccgatcaggaccggctgctgatcacactggtgcagaccgaggccgccgtcgtgctggggcaccccg

gccccgagtcggtacaggccgaacgggccttcagcgacctgggggccgactcgctgaccgccgtggaactgcg

ggaccggctgggccgcgccaccgggctgcgcctgcccagcaccctgctgttcgactacccgacctcggccgca

ctcgccggccacctgcgggaccgcctcaccgaggagagcagccccgcccgacccgtcctggccgaactggacc

ggctggaggagatgctcaccggggtgcccggcggcggcgacgccgcccagatcaccagccggctggagctcgt

cctctcccgctggaagcagacccaggcccagaacgccgagaccgaagtcgcggagaagctcgaatcatcgtcc

gacgacgaagtcttcgacttcatcggcaaagaactcggaatctactga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="24"> 

<INSDSeq> 

<INSDSeq_length>672</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..672</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q174"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atgagcgatgagaaggtgccgaccgacgacggcacgcaggacgagcaggcggcca

tgcgggcctcggacgcggaccgggagcaggtggcggagatattgcgggacgccgccggggacggccgcctgac

cttggaggaggtcggtgaacgggtggagagcgcgctgcgcgcccgtacggtcggcgaactcgcccggctgacc

cgtgacctgcccgtctccccggtgccggccggttccggggagcagcagcccgggcgaggccgggacgtcgtgc

agatcgaccagcggtggggcaccctgcaccgctccggtgcctgggaggtcccgcgccacctggaggtacggat

gcacggcggggacgtgaaactcgacttcaccgaggccgagttcagccacgccaggctggacctcgacgtgcag

atcagcgtaggcgggaatctggtcctggtggtccggccgggcatcgtggtgcacaccgacgacctgaccgtga

aggtgggcgaggtcaagtaccgcaatcccgcctccgacgcgcaggcgccggtcgaacgcgaggtgtacgtcac

cgggcgtctcaagggcggtgacgtggtggtccgtcacccgaggcggacgctgggccggtggctgcgcggcgag

gacgccaagaacggcgcggcggagaagagctga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="25"> 

<INSDSeq> 

<INSDSeq_length>1014</INSDSeq_length> 

<INSDSeq_moltype>DNA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..1014</INSDFeature_location> 

<INSDFeature_quals> 



<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>genomic DNA</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q175"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>atgaacctgctcatgggagccatggcctcctcggccgtcggcaccgccgccgaac

tgggcatcgccgacgccctggccgacggcccggccaccgccgacgaactggccaagaccgtcgaggcggacac

cgactccctcgactccgtcctgcaggccctgaccgcactgggcgtcttcacccgcgacgcggacggccgctac

gccaactccccgatgtccgaaccgctcaagagcgaccaccccgattcggtccgccacctggcgaccctgctgt

gcggcctctacgggcaggccgcgaccggcggcctcacccaggccgtacgcgccggcacgtccgtgatgccctg

caccttcggcgtcggactctacgagtacctcgacagccacccggacaccgcccggatcttcgacctcgccatg

caggactggacccgtccgatcgccaccctgctggccgacaagcttcccctcgacgacgtgcacaccgtcgtcg

acgtcggcggtggcaacggcaccctgctccaggccctcctgagcgcccacccgcacctgaacggcatctgcgc

cgaccgccccgacacctgtgaccgcgccgagcgcaccctggccgaatcccagcaggccgatctcgcccgccgc

ctcaccttccggcccaccgacatcctccaggacgtccccaccggcggcgacctctacctcatcaagaacgtcc

tgcacgactggaacaccaccaccagcgtgcagatcctgcgcaacatccacaccgccatgaccgccaccccccg

cacttccgccggagccccgcccaagctcctgatcatcgacccgctggccgagcacgactccggagccgcgttc

cgcaacgtcatcaagatggtggtcggcgagccccggacccgctcccgcagcgaggcggacatccgccgcgaag

ccaccgaggccggcttcgaggtcctgtccatcactccttgccccgcagacctcagcgtcatcacctgcgtccc

cgcctcctga</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="26"> 

<INSDSeq> 

<INSDSeq_length>245</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..245</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q51"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MRHSMRAAKGYVMSAVIEVQHLRKSYGDLVAVDDVSFSVEEGEVFGILGPSGSGK

STIVECVKGLRGRDGGDINVLGIDPHEDRAEVTRKLDAQLRAGCSPEQMRLAEALSLYSSFYRDPADWGRLLA

ALGLAPEDGPDEAAGGAAELSTALPLIGNPQVAVFDELTTELDPRSRQDTWELIESVRASGLTILMVTRFLEE

AVRLCDRIAVIDQGRIKASGTPAGLADHLRAERSVGPDLRLSPR</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="27"> 

<INSDSeq> 



<INSDSeq_length>334</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..334</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q103"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>VSLAQTVGTAAGVAGRGGGEPEIVSVPIIQVLPGDSPRLTGEDKGHVLRLAAIEG

ALPPILVDRRTMCVIDGLHRLMAASLKGQKDIDVRFFDGSREEAFLKSVEANVEHGLPLSQADRTAAALRILK

SHPTMADRAIAKSTGLGARTVAQLRRSSDSVPQSDFRVGRDGKVRPLDGAQGRLRVAELMRDNPDASLRQVAR

SAGVSPATALDVRRRLERGDQPVPSQRSRSRGEAGPAKPEPVGPVPVPVAAPPTAATLDKLMRDPSLRQSELG

RRLLRMFRENVLGASEMNDICASVPSHCIELIVELSRRNSQIWDGFAQELNRRARIVNPD</INSDSeq_seq

uence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="28"> 

<INSDSeq> 

<INSDSeq_length>107</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..107</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q104"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MGHKFTLVLSREITDEEGELLKEAGFSGATFATDTLPTDADVTVTKVDFDDTAAP

SLAEAIETALETVKKVPDLTVPGLTVPAVPQPPAAEDGDVLVGEVVAETAGK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="29"> 

<INSDSeq> 

<INSDSeq_length>248</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 



<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..248</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q105"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MTQPSPGDEVWCRRFHPADKPTARLVCLPHAGGSAPFFLPVAAELSPDVDVVAIQ

YPGRQDRRAEAPVDDLSVLVDRIHQVLRRQPDLPLTLFGHSMGAVIGFELARRLEADGRPPVRLFASGRRAPG

THRDESTFTSDAAIMAEVRRLSGTAAALLDDEEMMRAALPALRADYRAIEAYRCGPDAVVDTPITVLTGDNDP

KTTLDEAKAWDRHTRGGCDLRVFAGGHFFISERGAEVMQVLKEHFGK</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="30"> 

<INSDSeq> 

<INSDSeq_length>151</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..151</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q106"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MADTTATTTAPETYEDPRVQDTFKTVHKFIGLYGVISVIVLGTVAAMAITGNEAS

PFMWIRGSILLLVWPLFHRMATRSAQGDARQYDRLATVTVILPIAIIVVDLIPGLCPPWYAAMQGVSALALVG

AAVLTRKAEVRNVFPKLAKKKKA</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="31"> 

<INSDSeq> 

<INSDSeq_length>441</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..441</INSDFeature_location> 



<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q107"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MRIPPRGGPLRWCAEVGLGLYRSVVLVGLTCVVPLVAVPVGVGGARLAGSWTAGL

EAPLAVRVLATLGQGLAVAFWIAAALFIVYPLTSRALARAARRCAEDWLEVRHEVQYRTVPPVTRMATGSWWD

GEEYHKTEREARRRAAVHARFHDPQLHWDGLWAVVASVTVLPVSALPLLALGLGIYLAVTPALLGYGVALIVA

GLAAAPFAWRILRPVATRLLGPVPRTRLGRRVEELEAIRADLTQAQAAELERIERGLHDGAQARMVAMGMSMG

AAEQLVDSNPDAAKAVLAEARATSATALAELRTLVRGINPPVLAERGLVDAVQALALDAAVVVDVLTRVPSRP

ERPVESAVYFAVAELLANVAKHAEAERVTVELTYATRTLTATVQDDGVGGADPASGSGLSGIERRVHAFGGRL

EIDSPAGGPTRITVAVPCELS</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="32"> 

<INSDSeq> 

<INSDSeq_length>205</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..205</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q108"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MVQLVEAFGHTVVAAVESGPATLEALLEHRPDVAIVDVRLPPTFSDEGLQAALAA

RRAVPGLPVLILSQHVEQLYARELLADGHGGIGYQLKDRVLDAEQFLDALTRVAGGGTALDPTVVSKLLARPT

RADPLAALTERERSVLELMAEGLSNAAIAGRLFLSEGAISKYTTTIFAKLGVVTDDDTNRRVRAVLAYLEATG

RSEQ</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="33"> 

<INSDSeq> 

<INSDSeq_length>1058</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..1058</INSDFeature_location> 



<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q109"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>VNDFAQDHTPGAADGGAPAPGTAETAVSPAEEALWRLEELAPGTPVNNVSVAFAV

AGRVDAERLQAALAAVAERHQALRTGYRDAGSRLVKRVLAAAECPLVLEETELPGEPTPADLAPVTAAPFPLD

GTPPVRAALFRSPDTDVVCVTAHRLVLDEISGPLLRDHLTAAYEENIGTVGTAETGPAAEAPSLAFWRTELAG

ANTDAQELSCTAPDPDRPTLAAAQLDRTLPASAEAGLRRLADDLGVPPSAILLAAYYVLLETHGAGPDLLVGL

PVDLRPVPAARALGRYTGEVPLRLRTEHKESVRDLVLRSAERLAAATAHAAAAEAELAGLLPPAAPGRPPLPF

RHTFEHRTVTCPAAFTFGGLDARPFPVTSGTARFDLHLTATAPQDPHGATALRLRYRTELFDPALAELLLARY

ETVLRAFTADPDRAVGDVSWWSGRDHEIIGAANDTAGPVEPATVLDAVRLQVRRAPDAVVVVDGERTVGYGQL

WNAAHAMATRLKDIGVRPGDVVAIALPRGAELVAAVLGTWLAGAAYVPVDAAHPRERIRYQLSDSAATVLVAD

EHTAALAGPDGPAVLHAPPADHAPQVPATDAPVGDPAACAYLMYTSGSTGRPKGTLIGHAALANLAAHFAAQL

AAAPGDTMLWTTTFAFDMSGVELFVPLVSGGRLVAAPDRARSDGRVLRELLERHDVRFVQATPTAWRLVADRA

ADRLRGRSVLIGGEPVPLPLARRLRAAGCELHHAYGPTETTIWSTSRVIDQDPGARLDVGRPIRNTRVHVSDA

HGRDLPVGVRGELCISGTGVALGYHGRPELDAERFGVHPEYGRFYRTGDVACWRADGLIDLFGRIDRQVKLRG

NRIELGEIEATLTAHPQVAAAAVIMVGDPSDDGVLIGCLEPSGDVLDTADVHEHARARLSRSMLPGDLVTVDP

LPVNANGKVDLRELERIVTARRTAPGPTGTSPSDAAGRPGTAAGADALTDQLVQVWRTVLRRADADADTDFFA

AGGHSMLAAVAMQEFQNLSGRSLGLSEIFEQSTPRQLAARIRATDTAAEGAPQS</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="34"> 

<INSDSeq> 

<INSDSeq_length>4038</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..4038</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q110"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MANEEKLRDYLKRVTTDLAQTRERLREIEDRRPEPIAIVGMACRFPGGVSSAEGL

WELVESRGDGIGPFPSDRGWPEDVVDPDPDAVGKSVSGEGGFLYDAAEFDAEFFGINPREALAMDPQQRLLLE

TSWEALEHAGIDATALRGSPTGVFTGLFYHDYLPTHPMPEEIEGYVGVGATASVASGRVAYVLGLEGPAVTVD

TACSSSLVALHLAAQSLRSGESTLALAGGVKVMATPNTFVDFSRQRAVALDGRCKSYAEGADGTAWGEGVGVL

VVERLSDARRNGHKVLAVVRGSAINQDGASNGLTAPSGPAQQRVIRAALADAGLEPVDVDVVEGHGTGTRLGD

PIEAQALLATYGQDRPEGRPLWLGSVKSNIGHAQAAAGVASIVKMVAAMERGVVPATLYAERPSSQVDWDAGA

VRLATEAVPWPETGERPRRAGVSSFGFSGTNAHVIIEQAPAADEEVPAPGAAPEAADGVDGTELPLLPWVVSG



RSEAGLAGQAGRLAEVVEASGPGVRPVDVGWSLASSRAVLEHRAVVLGSSREELVTALGALAEGRDLPGVVSG

AAGGAGKVGFVFTGQGAQRVGMGRQLYESFPVFAAAFDEVCAGLDAHLEGSLAAVVRGEGDPSWPGGGRIDET

VWAQPALFAVEVALFRLLASWGVVPQVVAGHSIGELAAAHVAGVWSLEDACAVVAARGRLMQELPSGGAMVAV

EAAEERVREVIAGRPGVGIAAVNGPRAVVVSGVEDDVLAVAEELAQAGSRTRRLQVSHAFHSPLMEPMLDRFA

QAIAEVTYHTPTVTMVSALTGGLVSEEVTDPSYWVRHVREAVRFADAAESMRGLRVGTFIELGPDGVLSGMGP

QTRSDSEGEGDSGSEAWLPVLRRGRDEPRSLLTALAKVFVRGVPVAWDALYTGTGAQRVDLPTYAFQRHRYWL

KVAVDSRAEGLGLAPSGHPLLGAAVGLPASGGVVLTGRLSLSGQSWLADHVVAGQVVVPGAALVEMVVRAGDE

VGCSRVEELLIEAPLVLPARGGVRVQVMVEEPDASGRRVVSVYAQDEDVPPEGEWTRHATGTLSPAEAVAEGS

ADGFRQWPPSGAQTLDPDLFYPELAARGLSYGPAFQGVRAAWRRGEELFAEIALPQDVTANGFGLHPALLDAA

LHVAAANTEGDGLALPFAWNNVMVHASDAVAARVRVTSAASGEGLTVMLADASGQLIASVDRLDLRTLSPQDL

AAGGQAADDTLFAVEWMPASATSDAGPDSDPAALGRWVVLGGSEVVPDLPGAVVFPDVAALVAAVEAGAEVPQ

MVVAPVRPVAGPGGTAEAARRAAVDVLGLVQEWLAADVLSGARLLVLTERAVDAGAEVPVEVAAASVWGLVRV

AQTENPGRLLLADVDEVSVPGAELAGWLRDGVELGEPQWAVRGGQTRVPRLTRATLADPSALNGDTAPEAQAV

PSAGPEIETRPETETGPETNIDARPGTVLVTGASGVLGGLVARHLARSGRAEHLVLLSRRGGDAPGMPELLAD

LDASGVRVTVAACDAADRDQLSSVLEGVPLTGVVHAAGVLDDGVVGSLTAERLESVLRPKVDAAWNLHELTRD

LGLELDTFVLFSSIAGVIGNAGQANYAAGNTFLDALAAHRRHHGLPAVSLAWGPWENGMAGELAEADLLRMAR

QGLRPLSDARGLAALDAAADRARPLLVAAELHLGALRRSAEVPPLLSALVPAARGNAQPARRTAGQPAAEDRN

ALAARLAGLSPAESREVLQDLVIGQAALVLGMAGPGALDGNRPFRDVGFDSLTAVELRNRLSTATGLRLPATA

VFDYPTPVALAEFALDELIGSGAVPADAAPPAAADDGREDDDPVAIVGMACRFPGGATTPAEFWQMLASGGDG

IGPFPDNRGWPEDVVDSDPDAMGKSLVGEGGFLYDAAEFDAEFFGTSPREALAMDPQQRLLLETSWEALENAG

IDPTELRTSASGVFTGMFHHDYLSATALPEEAEGYVGLGATGSVASGRVAYALGLEGPAVTVDTACSSSLVAL

HLAAQSLRSGESTLALVSGVNVMATPVTFIDFSRQRGLAADGRCKAYAEDADGTAWSEGVGVLVVERLSDARR

NGHKVLAVVRGSAINQDGASNGLTAPNGPSQQRVIRAALANAGIGTDGVDVVEGHGTGTRLGDPIEAQALLAT

YGRNRPADRPLWLGSVKSNIGHAQAAAGVAGIIKMVLALEHGQIPKTLHAERPSSQVDWGAGAVRLVTEAVPW

PETGERPRRAGVSSFGFSGTNAHVIIEQAPSVEGVSLPGAAPEAVDGVSGTELPLLPWVVSGRSEAGLAGQAG

RLAAFVGQDSGVRPVDVGWSLVSSRAVLEHRAVVLGSSREELVTALGALAEGRDLPGVVSGAAGGAGKVGFVF

TGQGAQRVGMGRQLYEVFPVFAAAFDEVCAGLDAHLEGSLAAVVRGEGDPTWPGEGRIDATVWAQPALFAVEV

ALFRLLTSWGVTPQVVAGHSIGELAAAHVAGVWSLDDACAVVAARGRLMQELPSGGAMVAAEATEEQVRKALA

DRPGVGIAAVNGPRAIVVSGVEDDVLAVAEELAQAGSRTRRLQVSHAFHSPLMEPMLDRFAQAIAHVTYGKPQ

LTMVSALTGRPVSEEVTAPSYWVRHVREAVRFADATEAMRGLGVGTFIELGPDGVLSGMGPQTRTDSEGQDTT

GSEAWLPLLRRGRDEPRALLTALAKAFVRGVPVAWDALYTGTGAQRVDLPGYAFQRQRYWLSAASASRAEDLG

LERPGHPLLGATVELPASGEVVLTGQLTRSAQPWLGQLLVAGRPVVAPSALVDMAVRAADEAGGGRIEELLVE

APLVLPQRGGVRVQVTVGTADAEGRREVAVFARRPEGEWVRHASGTLAPAAADDEAAADAAWSVHWPPPGAVP

ADVPGLYEGLAATGLGHGPAFQGVRAAWRRGEELFAEIALPQDVAVDGFGVHPALLDAALHLTCLEQAEQQHR

PDAEGPLLPFAWSGVRLYASGATAARVRVVPSPSGEGVAVTLADPVGRPIASADAVVPAPLAPGALEQADGAG

RDGLFLVRWSPVDEVPEPGEPGRRWAVLGDDGGLEVPGATAYRDVTELLAAVRDGAPVPDTVALCCVSDSDPD

PTTAQATDPDQATAQATAPDPAADLAPTPATLPAAARTATVHVLETLRALLAAGVLDGSQLVVVVERGLDVDA

GTDLRLAGAGVAGLVRTAAAEHPERIVLADVARPAGSGPLVMAGAALGEPQFAVRDGRLLVPRLARAAGEELP

VPDGRDWRLAACGPDAAGLVRPVDGEVGQRPLAAGEVRLAVHAAAVNRQDVRHVLEASPEPSRPLGREGAGVV

LETGPGLAWPAVGERVTGLFPGAFAATAIADARLLVPVPDGWSAAQAAAAPVAFLTAYRLLAQAAPRPGERVL

IHPAAGPEGLAAVQLARHLGAEVFATAPPSASPVLHRLGLDGQHLAPSATAHFEETFRTATDGHGMDVVLTFL

PTSADPATATAAPDTATTTPDTATTDAALRLLHPGGRSLSAAAAETGHQHPEELEAHLAELAGLFEKGALHPL

PVACRDVRQAAQVFRTPVREASTVAKTVLTLPPAPVGRPGTVLVTGASGALGGLTARHLARTGRAERLLLTSR

RGAAAPGMPRLAAELAASGHSVQVLACDVADRRQLAAVLAGVPATAPLTGVVHTAGVLDDGVLASLTPERVEQ

VMRPKVDAAWHLHDLTRHLGLDTFVLFSSVAGVLGTPGQANYAAGNAFLDALAAHRRHHGLPAVSLAWGPWED

GMAGQLTDAGRQRMFRQGLRPLSAADGLALFDAALGRPDALLVTTRLDLPALRRTASAVPALVTGLVRPGRRT

AGGPAPDAGRKLAAELAALPPEQFHHAVLNLVRTQAALVLGRPGPQSVEPARYFRQLGFDSLTAVEFRNRVSG

ALGLRLPAAVVFDYPTPRELAEYLQERIAEQEIDYGPVLGELDRLRSLLSGIVRRGGRKAEIMSRFETIMEEF

RGAETDQGSSDTDITEATDDEMFDLIDKELGIVPGTDGGAA</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="35"> 

<INSDSeq> 

<INSDSeq_length>4674</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 



<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..4674</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q111"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>VNDTDGPALKDTAAAGAQPLAIVGMSCRYPGGVRSPEDLWKLLAEGGQGLSGFPR

DRGWNLGSLHGQDPDGTGTTYLTRGGFLDDAAGFDAAFFGIPPREAQAMDPQQRLLLEASWEALENAALLPAD

LRGTRTGVFVGAEPREYGPRPHSAPGSAKGHLFTGTSPGVMSGRISYLLGLHGPSLTVDTSASSSLVAIHLAA

QALRTGDCSLALAGGVSVMSTPGNFIAFSGLRALSADGVCRPFSAAADGTVWSEGVGLIVLERLSDAVRNGHP

VLAVLRGSAINSDGTGEGLTAPNGSAQQAVIRRALADAHLTADQVDAVEAHGTGTRLGDPIEARALLATYGQE

RPEGRPLWLGSVKSNLGHAQAAAGAAGVIKMVLALRHGELPATLHAHEPTPEVDWSSGGVRLLTAPAPWPAGA

RTRRAGVSGFGLGGTNVHLLLEEGPTVSPAQDAEAVEESGGPAVPVVTGASAWVLSGRTAGALSAQAGRLREW

MGTRPELEPADVAWSLAAGRSVFEHRGVVVGTGRAELLGGVGSLASGVPGGSVVSGVARSGVRPGVRPVFAFA

GQGSQWVGMGRELAGVSPVFAGRLAECAAALAPHVDWSLSDVLAGAEGAPALEAADVVQPALWAVMVSLAAVW

EAAGVAPDAVVGHSQGEIAAATVAGMLSLEDGARVVALRSQALKVLAGAGGMLSVSRPASEVEERLVRFGERV

SLAAVNGPSATVVSGEPAALEELQSEFEAAGARARMVAVDYASHSAQVDRLEEEITSVLAGISPRRGRVPMVS

AMTGETLTGEELDAGYWFRSLRATVDYDRAVRVLAGQGHQMFVEVTPHPVLVGAMHDTLQALAQEAGPGAIPG

AVCGSLRRDDGGAERLLASLAEAFVNGASVDWQVVLPAGKRVELPTYAFQHERYWLDADAPTQPAEAPQPADL

TAATDTTAGWGLRGQLAGRPEPEQHQLVLDLVITQAAAVLGHSAPAALDPARTFKELGFDSVTGVDLRNRLST

AAALQLPSTLIFDHPTPLALAGFLHGEAQGHAPSAGAVGSTRTPAPAGGDEPIAIVAMSCRLPGGLSTPERLW

ELLAEGGEAVAPLPADRGWDLSRQHGTRPDGDAASASHDASTTGLSTRGGGFLTGAGDFDAAFFGISPREALA

MDPQQRLLLELSWEAFERAGIDPGRLRGSATGVFAGASPSGYGSHAPEELTGHLQPGITPSVISGRVAYTLGL

EGPALTVDTACSSSLVALHLAVRSLRSGECELALAGGVTVHATTSWLNWFDRQRGLAADGRCKAYADQADGMG

MGEGAGLLVLERLSDAQRNGHKVLAVVRGSAVNQDGASNGLTAPNGPSQQRVIRAALADAGLEPVDVDVVEGH

GTGTRLGDPIEAQALLATYGQDRPEGRPLWLGSVKSNIGHAQSAAGVAGVLKLVLALQHGEVPRTLHADQPSS

QVDWDAGAVRLVTEAVPWPATGERPRRAGVSSFGISGTNAHVIIEQAPNAEGALLSGAAPGIGADGDSGAELP

LLPWVVSGRSEAGLAGQAGRLAEFVEASGSGVRPVNVGWSLVSSRAVLEHRAVVLGSGREELVAGLGALAEGR

DLPGVVSGAAGGAGKVGFVFTGQGAQRVGMGRQLYESFPVFAAAFDEVCAGLDAHLEGSLAAVVRGEGDPSWP

GGGRIDETVWAQPALFAVEVALFRLLASWGVVPQVVAGHSIGELAAAHVAGVWSLEDACAVVAARGRLMQELP

SGGAMVAVEAAEEQVRRALADRPGVGIAAVNGPRAVVLSGTETDVLAVAEELAQAGSRTRRLQVSHAFHSPLM

EPMLDRFAQAIAHVTYRKPQLTMVSALTGCPVSEEVTAPSYWVRHVREAVRFADATETMRGLGVGTFIELGPD

GVLSGMGPQTRADSEGQDTTGSEAWLPVLRRGRDEPRAVLTALAKVFVRGVPVAWDALYTGTGAQRVDLPTYA

FQRQRYWLPTASAPLDAAGLGQYTTRHPLLGAAVKSPASGGLVLTGRLSLSGQPWLADHVVAGQVVVPGAALV

EMAVRAGDEVGCSRVEELLSEAPLVLPAQGGVRVQVMVEEPDASGRRVVSVYAQDEDVPPEGEWTRHATGTLS

PVREAGDGRAHTRLRQWPSPGAEPVELTDFYSALSARGLSYGPVFQGVRAAWCLGEELFAEVALPPGVVVDGF

GLHPALLDAALHVIVGVGERAGGLEVPFAWRDVELYATGAQVARVRVVPGADGEGVSLSLADADGALIASVGS

LALRPFTAPASGAGDGLCGIDWVPATATTSDLGSAPEPLGRWAVLGAVSGVPDLPGAVVFPDVAALVAAVEAG

AEVPQMVVAPVRPVAGPGGTAEAARRAAVDVLGLVQEWLAADALSGARLLVLTERAVDAGAEVPVEVAAASVW

GLVRVAQKENPGRLLLADVDEVSVPGVDLADWLRAGVELGETQWAVRGGQIRVPRLVRLPSRLLTEEIRPGTV

LVTGASGVLGGLVARHLARSGRAEHLVLLSRRGGEAPGMPGLVVDLQEMGVKVTVAACDAADRDQLAGVLEGV

VLTGVVHAAGVLDDGVVGSLTAERLESVLRPKVDAAWNLHELTRDLGLELDTFVLFSSIAGVIGNAGQANYAA

GNTFLDALAAYRRHQGLAAVSLAWGPWENGMAGALNEVDQRRMSRQGLRPLSAPDGLALLDTAVRTDRSLLVT

TGLDLAALRRSGEVPPLLSGLLPDPRGGHSQPARRTVAESAADNRSPLAARLVGLAPGERTETALQLVATEAA

LVLGMTGPETVEPARSFRDTGFDSLTAVELRNRLNRATGLRLPATTVFDHPTPATLAAHVLAELLGEDEAGPM

GDTVPAANVPRAGDDPVVIVGMACRFPGGVSSAEGLWELVESRGDGIGAFPSDRGWPEDVVDPDPDAVGKSVS

GEGGFLYDAAEFDAEFFGISPREAVAMDPQQRLLLETSWEALEHAGIDATALRGSPTGVFAGLFYHDYLPWHA

VPEEVEGYLGTGSTGSVASGRVAYALGLEGPAVTVDTACSSSLVALHLAAQSLRSGESTLALAGGVTVMGTPG



TFIDFSRQRGLAADGRCKSYAEGADGTAWGEGVGVLVVERLSDARRNGHRVLAVVRGSAVNQDGASNGLTAPN

GPSQRRVIRAALADAGLEPVDVDVVEGHGTGTRLGDPIEAQALLATYGQDRPEGRPLWLGSVKSNIGHAQAAA

GVAGIVKMVAALERGVVPATLYAERPSSQVDWGAGAVRLVTEAVPWPETGERPRRAGVSSFGFSGTNAHVIIE

QAPSVEGVSLPGAAPEAVDGVSGTELPLLPWVVSGRSEAGLAGQAGRLAAFVGQDSGVRPVDVGWSLVSSRAV

LEHRAVVLGSSREELVTALGALAEGRDLPGVVSGAAGGAGKIGFVFTGQGAQRVGMGRQLYEAFPVFAAAFDE

VCAGLDAHLEGSLAAVVRGEGDPTWPGEGRIDETVWAQPALFAVEVALFRLLASWGVAPQVVAGHSIGELAAA

HVAGVWSLDDACAVVAARGRLMQELPSGGAMVAVEAAEEQVRKALADRPGVGIAAVNGPRAVVLSGTETDVLA

VAEELARAGSRTRRLQVSHAFHSPLMEPMLDRFAQAIAHVTYGKPQLTMVSALTGRPVSEEVTAPSYWVRHVR

EAVRFADATETMRGLGVGTFIELGPDGVLSGMAAQSRTDSEGESGSEAWLPLLRRGRDEPRALLTALAKVFVR

GVPVRWEEVYAGTGAQRVDLPTYAFQRQRYWLPTAPAHLDAAGLGQSATLHPLLGAAVGLPASGGVVLTGRLS

LSGQSWLADHVVAGQAVVPGAVLVEMAVRAGDEVGCSRVEELLSEAPLVLPTQGGVRVQVTVEEPDASGRRAV

SIHAQSEGNPPEAAWTRHATGVLAPAEAAAATADRMAQWPPTGAVSVALDDFYSGLAKHGLSYGPVFQGVRAA

WRLGEELFAEVALPPGVVVDGFGLHPALLDAALHVIVGVGERAGGLEVPFAWRDVELYATGAQVARVRVVPGA

GGEGVSLSLADADGALIASVGSLTLRPFDAPAVQSAEGLFTVEWVPAALTADGSGAAEGPWAVLGEDVLGAAS

YPDLPALVAAIEAGAEAPRTVVVRATPERPTPDVAAAARRITTDVLGLVHQWLAADVLSGARLLVLTERAVDA

GPGVPVEVAAASVWGLVRVAQTENPGRLLLADVDEVSVPGAELAGWLRDGIELGEPQWAVRGGQIQVPRLTRA

TTETGVEARPGTVLVTGASGVLGGLVARHLARSGRAEHLVLLSRRGGEAPGMPGLVVDLQEMGVKVTVAACDA

ADRDQLAGVLEGVALTGVVHAAGVLDDGVVGSLTAERLESVLRPKVDAAWNLHELTLDLGLELDTFVLFSSIA

GVIGNAGQANYAAGNTFLDALAAYRHRQGLPAVSIAWGPWENGMAGRLTGAERQRLTQQGLLPVTDARGLAVL

DAAVGRSEPLLVAAELALAALHRTGEVPSLLSGLVPGPRAGKPARPTAGGRRSVLDRTEEQQTLAERLGRLGR

GEALDTLRELVLAQSALVLGMSGPDRLDVDRSFRDVGFDSLTAVKLRNRLNTATGLRLPPTVVFDHPSPAALS

GFLAEEMLGSAPEQPDVLAAHSGLDRVEASLAGLMADESVRMQVSERLKQMLGVLNATAGTDDGDDDGDSVAD

RIQSASDDDMFDFIDNQLGL</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="36"> 

<INSDSeq> 

<INSDSeq_length>380</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..380</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q112"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>VADKTTLVKCLVWDLDNTIWDGTLLEDANVEPFPGILDTLVELDSRGILHSVSSK

NDHDLAWKRLEELGLAEYFVHPRIGWGRKSDAVREIAERLNFAEKTIAFIDDQPAERAEVTYGAPDVRCYPAE

QATSLTGLPEFSPATVTVDSRRRREMYQAGARRDAEKETFNGPDEDFLRSLDLVMTIKRADEEDLSRVEELTL

RTSQMNATGVHYSDATLRALLADPDHEVLTVTLTDRFGPHGAVGVLLLERHPQLWHLKLLATSCRVVSFGAGS

VILNWLIDQAARAGAHLAADFRRTERNRMMDIAYRFAGFADDACACLAALEASAGEGVQRLHLVADRREAPST

MRLLAPELASGSGEKTSEGGGNTSDTGEKAPVG</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="37"> 

<INSDSeq> 

<INSDSeq_length>373</INSDSeq_length> 



<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..373</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q113"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MTDHLADGRALISELVGDRAGDWDVAGELPVETLRTLGARGLLCAQVPADHGGLG

LSSAANGELTAHAGSLCSSLRSVMTSQGIVAWTVQRFGDRTQRRELLAELTGGKLTAVGFSEPGAGSDLAAMT

TRIKADGDGYVIDGEKKWVTGTRYADFVLIIGRYGDGDGAAAAIVPVDAPGVHIRAVPHPMGCRAAGHADIRL

DQVRLPASHVLGGGGQPLSMLFTTALTYGRVSIGWGCVGILRACLDAAGRHAQQRHQGEVALAEHQLVRGHLA

DLMVAEQVALRACEHASRQWDAAAPDLGTMAVLAKHVSAQQAARSAATAVQLLGSTGSADGHVVARAFRDAKL

MELIEGSNEICRLILADHVLSTTKTG</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="38"> 

<INSDSeq> 

<INSDSeq_length>93</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..93</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q114"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MTVEGENTTLTAETVHKELLDFLTERIQTTVEPDQDLFASGMVSSMFAMQLVVHL

EEAYDIAIVGGDLKLDNFRTVQTMTDLVIRLQGTAEAH</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="39"> 

<INSDSeq> 

<INSDSeq_length>288</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 



<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..288</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q115"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MSTAFDEHRLAVVGAGVMGTNISALALGHGVDVVLVETDEAARDRADGTVRHKLR

HAQLMNVLPADRPQGTLTITAKLDDIADADTVVEAVTEVAEVKKEVLGAASKLVAPGTTLISNTSCIPIEEMA

AWTARPEELLGVHFMNPAYMIKMVEVIRGPQTSPATLERATDLLTVLGRESLVIEDSAGFVINRLLHPLINTA

AMLVQEGVASVETVDNLLQGCLGHATGPLRTGDLIGLENLVDSLNVLYERRGDESCRPCDLLLAKVRDGHLGR

KTGRGFYDYGKAAS</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="40"> 

<INSDSeq> 

<INSDSeq_length>943</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..943</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q116"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MNDQPALSARAPESAPRPGDAHTATTNKEKALWLLEQLVPDTGVNNLGLALQVSG

RLRPDVLGAALAVVAGRFEVLRTVFRASGAELFKETVPAGEFAVPVEPLELSGGPLAEDLTAFVDRPFPLDGR

PLIRVATATTADGDVLCVAVHHLVFDMVSVGVLLQALVPVYDAIAAGRPLPEQAVAPVPALAEPAPRPADLDH

WRRTLDGFDPTGLDLWCGTPRGRQPVLAGESAVRTLGPRAQQAAVELQRAARAPMGAVMLAAYAALLAAHGAG

PDLVIGSPVDVRGADAGAIGYHVNVVPIRIRVDLAEGFRPLARQARDAFLGAMAHAHTSVDELAGELPGIGTS

WQTQLFRHLFNFLPDAPVGELRVDGMPARLLTVENPHSKFDLELVGSPARAELMLRHSRTLAPADAAALLARF

EALLVTAAEDPDRPLGETAGWSEHDRETVDRANDTALDSQPDSFEAAFTSWARSRPADVAVLDGDRSLTYGEL

DAAADAVRELLADAGVRPAEVVAVAAAPGETAAALLGCWRAGAVCLPLDPGEESFLQARRLTQAAAKTVLTGA

GVQLPAGVDLPAGADLPPVLPLPAFPGTGPERSGAPVDPYGDAPRRDAPAYRLPAGEENEDEAQSAVVLSHAG

IADTAAHFARELGVGPGTGVLSLARPGTLAALFDAALALSVGGRLVPAPQETRTDAAALRAAAERHGADVLAV

PPGTAPQLLEELGSQLSGLTVLVAGDELSASAAKALLAADCRLHCGYGAPQTTGWALAGRVTTPEDTRRGRPI

GNTRAFVAAPDGRELPVGVRGELCLAGTGTALDTPDGPALPNHPGYGRHHRTGRLAEWQPDGTLVWHPREQPA

ADPAAGPTAPDAAADDPLVGQFVAIWQQLLSCEVTAQTHFFDAGGHSLLAAVLTQQVEDLTGIALQLRDVFEH

PTPAALAARVRR</INSDSeq_sequence> 



</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="41"> 

<INSDSeq> 

<INSDSeq_length>279</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..279</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q117"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>VPNENAWSVIAEPASNSLILGVDFPAAGRHEAGFDDLVKGMGTAWSGHGVLQTSP

PPVRLADRPSGDFYTDHWMRSGDWEKYEVVAVLGYCVGAVYAGRVAERLAAVQGRMPQVVLFDAQLADLPLLA

TEMHKMIGQAAAVLSEQEAEEGRKRAVEIVATPSIGMAEAAGQMVELYRELATSGFRRIGLSESRCEEMVLLF

ESYMTWLSASSRIDPAGVWGGAIGLTSADYGELEKAGATTVVNAATAAIGRRIPVETRHIDLLRDASTVRALL

ANTEF</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="42"> 

<INSDSeq> 

<INSDSeq_length>5008</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..5008</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q118"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MTGQADKLLEALRASVKETERLRQQNRQLVSAASEPLAIVGMSCRYPGGVTTPEQ

LWELVSTGGDAISGVPADRGWDTEGLHDPGRPDSSSGAEGGFLRDAAAFDADFFGISPREALAMDPQQRLLLE

TSWEALERAGVAPASLRGSQTGVFVGVGPSDYGANPALHTDDLQWHLITGGATSVMSGRISYLLGLQGPAVSV

DTACSSSLVALHLAAQAVRAGECSLALAGGATVMASAIGIRGFSRQDGLAADGRCKAFSADADGMGMGEGAGM

VVVERLSDARRNGHPVLAVLRGSAVNQDGASNGLTAPNGPSQQRVIRAALAGARLTASEVDVVEAHGTGTKLG

DPIEAQALLATYGQERPEGRPLWLGSVKSNIGHAQQAAGVAGVIKMVLALQHGQLPRTLHADEPSPHVDWASG



EVKLLTEPVPWPSGDRVRRAGVSSFGLSGTNAHVILEEAPAAQDAEAAEESGELVVPVVTGAGAWVLSGRTAG

ALSAQAGRLGEWVSARPALRPVDVAWSLAAGRSVFEHRAVVVGGDREQALAGLAGLASGAPSGSLVAGMARSD

ARPVFAFAGQGSQWVGMGRELAGVSPVFAGRLAECAAALAPYVDWSLTDVLAGAEGAPALEAADVVQPALWAV

MVSLAAVWEAAGVAPDAVVGHSQGEIAAATVAGMLSLEDGARVVALRSRALKVLAGAGGMLSVSRPAAEVEER

LVRFGERLALAAFNGPSATVVSGEPEALEELRAEFEAEGARARMVAVDYASHSAQVDRLEVEITSVLAGVSPR

RGRVPMVSAMTGETLTGEELDAGYWFRSLRATVDYDRAVRVLAGQGHQVFVEVTPHPVLVGAMHDTLQALAQE

AGPGVMPAAVCGTLRRDEDGADRLVASLAEAFVNGASVDWQAVLPAGKRVELPTYAFQHERFWPKAAAAVSGG

DPVSLGLGAVGHPLLGAAVELAGGAGLVCTGRLSVRTHPWLADHAVSGVVLLPGTGFVELAVCAGDQAGCGVL

EELTLQAPLVFPEDGSAVQVQVVLAGADAEGRRSVEVFSRSDAAGQSPGWTQHASGVLAPAGPAAAAEEDFAV

WPPRNAATVDVSGLYQSAAEGPYGYGPAFQGLRAAWRRGEDVFAEVALPEEVAQDAAAFGLHPALLDAVLHAS

AVLEAEGEPGEIRLPFAWTGVELYASGASVLRARLRRDAQGTLTVSAADAAGQPVISVASLITRPVDTGQLGS

AVSAVADALFTVAWMPISGIESIAPVAGEWALIGADRFAVAETLGRSGVPVQCFPGLEEAAAAVEAGQCTPAF

VLVCAGGEGLGEEGPARAAARVTGETLVLVQDWLGEERLAESRLVVLTRGAVAVSAGEGVADLSAAALTGLVR

SAQSENPDRLLLVDLPATGTAEQVTELPVAVATGEPELALRNGVVHARRLVRPSGELPVPEGRWRLVPDAGGS

LEGLSLLPSPEVDGPLAAGQVRIAVGAAGLNFRDVLIALGMYPGGGVLGSEIAGTVLEAGPGVDHLAPGDRVT

GIGEGGFGPVVVTDARQLVRIPDGWSFAEAASVPTAFMTAWYALVELAGAKPGQRVLVHAATGGVGMAAVQIA

RYLGLEVFATASTGKWPVLAAMGLDAEHVSSSRTAAFEAEFLAATDGAGVDIVVNSLAGELTDASLRLLPRGG

AFVEMGRTDVRDAQAVAADRPGVTYRSFDLGEAGPEGLGTMLGRIVELLSAGELRRLPMRAWEVRRARDAFRF

MQQARHTGKIVLTIPAHLSATQQPESARAGARSALITGGTGTLGGLVAGHLVVSGRAEHVLLTSRSGPGAAGA

AALAARLAQAGASVRVVACDAADRQKLAAVMAAIPAGYPLRTVVHTAGVLDDGTVGSLTAQRVAGVLRPKADG

AWNLHELTRDLVPELEDFVLFSSSAAAFGVPGQGNYVAANAFLDALAAERRASGLPGVSLGWGLWAEVSGLTG

QLAESDRSRLSRGGALALSVDEGLALLDLCLARDEALLVPSRLDLAGLRAQAARSAEIPPLWRALVGTGTGRR

SAAGAGDANADSLHQQLSGLSGQERTRLLTDLVRTHAAAVLGHASAEAVEPGRAFTDLGFDSLTAVELRNRLS

TATGLRLPATLVFDYPNPAALAGHLKARIIGEGDGDGPAASPLPSGTTQQASGEPIAIVGLACRFPGGVNDPE

GFWRLLADGTDAVSRFPDDRGWDVEALYDPDPDSVGTSYTREGGFIGDAGGFDADFFGISPREALAMDPQQRQ

VLETSWEALERAGIDPSALRGSQTGVFVGGFASAYGIGVATGDVGAEGNLTTGFATSVLSGRVSYALGLEGPA

VTVDTACSSSLVALHLACQAIRAGECSMALAGGSTIISTPDGIVGFSRQRGLAADGRCKAFSADADGMGFAEG

TGVLVVERLSDARRNGHPVLAVVRGSAVNQDGASNGLTAPNGPSQQRVIRAALAGARLTASEVDVVEAHGTGT

KLGDPIEAQALLATYGQERPEGRPLWLGSVKSNIGHTQAAAGVAGVIKMVLALQHGQLPRTLHADEPSPHVDW

AEGEVRLLTEPVPWQTNDRPRIAGISSFGISGTNVHVLLEEAPAEEPAHGNGDPADADTATSAPVLSMVGAGP

AAETVSAWLVSGRSAAGLAAQADRLRDWLTTRPELESADVAWSLAATRSVFEHRAVVVGGDREQALAGLAGLA

SGAPSGSLVAGTARSDARPVFAFAGQGSQWVGMGRELAAVSPVFAGRLAECAAALAPYVDWSLTDVLAGAEGA

PALEAADVVQPALWAVMVSLAAVWEAAGVAPDAVVGHSQGEIAAATVAGMLSLQDGARVVALRSQALKVLAGA

GGMLSVSRPASEVEERLARFGDRLSLAAVNGPSATVVSGEPAALEELKSEFEAEGARARMVAVDYASHCAQVD

RLEEEITTVLAGISPRRGRVPMVSAMTGETLTGEELDAGYWYRSLRATVHYDRAVRVLAGRGHQVFVEVTPHP

VLMGAMNDTLEEVAQEAGPGIVPAAVCGTLRREEGGPAQLVTSLAEAFVNGAPVDWQAVLPAGKRVELPTYAF

QHERFWPKAAAAVSGGDPVSLGLGAVGHPLLGAAVELAGGEGLVCTGRLSVRTHPWLADHAVGGVVLLPGTGF

VELAVRAGDQAGCGLLEELTLHAPLVFPEDGAAVQIQVVLAGPDAEGRRGVEVFSRSDAAGQSQGWTQHASGV

LAPAGPAAAAEEDFAVWPPRNAAAVDVSGLYQSAAEGPYGYGPAFQGLRAVWRRGEDVFAEVALPEEVAQDAA

AFGLHPALLDSVLQAAFLMGGAEEGATEKVRLPFAWTGVELYAGGASVLRARLRRDAQGTLTVSAADAAGQPV

ISVTSLITRPVDTDQLGSAVSPVADALFTVAWMPISGTESIAPVAGEWALIGADRFAVAETLGRTGIPVQCFP

GLKELAAAAADREIDPAFVLICTGDEGQILEDPARTAARVTGETLLLVQEWLTEDRLADSRLVLLTRGAVAVS

ANEGVADLPAAALAGLVRSAQSENPDRLLLVDLPATNTADQIAVLPNALPAALAAGEPEVAIRDTAVHGRRLT

RPSGSTAAVERPANPSGARSALITGGTGTLGGLVAGHLVVSGRAEHVVLISRSGPGAADAAVLAARLAQAGAS

VRVVACDAADRQELTAVMATIPAQAPLRTVVHTAGVLDDGTVGSLTAQRVAEVLRPKADGAWNLHELTEGLDL

DHFILFSSSAAAFGVPGQGNYVAANAFLDALAAERRASGLPGISLGWGLWAEVSGLTGQLAESDRSRMSRGGA

LALSADEGLALLDLCLARDEALLVPSRLDLAGLRAQAARSAQVPPLWRALVGAGTGRRSAAGTDDANADSLHR

QLAALPAAERDEMLLNLVRAHVAAVLGHASAEAVEPGRAFTDLGFDSLTAVQLRNRLSTATGLRLPATLVFDY

PTPAALAGHLRGRLGDGPQARTKSATAPAAAETSGAGAPDEPIAIVGMSCRFPGGTADPEDLWRMLRDGEDAI

SAFPTDRGWDLDGLHDPDAARSGTARTQAGGFVQDAASFDAGFFEISPREALAMDPQQRLLLELAWEAFERSG

IDPATLRSSPTGTFVGGYTSGYETSVLAEGGTESQGHLMTGIATSVLSGRLAYTFGLEGPAVTVDTACSSALV

ALHLAAQSLRSGECSLALAGGVTVMATPGTFVEFSRQRGLAADGRCKAFAAAADGTGFAEGAGLLVIERLSDA

QRNGHPVLAVLRGSATNQDGASNGLTAPNGPSQQRVIRAALANSRLTPGDVDVVEAHGTGTKLGDPIEAQALL

ATYGQDRGESDPLWLGSVKSNIGHTQAAAGVAGVIKMVLALQHGQLPRTLHVDEPSPHIDWTGGEVRLLTEPV

PWQANGRPRRAGVSSFGISGTNAHVILEEAPTPPAGAESHVPLAGSGSHVLLPGAESHVPPADPETHAAPPPG

AATAPTAGSVVPSAVPWPLSARTPEALRAQAGRLRQFLLERPELDLVDVGFSLATTRTAFDHRAVVQGTDRDG

LLAGLAVAAAGVQTRDVVTGTVRAGRKTVFVFPGTAASPGGPGADVRLDAAAALLEESPVFADRIADCEQALA



PFVDWKVTEVLRAGEAGPALTTPEIHRPVLWAVLVALAALWRSAGVHPAAVAGHGVGEIAAAQVAGVLTAADA

ARLAVLCGGASAGPGAVQPRPGTVPLYSTRSMDWVDGAELNAEHWLPYPGQEPPAPVRELAEALAGAGLGAYV

EVGPEPVLATALAQALQAEGNGADRDGAPVVTATLRRGELGLRAFTSALAALHVRGVTVDWAAVLAGGRRVDL

PTYAFQRERYWPQPPARTNAEAPAAGSLSPDEQRLWSALAEQDMSALSEVLGTGTPLREDMPLGEVLAYVAAW

RRERTAPDGAAETGAAGAAEGTAPEDADGAGAGWRQRLAEVGPAQQQELLSALVREEIAAMLGYGSVDSVPQY

GDVFELGMTSMSAVQLRLRMNELTGLTLPEGFVYDLYMPEAIAEYLLGELTVALREGTPEDR</INSDSeq_s

equence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="43"> 

<INSDSeq> 

<INSDSeq_length>5602</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..5602</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q119"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>VDNQEKLFDYLKKTAAQLQETRKRLHRLEAAEQEPLAIVGMACRFPGGVGSPEEF

WEFLASGGDGVDGFPTDRGWDLESVYDPDGEREGTSYVAQGAFLREAAEFDAEFFGISPREALAMDPQQRLLL

ETSWEALERAGIDPTSLKESATGVFAGGFTSGYGLGISMSQDDSGAEGHVLTGNATSVLSGRVSYVLGLEGPA

VTVDTACSSSLVALHLAAQAVRSGECSLALAGGATVMATPGTFIDFSRQQGLSVDGRCRAFSEDADGTGWAEG

AGMVVVERLSDARRNGHKVLALLRGSAVNQDGASNGLTAPNGPSQQRVIRAALANARLAPADVDVVEAHGTGT

TLGDPIEAQALLATYGRDRGEGDALWLGSVKSNIGHTQAAAGVAGVIKMVLALQHERLPQTLYAEVPSTHVDW

SAGAVRLLTEPAPWPADGDRVRRAAVSAFGMSGTNAHLILEEAPTAQEAEAAEEPKEPETEPDGPAARVLSGE

GAGAVRAWQVSGRSAAAPAAQADRLHGWLTARPELRPADVAWSLATVRTAFEHRAVIVGSDDRAALLTSLESL

AAGTPNGSVVSGTARPGVRPVFVFPGQGSQWLGMGQELARTSPVFAARLAECAAALAPYVDWSLTDVLAGTGY

APALEAADVVQPALWAVMVSLAAVWEAAGVAPDAVVGHSQGEIAAATVAGMLSLEDGARVVALRSRALKVLAG

AGGMLSVSRPASEVEERLARFGDRLSLAAVNGPSATVVSGEPGALEELKAEYEAEGARARMVAVDYASHSAQV

DRLEEEITTVLAGVSPRRGRFPMVSAMTGETLTGEELDAGYWYRSLRTTVHFERAVRSLAGQGQRVFIEVSPH

PVLLSAMTDSLEEAAQDAGPGAVPAALCGTLRRDDGGAERLVTSLAEAFVNGAPVDWASVLPAGERVELPTYV

FQHRRYWPKGPMAGLRQDGGDALALGLGAVGHPLFGAAVELAGGDGVVCLGRLSLRTHAWLADHAVGGVVLLP

GTGFVELAVRAGDQVGCGLLEELTLHAPLVLPADGSGVQLQVAVAAPDTEGRRGVRVFSRPEDAADRQPWTLH

AGGTLGPTAAPAPADPDFALWPPQDAVPADVSDVYPVRLAEVYGPAFHGLRAAWRRGADVFAEVALPEEAAQQ

AGAFGLHPALLDAALHASFLAQPAAAQETGQVTMPFAWTDVALHAGGASVLRVRLRQDAQGGLSLAAADTTGA

PVVTVGSLVRRPVSAEQLRATRDELSDSLFVQTWAELPDGDAPAGEWALLGADRYGLADGLEAALEAAGVQLR

PFPGLPELVAAAQTGTGAPRTVVVCADALSDEDVFGGSAETSAGKEAPNNSPQPADPARHLPGAAHRAGAAAL

RFVQQWLAEPALEDIKLVVVTRGADAITDEDVVDPAAAVVRSLLRSAQAENPDRFLLADLPACDGAPQEAALL

PAALGSEEPEVAVRGRIRYGRRLTRPTGEVTRIQWPSDTRADPAARSLLVTGGTGTLGGLVARHLAATGRAGC

VVLTSRSGPAATGAAAQAAELAQLGVPVRIVACDAADRDALAAVLEQIPAANPLGSVVHAAGVVDDGVIMSLT

PERLSAVLRPKADAAWHLHELTAGLQLDRFVLFSSAAAVFGSAGQASYVAANAFLDAVAAHRRSTGLTGTSLQ

LGPWAHEAGIGRNLDATSLARIDRGFVPLTADEGLVVLDTALTRDEAVLMPARPDTAALRAQTAAGGEVPPLW

RALAGTSARRTAASGTAAGSGTEAGEALRHRLASVGGTERDRLLLELVLAHAAAVLGHASPDAIDAGRAFTDV

GFDSLTAVELRNRLKAQTGLRLPATLVFDHPTPAALATFLRGELAGDLPATAVPTAPVAAGADEPIAIVGMAC

RFPGGAAGPEQLWHLLDSGTDAIGPFPRDRGWDLDRLQDPDAERTGVSYQQVGGFVPDAASFDAGFFGISPRE



ALAMDPQQRLLLETSWEAFERAGIDPASVRGSQTGAFIGGYSSRYAHDASLEGTGVAEAHLATGNATSVLSGR

LSYVFGLEGPAVTVDTACSSSLVALHMAAQALRAGECSLALAGGVTVTATPDVFVTFATAGGVSLDGRCRSFA

ASADGSGFAEGVGLLVVERLSDARRHGHKVLAVVRGSAVNQDGASNGLTAPNGPSQQRVIRAALANARLTPGD

VDVVEAHGSATKLGDPIEAQALLATYGRERPEGRPLWLGSVKSNIGHTQAAAGVAGVIKTVLALQHERLPRTL

HVDEPTPHVDWSAGEVRLLAESVPWPGGERVRRAGVSGFGMSGTNVHVILEEAPAEEAEETDTDGISAPVTTA

PAPALLGDGGPTAWLVSGRSAEGLAAQAGRLGEWAAGRAALRPVDVAWSLAATRAVLEYRGVVVAGDRAGLLD

GVRGLAGGELAAPGVVSGVARATGRTVFVFAGQGAQWAGMGRDLLASSPLFAARLDECAAALAPYVDWSLTEV

LAGAEGAPALEAAEVVQPALWAVMVSLAAVWEAAGVTPDAVVGHSQGEIAAATVAGMLSLDDAARVVAVRSRA

LSGLDVAGAMVSVVMPADAVRELVAGFDGRLSVAAVNGPASVVVSGQAEALASFERELAARKVLRWRIPATDF

VAHSAAVEPLAAQLREELSEIAPQAGRIPMVSTVTGEWLAGEEADAAYWFANLRQMVRFEDAVRSLLESGYGA

FIEISPHPVLTAAVTETAQDTDANATPVLSIGTLSQTDAGAAGLLRGFAQAHVAGLPVDWRKVLPAGEVVELP

TYAFQHRRYWLETSTAAAATAATTVSSAAEAQFWAAVESGDRTGLAQALAIENEHQLDGLLPALASWRRREQE

RSATESWRYRITWAPVADPAPARLAGRWLLLVPAQEADGEAARQCCAALTARGATVVPVQVPTGTVQRDWIAA

LLDRTQQDAEPASGVLSLLALDETPLPDHPVVTAGLAATLALVQALGDTGIAAPLWVATRGAVATGPDEAPTS

PLQAQIWGFGRIAGLEHPDRWGGLVDLPAVLDERTGGQLATALAGSTENQVALRPSGALGRRLAHAPQSPAAA

TSQSATGTALITGGTGALGGHVAAWLAARGAERLVLTSRSGPAAAGAAAQAAALAARGTRVDVLACDTADRSQ

LAAAIGRIGTDGPRFTTVVHTAAVLDDGVVDALSPARLETALAAKAAGAAHLDELTADLDLDAFVLFSSVVAT

TGAPGQANYGAANAYLDALAQHRRSRGLPALAVAWGPWAVGVAQGSAAARQRLARNQWEEVMDPDLAVRALGE

ALDGGDTVLTVMNIDWSAILAQPQSSAGLLQAAVMRDLPEVHRLAALLAETPQAPAEPALAERLAGLGRPEQR

RVLSDLVRAGAARVLGHTSPDAVEDRSAFSDLGFDSLTSVELRNDLSAATGLRLPATLLFDHPTPAALTGYLE

TELLGTGPQTPEAPAALPATIAADEPIAIVGMACRYAGGVAGPDDLWQLLTSAGDGISGFPDDRGWDLEALDG

PSYVRHGGFIKDIGGFDAGFFGISPREALAMDPQQRLLLETSWEALERSGIAPTSLRSTATGLFIGGYASGYG

YGADFEGAAHLITGTATSVLSGRVSYTLGLEGPAVTVDTACSSSLVALHMAAQALRSGECSMALAGGVTLMVT

PEGFIGFSEQSGLAKDGRCKAFSDQADGMGMAEGAGVLVIERLSDAQRNGHPVLAVLRGSATNQDGASNGLTA

PNGPSQQRVIRAALANSRLTPGDVDVVEAHGTGTKLGDPIEAQALLATYGQDRPEGRPLRLGSVKSNIGHTQA

AAGVAGVIKMVLALQHEQLPRTLHVDELSSHVDWTAGEVEVLTEPVPWPSGGRVRRAGVSSFGLSGTNAHVIL

EEAPAPAVTQDGESPAETFEGTGAEGTVLVPGVAPAWLVSGRSAAGLAAQAERLRDWLAARPELESADVAWSL

AAGRSVFEHRGVVVGTGRAELLGGVGSLASGVPGGSVVSGVARSNVRPVFAFAGQGSQWVGMGRELAGVSPVF

AARLAECAAALAPYVDWSLSDVLAGAEGAPALEAADVVQPALWAVMVSLAAVWEAAGVAPEAVVGHSQGEIAA

ATVAGMLSLEDGARVVALRSRALKVLAGAGGMLSVSRPAAEVEERLVRFGDRLSLAAVNGPSATVVSGEPAAL

EELQSEFEAEGARARMVAVDYASHSAQVDRLEEEITTVLAGISPRRGRIPMVSAMTGETLTGEELDAGYWFRS

LRATVHYDRAVRVLAGRGHQVFVEVTPHPVLMGAMNDTLEEVAQETGPGAEPAAVCGTLRRDDGGAERLLLSL

AEAFVNGAELDWQAVLPAGRRVELPTYAFQHERFWPKVAAAFGGDPVSLGLGAVGHPLLGAAVELAGGAGLVC

TGRLSVRTHPWLADHAVGGVVLLPGTGFVELAVCAGDQAGCGVLEELTLQAPLVFPEDGSAVQVQVVLAGPDA

EGRRSVEVFSRVDVAGQSQGWTQHASGVLAPAGPVAAAEEDFAVWPPRDATTVDISGLYQAAGANSYGYGPAF

QGLRAVWRRGQEIFAEVALPEQVAEDAAAFGVHPALLDAVLHASALLDAEGEPGEIRLPFAWTGVELYASGAS

VLRARLRRDAQGTLTVSAADAAGQPVISVASLITRPVDTGQLRTADTGMADALFGVEWAAVAAAEAAAGEWAL

IGADRFDVAGQLTAAGTQVRCFAGLEELAAAAADREIDPAFVLVCAGDEGRGEEDPARAAARVTGEMLGLVQE

WLAEERLAESRLVVLTRGAVAVSASEGVADLPAAALAGLVRSAQSENPDRLLLVDLPATGTTDQAEVLPLAVA

TGEPELALRNGAVHARRLVRPSAELPVPEGRWRLEPDAGGSLEGLSLLAAPEADGALAAGQVRVAVRATGLNF

RDVLIALGMYPGGGVLGSEIAGTVLEAGPGVDHLVPGDRVMGLGEGGFGPVVVTDARQLVRVPDGWSYAEAAS

VPSAFMTAWYALVELAGAKPGQRVLVHAATGGVGMAAVQIARYLGLEVFATASPGKWSVLASMGLDAEHVSSS

RTAAFEADFLAATDGAGVDIVVNSLAGELTDASLRLLPRGGAFVEMGRTDVRDAQAVAAEQPGVTYRPFELSE

AGPAALGTILERVVALLSTGELQQLPLRAWGVRQARDAFRFMQQARHTGKIVLTIPAHLSATQPESARSGARS

ALITGGTGTLGGLVAGHLVVSGRAEHVVLTSRSGPGAAGVAALAARLAQAGASVRVVACDAADRQELAAVVAT

IPAQASLRTVVHTAGVLDDGTVGSLTAQRVAGVLRPKADGAWNLHELTQGLDLDHFVLFSSAAATFSSPGQGN

YVAANAFLDALAAKRRAAGLPATSLAWGMWADASALTGQLSESERARISRGGVMALSADEGLALLDLALARDE

ALLMPAKLDLAGMRAQSAGSTEVPPLFRALVSAGSGRRSAAGAGDAGADSLHQRLSGLSGQERTRLLIDLVRT

QAAAVLGHASAEAVEPGRAFTDLGFDSLTAVELRNRLSTATGLRLPATLVFDYPNTLELAAFLKEKLLPQIVE

HGEPDAAEEKLRTALATVPLSRFREAGLMEALLRLAGVQDDALLAEEGDQGEDIDELDADSLIRLALGGETE<

/INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="44"> 

<INSDSeq> 

<INSDSeq_length>7930</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 



<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..7930</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q120"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>VSDENKLRSYLKRAIADAQDARARLREVQEQAAEPVAIVGMGCRFPGGAGSPEDF

WKLLASGGDAVGGFPTDRGWDLEGIYDPDGERENTSYVAQGAFLQGATEFDAGFFGISPREALAMDPQQRLLL

ESAWEALERAGIDPASLKESATGVFAGGFASGYGIGLSWAAGEGGSGVEGHLMTGNATSVLSGRLSYALGLEG

PAVTVDTACSSSLVALHLAVQALRLGECSLALAGGVTVLVSPGTFVEFSRQQGLSADGRCRAFSEDADGTGWA

EGVGMLVVERLSDARRNGHKVLAVLRGSAVNQDGASNGLSAPNGPSQQRVIRAALASAGLSASEVDVVEAHGT

GTTLGDPIEAQALLATYGQDRREGRPLWLGSVKSNIGHTQAAAGVAGVIKMVLALQHGQLPRTLHADVASSHV

DWSAGEVRLLTESVPWPVGERPRRAGVSAFGISGTNAHVILEEAPPVETGEADGSAEAGSGTAGSGGPAGSVA

DAAPVLAGAGAWVVSGRTAEALSAQAGRLREWVAARPGLGAADVAWSLAATRSAFEHRAVVLGSERGALLDGV

HSLAAGTSSPVVVSGVARPDVRVGLIFAGQGAQWVGMGRGLYAGSAVFAEVFDRVCGLLELELGAGVRLRDVV

LGAEGVDAGLADRTLYAQAGLFAFEVALAAVLKAVGVVPDAVVGHSVGEVAAAHVAGVLSLPDACALVAARAR

LMQELPSGGAMAAVNAAEADVIASFDEVSGEVAVAAVNGPESVVVSGTADTVDAVVELWRGRGCRVRRLRVSH

AFHSPAMDPVLDELDGVAQGLVYHRPEVMWAGALTGELVSDPQAGYWPAQTRQAVRFADAVATLAREGVSVFL

EVGPDGSLSSLGPDAVAGVEGAEAAFVPLQRRTEDGATDLETGLARAFVNGAPVDWTRVLPAGEQVELPTYAF

RHQRYWPEGIVSLMPPTAGGANRITAGTEAEAEFWAAVEGEDLTRLAETLDVDGDRPFSEVLPALASWRRRDL

ERSLTADWRYRTTWAGVAEPDARVLSGTWLVAVPAGAAAVGLAQGCTEALRARGAEAVVVEIPAGTVDRAGLA

ALLTGAADASAVSGVLSLLALDETPLPDHSAVPAGLAATLALVQALGDAGFEVPLWVVTSGAVAAGAEEVLAR

PVQAQVWGLGRVVALEHPERWGGLVDLPESLDERAGARLVAVLAGYGENEVALRPSGILGRRLAHVSGRGARE

RWAPRGTVLVTGGTGAIAGHVSRWLAGRGADRVVLAGRSGPAAADVAAQAAELAAAGVHVDVISCDVSERGPL

TNLLSWIGSSGPELSSVMHTAGVLDDGVLDRLSVSRLQSVLAVKVHGAVLLDELTVDLDLDAFVLFSAAAATL

GGPGQGNYAAANAFLDALAENRRARGLAGLAVAWGPWAGGGMADSNEAVRSRMRKMPMPPMDPQLAVRALAEA

LQGPDAAVAVMDVDWAQLASDAGATGMLKRPLVRDLPEIRQLLAAAGNTVTVAPAEGELARQLAGLDRAEQER

MLADVVRGEAAVVLGYGSADAVEDRRAFKDLGFDSLTAVELRNRLNAATGLRLPSTLVFDYPTPLALAAFLRD

ELTGQQKGTAAPVITVVAAPADEPLAIVGMACRFPGGVGSPEEFWEFLASGGDGVGDFPADRGWDLESVYDPE

GEREGTSYVAQGAFLREAAEFDAGFFGISPREALAMDPQQRLLLETSWEALERAGIDPASLKESATGVFAGGF

TSGYGFGLSLANQGDSGAEGHSLTGNATSVLSGRVSYVLGLEGPAVTVDTACSSSLVALHLAAQAVRSGECSL

ALAGGATVMATPGTFIDFSRQQGLSADGRCRAFSEDADGTGWAEGAGMVVVERLSDARRNGHKVLAVLRGSAV

NQDGASNGLTAPNGPSQQRVIRAALANARLAPGDVDVVEAHGTGTTLGDPIEAQALLATYGRDRGDRDALWLG

SVKSNIGHTQAAAGVAGVIKMVLALQHERLPQTLYAEVPSSHVDWSAGAVRLLTESAPWPADGDRVRRAAVSA

FGMSGTNAHLILEEAPTAQEAEAVEGPKEPVVPVVTGAGAWVLSGRTAEALSAQAGRLREWVSLRPALRPVDV

AWSLAATRSVFEHRAVVVGGDREQVLAGLGSLASAASSGSLVSGVARSNARPVFAFAGQGSQWVGMGRELAGV

SPVFAVRLAECAAALAPYVDWSLTDVLAGAEGAPALEAADVVQPALWAVMVSLAAVWEAAGVAPEAVVGHSQG

EIAAATVAGMLSLEDGARVVALRSRALKVLAGAGGMLSVSRPAAEVEERLVRFGERVSLAAVNGPSATVVSGE

PAALEELQSEFEAEGARARMVAVDYASHSAQVDRLEEEITTVLAGISPRRGRVPMVSAMTGETLTGEELDAGY

WYRSLRATVHYDRAVRVLVGRGHQVFVEVTPHPVLMGAMNDTLEEVVQDAGAEPAAVCGTLRRDDGGAERLLT

SLAEAFVNGAPVDWQAVLPAGEQVELPTYAFRRRRFWPEGMLVLPMPGSATAGAGASTDAEAAFWAAVEDGDL

SGLGDALALEGGRPFNEVLPALASWRRRERDRSTTAGWRYRTGWSVIAEPDVRLLSGTWLIAVPAGTAAAELA

QDCVGALSARGAEAVVVEVPVGSVNRGELAALLTVAADASAVSGVLSLLALDEAPIPGHPVVPSGLATTLGLV

QALGDAGIEAPLWVATSGAVAAGRGEVLARPVQAQVWGLGRVVALEHPERWGGLVDLPETLDERAGARLVAVL

AGCGENEVAIRAAGILGRRLAHVSGRGARESWVPRGTVLVTGGTGAIAGHVSRWMAGRGAERLVLTSRSGPAA

LGAAALAAELAAAGSAVEIVACDVSERAGLAGLLDWIDASGPRLSSVMHTAGVLDDGVVDRLDTARLETVLGV



KAHGAVLLDELTAGLDLDAFVLFSSAASTLGGPGQGNYAAANAFLDALAENRRGRGLAGLAVAWGLWGGGGLG

ESSEVIRSRMRRMPMPPMDPQLAVRALGEALDGPDAVVTVMEVDWAQLASDAGVTGMLKRPLVRDLPEIRELS

AASGRAPALAPVEGELAARVAGLSRSEQDRVLTGVVRAEAAVVLGHDSADGVQARQAFKDLGFDSLTSVELRN

RLNAATGLRLPATLVFDHPTPVALAAFLRGEMIGGHPDAADSGTSAIQTAVDGTPPAADEPLAIVGMACRFPG

GASSPEEFWELLASGGDAVGGFPTDRGWDLEGIYDPDGERENTSYVAQGAFLQRAAEFDAGFFGISPREALAM

DPQQRLMLETSWEALERAGIDPWSLRGSSTGVFAGGFTTGYGLGVSAAAGEGGSGVEGHLMTGNATSVLSGRV

SYVLGLEGPAVTVDTACSSSLVALNLAAQSVRSGECSMALAGGVTVMATPSSFVEFSRQQGLSADGRCRAFAD

DADGTGWAEGAGVLVVERLSDARRNGHRVLAVVRGTAVNQDGASNGLSAPNGPSQQRVIRAALANARLSAAEV

DVVEAHGTGTTLGDPIEAQALLATYGKDRGESDPLWLGSVKSNIGHTQAAAGVAGVIKMVLALQHGQLPRTLH

ADVASSHVDWSAGEVRLLTESVPWPVGERPRRAGVSAFGISGTNAHVILEEAPPVEAGEPVEAGSGTAGAVAG

AGAWVVSGRTAEALSAQAGRLREWVSARPELGAADVAWSLAATRSAFEHRAVVLGTERDALLSGLHKLAAGTS

SSEVVSGMARPDARVGLIFAGQGAQWAGMGRGLYAGSAVFAEAFDRVCGLLELELGAEVRLRDVVLEGDGEAA

GLADQTLYAQAGLFAFEVALAAVLKAAGVVPDAVVGHSVGEVAAAHVAGVLSLSDACALVAARARLMQELPSG

GAMAAVNAAEADVIASFDGVSGEVAVAAVNGPESVVISGATEAVDAVVELWRDRGCRVRRLRVSHAFHSPAMD

PVLDELRTVAEGMEFRRPEVMWAGALTGDLVSDPQAGYWPAQTRQTVRFADAIATLATDGISVFLEVGPDGSL

SSLGPDAVVEVDGAEPAFLPLQRRDDEGATGLLTGLARAFVNGAPVDWTRVLPTGEHVELPTYAFRHQRFWPE

APAALSANTSATARDGAGSAAESAFWSAVESGDLEQLADTLAVDGDRPFHQVLPALASWHRRELDRSATADWR

YRTVWSPVAELDARVLSGTWLVAVPTESAAADLAQDCIEALSARGAEAVVVEVPAGTVDRVELAALLTDTVDA

SAVSGVLSLLALDETPLPDHSAVPAGLAVTLALVQALGDAGIEVPLWVATSGAVAAGAEGALARPVQAQVWGL

GRVVALEHPERWGGLVDLPESLDERSGARLVAVLAGCGENEVALRPSGILGRRLARVTRHGSEENWTPRGSVL

ITGGTGAIAGHTARWLCGEGAERLVLTSRSGPAAEGVAALAAELAEAGSTVAVVACDVSERAPLSDLLDWIGR

SGPELSSVMHTAGVLDDGVVDRLDTARLETVLGVKVRGAVLLDELTADLDLDAFVLFSAAAATLGGSGQGNYA

AANAFLDALAEERRARGLNALAVAWGPWAGGGMAASSGAVRARVERGAMPPMDPRLAVRALAEALQGPDAAVA

VMDVDWTQLASGPGAVELLKRPLVRDLPEIRQLLAAAGNTVTVAPAEGELARQLAGLDRSEQERLLTEVVRAE

AAAVLGYGSADAVEDRRAFKDLGFDSLTAVELRNRLNAATGLRLPSTLVFDYPTPLALAAFLRGELTGGELDT

AGAPVATVAAAPADEPLAIVGMACRFPGGVGSPREFWELLTSGGDAVGDFPSDRGWDLDGLIDPEGEREGTSY

VAQGAFLREAAEFDAGFFGISPREALAMDPQQRLLLETSWEALERAGIDPASLRESATGVFAGGFTSGYGLGL

SLSHQGDSGAEGHSLTGNATSVLSGRVSYVLGLEGPAVTVDTACSSSLVALHLAAQAVRSGECSLALAGGATV

MATPGTFIDFSRQQGLSADGRCRAFSEDADGTGWAEGAGMVVVERLSDARRNGHKVLAVLRGSAVNQDGASNG

LTAPNGPSQQRVIRAALANSGLTTADIDVVEAHGTGTTLGDPIEAQAVLATYGRGRAEDRPLWLGSVKSNIGH

TQAAAGVAGVIKMVLALQYGQLPRTLHAEVPSSHVDWSAGAVRLLNEQLAWPSDDDRVRRAAVSAFGMSGTNA

HLILEEAPAPEPAEVIDGLEDATTPKAAALAADAGIGAWVLSGRTADALAAQAGRLREWTATRPELAPADVAW

SLAATRSVFEHRAVVVGGEREQVLAGLGGLTSGIPAGSVVSGVARSHARPVFAFAGQGSQWVGMGRELAEVSP

VFAARLAECAAALAPYVDWSLADVLAGAEGAPALEAADVVQPALWAVMVSLAAVWEAAGVAPEAVVGHSQGEI

AAATVAGMLSLQDGARVVALRSRALKVLAGAGGMLSVSRPVAEVEERLVRFGERLSLAAVNGPSATVVSGEPE

ALEELKAEFEAEGARARMVAVDYASHSAQVDRLEEEITSVLAGISPRRGRVPMVSAMTGETLTGEELDVGYWY

RSLRATVHYDRAVRVLAGRGHQVFVEVTPHPVLMGAMNDTLVDLAPDAGGEPAAVCGTLRRDDGGAERLLTSL

AEAFVNGATVDWQTVLPAGDQVELPTYAFRRRRFWPEGMLVLPMPGSATTVAGAGTEAEAGFWAAVEDGDLAR

VAETLALEDAGQLGAVLPALASWRRRELDRSATADWRYRTVWSPVAEPDARVLTGTWVVLASAGCSEELRHQC

VTALTARGAEAVVVEVPAGTVDRAGLTALLTGAAADPSAISGVLSLLALDESVLPDRPVVNAGLAATLGLVQA

LGDAGVEAPLWVATSGAVAAGRGEMLSHPVQAQVWGLGRVVGLEHPERWGGLVDLPETLDERAGARLVAVLAG

CGENEVAIRAAGILGRRLAHVSGRGVGESWSPRGTVLVTGGTGAIAGHVSRWLAGRGAERLVLAGRSGPAAAD

VAARAAELATGGVHVDVISCDVSERGPLTNLLGWIGSSGPELSSVMHTAGVLDDGVVDRLDTARLETVLGVKA

HGAVLLDELTANMDLDAFVLFSSAASTVGGPGQGNYAAANAFLDALAENRRGRGLAGLAVAWGLWGGGGLGES

SEVIRSRMRRMPMPPMDPQLAVRALGEALDGPDAVVTVMEVDWAQLASGAGAADMRVRPLVRDLPEIRELSAA

SGRAPALAPVEGELAARVAGLSRSEQDRVLTGVVRAEAAAVLGHASSDGVQARQAFKDLGFDSLTSVELRNRL

NAATGLRLPATLVFDHPTPTALATFLRGELTGQVPEAVAATPVPAAPAADEPLAIVGMACRFPGGASTPEGFW

ELLASGGDAVGGFPTDRGWDLEGIYDPDGERENTSYVAQGAFLRGAAEFDAGFFGISPREALAMDPQQRLMLE

TSWEALERAGIDPSSLRGSSTGVFAGGFASGYGLGVSAAAGEGGSGVEGHLMTGNATSVLSGRVSYVLGLEGP

AVTVDTACSSSLVALNLAAQAVRSGECSMALAGGVTVMATPGTFIDFSRQQGLSADGRCRAFSEDADGTGWAE

GAGMLVVERLSDARRNGHKVLAVLRGSAVNQDGASNGLTAPNGPSQQRVIRAALASAGLSASEVDVVEAHGTG

TKLGDPIEAQALLATYGRDRGDRDALWLGSVKSNIGHTQAAAGVAGVIKMVLALQHGQLPRTLHADVASSHVD

WSAGEVRLLTESVPWPVGERPRRAGISAFGISGTNAHVILEEAPAIEARSEGAGQEPVAALEGAGAWVVSGRT

AEALSAQAGRLREWLTARPELRPADVAWSLAATRSAFEHRAVVLGTERGALLDGVHSLAAGTSSPVVVSGVAR

PDIRVGLIFAGQGAQWAGMGRGLYAGSAVFAEVFDRVCGLLELELGTEVRLRDVVLNSDDAAAGLADQTLYAQ

AGLFAFEVALAAVLKAAGVVPDAVVGHSVGEVAAAHVAGVLSLPDACALVAARARLMQELPPGGAMAAINAAE

ADVIASFDGVSGEVAVAAVNGPESVVISGAAEAVDAVVELWRDRGCRVRRLRVSHAFHSPAMDPVLDELRTVA



EGMEFRRPEVMWAGALTGDLVSDPQAGYWPAQTRQTVRFADAVAALAAEGISVFLEVGPDGSLSSLGPDAVAE

VDGAEPAFLPLQRRDDEGATGLLTGLARAFVHGVPVDWTRVLPTGEHVELPTYAFRHQRFWPEAPAALSAGVS

ASGRDGAGSAAESAFWSAVESGDLEQLADTLAVDGDRPFHQVLPALTQWRRRDLERSTTAGWRYRMVWEPVAE

PDPGALTGTWLVVVPAQSAAAELAQGCADALSARGAEVAVVEIPAGTMDRGELAALLGKAADPSAVSGVLSLL

ALDETPLPDHSAVPVGLAATLALVQALGDADIQAPLWPVTCGAVAAVPGEVPAGTVQAQVWGLGRVIGMEHPD

RWGGLVDLPEVLDQRAAARLAAVLGGCGEDQVAVRATGILGRRMRHAAEAGPGEGHWTPRGSALITGGTGAVG

GHVARWLAEADAARVVLTGRSGPAAGGVAVTAAELAARGTRVDVVACDVSDRSALAGLVSWIGTSGPALSTVL

HTAAVLDDGVVDRLSAERLQTVLAAKAAGAAHLDELTAGLDLDAFVLFSSAASTLGSAGQGNYAAANSYLDAL

AENRRARGLTGLSVAWGQWGGGGMADSKEAIRERMKKLPLSAMDPRSAVRALGESLHGPDPVVTVMDVDWAVL

AQSAANLTEVPLVRDLPAVRRLATAGSRAVEQPASPEGELARRLAGLDRAGQERTLTDLVRAEAAMVLGHPSA

EAVQDQQAFKDLGFDSLTAVELRNRLNTATGLRVPVTLIFDHPTPVAVAAWLRTELAPDEPTALPVLDDLDRL

EAGLLSAAPDQDTNERITRRLQSILSNWIEKQGRSDSGSGGVEIESATPDEMFEFLDRELGLSD</INSDSeq

_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="45"> 

<INSDSeq> 

<INSDSeq_length>6614</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..6614</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q121"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MADEEALRDYLKWVTTDLYNTRQRLREVEERSHEPIAVVGIGCRYPGGVDTPEDF

WNLLATARDGIADIPTDRGWDLAQLRVQDPDGSTRLPEGGFISDASGFDAAFFGISPREAVAMDPQQRLLLEV

AWEALERSGIDPHVLRGSQTGVFAGASLSGYGFGTDEDLDVHLMTGTSTSVISGRVSYALGLEGPAVTVDTAC

SSSLVALHLAAQSVRSGECSLALAGGVTVTTVPVMFTQFSKQLGLAGDGRCKAFSADADGMGISEGAGMVVLE

RLSDARRNGHPVLAVIRGSAINQDGASNGLAAPNGPSQQRVIRAALANARLSTADVDLVEAHGTGTTLGDPIE

AQALLATYGQGRAEDQPVRLGSVKSNIGHTQAGAGIAGVIKLVLALQHQQMPQTLHAAEPSPHIDWSAGNIEL

LTQAHPWPLGERVRRGGVSSFGVSGTNAHVIVEEAPAEEPAEAQTGTDGEDGTDTAPQDTGSHTAEPLLPESG

AWLVSARTAEALSAQAGRLREWVAARPELGAADVAWSLAATRSAFEHRAVVLGSEREELLSAVADLAAGVPSS

VVVSGVARSDVRVGLIFAGQGAQWVGMGRGLYAGSAVFAEVFDRVCGLLELELGTAVRLRDVVLGAEGVDEGL

ADQTLYAQAGLFAFEVALAEVLKAAGVVPDAVVGHSVGEVAAAHVAGVLSLPDACALVAARARLMQELPSGGA

MAAVNAAEADVIASFDEVSGEVAVAAVNGPESVVISGATEAVDAVVELWRDRGCRVRRLRVSHAFHSPAMEPV

LDELRTVAEKLEFRRPEVMWAGALTGELVSEPQAGYWPAQTRQTVRFADAIATLATDGISVFLEVGPDGSLSS

LGPDAVADVDGAEPAFVPLQRRTEDGATDLETGLARAFVHGAPVDWKRVLPAGEQVELPTYAFRHQRYWPKGM

MALPGTVKPGAGDPAELGLEAVGHPMLRAVVELAGEDQLVCTGRLSARTQTWLADHMVGGVTLLPGTGFVELV

VSAGHQAGSPLLTELTLHEPLVLPAEGPGTQIQVVVGEGDEDGNRQVDVFARPDRSEEEHSWVRHATAVVAPA

RIPAPDAVRTPADLTAWPPRNARALDIDDLYAVQLADVYGPAQQGLQAVWQRGADIFAEVALPSDAGAAAPYA

LHPVLLDAALLADRVAGQAQGRATDDGPDRIRLPHAWSGVELHAAGASVLRVRLRRNPDGTLAVTAADPTGAM

VLSVESVRTRPLSADELQSDDAWTRDALFTVEWLPLHRSGSSNSSQATAPAPDGPWALIGADRFAVAEQLTAA

GTPVRGYAGIAELVAAVGAGETVPSTVLACLSGTSTHSGPAGTDTHGIAEAARQVTTEALILAQDWLAAPELE

AAKLVLVTRGGVLVHPGEQAVDPAAGAVWGLLRSAQMEHPDRFVLADLPADGSAGDTAALPAALASGEPEVAV

RQQSGYARRMVRPTVTDRTAPAPASAEAHPRTVLVTGGTGTLGGVVARHLAATGRADETLLLSRSGPAAPGAA



ALAARIAAHGADVRVIACDAADRDALAGVLDTIPADRPLRSVVHTAGVIDDGLIGSLSAEQLAAVLRPKADAA

WHLHDLTRHLDLDHFVLFSSVAAAFGGAGQGNYAAANAFLDTLAGHRRAAGLAGTALAWGPWMPEAGIGRDLD

EVMLRRMTGSGLTALDEHQGLTLLDLALERTEALLVPARLNKAALRAQAAATGIPALWTELADDLAPRRAAVT

SAAGASAAGTSDQLRAHLAAQLGPERDRLLLDLVRSHAAAVLGHPSGDAIEAGRPFTDLGFDSLIAVEFRNRL

NAATGLRLPSTLVFDHPNPTALARLLHEQLTDDLPQGAAPAAPQAAFAYAADEPIAIVGMACRFPGGVTSPEQ

LWQMLADGTDGLSTFPTDRGWDLEALYDPDIEHAGTSYTQVGGFLQDAGAFDAGFFGISPREALAMDPQQRLL

LETSWEALERAGIDPATLRSSRTGAFVGGYGSSYLAVSVTDEEELENLGAHLMTGNAASVLSGRVSYTLGLEG

PAVTVDTACSSSLVALHLAAQALRTGECSLALAGGVTIMASPDGFLAFSHARGLAADGRSKAFSDQADGMGMA

EGAGMLVVERLSDARRNGHPVLAVLRGSAINQDGASNGLTAPNGPSQQRVIRAALANSGLSTADIDVVEAHGT

GTTLGDPIEAQALLATYGQDRGDRGSLLLGSVKSNIGHTQAAAGVAGVMKMVLALQHERLPQTLYAEVPSSHV

DWSAGEVRLLTEPVPWPSGGERVRRAGVSSFGISGTNAHVILEEAPAGEGVEAVEEAGEPGEPVVPVVTGAGA

WVLSGRTAEALSAQAGRLREWVSARPALRPVDVAWSLAATRSVFEHRAVVVGGDREQVLAGLGGLASGEPSGA

LVAGTARSDVRPVFAFAGQGSQWVGMGRELAEVSPVFAGRLAECATALAPYVDWSLTDVLAGAEGAPALEAAD

VVQPALWAVMVSLAAVWEAAGVAPDAVVGHSQGEIAAATVAGMLSLEDGARVVALRSQALKVLAGAGGMLSVS

RPASEVEERLVRFGERVSLAAVNGPSATVVSGEPAALEELQSEFEAAGARARMVAVDYASHSAQVDRLEEEIT

TVLAGISPRRGRVPMVSAMTGETVTGEELDAGYWYRSLRATVHYDRAVRVLAGRGHQVFVEVTPHPVLMGAMN

DTLVDLAQEAGPGAEPGAVCGTLRRDDGGADRLVASLAEAFVNGASVDWAAVLPVGEQVELPTYAFRRRRYWP

EGMLALPTGGSLAAGGEGASPDAESAFWAAVEGGDLSGLGDALALEGGRPFNEVLPALASWRRRERDRSTTAG

WRYRTGWSVIVEPDVRLLSGTWLIAVPAESAAVELAQDCVGALSARGAEAVVVEVPAGSVDRSELAALLTGAA

DPSAISGVLSLLALDEMPLPDRPVVNAGLAATLGLVQALGDAGVEAPLWVATRGAVAAGRGEALARPVQAQVW

GLGRVVGLEHPERWGGLVDLPETLDERSGARLVAVLAGCGENEVAVRRAGILGRRLSSVPHSSGPDKGWTPRG

TVLITGGTGAIAGHVARRLAGRGAERLVLTSRSGPAAAGAAALAAELAAAGSAVEIVACDVSERVGLAGLLDG

IDASGPRLSSVLHTAAVLDDGVVDRLSVARLAPVLEVKAHAAALLDELTAHLDLDAFVLFSSAASTLGGPGQG

SYAAANSYLDALAENRRARGLAGLTVAWGLWGGAGLAQSNEAIRSRMRRTAMPPMDPQLAVEALIEAMDGPDA

AVTVMDFDPQQLGAAPGTAHVLEMPLVRDMPEIRRLAAARAGNGSTGPAFRADGELAARLAGLSRSEQDRILT

DVVRAEAAAVLGHDSADEVQARQAFRDLGFDSLTSVELRNQLNAATGLRLPATLVFDHPTPVALAAFLHGELT

GQVTQTAAAAPVSATPAADEPLAIVGMACRFPGGASTPEEFWELLASGGDAVGGFPTDRGWDLDGFFDPDRHG

SGTSYTDSGAFLRGAAEFDAGFFGISPREALAMDPQQRLMLETSWEALERAGIDPSSLRGSPTGVFAGGFGSG

YAIGMALTGQDGSGVEGHLMTGNSTSVLSGRVSYALGLEGPAVTVDTACSSSLVALNLAAQALRSGDCSMALA

GGVTVMATPFSFVEFSRQQGLSADGRCRAFSEDADGTGWAEGAGVLVVERLSDARRNGHRVLAVVRGTAVNQD

GASNGLSAPNGPSQQRVIRAALANAGLSSSEVDVVEAHGTGTKLGDPIEAQALLATYGRDRGDRDALWLGSVK

SNIGHTQAAAGVAGVIKMVLALQHGQLPRTLHADVASSHVDWSAGEVRLLTESVPWPVGERPRRAGVSAFGIS

GTNAHVILEEAPAIEARSEGAGQVPVAALEGAGAWVVSGRTAEALSAQAGRLREWLTARPELRPADVAWSLAA

TRSAFEHRAVVLGTEREELLSDLHSLAAGTSSPVVVSGVARPDVRVGLVFAGQGAQWAGMGRGLYAGSAVFAE

VFDRVCGLLELELGAAVRLRDVVLNSDDAAAGLADQTLYAQAGLFAFEVALAAVLKAAGVVPDAVVGHSVGEV

AAAHVAGVLSLPDACALVAARARLMQELPSGGAMAAINAAEADVITSFDEVSGEVAVAAVNGPESVVISGATE

AVDAVVELWRDRGCRVRPLRVSHAFHSPAMDPVLDELRTVAEGMEFRRPEVMWAGALTGELVSDPQAGYWPAQ

TRQAVRFADAVATLAREGVSVFLEVGPDGSLSSLGPDAVADVEGAEAAFVALQRRDEEGVAGLLSGLARAFVN

GAPVDWTRVLPAGEHVELPTYAFRHQRYWPEGVLPLMPSAVATVAGAGTEAEAGFWAAVEDGDLARVAETLAL

EDAGQLDLVLPALASWRRRELDRSATADWRYRTVWSPVAEPDARVLTGTWVVLAPAGCSEELRHQCVTALTAR

GAEVVVVEVPAGTVDRAGLTALLTGAADASTVSGVLSLLALDETPVPGYPVVPVGLAATLGLVQALGDAGVEA

PLWIATRGAVAAGRGEALARPVQAQVWGLGRVVALEHPERWGGLVDLPETFDERSGARLVAMLAGCGENEVAL

RPSGILGRRLAHVSGRGARERWAPRGTVLVTGGTGAIAGHVSRWLAGRGAQRLVLTSRSGPAAVGAAALAAEL

AAAGSAVEIVACDVSERAGLAGLLDWIDASGPRLSSVMHTAGVLDDGVVDRLDTARLETVLGVKAQGAVLLDE

LTADLDLDAFVLFSAAAATLGGSGQGNYAAANAFLDALAEERRARGLNALSVAWGPWSGGGMAASSGAVRARV

ERGAMPPMDPRLAVRALAEALRGPDAAVAVMDVDWTQLASGPGAVELLKRPLVRDLPEIRDMAAAGGGSTAAG

RVEGELARQLAGLDRAEQERTLADVVRGEAAVVLGYGSADAVEDRRAFKDLGFDSLTAVELRNRLNAATGLRL

PSTLVFDYPTPLAMAAFLRGELTGGELDTAGASAATVVAAPADEPLAIVGMACRFPGGVGSPEEFWEFLASGG

DGVGDFPSDRGWDLESVYDPEGEREGTSYVAQGAFLREAAEFDAGFFGISPREALAMDPQQRLLLETSWEALE

RAGIDPASLKESATGVFAGGFTSGYGLGVSMSQDDSGAEGHVLTGNATSVLSGRVSYVLGLEGPAVTVDTACS

SSLVALHLAAQAVRSGECSLALAGGATVMATPGTFIDFSRQQGLSIDGRCRAFSEDADGTGWAEGAGMVVVER

LSDARRNGHKVLAVLRGSAVNQDGASNGLTAPNGPSQQRVIRAALANARLSAAEVDVVEAHGTGTKLGDPIEA

QALLATYGRDRGERDALWLGSVKSNIGHTQAAAGVAGVIKMVLALQHEQLPRTLHAEVPSSHVDWSAGAVRLL

NEQLAWPSDGNRVRRAAVSAFGMSGTNAHLILEEAPAPQDGEAVEEHGEPVVPVVTGASAWVLSGRTAEALSA

QAGRLREWTATRPELAPADVAWSLAATRSVFEHRSVVVGTGRAELLGGVESLATGVPAGSVVSGVARSHARPV

FAFAGQGSQWVGMGRELAEVSPVFAGRLAECAAALAPYVDWSLTDVLAGAEDAPALEAADVVQPALWAVMVSL

AAVWEAAGVAPEAVVGHSQGEIAAATVAGMLSLQDGARVVALRSRALKVLAGAGGMLSVSRPASEVEERLARF



GDRLSLAAVNGPSATVVSGEPAALEELQSEFEAEGARARMVAVDYASHSAQVDRLEEEITTVLAGISPRRGRI

PMVSAMTGEILTGEELDAGYWFRSLRATVHYDRAVRVLAGRGHQVFVEVTPHPVLMGAMNDTLVDLAQDAGGE

PAAVCGTLRRDDGGAERLLTSLAEAFVNGAPVDWQTVLPAGDQVELPTYAFRRRRFWPEGMLVLPIPGSATTG

STSAGGGASTDAEAAFWAAVEDGDLSGLGDALALEGGRPFNEVLPALASWRRRERDRSTAAGWRYRTGWSAIA

EPDARVLSGTWLMVVAAGVDGGAAQQCAAALSARGAEAVMIEVAAGSVDRSELAALLTGAADPSAISGVLSLL

ALDETPLPDRPVVNAGLAATLGLVQALGDTGIEAPLWIATRGAVAAGRGEALARPVQAQVWGLGRVVALEHPE

RWGGLVDLPETFDDRSGGRLVAVLAGCKENEVAIRTAGTLGRRMSRVPRRSPRTPWSPRGTVLVTGGTGAIAG

HVSQWLAGRGAERLVLAGRSGPAAADVAARAAELATAGVRVDVISCDVSERGPLGSLLGWIGSNGPELSSVMH

TAGVLDDGVLDRLTTPRLETVLGVKAHGAALLDELTADLDLDAFVLFSSAASTLGGPGQGNYAAANAYLDALA

ENRRARGLAGLAVAWGLWGGGGLGESNEAIRSRMRRLPMPPMDPQLAVRALGESLDGPEPTVTVMDFDWQQLG

SAPGSADELDLPLVRDIPEIRRLAAERAAAGSVSRSDSRGELAARLAGAGRSEQDRILTDVVRAEAAAVLGHD

SADGVQARQAFKDLGFDSLTAVELRNRLNAATGLRLPATLVFDHPTPTALAGWLRTELAPEETAAVPLLAELD

RLEAALRSGPVDDPVREEATSRLRRLLDTIGEQAADQGRKRQTTDIDAASDEELFALVDGLE</INSDSeq_s

equence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="46"> 

<INSDSeq> 

<INSDSeq_length>3245</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..3245</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q122"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MSEEKLRYFLKRVTANLHETRQRLQEMEAAGGEPIALVGMACRFPGGVRSPQDLW

QLLDAGRESVAALPRDRGWDLGDDGTGQDAAEVQAGNFLHDATGFDPAFFGISPREAVSMDPQQRLLLEVAWE

ALERSGIDPSSLRGSPTGVFAGASASGYGWASGAQGDLDGHVMTGNAMSVLSGRLAYTLGLEGPAVTVDTACS

SALVSLHLACQALRAGECSMALVGGAYVAATPVLFTDFSRSLGLSPDGRCQAFGAGADGMGVAEGVGVVVAER

LSDARRNGHRVLAVVRGSAVNQDGASNGLTAPNGPAQQRVIRAALAGARLTASEVDVVEAHGTGTPLGDPIEA

QALLATYGQERPEGRPLWLGSVKSNIGHAQQAAGMAGIIKMVLALQHQNLPRTLHVEKPTDEVDWSAGEVKLL

AEPVPWPSGERVRRAGVSGFGMSGTNVHVILEEAPAEEAAEATDPTGQEGPDAGEGEAEALSESAQHGPDQEA

VSAPAPALLADGGPTAWLVSGRSAEGLAAQAGRLREWAAERPALRPSDVAWSLAATRSVFEHRGVVVADEHTA

LLSGLDDLAAATATADTVVGVARATGRTVFVFAGQGAQWVGMGRELLASSPLFAARLAECAAALAPYVDWSLS

DVLTGVEGAPALEAAEVVQPVLWAVMVSLAAVWEAAGIVPDAVVGHSQGEIAAATVAGMLSLDDAARVVAVRS

RALSGLDVAGAMVSVVMPAGAVRELVAGFDGRLSVAAVNGPASVVVSGEAEALASFERELAARKVLRWRIPAT

DFVAHSAAVEPLADQLEADLSGIAPQAGRIPMVSTVTGEWLAGEEADAAYWFANLRQMVRFEDAVRTLLESGY

GAFVEVSPHPVLTAAVTETAQDADSGAAQVLSIGTLSQTDAGPAGLLRAFAQAHVAGLPVDWRKVLPAGEVVD

LPTYAFQHRRYWLEPSAAAAAAVAAGGSSDAEARFWAAVEGGDLTHMAEVLNLDDAHALGEVLPALTSWRRQE

QDRSATADWRYHITWAPVADPAATVLTGRWLLLTGPEGTGPAQACAQALAARGADTTIVEVPEGTVDRAAMAA

VLGQALQETTAPTGIVSLLALDETPVPGHPAVPGGLARTLAAVQALGDTGVDAPLWVLTRGAVATTAQEPPVT

PAQSLTWGFGRVVALEHPDRWGGLIDLPADFDGPDGADGQITARLCAVLAGCGEDQTAIRPAGIFGRRLSRAG

RPRGEAGPYTPGGSALVTGGTGAIGGRVARWLSGRGAARLVLTSRSGPAAAGAAALAAELAAAGSRVDIVACD

VSDRDQVATVLGRIAAQGPSLTTVLHTAGVNQATLVQDTDLAETDAVLAAKTAGAQHLHDLTRELDLNLDAFV

LFSSISATWGSGLQPAYAAANTYLDGLAQHRRAHGLPATSVAWGSWGGGGMTDEAGAAQGIRRGLIVMDPDHA



VQALAQVLDCDEPQMTVAHVDWQRFAPPFTLRRPSPLIENLPEVQEVLAADGQHTQGSGDTAAGPQAGASWRR

QLAGLSRTEQKRTLLTLVQTQAAAVLDYAAPGEVEATRAFSDLGFDSLTSVELRNRLSSATGLQLPATLLFDA

PTPSAAAEFLLAELAELTGTPDGTQADASRTAPVLAAAADEPLAIVGMACRYPGGASGPQELWNLVTAGTDAI

SVLPEDRGWDIEDRQGNPQGPVRSGGFVYDATHFDAGFFGISPREAVSMDPQQRLLLEVAWEALERSGIDPSS

LRGSPTGVFAGASASGYGWSSGVQKELDGHLVTGISTSVVSGRVSYVLGLEGPAVTVDTACSSSLVALHMACQ

ALRSGECSLALAGGVMVAANPLLFDQFSRQMGLSPDGRCKPFGAGADGMGLGEGAGMLVVERLSDARRHGHKV

LAVVRGSAVNQDGASNGLTAPNGPSQQRVIRAALANARLTPGDVDVVEAHGTGTPLGDPIEAQALLATYGQER

GEGDPLWLGSVKSNIGHTQAAAGVAGVIKMVLALQHRELPRTLHAAEPSPHIDWSAGDVRLLTEAAPWPEKNR

VRRAGVSSFGMSGTNAHLILEEAPAEPADTGETPEPAEAAPAVLAAGEASAWLVSGRSAEGLAAQAGRLGEWA

AGRAALRPVDVAWSLAATRAVLEHRGVVVAGDRAGLLDGVRGLAAGESAAPGVVSGVARATGRTVFAFAGQGA

QWVGMGRDLLASSPLFAARLAECEAALAPYVDWSLSEVLAGTGDAPALEAAEVVQPALWAVMVSLAAVWEAAG

VTPDAVVGHSQGEIAAATVAGMLSLEDAARVVAVRSRALSSLDVAGAMVSVVMPADAVRELVAGFDGRLSVAA

VNGPASVVVSGQAEALATFERELAARKVLRWRIPATDFVAHSPAVEPLAAPLEAELSGIAAQAGRIPMVSTVT

GEWLTGEETNASYWFANLRQMVRFEDAVRSLLESGYGAFIEISPHPVLTAAVTETAQDTDANATPVLSIGTLS

QTDAGAAGLLHAFAQAHVAGLPVDWRKVLPAGEVVELPTYAFQHRRYWLEPSAAATAAAAAVAAGGSSAAEAQ

FWAAVEGGDLSGVADTLSLTDQQQLSGILPALASWRRREQERSATESWRYRITWAPVADPAPARLSGRWLLLV

PASEVDGPMARQCRAALTARGADVVVLEMAGAAAREAVAEQVRAALPSDGFAGILSLLALDETPMPGHPSLSV

GLAATLTLVQGLGDADVDAPLWVATSHAVAAAPGEPPVRPLQTQVWGLGRVVGLEHPERWGGLVDLPADFDGP

DGQIAARLGAVLAGCGGEDQVAIRAAAILGRRLTHAPQPASPDQPWTPGGSVLVTGGTGALGGHVARWAAGRG

ARRLVLTSRSGPAAAGAAALAAELAAAGSRVDILACDVSDRAQVAGALGRIVAQGPSLTSVLHTAGIGQAVTV

AEADLAETDAVLAAKASGARHLDELTRELGLELDAFVLFSSISAIWGSVVQPAYAAANTYLDGLAEHRRARGL

PATSVAWGPWGGGGMTDAETAGRLARGGVALMDKDRAVQALAHLVDGGEGPMTVVDVDWSRFAVPFTLRRPSP

LIAGLPEAAAALAAEATAPVTDPAAGASLREELAGLPSAEQHRALVRLVQEHAAAVLDYAAPGEVEATRAFSD

LGFDSLTSVELRNRLSSATGLQLPATLLFDHPTPQAAADHLWSEQFQDGTGAVSLVEEVDRLGSLLTGAAPDE

KTYDMVTERLHHLLAQWKESGAPEESQAVADKIGSATDDEIFEFIHRELGR</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="47"> 

<INSDSeq> 

<INSDSeq_length>4827</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..4827</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q123"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MANEDKLRDYLKLVTANLRQVRRRLTEVEERSQEPIAIVGMGCRFPGGVNGPEDL

WRLLASGTDAIGPFPADRGWDLENLYDPDPDRPGTSYARHGGFVYDATHFDADFFGISPREAAAMDPQQRLLL

EVAWEALEQAGIDANALRGSSTGVFAGSYGQGYGTGPSVKTQGLEGHLLTGVSTSVTSGRLAFTFGLEGPAVT

VDTACSSSLVALHMAAQALRAGECSLALAGGSTVISAPSVFVGFSRQRGMSDDGRCKSFSQDANGSGWAEGVG

LLVVERLSDARRNGHHVLAVLRGSAVNQDGASNGLTAPNGPAQQRVIRAALANARLTPGDVDVVEAHGSATKL

GDPIEAEALLATYGRERPEGRPLWLGSVKSNIGHTQAAAGVAGVIKTVLALQHERLPRTLHVDEPTPHVDWSA

GEVRLLAESVPWPGGERVRRAGVSGFGMSGTNVHVILEEAPAEEAPAGEAEGTDADETPASAPAPVATAPAAA

LLAGGGPTAWLVSGRSAEGLAAQAGRLGEWAAGRAALRPVDVAWSLAATRAVLEHRGVVVAGDRAGLLDGVRG

LAAGESAAPGVVSGVARATGRTVFVFAGQGAQWVGMGRELLASSPLFAARLAECEAALAPYVHWSLSDVLTGA



EGAPALEAAEVVQPALWAVMVSLAAVWEVAGVSPDAVVGHSQGEIAAATVAGMLSLDDAARVVAVRSRALSSL

DVAGAMVSVVMPAGAVRELVAGFDGRLSVAAVNGPASVVVSGQAEALASFERELAARKVLRWRIPATDFVAHS

AAVEPLAAQLEAELSGIAPQAGRIPMVSTVTGEWLTGEEADAGYWFANLRQMVRFEDAVRSLLESGYGAFIEV

SPHPVLTAAVTETAQDTDANANATPVLSIGTLSQADAGAAGLLRAFAQAHVAGLPVDWRKVLPAGEVVELPTY

AFQHRRYWLETSTAVGGGDGAPTEVEARFWAAVEGGDLSDLADTLAVEDRRQLLEVLPVLASWRRRERERSAT

EGWRYQVTWAPVADPAPARLAGRWLLLVPAQEVDGEAARQCRAALSARGADVVVLETAGAVAREAVAEQVRAA

LPSDGFAGVLSLLALDETPMPGHPALTVGLAATLILVQGLGDADVDAPLWVATRGAVATGSDEAPNSPLQALI

WGFGRVVALEHPDRWGGLIDLPADFDGPDGPDNADGQVAARLGAVLAGCGEDQVAIRAAAILGRRLTHAPQPV

MPDQPWTPGGSVLVTGGTTAVGGHVARWAAERGARRLVLTGAPEHEGVAALAAGLAAAGSRVDVVACDVSDRA

ETAGVLAWTRARGPELSTVLHLAEIVDSVPVDDLDAAQLAEVLAAKAGSAAILDELTADCDLDAFVLFSSVAA

VWGGGRQPGFSAANAYLEALAEDRRARGLTALAVAWGPWNAGTTATGDDGVQLERRGLRLLDPRAATGALAQI

LDGGESRPVVVDVNWAQFAPPFTLRRPSPLIAGLPEVAAALAAGTAEEAETVPEARGSLLRRLAGQSATEQQR

TLTDLVRGEAAAVLEHSSAQAVGSGRAFSELGFDSLTAVELRNRLAAATGLALPATLLFDYPSPKVLAGYLAA

ELLGSPAAGADAAVPVPVPAGAEEDDPVVVVGMGCRFPGGVKTPEDLWQVLAGGTDAIGAFPTDRGWDLDALY

DPDPDAPGTAYVRQGGFVHDATRFDAGFFGISPREALAMDPQQRLLLGTSWEALERSGIVPGSLRGSRTGVFA

GASFSGYGLAQPEAAQGLEAHLLTGTTTSVLSGRLAYTLGLQGPAMTVDTACSSALVAVHLAAQALRSGECTL

ALAGGVFVASTPELFVWVSKQRGLAPDGRSKSFAADADGMGIAEGAGMVVLERLSDARRNGHPVLAVVRGSAV

NQDGASNGLTAPNGPAQQRVIHEALAGCSLTCAEVDAVEAHGSGTPLGDPIEAQALLATYGQDRGERDPLWLG

SVKSNIGHTQGAAGISGLIKMVLALQHEQLPKSLHAEQPSPHVDWTAGAVRLLSQAQPWPAGGARTRRAGISS

FGVSGTNAHLILEEAPEAPEAPEAGGVPETSPAPEALPADASGDGGQSAAPPALLAAPGPVAWLVSGRTADGL

RRQAAQLAEHLAAHPGARAADIAWSLATTRTVHEYRAVVSGADRTELTEGLDALAAGLNSPQVIAGTTAAVEG

ADEAGPVFVFPGQGAQWAGMGRELLATSPVFAERFAQCAEALAPHVHWSPADVLAGADGAPGLERAEVAQPLL

WAVMVALAAVWEAAGVTPAAVVGHSQGEIAAATVAGILSLADAAAVVAVRSQELSALGTSGGMLSVVLPVAAV

RELMEPWGDRLAVAAVNGPATTVVSGQPEALAEFGAALAARRAMRWPVPAGDFVAHSAEVDQLSGALAERLAG

IRPQTGNIPMYSTVECRWADGPELDAGYWFANLRHTVRFQQAVQELATAGHATFVEISPQPVLTAAIDETFQE

LATAGTPVVAATLEREHGGPRRLLAALAQLHVAGTAVDWRRVLPAGRRIDLPTYAFADQRYWLGADHPAGPAA

LAPAQPGAATEAESRFWAAVEDGDASRLAATLAVDTAQPFGEVLASLASWRRRERDRDVTAGWRYRVGWSPLN

DPAPARPSGTWLVAAPAAPAPGTVDLIQACTDALTARGARTQVVQVAAGTERATLAEALRPVGIAPSEAGPAT

TPPPVAGVLSLLGLDETPLADHPAVPAGLAGTLTLLQALSDADVSAPLWMATTGAVSTAPGDRLTRPVQAATW

GLGRVVALEQPERWGGLIDLPATLDERAAARLCAVLAGCGEDEVAIRPAGILARRLARAPRPATGRPWTPRGT

VLITGGTGAVGGHVARWLAGRGADRLVLTGRSGAGAPGAAALAAHVAAAGTTVEIRACDSADRTRLAALLDRI

AADGPPLTAVMHTAGVLDDGVLDRLDTDRLANALAAKATGAAHLDALTADRDLDAFVLFSSAAATFGGAGQAN

YAAANAFLDALAENRRSRGLPALSIAWGPWAGDGVSQATEAARQRLRRNRWEVLMDPELAVQALGTALAGTDT

VLTVMDLDLAAFAAAPGQQQALDAPLLRDLAEVQQLKTARHADGGAQPAAGELTRQLAGLSRAEQDRLLVDRI

RTEAAAVLGHAGYDEVEPGRAFSELGFDSLTSVELRNRIATWTALRLPATLMFDHPTPTVLAAHLRTTLLGSP

DAGPAAAPAPDLTGHADRDPIAVVAMSCRFPGDVNTPEDLWALLAAGGEGISGYPQDRGWDADALFDPDPSHA

GTSYTREGGFLHQATHFDAGFFGISPREALAMDPQQRLMLELSWEALESAGLDPATLRGSRTGVFIGGYSSHY

SLASMQLGGQDGAAQVEGHLVTGNATSIISGRVSYVLGLEGPALTVDTACSSALVALHTAAQALRSGECPLAL

VGGVAVMATPWEMVGFARQRGLAADGRSKAFSADADGMGMGEGAGMVVLERLSDARRNGHRVLGVIRGSAVNQ

DGASNGLTAPNGPSQQRVIRAALANAGLTCAEVDAVEAHGTGTPLGDPIEAQALLATYGQERPEGRPLWLGSV

KSNIGHTQAAAGMAGLIKMLLALRHEELPRTLHAEQPSPHVDWSAGEVRLLTESVPWPSDGDRVRRAGTSAFG

ISGTNAHVILEEAPAVEARSESADEVPVAALEGAGAWVVSGRTAEALSAQAGRLREWVAARPELGAADVAWSL

AATRSAFEHRAVVLGSERGALLDGVHSLAAGTSSPVVVSGVARSDVRVGLIFAGQGAQWVGMGRGLYAGSAVF

AEVFDRVCGLLELELGAEVRLRDVVLEGDGDAAGLADQTLYAQAGLFAFEVALAEALKAAGVVLDAVVGHSVG

EVAAAHVAGVLSLPDACALVAARARLMQELPSGGAMAAINAAETAVVASLEEVSGEAAVAAVNGPESVVISGA

TEAVDAVVELWRGRGCRVRRLRVSHAFHSPAMEPVLDELRTVAEKLEFRRPEVMWAGALTGELVSDPQAGYWP

AQTRQTVRFADAVATLAAEGISVFLEVGPDGSLSSLGPDAVADVDGAEPAFVPLQRRSTEGTAGLLSGLARAF

VNGVPVDWKRVLPAGEQVELPTYAFRHQRYWPNGIQTLPHAWGDSASATAQDRFWAAVEDGDLTDIAGTLAAE

DAQQLAQALPALASWRRREQDRSAIADWFYRVDWEPVTDPAPAELSGTWLLVSPAGPVAQALTEHCTQALAAG

GARVVPLEATQTADPERLAAQIAEVLPPDGVAGVVSLLALDETPLPGHPALTRGLAGSQNLTQALVAEHVLAP

VWGVTCGAVAVAPEKAPARPVQAQAWGLGRVVVLEHPDHGGGLIDLPGQWDENTAQRLRAVLAGCGEDQVALR

PSGIHGRRLTRAAQPRERAGQWTPRGTALVTGGTGAIGGHVARWLADRGTERLVLTSRSGPGAATSAALAAEL

AAAGTHVDILACDAAEETALAGVLDRISVGGPPLTAVLHAAGLGQMTPLDQASVPELAAVLAAKAAGAATLDR

LTADLELDAFVLFSSVAATWGSAMQAGYAAANAYLDALAEDRRARGLAATSVAWGPWGGGGMTDEEATGHMER

RGLRLIDPHAALGALARALDADDATLTVADVDWERFAPPFTLRRPSPLIESLPDVIQALAARDDDGDAPETSA

AGNALARQLAALSPTDQDRLLITLVQTEAAVVLGHPGPESVQAERAFSDLGADSLTAVELRDRLGRATGLRLP



STLLFDYPTSAALAGHLRDRLTEESSPARPVLAELDRLEEMLTGVPGGGDAAQITSRLELVLSRWKQTQAQNA

ETEVAEKLESSSDDEVFDFIGKELGIY</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="48"> 

<INSDSeq> 

<INSDSeq_length>223</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..223</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q124"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MSDEKVPTDDGTQDEQAAMRASDADREQVAEILRDAAGDGRLTLEEVGERVESAL

RARTVGELARLTRDLPVSPVPAGSGEQQPGRGRDVVQIDQRWGTLHRSGAWEVPRHLEVRMHGGDVKLDFTEA

EFSHARLDLDVQISVGGNLVLVVRPGIVVHTDDLTVKVGEVKYRNPASDAQAPVEREVYVTGRLKGGDVVVRH

PRRTLGRWLRGEDAKNGAAEKS</INSDSeq_sequence> 

</INSDSeq> 

</SequenceData> 

<SequenceData sequenceIDNumber="49"> 

<INSDSeq> 

<INSDSeq_length>337</INSDSeq_length> 

<INSDSeq_moltype>AA</INSDSeq_moltype> 

<INSDSeq_division>PAT</INSDSeq_division> 

<INSDSeq_feature-table> 

<INSDFeature> 

<INSDFeature_key>source</INSDFeature_key> 

<INSDFeature_location>1..337</INSDFeature_location> 

<INSDFeature_quals> 

<INSDQualifier> 

<INSDQualifier_name>mol_type</INSDQualifier_name> 

<INSDQualifier_value>protein</INSDQualifier_value> 

</INSDQualifier> 

<INSDQualifier id="q125"> 

<INSDQualifier_name>organism</INSDQualifier_name> 

<INSDQualifier_value>Streptomyces sp.</INSDQualifier_value> 

</INSDQualifier> 

</INSDFeature_quals> 

</INSDFeature> 

</INSDSeq_feature-table> 

<INSDSeq_sequence>MNLLMGAMASSAVGTAAELGIADALADGPATADELAKTVEADTDSLDSVLQALTA

LGVFTRDADGRYANSPMSEPLKSDHPDSVRHLATLLCGLYGQAATGGLTQAVRAGTSVMPCTFGVGLYEYLDS

HPDTARIFDLAMQDWTRPIATLLADKLPLDDVHTVVDVGGGNGTLLQALLSAHPHLNGICADRPDTCDRAERT

LAESQQADLARRLTFRPTDILQDVPTGGDLYLIKNVLHDWNTTTSVQILRNIHTAMTATPRTSAGAPPKLLII



DPLAEHDSGAAFRNVIKMVVGEPRTRSRSEADIRREATEAGFEVLSITPCPADLSVITCVPAS</INSDSeq_

sequence> 

</INSDSeq> 

</SequenceData> 

</ST26SequenceListing> 

 


