<?xml version="1.0" encoding="UTF-8"?>
<IDOCTYPE ST26SequencelListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26Sequencelisting V1_3.dtd">
<ST26SequencelListing originalFreeTextLanguageCode="en"
nonkEnglishFreeTextlLanguageCode="es" dtdVersion="V1_3" fileName="23-1331-WO.xml"
softwareName="WIPO Sequence" softwareVersion="2.3.0" productionDate="2024-09-22">
<ApplicationIdentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>
</ApplicationNumberText>
<FilingDate>
</FilingDate>
</ApplicationIdentification>
<ApplicantFileReference>»23-1331-W0</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/589297</ApplicationNumberText>
<FilingDate>2023-10-10</FilingDate>
</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="es">ASTRAZENECA AB</ApplicantName>
<ApplicantNameLatin>ASTRAZENECA AB</ApplicantNameLatin>
<InventionTitle languageCode="en">T CELL BINDING COMPOSITIONS AND
METHODS</InventionTitle>
<InventionTitle languageCode="es">COMPOSICIONES Y METODOS DE UNION A CELULAS
T</InventionTitle>
<SequenceTotalQuantity>222</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q305">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GYTFTSYNMH</INSDSeq sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeqg>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q306">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AIYPGSGDTSYNQKFKG</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="3">
<INSDSeqg>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q307">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>VVYYSNSYWYFDV</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">
<INSDSeqg>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q308">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASSSVSYMH</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="5">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q309">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APSNLAS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="6">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q310">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQWSFNPPT</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="7">
<INSDSeqg>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qle4">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo



sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGYTFTSYNMHWVRQAPGKGLEWVGATIYPGSGDTSYNQKFK
GRFTISVDKSKNTLYLQMNSLRAEDTAVYYCARVVYYSNSYWYFDVWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="8">
<INSDSeqg>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1@5">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASSSVSYMHWYQQKPGKAPKPLIYAPSNLASGVPSRFSGSG
SGTDFTLTISSLQPEDFATYYCQQWSFNPPTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="9">
<INSDSeqg>
<INSDSeq_length>213</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..213</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql106">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASSSVSYMHWYQQKPGKAPKPLIYAPSNLASGVPSRFSGSG
SGTDFTLTISSLQPEDFATYYCQQWSFNPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWK
VDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC< /INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="10">
<INSDSeqg>
<INSDSeq_length>225</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..225</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql107">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGYTFTSYNMHWVRQAPGKGLEWVGATIYPGSGDTSYNQKFK
GRFTISVDKSKNTLYLQMNSLRAEDTAVYYCARVVYYSNSYWYFDVWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSC</INSD
Seq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="11">
<INSDSeqg>



<INSDSeq_length>577</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..577</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql108">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGYTFTSYNMHWVRQAPGKGLEWVGAIYPGSGDTSYNQKFK
GRFTISVDKSKNTLYLQMNSLRAEDTAVYYCARVVYYSNSYWYFDVWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGS
EVQLVESGGGLVQPGGSLRLSCVASGDVHKINFLGWYRQAPGKEREKVAHISTIGDQTDYADSAKGRFTISRDESKNMVYLQMN
SLKPEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVK
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCT
LPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALH
NHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="12">
<INSDSeqg>
<INSDSeq_length>591</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..591</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q109">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo



sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGYTFTSYNMHWVRQAPGKGLEWVGATIYPGSGDTSYNQKFK
GRFTISVDKSKNTLYLQMNSLRAEDTAVYYCARVVYYSNSYWYFDVWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGS
EVQLLESGGGLVQPGGSLRLSCAASGFTFDDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVKGRFTISRDNSKNTLYLQM
NSLRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTI
SKAKGQPREPQVYTLPPCREEMTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ
GNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="13">
<INSDSeqg>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q311">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DYEMH</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="14">
<INSDSeqg>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q312">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ALDPKTGDTAYSQKFKG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="15">
<INSDSeqg>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q313">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FYSYTY</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="16">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q314">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RSSQSLVHSNRNTYLH</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="17">
<INSDSeqg>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q315">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KVSNRFS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="18">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q316">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SQNTHVPPT</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="19">
<INSDSeq>
<INSDSeq_length>115</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..115</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql116">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYEMHWVRQAPGQGLEWMGALDPKTGDTAYSQKFK
GRVTLTADKSTSTAYMELSSLTSEDTAVYYCTRFYSYTYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="20">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q117">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DVVMTQSPLSLPVTPGEPASISCRSSQSLVHSNRNTYLHWYLQKPGQSPQLLIYKVSNRFSGVPD
RFSGSGSGTDFTLKISRVEAEDVGVYYCSQNTHVPPTFGQGTKLEIK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="21">
<INSDSeqg>
<INSDSeq_length>219</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..219</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q118">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>DVVMTQSPLSLPVTPGEPASISCRSSQSLVHSNRNTYLHWYLQKPGQSPQLLIYKVSNRFSGVPD
RFSGSGSGTDFTLKISRVEAEDVGVYYCSQNTHVPPTFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPRE
AKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="22">
<INSDSeqg>
<INSDSeq_length>218</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..218</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q119">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYEMHWVRQAPGQGLEWMGALDPKTGDTAYSQKFK
GRVTLTADKSTSTAYMELSSLTSEDTAVYYCTRFYSYTYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSC</INSDSeq_seq
uence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="23">
<INSDSeqg>
<INSDSeq_length>570</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..570</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql120">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYEMHWVRQAPGQGLEWMGALDPKTGDTAYSQKFK
GRVTLTADKSTSTAYMELSSLTSEDTAVYYCTRFYSYTYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLVES
GGGLVQPGGSLRLSCVASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNMVYLQMNSLKPEDT
AVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVK
FNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCTLPPSREE
MTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="24">
<INSDSeq>
<INSDSeq_length>584</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..584</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q121">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYEMHWVRQAPGQGLEWMGALDPKTGDTAYSQKFK
GRVTLTADKSTSTAYMELSSLTSEDTAVYYCTRFYSYTYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLES
GGGLVQPGGSLRLSCAASGFTFDDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVKGRFTISRDNSKNTLYLQMNSLRAED



TAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVT
CVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQP
REPQVYTLPPCREEMTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCS

VMHEALHNHYTQKSLSLSPGK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="25">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q317">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYWIE</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="26">
<INSDSeqg>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q318">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo



sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EILPGSDTTNYNEKFKD</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="27">
<INSDSeqg>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q319">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DRGNYRAWFGY</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="28">
<INSDSeqg>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q320">
<INSDQualifier_ name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQDISNYLN</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="29">
<INSDSeqg>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q321">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YTSRLHS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="30">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q322">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQGEALPWT</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="31">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q128">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYNEKFK
DRATFTSDTSINTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="32">
<INSDSeqg>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q129">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDISNYLNWYQQKPGGAVKFLIYYTSRLHSGVPSRFSGS
GSGTDYTLTISSLQPEDFATYFCQQGEALPWTFGGGTKVEIK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="33">
<INSDSeqg>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q130">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDISNYLNWYQQKPGGAVKFLIYYTSRLHSGVPSRFSGS
GSGTDYTLTISSLQPEDFATYFCQQGEALPWTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="34">
<INSDSeqg>



<INSDSeq_length>223</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..223</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q131">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYNEKFK
DRATFTSDTSINTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSC</INSDSe
g_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="35">
<INSDSeqg>
<INSDSeq_length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q132">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYNEKFK
DRATFTSDTSINTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLVESGGGLVQPGGSLRLSCVASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNMVYLQMNSL
KPEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="36">
<INSDSeq>
<INSDSeq_length>589</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..589</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q133">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYNEKFK
DRATFTSDTSINTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLLESGGGLVQPGGSLRLSCAASGFTFDDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISK
AKGQPREPQVYTLPPCREEMTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="37">
<INSDSeq>
<INSDSeq_length>4</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q134">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TGGS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="38">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q135">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="39">
<INSDSeqg>



<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q323">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>INFLG</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="40">
<INSDSeqg>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q324">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HISIGDQTDYADSAKG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="41">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q325">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FSRIYPYDY</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="42">
<INSDSeq>
<INSDSeq_length>117</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q139">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCVASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKG
RFTISRDESKNMVYLQMNSLKPEDTAVYFCRAFSRIYPYDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="43">
<INSDSeqg>
<INSDSeq_length>117</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql140">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLSWYRQAPGKEREKVAHISIGDQTDYADSAKG
RFTISRDESKNTLYLQMNSLRAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="44">
<INSDSeqg>
<INSDSeq_length>117</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q141">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo



sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKG
RFTISRDESKNTLYLQMNSLRAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="45">
<INSDSeqg>
<INSDSeq_length>117</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql142">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLSWYRQAPGKGLEKVAHISIGDQTDYADSAKG
RFTISRDESKNTLYLQMNSLRAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="46">
<INSDSeqg>
<INSDSeq_length>117</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q143">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQAPGKGLEKVAHISIGDQTDYADSAKG
RFTISRDESKNTLYLQMNSLRAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="47">
<INSDSeqg>
<INSDSeq_length>117</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q144">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKG
RFTISRDESKNTVYLQMNSLRAEDTAVYFCRAFSRIYPYDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="48">
<INSDSeq>
<INSDSeq_length>117</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q145">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQAPGKGLEKVAHISIGDQTDYADSAKG
RFTISRDESKNTVYLQMNSLRAEDTAVYFCRAFSRIYPYDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="49">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q326">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DYAIG</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="50">
<INSDSeqg>



<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q327">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IRVSDGSTYYADSVKG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="51">
<INSDSeqg>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q328">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSLYTCVQSIVWPARPYYDMDY</INSDSeq sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="52">
<INSDSeq>
<INSDSeq_length>127</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..127</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q149">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFDDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVK
GRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLV</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="53">
<INSDSeqg>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q150">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>DKTHTCPPCPAP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="54">
<INSDSeqg>
<INSDSeq_length />
<INSDSeq _moltype />
<INSDSeq_division />
<INSDSeq_sequence>000</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="55">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q152">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>THTCPPCPAP</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="56">
<INSDSeqg>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q153">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>PVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="57">
<INSDSeqg>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q154">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>PVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="58">
<INSDSeqg>



<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q155">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>PVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPCREEMTKNQVSLWCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="59">
<INSDSeqg>
<INSDSeq_length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q156">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLVESGGGLVQPGGSLRLSCVASGDVHKINFLGWYRQ
APGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNMVYLQMNSLKPEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="60">
<INSDSeqg>
<INSDSeq_length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q157">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLVESGGGLVQPGGSLRLSCVASGDVHKINFLGWYRQ
APGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNMVYLQMNSLKPEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="61">
<INSDSeqg>
<INSDSeq_length>469</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..469</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q158">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFDDYAIGWFRQ
APGKEREGVSCIRVSDGSTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWG
QGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPR
EEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPCREEMTKNQVSLWCLVKGFYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_s
equence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="62">
<INSDSeqg>
<INSDSeq length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q329">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>INFLS</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>
<SequenceData sequenceIDNumber="63">
<INSDSeqg>
<INSDSeq _length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg330">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYNEKFK
DRATFTSDTSINTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLLESGGGLVQPGGSLRLSCAASGDVHKINFLSWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNTLYLQMNSL
RAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="64">
<INSDSeqg>
<INSDSeq length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg331">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYNEKFK
DRATFTSDTSINTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNTLYLQMNSL
RAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="65">
<INSDSeqg>
<INSDSeq _length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg332">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYNEKFK
DRATFTSDTSINTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLLESGGGLVQPGGSLRLSCAASGDVHKINFLSWYRQAPGKGLEKVAHISIGDQTDYADSAKGRFTISRDESKNTLYLQMNSL
RAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR



FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="66">
<INSDSeqg>
<INSDSeq _length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg333">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYNEKFK
DRATFTSDTSINTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQAPGKGLEKVAHISIGDQTDYADSAKGRFTISRDESKNTLYLQMNSL
RAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="67">
<INSDSeqg>
<INSDSeq _length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>



</INSDQualifier>
<INSDQualifier id="q334">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYNEKFK
DRATFTSDTSINTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNTVYLQMNSL
RAEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="68">
<INSDSeqg>
<INSDSeq length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q335">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYNEKFK
DRATFTSDTSINTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQAPGKGLEKVAHISIGDQTDYADSAKGRFTISRDESKNTVYLQMNSL
RAEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE



DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="69">
<INSDSeqg>
<INSDSeq length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q336">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLSWYRQ
APGKEREKVAHISTIGDQTDYADSAKGRFTISRDESKNTLYLQMNSLRAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="70">
<INSDSeqg>
<INSDSeq length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>



</INSDQualifier>
<INSDQualifier id="q337">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQ
APGKEREKVAHISTIGDQTDYADSAKGRFTISRDESKNTLYLQMNSLRAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="71">
<INSDSeqg>
<INSDSeq length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q338">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL

SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLSWYRQ

APGKGLEKVAHISIGDQTDYADSAKGRFTISRDESKNTLYLQMNSLRAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSSGGGGS

THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL

TVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN

NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>
<SequenceData sequenceIDNumber="72">
<INSDSeqg>
<INSDSeq _length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q339">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQ
APGKGLEKVAHISTIGDQTDYADSAKGRFTISRDESKNTLYLQMNSLRAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="73">
<INSDSeqg>
<INSDSeq length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q340">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>



<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQ
APGKEREKVAHISTIGDQTDYADSAKGRFTISRDESKNTVYLQMNSLRAEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="74">
<INSDSeqg>
<INSDSeq length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq _division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q341">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQ
APGKGLEKVAHISIGDQTDYADSAKGRFTISRDESKNTVYLQMNSLRAEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="75">
<INSDSeqg>
<INSDSeq length>455</INSDSeq_length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q342">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLSWYRQ
APGKEREKVAHISTIGDQTDYADSAKGRFTISRDESKNTLYLQMNSLRAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="76">
<INSDSeqg>
<INSDSeq_length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q343">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQ
APGKEREKVAHISTIGDQTDYADSAKGRFTISRDESKNTLYLQMNSLRAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="77">
<INSDSeqg>
<INSDSeq length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q344">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLSWYRQ
APGKGLEKVAHISTIGDQTDYADSAKGRFTISRDESKNTLYLQMNSLRAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="78">
<INSDSeqg>
<INSDSeq length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q345">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQ
APGKGLEKVAHISTIGDQTDYADSAKGRFTISRDESKNTLYLQMNSLRAEDTAVYYCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="79">
<INSDSeqg>
<INSDSeq _length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q346">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL



SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQ
APGKEREKVAHISTIGDQTDYADSAKGRFTISRDESKNTVYLQMNSLRAEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="80">
<INSDSeqg>
<INSDSeq length>455</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq _division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q347">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEVQLLESGGGLVQPGGSLRLSCAASGDVHKINFLGWYRQ
APGKGLEKVAHISTIGDQTDYADSAKGRFTISRDESKNTVYLQMNSLRAEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGS
THTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="81">
<INSDSeqg>
<INSDSeq length>131</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q348">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFPDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVK
GRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAAGSLYTCVNSIVWPARPYYDMDYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="82">
<INSDSeqg>
<INSDSeq_length>131</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q349">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFPDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVK
GRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAAGSAYTCVQSIVWPARPYYDMDYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="83">
<INSDSeqg>
<INSDSeq length>131</INSDSeq_length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg350">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFRDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVK
GRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="84">
<INSDSeq>
<INSDSeq_length>131</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q351">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFPDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVK
GRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAAGGLYTCVQSIVWPARPYYDMDYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="85">
<INSDSeqg>
<INSDSeq length>131</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg352">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFPDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVK
GRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAAGSLITCVQSIVWPARPYYDMDYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="86">
<INSDSeqg>
<INSDSeq_length>131</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q353">
<INSDQualifier_ name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFPDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVK
GRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAAGPLYTCVQSIVWPARPYYDMDYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="87">
<INSDSeqg>
<INSDSeq length>131</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q354">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFDSYATIGWFRQAPGKEREGVSCIRVSDGSTYYADSVK
GRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="88">
<INSDSeqg>
<INSDSeq_length>131</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q355">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFPDYAIGWFRQAPGKEREGVSCITVSDGSTYYADSVK
GRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="89">
<INSDSeqg>
<INSDSeq length>131</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q356">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFPDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVK
GRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="90">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q357">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EPKSCDK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="91">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q358">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>THTCPPCP</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="92">
<INSDSeqg>
<INSDSeq_length>220</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..220</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q359">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGYTFTSYNMHWVRQAPGKGLEWVGAIYPGSGDTSYNQKFK
GRFTISVDKSKNTLYLQMNSLRAEDTAVYYCARVVYYSNSYWYFDVWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRV</INSDSeq_s
equence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="93">
<INSDSeqg>
<INSDSeq_length>213</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..213</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q360">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo



sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYEMHWVRQAPGQGLEWMGALDPKTGDTAYSQKFK
GRVTLTADKSTSTAYMELSSLTSEDTAVYYCTRFYSYTYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRV</INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="94">
<INSDSeq>
<INSDSeq_length>218</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..218</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q361">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYNEKFK
DRATFTSDTSINTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRV</INSDSeq_seq
uence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="95">
<INSDSeqg>
<INSDSeq_length>103</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..103</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q362">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="96">
<INSDSeqg>
<INSDSeq_length>98</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..98</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q363">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="97">
<INSDSeqg>



<INSDSeq_length>103</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..103</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q364">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVCPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="98">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q365">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>GQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNK
YAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="99">
<INSDSeqg>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q366">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>GQPKAAPSVTLFPPCSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNK
YAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTEVS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="100">
<INSDSeqg>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q367">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo



sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDST
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="101">
<INSDSeqg>
<INSDSeq_length>105</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..105</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q368">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="102">
<INSDSeqg>
<INSDSeq_length>104</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..104</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q369">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>PVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="103">
<INSDSeqg>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q370">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>GQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK< /INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="104">
<INSDSeq>
<INSDSeq_length>103</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..103</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q371">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTASLGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="105">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q372">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>GQPKAAPSVRLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNK
YAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="106">
<INSDSeq>
<INSDSeq_length>103</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..103</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q373">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVCPLAPSSKSTSGGTASLGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="107">
<INSDSeqg>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q374">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>GQPKAAPSVRLFPPCSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNK
YAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTEVS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="108">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q375">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>APLLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY
NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="109">
<INSDSeqg>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q376">
<INSDQualifier_ name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQY
NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="110">
<INSDSeq>
<INSDSeq_length>577</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..577</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q377">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGYTFTSYNMHWVRQAPGKGLEWVGAIYPGSGDTSYNQKFK
GRFTISVDKSKNTLYLQMNSLRAEDTAVYYCARVVYYSNSYWYFDVWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALG
CLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGS
EVQLVESGGGLVQPGGSLRLSCVASGDVHKINFLGWYRQAPGKEREKVAHISTIGDQTDYADSAKGRFTISRDESKNMVYLQMN
SLKPEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVK
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCT
LPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALH
NRFTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="111">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q492">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYSMN</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="112">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q493">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SISGQSNYIYYADSVKG</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="113">
<INSDSeqg>



<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q494">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGNYFVEYFQY</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="114">
<INSDSeqg>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q495">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQYISSNNLA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="115">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q496">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GASNRAT</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="116">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q497">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQYADSPIT</INSDSeq sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="117">
<INSDSeqg>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q498">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKGLEWVSSISGQSNYIYYADSVK
GRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARGGNYFVEYFQYWGQGTLVTVSS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="118">
<INSDSeq>
<INSDSeq_length>108</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..108</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q499">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQYISSNNLAWYQQKPGQAPRLLIYGASNRATGIPDRFSG
SGSGTDFTLTISRLEPEDFAVYYCQQYADSPITFGQGTKLEIK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="119">
<INSDSeqg>
<INSDSeq_length>215</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..215</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q500">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQYISSNNLAWYQQKPGQAPRLLIYGASNRATGIPDRFSG
SGSGTDFTLTISRLEPEDFAVYYCQQYADSPITFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQ
WKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="120">
<INSDSeqg>
<INSDSeq_length>225</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..225</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg501">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKGLEWVSSISGQSNYIYYADSVK
GRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARGGNYFVEYFQYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDK< /INSD
Seq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="121">
<INSDSeqg>
<INSDSeq_length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg502">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKGLEWVSSISGQSNYIYYADSVK
GRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARGGNYFVEYFQYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLVESGGGLVQPGGSLRLSCVASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNMVYLQMNSL
KPEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="122">
<INSDSeqg>
<INSDSeq_length>589</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..589</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q503">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKGLEWVSSISGQSNYIYYADSVK
GRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARGGNYFVEYFQYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLLESGGGLVQPGGSLRLSCAASGFTFDDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISK
AKGQPREPQVYTLPPCREEMTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="123">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="qg504">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RNSAVWN</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="124">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q505">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RTYYRSKWYNDYAVSVKS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="125">
<INSDSeqg>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q506">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GLRQNQFYYYMDV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="126">
<INSDSeqg>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q507">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQSVASNLA</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="127">
<INSDSeqg>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q508">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GASTRAT</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="128">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q509">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQYNNWPFT</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="129">
<INSDSeqg>
<INSDSeq_length>125</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g510">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLQQSGPGLVKPSQTLSLTCAISGDSVSRNSAVWNWIRQSPSRGLEWLGRTYYRSKWYNDYAV
SVKSRITINPDTSKNQFSLQLNSVTPEDTAVYYCARGLRQNQFYYYMDVWGKGTTVTVSS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="130">
<INSDSeqg>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg511">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EIVMTQSPATLSVSPGERATLSCRASQSVASNLAWYQQKPGQAPRLLIYGASTRATGIPARFSGS
GSGTEFTLTISSLQSEDFAVYYCQQYNNWPFTFGPGTKVDIK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="131">
<INSDSeqg>



<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg512">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EIVMTQSPATLSVSPGERATLSCRASQSVASNLAWYQQKPGQAPRLLIYGASTRATGIPARFSGS
GSGTEFTLTISSLQSEDFAVYYCQQYNNWPFTFGPGTKVDIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="132">
<INSDSeqg>
<INSDSeq_length>230</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..230</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q513">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLQQSGPGLVKPSQTLSLTCAISGDSVSRNSAVWNWIRQSPSRGLEWLGRTYYRSKWYNDYAV
SVKSRITINPDTSKNQFSLQLNSVTPEDTAVYYCARGLRQNQFYYYMDVWGKGTTVTVSSASTKGPSVFPLAPSSKSTSGGTA
ALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDK<«
/INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="133">
<INSDSeqg>
<INSDSeq_length>594</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..594</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q514">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLQQSGPGLVKPSQTLSLTCAISGDSVSRNSAVWNWIRQSPSRGLEWLGRTYYRSKWYNDYAV
SVKSRITINPDTSKNQFSLQLNSVTPEDTAVYYCARGLRQNQFYYYMDVWGKGTTVTVSSASTKGPSVFPLAPSSKSTSGGTA
ALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKT
GGSEVQLLESGGGLVQPGGSLRLSCAASGFTFDDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVKGRFTISRDNSKNTLY
LQMNSLRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDT
LMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTE
KTISKAKGQPREPQVYTLPPCREEMTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="134">
<INSDSeqg>
<INSDSeq_length>580</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..580</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg515">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLQQSGPGLVKPSQTLSLTCAISGDSVSRNSAVWNWIRQSPSRGLEWLGRTYYRSKWYNDYAV
SVKSRITINPDTSKNQFSLQLNSVTPEDTAVYYCARGLRQNQFYYYMDVWGKGTTVTVSSASTKGPSVFPLAPSSKSTSGGTA
ALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKT
GGSEVQLVESGGGLVQPGGSLRLSCVASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNMVYL
QMNSLKPEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQ
VCTLPPSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHE
ALHNRFTQKSLSLSPGK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="135">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg516">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYWIE</INSDSeq sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="136">
<INSDSeqg>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q517">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EILPGSDTTNYAQNFQD</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="137">
<INSDSeqg>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q518">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>DRGNYRAWFGY</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="138">
<INSDSeqg>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q519">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQDISNYLN</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="139">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q468">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YTSRLHS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="140">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg520">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQGNALPWT</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="141">
<INSDSeqg>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg521">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo



sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQNFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="142">
<INSDSeqg>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg522">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDISNYLNWYQQKPGKAPKFLIYYTSRLHSGVPSRFSGS
GSGTDYTLTISSLQPEDFATYYCQQGNALPWTFGGGTKVEIK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="143">
<INSDSeqg>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg523">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDISNYLNWYQQKPGKAPKFLIYYTSRLHSGVPSRFSGS
GSGTDYTLTISSLQPEDFATYYCQQGNALPWTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="144">
<INSDSeqg>
<INSDSeq_length>225</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..225</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg524">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQNFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDK< /INSD
Seq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="145">
<INSDSeqg>



<INSDSeq_length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg525">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQNFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLVESGGGLVQPGGSLRLSCVASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNMVYLQMNSL
KPEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="146">
<INSDSeqg>
<INSDSeq_length>589</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..589</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg526">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo



sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQNFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLLESGGGLVQPGGSLRLSCAASGFTFTDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVKGRFTISRDSSKNTLYLQMNS
LRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISK
AKGQPREPQVYTLPPCREEMTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="147">
<INSDSeqg>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q527">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EILPGSDTTNYAQQFQD</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="148">
<INSDSeqg>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q528">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQQFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="149">
<INSDSeqg>
<INSDSeq_length>225</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..225</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q673">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQQFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDK< /INSD
Seq_sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="150">
<INSDSeq>
<INSDSeq_length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q674">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQQFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLVESGGGLVQPGGSLRLSCVASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNMVYLQMNSL
KPEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="151">
<INSDSeqg>
<INSDSeq_length>589</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..589</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q675">
<INSDQualifier_ name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQQFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLLESGGGLVQPGGSLRLSCAASGFTFTDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVKGRFTISRDSSKNTLYLQMNS
LRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISK
AKGQPREPQVYTLPPCREEMTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="152">
<INSDSeqg>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q676">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EILPGSDATNYAQKFQD</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="153">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q677">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDATNYAQKFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSS</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="154">
<INSDSeq>
<INSDSeq_length>225</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..225</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q678">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDATNYAQKFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDK< /INSD
Seq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="155">
<INSDSeqg>
<INSDSeq_length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q679">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDATNYAQKFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLVESGGGLVQPGGSLRLSCVASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNMVYLQMNSL
KPEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="156">
<INSDSeq>
<INSDSeq_length>589</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..589</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q680">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDATNYAQKFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLLESGGGLVQPGGSLRLSCAASGFTFTDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVKGRFTISRDSSKNTLYLQMNS
LRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISK
AKGQPREPQVYTLPPCREEMTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="157">
<INSDSeqg>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q681">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EILPGSDTTNYAQKFQD</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="158">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q682">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YTSRLES</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="159">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q683">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQKFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="160">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q684">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDISNYLNWYQQKPGKAPKFLIYYTSRLESGVPSRFSGS
GSGTDYTLTISSLQPEDFATYYCQQGNALPWTFGGGTKVEIK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="161">
<INSDSeqg>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q685">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDISNYLNWYQQKPGKAPKFLIYYTSRLESGVPSRFSGS
GSGTDYTLTISSLQPEDFATYYCQQGNALPWTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="162">
<INSDSeqg>
<INSDSeq_length>225</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..225</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q686">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQKFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDK< /INSD
Seq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="163">
<INSDSeqg>
<INSDSeq_length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q687">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQKFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLVESGGGLVQPGGSLRLSCVASGDVHKINFLGWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNMVYLQMNSL
KPEDTAVYFCRAFSRIYPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="164">
<INSDSeq>
<INSDSeq_length>589</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..589</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q688">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQKFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSEV
QLLESGGGLVQPGGSLRLSCAASGFTFTDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVKGRFTISRDSSKNTLYLQMNS



LRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPCREEMTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN

VFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="165">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..7</INSDFeature_location>

<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q689">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo

sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YTSRLNS</INSDSeq sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="166">
<INSDSeqg>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..107</INSDFeature_location>

<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg690">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

<NonEnglishQualifier value>constructo



sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDISNYLNWYQQKPGKAPKFLIYYTSRLNSGVPSRFSGS
GSGTDYTLTISSLQPEDFATYYCQQGNALPWTFGGGTKVEIK</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="167">
<INSDSeqg>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg691">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCRASQDISNYLNWYQQKPGKAPKFLIYYTSRLNSGVPSRFSGS
GSGTDYTLTISSLQPEDFATYYCQQGNALPWTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="168">
<INSDSeqg>
<INSDSeq_length>131</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..131</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg692">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFTDYAIGWFRQAPGKEREGVSCIRVSDGSTYYADSVK
GRFTISRDSSKNTLYLQMNSLRAEDTAVYYCAAGSLYTCVQSIVWPARPYYDMDYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="169">
<INSDSeqg>
<INSDSeq length>8</INSDSeq_ length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg693">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>GFTFTDYA</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="170">
<INSDSeqg>
<INSDSeq_length>8</INSDSeq_ length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg694">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>IRVSDGST</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="171">
<INSDSeqg>
<INSDSeq length>24</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..24</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg695">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>AAGSLYTCVQSIVWPARPYYDMDY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="172">
<INSDSeqg>
<INSDSeq length>117</INSDSeq_length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg696">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>DVQLVESGGGVVQPGGSLRLSCVASGYVHKINFYGWYRQAPGKEREKVAHISIGDQTDYADSAKG
RFTISRDESKNTVYLQMNSLRPEDTAAYYCRALSRIWPYDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="173">
<INSDSeqg>
<INSDSeq length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg697">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>INFYG</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>
<SequenceData sequenceIDNumber="174">
<INSDSeqg>
<INSDSeq length>16</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg698">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>HISIGDQTDYADSAKG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="175">
<INSDSeqg>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg699">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>



<INSDSeq_sequence>LSRIWPYDY</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="176">
<INSDSeqg>
<INSDSeq _length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q700">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDATNYAQKFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSDV
QLVESGGGVVQPGGSLRLSCVASGYVHKINFYGWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNTVYLQMNSL
RPEDTAAYYCRALSRIWPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="177">
<INSDSeqg>
<INSDSeq _length>575</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..575</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>



</INSDQualifier>
<INSDQualifier id="q701">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYKFSSYWIEWVKQAPGQGLEWIGEILPGSDTTNYAQKFQ
DRVTFTSDTSISTAYMELSRLRSDDTAVYYCARDRGNYRAWFGYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTGGSDV
QLVESGGGVVQPGGSLRLSCVASGYVHKINFYGWYRQAPGKEREKVAHISIGDQTDYADSAKGRFTISRDESKNTVYLQMNSL
RPEDTAAYYCRALSRIWPYDYWGQGTLVTVSSGGGGSTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHE
DPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVCTLP
PSREEMTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVMHEALHNR
FTQKSLSLSPGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="178">
<INSDSeqg>
<INSDSeq _length>452</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..452</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q702">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGFTFNTYAMNWVRQAPGKGLEWVARIRSKYNNYATYYAAS
VKGRFTISRDDSKNSLYLQMNSLKTEDTAVYYCARHGNFGNSYVSWFAYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTA
ALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPC
PPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVL
HQDWLNGKEYKCKVSNKGLPSSTEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYK



TTPPVLDSDGSFLLYSKLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="179">
<INSDSeqg>
<INSDSeq length>215</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..215</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q703">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>QTVVTQEPSLTVSPGGTVTLTCRSSTGAVTTSNYANWVQQKPGQAPRGLIGGTNKRAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCALWYSNLWVFGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVT
VAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</INSDSeq_sequen

ce>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="180">
<INSDSeqg>
<INSDSeq length>448</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q704">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>



<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>QLOLQESGPGLVKPSETLSLTCTVSGGSISSGSYFWGWIRQPPGKGLEWIGSIYYSGITYYNPSL
KSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARHDGAVAGLFDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGC
LVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCP
APEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="181">
<INSDSeqg>
<INSDSeq _length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq _division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q705">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>SYVLTQPPSVSVAPGQTARITCGGNNIGSKSVHWYQQPPGQAPVVVVYDDSDRPSGIPERFSGSN
SGNTATLTISRVEAGDEAVYYCQVWDSSSDHVVFGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTV
AWKGDSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</INSDSeq_sequenc
e>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="182">
<INSDSeqg>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q706">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>SYNMH</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="183">
<INSDSeqg>
<INSDSeq length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q707">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>
<INSDSeq_sequence>CIRVSDGSTYYADSVKG</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="184">
<INSDSeqg>
<INSDSeq_length>1710</INSDSeq length>



<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..1710</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q708">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>caagtgcagctggtgcagtctggcgccgaagtgaagaaacctggecgectctgtgaaggtgtcctg
caaggcttctggctacacctttaccgactacgagatgcactgggtccgacaggctccaggacaaggcttggaatggatgggceg
ccctggatcctaagaccggcgataccgcttactcccagaaattcaagggcagagtgaccctgaccgeccgacaagtctacctcc
accgcctacatggaactgtccagecctgacctctgaggacaccgecgtgtactactgcacccggttctactcctacacctactg
gggccagggcaccctggttacagtgtcctctgecttccaccaagggacccagegttttccctectggetccatecctccaagtcca
cctctggtggaacagectgctctgggectgectggtcaaggactactttcctgagectgtgaccgtgtcctggaactctggegcet
ctgacatctggcgtgcacacctttccagectgtgetgcagtcctccggectgtactctctgtectetgtegtgaccgtgecttc
cagctctctgggaacccagacctacatctgcaatgtgaaccacaagccttccaataccaaggtggacaagagagtggaaccca
agtcctgcgacaagacaggcggatctgaggtccagetggtcgaatctggecggaggattggttcagectggeggectctctgaga
ctgtcttgtgtggctagcggcgacgtgcacaagatcaactttcteggetggtacagacaggecccctggcaaagagagagagaa
ggtcgcccacatctccatcggecgaccagaccgattacgccgactctgctaagggcagattcaccatctctcgggacgagtcca
agaacatggtgtacctgcagatgaactccctgaagccagaggataccgetgtgtatttctgeccgggeccttcagecggatctac
ccttacgattattggggacagggaacactcgtgacagtgtctagcggaggcggaggctctacccatacctgtecctccatgtcc
tgctcctccagtggetggecctteccgtgtttctgttccctccaaagectaaggacaccctgatgatctctcggacccctgaag
tgacctgcgtggtggtggatgtgaagcacgaggacccagaagtgaagttcaattggtacgtggacggecgtggaagtgcacaac
gccaagaccaagcctagagaggaacagtacaactccacctacagagtggtgtccgtgetgaccgtgetgecaccaggattggcet
gaacggcaaagagtacaagtgcaaggtgtccaacaaggccctgectgectcctatcgaaaagaccatctccaaggccaagggac
agccccgggaacctcaagtctgtaccctgectcctageccgggaagagatgaccaagaaccaggtgtccctgtectgtgecgtg
aagggcttctacccctctgatatcgeccgtggaatgggagtccaatggccagecctgagaacaactacaagaccacacctectgt
gctggactccgacggctcattcttcctggtgtccaagectgacagtggacaagtccagatggcagcagggcaacgtgttctcect
gctccgtgatgcacgaggeccctgcacaatcactacacacagaagtccctgtctctgageccccggcaaa</INSDSeq _seque
nce>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="185">
<INSDSeqg>

<INSDSeq length>1752</INSDSeq length>

<INSDSeq_moltype>DNA</INSDSeq_moltype>

<INSDSeq division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..1752</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q709">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>caagtgcagctggtgcagtctggcgccgaagtgaagaaacctggecgectctgtgaaggtgtcctg
caaggcttctggctacacctttaccgactacgagatgcactgggtccgacaggctccaggacaaggcttggaatggatgggceg
ccctggatcctaagaccggcgataccgcttactcccagaaattcaagggcagagtgaccctgaccgeccgacaagtctacctcc
accgcctacatggaactgtccagecctgacctctgaggacaccgeccgtgtactactgcacccggttctactcctacacctactg
gggccagggcaccctggttacagtgtcctctgettccaccaagggacccagegttttccctectggetccatecctccaagtcca
cctctggtggaacagectgctctgggectgectggtcaaggactactttecctgagectgtgaccgtgtcctggaactctggegcet
ctgacatctggcgtgcacacctttccagectgtgetgcagtcctccggectgtactctectgtectetgtegtgaccgtgecttc
cagctctctgggaacccagacctacatctgcaatgtgaaccacaagccttccaacaccaaggtcgacaagagagtggaaccca
agtcctgcgacaagacaggcggatctgaggtgcagetgectcgaatctggecggaggattggttcagectggeggectctctgaga
ctgtcttgtgctgectccggecttcaccttcgacgattacgeccatcggetggttcagacaggcccctggcaaagagagagaggsg
cgtcagctgcatcagagtgtctgacggctctacctactacgeccgactccgtgaagggcagattcaccatctctcgggacaact
ccaagaacaccctgtacctgcagatgaactccctgagagccgaggataccgetgtgtattattgecgecgetggectccctgtat
acctgcgtgcagtctatcgtgtggcccgeccagaccttactacgacatggactattggggacagggaacactcgtgacagtgtc
tagcggaggcggecggatctacccatacctgtcctccatgtecctgetectccagtggetggeccttecgtgtttetgttccctc
caaagcctaaggacaccctgatgatctctcggacccctgaagtgacctgegtggtggtggatgtgaagcacgaggacccagaa
gtgaagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagcctagagaggaacagtacaactccaccta
cagagtggtgtccgtgctgaccgtgctgcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggecc
tgcctgctcctatcgaaaagaccatctccaaggccaagggacagcccagggaaccccaggtttacaccctgectccatgecgg
gaagagatgaccaagaaccaggtgtccctgtggtgcctggttaagggcttctacccctccgatatcgecgtggaatgggagtc
taatggccagcctgagaacaactacaagaccacacctcctgtgectggactccgacggctcattcttcctgtactccaagetga
cagtggacaagtccagatggcagcagggcaacgtgttctcctgctccgtgatgcacgaggeccctgcacaatcactacacacag
aagtccctgtctctgagccccggcaaa</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="186">
<INSDSeqg>

<INSDSeq length>657</INSDSeq_length>

<INSDSeq_moltype>DNA</INSDSeq_moltype>

<INSDSeq division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..657</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg710">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gacgtcgtgatgacccagtctcctctgtctctgecctgtgacacctggecgagectgectccatctc
ttgcagatcttctcagtccctggtgcactccaaccggaacacctacctgcactggtatctgcagaagcccggacagtctcccc
agctgctgatctacaaggtgtccaacagattctctggecgtgecccgacagattcageggetectggetectggecaccgacttcacc
ctgaagatctctagagtggaagccgaggacgtgggcgtgtactactgctctcagaatacccacgtgccacctacctttggeca
gggcaccaagctggaaatcaagagaaccgtggeccgctccttccgtgttcatcttcccaccatctgacgagcagectgaagtccg
gcacagcttctgtcgtgtgecctgectgaacaacttctaccctcgggaagccaaggtgcagtggaaggtggacaatgecctgeag
tccggcaactcccaagagtctgtgaccgagcaggactccaaggactctacctacagectgtcctccacactgaccctgtctaa
ggccgactacgagaagcacaaggtgtacgcctgtgaagtgacccaccagggectgtctagecctgtgaccaagtctttcaacc
ggggcgagtgce</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="187">
<INSDSeqg>
<INSDSeq_length>1731</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1731</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q711">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggttgaatctggcggaggattggttcagecctggecggctctctgagactgtcttg
tgctgcctctggctacaccttcaccagctacaacatgcactgggtccgacaggecccctggcaaaggattggaatgggtcggag
ctatctaccctggctccggecgatacctcctacaaccagaagttcaagggcagattcaccatctccgtggacaagtccaagaac
accctgtacctgcagatgaactccctgagagccgaggacaccgeccgtgtactattgtgeccagagtggtgtactactccaactc
ctactggtacttcgacgtgtggggccagggaacactggtcacagtgtcctectgettccaccaagggaccctectgtgttccctc
tggctccttccagcaagtctacctectggtggaaccgetgetectgggectgectggtcaaggattactttecctgagectgtgacc
gtgtcctggaattctggtgctctgacctccggegtgcacacctttccagetgtgetgecagtcctetggectgtactctcetgtce
ctctgtcgtgaccgtgccttctagectctctgggcacccagacctacatctgcaacgtgaaccacaageccttccaacaccaagg
tggacaagagagtggaacccaagtcctgcgataagaccggcggatctgaagtccagttggtggaaagcggaggtggacttgtg
cagccaggtggaagcctgagactgagttgtgtggcttctggecgacgtgcacaagatcaactttctcggetggtacaggecaggce
tcccggcaaagaaagggaaaaagtggcccacatctccatcggecgaccagaccgattacgeccgactctgeccaaaggecggttta
ccatctctcgggacgagagcaagaacatggtgtatctccagatgaacagtctgaagcccgaggatacagetgtgtacttctge
cgggccttcageccggatctacccttacgattattggggacagggcaccctggttaccgtttctagtggeggaggeggetctac
ccatacctgtcctccatgtcctgctccacctgtggecggeccttecgtgttcctgtttcctccaaagectaaggacaccctga
tgatctctcggacccctgaagtgacctgegtggtggtggatgtgaaacacgaggatcccgaagtgaagttcaattggtacgtg
gacggcgtggaagtgcacaacgccaagaccaagcctagagaggaacagtacaactccacctaccgegtggtgtectgtgetgac
cgttctgcaccaggactggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggeccctgectgeccccatcgaaaaga
ccatctctaaggctaagggccagcctcgecgagectcaagtctgtacactgectcctageccgggaagagatgaccaagaatcag
gtgtccctgtcctgegecgtgaagggettctacccttctgatatcgeccgtggaatgggagtccaacggeccagectgagaacaa
ctacaagaccacacctcctgtgctggactccgacggctcattcttcctggtgtccaagectgaccgtggataagagcagatggce
agcagggcaacgtgttctcctgectctgtgatgcacgaggccctgcacaaccactatacccagaaatccctgtctectgagecct
ggcaag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="188">
<INSDSeq>
<INSDSeq_length>1773</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1773</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q712">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>gaggtgcagctggtggaatctggcggaggattggttcagecctggecggctctctgagactgtcttg
tgctgcctccggctacaccttcaccagctacaacatgecactgggtccgacaggecccctggcaaaggattggaatgggtcggag
ctatctaccccggectctggecgacacctcctacaaccagaagttcaagggcagattcaccatctccgtggacaagtccaagaac
accctgtacctgcagatgaactccctgagagccgaggacaccgeccgtgtactactgtgeccagagtggtgtactacagcaactc
ctactggtacttcgacgtgtggggccagggcacactggtcacagtttcttccgectccaccaagggacccagegttttccctc
tggctccatcctccaagtctacctectggecggaacagetgetectgggectgectggtcaaggactactttcecctgagectgtgacc
gtgtcctggaactctggecgectctgacatctggecgtgcacacctttccagetgtgetgecagtccteccggectgtactctcectgtce
ctctgtcgtgaccgtgccttccagectctctgggaacccagacctacatctgcaatgtgaaccacaageccttccaacaccaagg
tggacaagagagtggaacccaagtcctgcgataagaccggcggaagcgaagtgcagetgettgaaageggaggtggacttgtg
cagccaggcggaagcctgagattgtecctgtgecgettectggetttaccttcgacgactacgeccatcggetggttcagacaggce
tcccggaaaagagagagagggcgtcagectgcatcagagtgtctgacggctctacctactacgeccgactccgtgaaaggecggt
tcaccatcagccgggacaacagcaagaatactctgtatctccaaatgaacagecctgegegectgaggataccgetgtgtattat
tgcgccgetggectccctgtatacctgegtgecagtctategtgtggecccgeccagaccttactacgacatggattactggggaca
gggaaccctggttaccgtgtctagecggecggaggecggatctacccatacctgtectccatgtecctgetccacctgtggecggec
cttccgtgttcctgtttcctccaaagcctaaggacaccctgatgatctctcggacccctgaagtgacctgegtggtggtggat
gtgaaacacgaggatcccgaagtgaagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagecctagaga
ggaacagtacaactccacctaccgecgtggtgtccgtgectgaccgttctgcatcaggattggctgaacggcaaagagtacaagt
gcaaggtgtccaacaaggccctgecctgecccccatcgaaaagaccatctccaaggccaagggccagectagggaaccccaggtt
tacaccctgccaccttgeccgggaagagatgaccaagaaccaggtgtccctgtggtgectegtgaagggettctacccttecga
tatcgccgtggaatgggagagcaatggccagecctgagaacaactacaagaccacacctcctgtgetggactccgacggetcat
tcttcctgtactccaagectgaccgtggataagtctcggtggcagcagggcaacgtgttctectgetcetgtgatgcacgaggec
ctgcacaaccactatacccagaagtccctgtctctgagccccggcaag</INSDSeq _sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="189">
<INSDSeqg>
<INSDSeq_length>639</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..639</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q713">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gacatccagatgacccagtctccatcctctctgtctgectctgtgggcgacagagtgacaatcac
ctgtagagcctccagctccgtgtcctacatgcactggtatcagcagaagcccggcaaggecccctaagectectgatctacgetc



cttctaatctggcctccggegtgecctctagattttectggetctggatctggcaccgacttcaccctgaccatcagttctcetg
cagcctgaggacttcgccacctactactgccagcagtggtctttcaaccctcctacctttggccagggcaccaaggtggaaat
caagagaaccgtggccgctccttccgtgttcatcttcccaccatctgacgagcagctgaagtccggcacagettetgtegtgt
gcctgcectgaacaacttctaccctcgggaagccaaggtgcagtggaaggtggacaatgecctgecagtccggecaactcccaagag
tctgtgaccgagcaggactccaaggactctacctacagecctgtcctccacactgaccctgtctaaggccgactacgagaagcea
caaggtgtacgcctgtgaagtgacccaccagggactgtctagccccgtgaccaagtccttcaacagaggegagtgt</INSDS
eg_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="190">
<INSDSeqg>
<INSDSeq_length>1740</INSDSeq length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..1740</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q714">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>caagtgcagctgcagcagtcaggtccaggactggtgaagccctcgcagaccctctcactcacctg
tgccatctccggggacagtgtctccagaaacagtgectgtttggaattggatcaggcagtccccatcgagaggecttgagtggce
tgggaaggacatactacaggtccaagtggtataatgattatgcagtatctgtgaaaagtcgaataaccatcaacccagacaca
tccaagaaccagttctccctgcaactgaactctgtgactcccgaggacacggetgtgtattactgtgcaagggggttacgaca
gaaccagttctactactacatggacgtctggggcaaagggaccacggtcaccgtctcctccgectagtaccaagggacccageg
tgttccctctggecaccttccagcaagtctacctctggecggaacagecgetctgggetgtctggtcaaggactactttcccgag
cctgtgaccgtgtcctggaattctggecgectctgaccageggagtgcatacctttccagetgtgetgecagtccteccggectgta
ctctctgtcctctgtecgtgaccgtgecttccagetctetgggcacccagacctacatctgcaatgtgaaccacaagecttcca
acaccaaggtggacaagagggtggaacccaagtcctgcgacaagaccggecggatctgaagtgcagetggtcgagtctggegga
ggattggttcaacctggcggctccctgagactgtcttgtgtggctagecggagatgtgcataagatcaattttctcggetggta
cagacaggcccctggcaaagagagagagaaggtcgecccacatctccatcggecgaccagaccgattacgeccgactctgeccaagg
gcagattcaccatctctcgggacgagtccaagaacatggtgtacctgcagatgaactccctgaagcctgaggataccgecgtg
tacttctgccgggccttctctcggatctacccctacgattattggggccagggcaccctggtcacagtgtcatctggaggegg
cggatctactcacacgtgcccaccgtgcccagcacctccggtggeccggaccgtcagtcttcctcttccccccaaaacccaagg
acaccctcatgatctcgcgaacccctgaggtcacatgegtggtggtggacgtgaaacacgaagaccctgaggtcaagttcaac
tggtacgtggacggcgtggaggtgcataatgccaagacaaageccgecgggaggagcagtacaacagcacgtaccgtgtggtcag
cgtcctcaccgtcctgcaccaggactggectgaatggcaaggagtacaagtgcaaggtctccaacaaageccctcccagecccaa



tcgagaaaaccatctccaaagccaaagggcageccccgagaaccacaggtctgecaccctgeccccatccecgggaggagatgacc
aagaaccaggtcagcctgagctgcgecggtcaaaggecttctatcccagecgacatcgeccgtggagtgggagagcaatgggcecagcec
ggagaacaactacaagaccacgcctcccgtgectggactccgacggecteccttcttcctecgttagcaagctcaccgtggacaaga
gccggtggcagcaggggaacgtcttctcatgectccgtgatgcatgaggetctgcacaaccgecttcacgecagaagagectctcec
ctgtctccgggtaaa</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="191">
<INSDSeqg>
<INSDSeq length>1782</INSDSeq length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq _division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..1782</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q715">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>caagtgcagctgcagcagtcaggtccaggactggtgaagccctcgcagaccctctcactcacctg
tgccatctccggggacagtgtctccagaaacagtgectgtttggaattggatcaggcagtccccatcgagaggecttgagtggc
tgggaaggacatactacaggtccaagtggtataatgattatgcagtatctgtgaaaagtcgaataaccatcaacccagacaca
tccaagaaccagttctccctgcaactgaactctgtgactcccgaggacacggetgtgtattactgtgcaagggggttacgaca
gaaccagttctactactacatggacgtctggggcaaagggaccacggtcaccgtctcctccgectagcaccaagggacccageg
tgttccctctggecaccttccagcaagtctacctctggecggaacagecgetctgggetgtctggtcaaggactactttcccgag
cctgtgaccgtgtcctggaattctggecgectctgaccageggagtgcatacctttccagetgtgetgecagtccteccggectgta
ctctctgtcctctgtecgtgaccgtgecttccagetctetgggcacccagacctacatctgcaatgtgaaccacaagecttcca
acaccaaggtggacaagagggtggaacccaagtcctgcgacaagaccggecggatctgaggtccaattgttggaatctggaggsg
gggctcgtgcagccggggggaagtttgegectttcatgegetgecatcagggtttactttcgacgactacgectattggetggtt
caggcaagcgccgggcaaggaacgecgaaggegtgtcctgecataagagtttcagatggcagtacctattacgecgatagegtca
agggacgattcacgatcagccgggataatagcaaaaatacactttatttgcaaatgaactctcttagggcagaagatactgceg
gtctattattgtgcggccgggtccctttatacctgecgtgcagtctatcgtatggecctgectaggecctattacgatatggatta
ctggggacagggtacactcgtgacggtatccagtggaggcggcggatctactcacacgtgecccaccgtgeccagecacctecegg
tggccggaccgtcagtcttcctcttccccccaaaacccaaggacaccctcatgatctcccgtacccctgaggtcacatgegtg
gtggtggacgtgaaacacgaagaccctgaggtcaagttcaactggtacgtggacggcgtggaggtgcataatgccaagacaaa
gccgegggaggagcagtacaacagcacgtaccgtgtggtcagegtcctcaccgtecctgecaccaggactggectgaatggcaagg
agtacaagtgcaaggtctccaacaaagccctcccagccccaatcgagaaaaccatctccaaagccaaagggcageccccgagaa
ccacaggtctacaccctgcccccatgeccgggaggagatgaccaagaaccaggtcagectgtggtgectggtcaaaggettcta



tcccagcgacatcgeccgtggagtgggagagcaatgggcageccggagaacaactacaagaccacgectcccgtgetggactccg
acggctccttcttcctctatagcaagctcaccgtggacaagageccggtggcagecaggggaacgtcttctcatgeteccgtgatg
catgaggctctgcacaaccactacacgcagaagagcttaagectgtctccgggtaaa</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="192">
<INSDSeqg>
<INSDSeq length>642</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..642</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q716">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gaaatagtgatgacgcagtctccagccaccctgtctgtgtctcccggggaaagagccaccctctc
ctgccgagccagtcagagtgttgccagcaacttagecctggtaccagcagaaacctggeccaggectcccaggectecctcatctatg
gtgcatccaccagagccactggtatcccagccaggttcagtggcagtgggtctgggacagagttcactctcaccatcagecage
ctgcagtctgaagattttgcagtttattactgtcaacagtataataactggccattcactttcggccctgggaccaaagtgga
tatcaaacgtacggtggctgcaccatctgtcttcatcttcccgeccatctgatgagcagttgaaatctggaactgectectgttg
tgtgcctgctgaataacttctatcccagagaggccaaagtacagtggaaggtggataacgeccctccaatcgggtaactcccag
gagagtgtcacagagcaggacagcaaggacagcacctacagcctcagcagcaccctgacgctgagcaaagcagactacgagaa
acacaaagtctacgcctgcgaagtcacccatcagggcctgagectcgecccgtcacaaagagecttcaacaggggagagtgt</IN
SDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="193">
<INSDSeqg>
<INSDSeq_length>1767</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1767</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q717">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggaaagtggaggtggcctggttaagecctggecgggagectgegectgagetg
cgctgccageggecttcactttctcatcttacagcatgaactgggtgegccaggecccctggcaaaggecttgagtgggttagta
gcatcagcggccagtcaaactacatttattacgccgattccgtcaagggcaggtttacaatctcccgtgataatgecgaagaat
agcctctatctccagatgaattccctgecgecgeccgaagatacagecgtgtattactgegegaggggcgggaattactttgttga
atacttccagtactggggccagggtaccctcgtcaccgtttccagtgcaagcaccaagggecccatccgtcttcccecctggeac
cctcctccaagagcacctctgggggcacageggecctgggectgectggtcaaggactacttccccgaaccggtgacggtgtceg
tggaactcaggcgccctgaccagecggegtgcacaccttceccggetgtcctacagtcctcaggactctactccctcagecagegt
ggtgaccgtgccctccagcagettgggcacccagacctacatctgcaacgtgaatcacaagcccagcaacaccaaggtggaca
agagagttgaaccaaaaagctgcgacaagaccggaggatctgaggtccagectgctagagtctggecggaggattggttcagect
ggcggatctctgagactgtcttgtgeccgectctggettcaccttecgacgattacgeccatecggetggttcagacaggeccctgg
caaagagagagagggcgtcagctgcatcagagtgtctgacggctccacctactacgeccgattctgtgaagggcagattcacca
tctcccgecgacaactccaagaacaccctgtacctgcagatgaactccctgegggetgaggacaccgecgtgtactattgtget
gccggctctctgtacacctgtgtgecagtctatcgtgtggecccgeccagaccttactacgacatggactattggggccagggeac
cctagtgaccgtctcaagecggtggecggaggatctacccacacctgtcctccatgeccctgetccacccgtggecggeccatcecg
tgtttctgttccctccaaagcctaaggacaccctgatgatctctcggacccctgaagtgacctgegtggtggtggatgtgaag
cacgaggatcccgaagtgaagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagecctagagaggaaca
gtacaactccacctacagagtggtgtccgtgctgaccgtgectgcaccaggattggctgaacggcaaagagtacaagtgcaagg
tgtccaacaaggccctgecctgecccccatcgaaaagaccatctccaaggccaagggccagectagggaaccccaggtttacacc
ctgccaccttgccgggaagagatgaccaagaaccaggtgtccctgtggtgectcgtgaagggettctacccttecgatatcege
cgtggaatgggagagcaatggccagcctgagaacaactacaagacaacccctcecctgtgetggactccgacggectcattcecttcc
tgtactccaagctgacagtggacaagtccagatggcagcagggcaacgtgttctecctgectccgtgatgcacgaggeccctgceac
aatcactacacccagaagtccctgtctctgtcccctggaaaa</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="194">
<INSDSeqg>
<INSDSeq_length>1725</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1725</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>



<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q718">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagctggtggaaagtggaggtggcctggttaagecctggecgggagectgegectgagetg
cgctgccageggecttcactttctcatcttacagecatgaactgggtgecgccaggecccctggcaaaggecttgagtgggttagta
gcatcagcggccagtcaaactacatttattacgccgattccgtcaagggcaggtttacaatctcccgtgataatgecgaagaat
agcctctatctccagatgaattccctgecgecgeccgaagatacagecgtgtattactgegecgaggggcgggaattactttgttga
atacttccagtactggggccagggtaccctcgtcaccgtttccagtgcaagcaccaagggecccatccgtcttcccecctggeac
cctcctccaagagcacctctgggggcacageggecctgggectgectggtcaaggactacttccccgaaccggtgacggtgtceg
tggaactcaggcgccctgaccagecggegtgcacaccttceccggetgtcctacagtcctcaggactctactccctcagecagegt
ggtgaccgtgccctccagcagettgggcacccagacctacatctgcaacgtgaatcacaagcccagcaacaccaaggtggaca
agagagttgaaccaaaaagctgcgacaagaccggaggatctgaagtgcagectggtcgagtctggecggaggattggttcaacct
ggcggctccctgagactgtcttgtgtggctagecggagatgtgcataagatcaattttcteggetggtacagacaggeccctgg
caaagagagagagaaggtcgcccacatctccatcggecgaccagaccgattacgccgactctgeccaagggecagattcaccatct
ctcgggacgagtccaagaacatggtgtacctgcagatgaactccctgaagcctgaggataccgecgtgtacttctgecgggcec
ttctctcggatctacccctacgattattggggccagggcaccctggtcacagtgtcatctggtggeggaggatctacccacac
ctgtcctccatgeccctgectccaccecgtggecggeccttecgtgttcctgtttcctccaaagecctaaggacaccctgatgatct
ctcggacccctgaagtgacctgegtggtggtggatgtgaagcacgaggatcccgaagtgaagttcaattggtacgtggacggce
gtggaagtgcacaacgccaagaccaagcctagagaggaacagtacaactccacctacagagtggtgtccgtgectgaccgtget
gcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggccctgecctgecccccatcgaaaagaccatct
ctaaggctaagggccagcctcgecgagecctcaagtctgtacactgectcctageccgggaagagatgaccaagaaccaggtgtcc
ctgtcttgcgeccgtgaagggcttctaccctteccgatatcgecgtggaatgggagtccaatggeccagecctgagaacaactacaa
gacaacccctcctgtgectggactccgacggctcattcttcctggtgtccaagectgacagtggacaagtccagatggcageagg
gcaacgtgttctcctgectctgtgatgcacgaggccctgcacaaccggttcacccagaaatccctgtctectgtcccctggecaag
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="195">
<INSDSeq>
<INSDSeq_length>645</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..645</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q719">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gagattgtcctgacacagtcccctggcacccttagecctgtcccccggtgaaagagecgaccctgtc
ctgccgtgcctcacaatacatctcttccaacaatctggecgtggtaccaacagaagcccgggcaagectccccgectectgattt
acggggcatccaatagagccaccgggatccctgatagattctccggecagecggtageggtaccgatttcaccctgaccatctct
cgcctggagecctgaagacttcgeggtgtactattgtcaacagtatgectgattccccaatcacattcggeccagggtactaaget
tgaaatcaagcggacagtggccgcaccgtccgtgttcatcttcccaccttccgacgagcagectgaagtctggcacagectctg
tcgtgtgcctgctgaacaacttctaccctcgggaagccaaggtgcagtggaaggtggacaatgecctgecagteccggecaactcc
caagagtctgtgaccgagcaggactccaaggacagcacctacagcctgtcctccacactgaccctgtccaaggeccgactacga
gaagcacaaggtgtacgcctgcgaagtgacccatcagggecctgtctagecctgtgaccaagtctttcaaccggggecgagtge<
/INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="196">
<INSDSeqg>
<INSDSeq _length>1767</INSDSeq length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..1767</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q745">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gaagtgcagctggttcagtctggcgccgaagtgaagaaacctggecgecctctgtgaaggtgtcctg
caaggcttccggctacaagttctccagctactggatcgagtgggtcaagcaggectcctggacagggactcgagtggatcggag
agatcctgcctggctctgacaccaccaactacaacgagaagttcaaggaccgggccaccttcacctccgacacctctatcaac
accgcctacatggaactgtcccggectgagatctgacgacaccgecgtgtactactgecgccagagacagaggcaactacagagc
ttggtttggctactggggccagggcacactggtcacagtttcttctgcaagcaccaagggaccctectgtgttccctetggcetc



cttccagcaagtctacctctggcggaacagetgectctgggetgectggtcaaggactactttcctgagectgtgaccgtgtcec
tggaactctggcgctctgacatctggegtgcacacctttccagetgtgectgecagtcctececggectgtactctetgtectcetgt
cgtgaccgtgccttccagctctctgggaacccagacctacatctgcaatgtgaaccacaagccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggcggatctgaggtgcagetgttggaatctggeggtggattggttcagect
ggcggctctctgagactgtcttgtgecgettetggettcaccttcgacgactacgeccatcggetggttcagacaggeccctgg
caaagagagagagggcgtcagectgecatcagagtgtctgacggctctacctactacgeccgactccgtgaagggecagattcacca
tctctcgggacaactccaagaacaccctgtacctgcagatgaactccctgagagccgaggacaccgecgtgtactattgtget
gctggctccctgtacacctgtgtgecagtctatecgtgtggecccgeccagaccttactacgacatggattattggggccagggceac
cctggtcacagtttctagcggaggcggaggcagcacccatacctgtcctccatgtectgetcctccagtggetggeccttecg
tgtttctgttccctccaaagcctaaggacaccctgatgatctctcggacccctgaagtgacctgegtggtggtggatgtgaag
cacgaggatcccgaagtgaagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagcctagagaggaaca
gtacaactccacctacagagtggtgtccgtgctgaccgtgctgcaccaggattggctgaacggcaaagagtacaagtgcaagg
tgtccaacaaggccctgecctgectcctatcgaaaagaccatctccaaggccaagggacagcccagggaaccccaggtttacacc
ctgcctccatgeccgggaagagatgaccaagaaccaggtgtcecctgtggtgectggttaagggettctaccccteccgatatcge
cgtggaatgggagtctaatggccagcctgagaacaactacaagaccacacctcctgtgetggactccgacggectcattcttcc
tgtactccaagctgacagtggacaagtccagatggcagcagggcaacgtgttctcctgectccgtgatgcacgaggeccctgceac
aatcactacacccagaagtccctgtctctgagccccggcaaa</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="197">
<INSDSeqg>
<INSDSeq length>1725</INSDSeq length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..1725</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q746">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gaagtgcagctggttcagtctggcgccgaagtgaagaaacctggecgecctctgtgaaggtgtcctg
caaggcttccggctacaagttctccagctactggatcgagtgggtcaagcaggctcctggacagggactcgagtggatcggag
agatcctgcctggctctgacaccaccaactacaacgagaagttcaaggaccgggccaccttcacctccgacacctctatcaac
accgcctacatggaactgtcccggectgagatctgacgacaccgecgtgtactactgecgccagagacagaggcaactacagagc
ttggtttggctactggggccagggcacactggtcacagtttcttctgcaagtactaagggecccctetgtgttccctetggcetc
cttccagcaagtctacctctggecggaacagetgectctgggetgectggtcaaggactactttcctgagectgtgaccgtgtcc
tggaactctggcgctctgacatctggecgtgcacacctttccagetgtgectgecagtcctececggectgtactctectgtectcetgt



cgtgaccgtgccttccagctctctgggaacccagacctacatctgcaatgtgaaccacaagccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggcggatctgaggtgcagetggtggaatctggeggaggattggttcagect
ggcggctctctgagactgtcttgtgtggctagecggecgacgtgcacaagatcaactttctcggetggtacagacaggeccctgg
Ccaaagagagagagaaggtcgcccacatctccatcggecgaccagaccgattacgeccgactctgeccaagggcagattcaccatct
ctcgggacgagtccaagaacatggtgtacctgcagatgaactccctgaagcctgaggataccgecgtgtacttctgecgggcec
ttctctcggatctacccctacgattattggggccagggcaccctggtcacagtttctageggeggaggeggectctacccatac
ctgtcctccatgtcctgectcctccagtggetggecccateccgtgtttctgttccctccaaagecctaaggacaccctgatgatcet
ctcggacccctgaagtgacctgegtggtggtggatgtgaagcacgaggatcccgaagtgaagttcaattggtacgtggacggc
gtggaagtgcacaacgccaagaccaagcctagagaggaacagtacaactccacctacagagtggtgtccgtgetgaccgtgcet
gcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggeccctgectgectcctatcgaaaagaccatct
ccaaggccaagggccagcctcgggaacctcaagtctgtaccctgectcctageccgggaagagatgaccaagaaccaggtgtcec
ctgtcctgtgeccgtgaagggcttctaccctteccgatatcgecgtggaatgggagagcaatggccagectgagaacaactacaa
gaccacacctcctgtgectggactccgacggctcattcttcctggtgtccaagectgacagtggacaagtccagatggcagecagg
gcaacgtgttctcctgctccgtgatgcacgaggccctgcacaacaggttcacccagaagtccctgtctctgagecctggcaag
</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="198">
<INSDSeqg>
<INSDSeq length>642</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..642</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q747">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gacatccagatgacccagtctccatcctctctgtccgecctctgtgggcgacagagtgaccatcac
ctgtagagccagccaggacatctccaactacctgaactggtatcagcagaaacctggecggegetgtgaagttcctgatctact
acacctctcggctgcactccggegtgeccctctagattttctggectctggatccggcaccgactataccctgacaatctccage
ctgcagcctgaggacttcgctacctacttctgccagcaaggecgaggectctgecttggacatttggecggecggaacaaaggtgga
aatcaaacgaactgtggctgcaccatctgtcttcatcttcccgeccatctgatgagcagttgaaatctggaactgectctgttg
tgtgcctgctgaataacttctatcccagagaggccaaagtacagtggaaggtggataacgeccctccaatcgggtaactcccag
gagagtgtcacagagcaggacagcaaggacagcacctacagcctcagcagcaccctgacgctgagcaaagcagactacgagaa
acacaaagtctacgcctgcgaagtcacccatcagggcctgagectcgecccgtcacaaagagecttcaacaggggagagtgt</IN
SDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="199">
<INSDSeqg>
<INSDSeq_length>1767</INSDSeq_length>
<INSDSeq _moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1767</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q748">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagttggtccaatcaggagcagaagtcaaaaaacccggtgcttccgttaaagtatcttg
caaagctagcgggtacaagttctcttcctattggatcgagtgggttaagcaggcacctggacagggtcttgaatggataggceg
aaatccttcccggtagcgacaccacaaactatgctcaaaagttccaagatagagttactttcacttcagatacttccatatct
actgcatatatggaactgtcccgtttgaggagtgatgacacagcagtgtactactgtgecccgtgaccgtggaaactaccgtgce
atggttcggctattggggtcagggtacactcgtaacagtgagctcagcaagcaccaagggaccctctgtgttccctetggetc
cttccagcaagtctacctctggcggaacagectgetectgggectgectggtcaaggactactttecctgagectgtgaccgtgtcc
tggaactctggcgctctgacatctggecgtgcacacctttccagetgtgetgecagtccteccggectgtactectectgtectetgt
cgtgaccgtgccttccagctctctgggaacccagacctacatctgcaatgtgaaccacaageccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggcggatctgaggtacagectgectggaatcaggaggeggettggttcageca
ggaggctcacttcggctctcctgecgecagcaagtgggtttacatttactgattatgctataggetggtttcggcaagecacctgg
taaggaacgcgaaggtgtgtcatgtattcgcgtaagcgacggatcaacatactatgcagacagtgtcaaaggtagatttacta
ttagtcgtgacagctcaaagaatactctgtacttgcaaatgaattcccttcgtgeccgaagatactgecgtttactattgegec
gcaggatcactctacacctgecgtgcagagcattgtttggecctgeccaggecttattatgatatggactattggggccaaggceac
tttggtcactgttagctctggaggcggaggcagcacccatacctgtecctccatgtecctgetectccagtggetggeccttecg
tgtttctgttccctccaaagcctaaggacaccctgatgatctctcggacccctgaagtgacctgegtggtggtggatgtgaag
cacgaggatcccgaagtgaagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagecctagagaggaaca
gtacaactccacctacagagtggtgtccgtgctgaccgtgctgcaccaggattggctgaacggcaaagagtacaagtgcaagg
tgtccaacaaggccctgecctgectcctatcgaaaagaccatctccaaggccaagggacagecccagggaaccccaggtttacacc
ctgcctccatgeccgggaagagatgaccaagaaccaggtgtccctgtggtgectggttaagggettctacccctecgatatcege
cgtggaatgggagtctaatggccagcctgagaacaactacaagaccacacctcctgtgetggactccgacggctcattcttcc
tgtactccaagctgacagtggacaagtccagatggcagcagggcaacgtgttctecctgectccgtgatgecacgaggeccctgceac
aatcactacacccagaagtccctgtctctgagccccggcaaa</INSDSeq sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequenceIDNumber="200">
<INSDSeq>
<INSDSeq_length>1725</INSDSeq_length>
<INSDSeq _moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1725</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q749">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagttggtccaatcaggagcagaagtcaaaaaacccggtgcttccgttaaagtatcttg
caaagctagcgggtacaagttctcttcctattggatcgagtgggttaagcaggcacctggacagggtcttgaatggataggceg
aaatccttcccggtagcgacaccacaaactatgctcaaaagttccaagatagagttactttcacttcagatacttccatatct
actgcatatatggaactgtcccgtttgaggagtgatgacacagcagtgtactactgtgecccgtgaccgtggaaactaccgtgce
atggttcggctattggggtcagggtacactcgtaacagtgagctcagcaagtactaagggcccctctgtgttccctetggetc
cttccagcaagtctacctctggcggaacagectgetctgggectgectggtcaaggactactttectgagectgtgaccgtgtcc
tggaactctggcgctctgacatctggecgtgcacacctttccagetgtgetgecagtccteccggectgtactctectgtectetgt
cgtgaccgtgccttccagctctctgggaacccagacctacatctgcaatgtgaaccacaageccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggcggatctgaggtgcagetggtggaatctggecggaggattggttcagect
ggcggctctectgagactgtcttgtgtggctageggecgacgtgcacaagatcaactttcteggetggtacagacaggeccctgg
caaagagagagagaaggtcgcccacatctccatcggecgaccagaccgattacgccgactctgeccaagggecagattcaccatct
ctcgggacgagtccaagaacatggtgtacctgcagatgaactccctgaagcctgaggataccgecgtgtacttctgecgggcec
ttctctcggatctacccctacgattattggggccagggcaccctggtcacagtttctageggeggaggeggetctacccatac
ctgtcctccatgtcctgectecctccagtggetggeccateccgtgtttectgttccctccaaagecctaaggacaccctgatgatct
ctcggacccctgaagtgacctgegtggtggtggatgtgaagcacgaggatcccgaagtgaagttcaattggtacgtggacggce
gtggaagtgcacaacgccaagaccaagcctagagaggaacagtacaactccacctacagagtggtgtccgtgectgaccgtget
gcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggccctgectgctcctatcgaaaagaccatct
ccaaggccaagggccagcctcgggaacctcaagtctgtaccctgectcctageccgggaagagatgaccaagaaccaggtgtcc
ctgtcctgtgeccgtgaagggcttctaccctteccgatatcgeccgtggaatgggagagcaatggccagectgagaacaactacaa
gaccacacctcctgtgectggactccgacggctcattcttcctggtgtccaagectgacagtggacaagtccagatggcagecagg
gcaacgtgttctcctgctccgtgatgcacgaggccctgcacaacaggttcacccagaagtccctgtctctgagecctggecaag
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="201">
<INSDSeqg>



<INSDSeq_length>642</INSDSeq_length>
<INSDSeq _moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..642</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q750">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gacatccagatgacccagagtccctctagtctctcagcttccgtgggggaccgecgtcactataac
ttgccgtgcctcacaagacatatcaaactacctcaactggtatcaacaaaagcctggaaaagctcctaagtttttgatttatt
acacttccaggctggagtccggtgtcccatccaggttcagecggcagtggaagcggaaccgactatacactgactatttctagce
ttgcaacccgaggactttgccacctattattgccagcaaggtaacgccctgecctggaccttecggtggecggaaccaaggtgga
aatcaagcggacagtggccgcaccgtccgtgttcatcttcccaccttccgacgagcagctgaagtctggecacagectcetgtceg
tgtgcctgctgaacaacttctaccctcgggaagccaaggtgcagtggaaggtggacaatgeccctgecagtccggecaactcccaa
gagtctgtgaccgagcaggactccaaggacagcacctacagcctgtcctccacactgaccctgtccaaggeccgactacgagaa
gcacaaggtgtacgcctgecgaagtgacccatcagggectgtctagecctgtgaccaagtctttcaaccggggegagtge</IN
SDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="202">
<INSDSeqg>
<INSDSeq_length>1767</INSDSeq length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..1767</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q751">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>



<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gaggttcagttggtacaatctggagccgaggtgaaaaaaccaggtgcaagcgtcaaggtttcctg
caaagctagtgggtacaaattcagttcatactggatagagtgggttaagcaagctcctggacaaggtttggagtggattggtg
aaatcttgcctggcagcgatactacaaactacgctcagcagtttcaggaccgcgtaacattcacctctgatacatctatatca
actgcatatatggaacttagcaggctcaggtccgacgacactgeccgtctattactgecgectcgggatagggggaattatcgtgce
ttggtttggttattggggtcaagggacactggttacagtttcttcagcaagcaccaagggaccctectgtgttccctcetggcetc
cttccagcaagtctacctctggcggaacagetgectctgggetgectggtcaaggactactttcctgagectgtgaccgtgtcec
tggaactctggcgctctgacatctggegtgcacacctttccagetgtgectgecagtccteccggectgtactctetgtectcectgt
cgtgaccgtgccttccagctctctgggaacccagacctacatctgcaatgtgaaccacaagccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggcggatctgaggtacagectgectggaatcaggaggeggettggttcageca
ggaggctcacttcggctctcctgecgcagcaagtgggtttacatttactgattatgectataggetggtttcggcaagecacctgg
taaggaacgcgaaggtgtgtcatgtattcgcgtaagcgacggatcaacatactatgcagacagtgtcaaaggtagatttacta
ttagtcgtgacagctcaaagaatactctgtacttgcaaatgaattcccttcgtgeccgaagatactgeccgtttactattgegec
gcaggatcactctacacctgecgtgcagagcattgtttggecctgeccaggecttattatgatatggactattggggccaaggceac
tttggtcactgttagctctggaggcggaggcagcacccatacctgtectccatgtcctgetccteccagtggetggeccttcecg
tgtttctgttccctccaaagcctaaggacaccctgatgatctctcggacccctgaagtgacctgegtggtggtggatgtgaag
cacgaggatcccgaagtgaagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagcctagagaggaaca
gtacaactccacctacagagtggtgtccgtgctgaccgtgctgcaccaggattggctgaacggcaaagagtacaagtgcaagg
tgtccaacaaggccctgecctgectcctatcgaaaagaccatctccaaggccaagggacagcccagggaaccccaggtttacacc
ctgcctccatgeccgggaagagatgaccaagaaccaggtgtcecctgtggtgectggttaagggettctaccccteccgatatcge
cgtggaatgggagtctaatggccagcctgagaacaactacaagaccacacctcctgtgetggactccgacggectcattcttcc
tgtactccaagctgacagtggacaagtccagatggcagcagggcaacgtgttctcctgectccgtgatgcacgaggeccctgceac
aatcactacacccagaagtccctgtctctgagccccggcaaa</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="203">
<INSDSeqg>
<INSDSeq length>1725</INSDSeq length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..1725</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q752">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gaggttcagttggtacaatctggagccgaggtgaaaaaaccaggtgcaagcgtcaaggtttcctg
caaagctagtgggtacaaattcagttcatactggatagagtgggttaagcaagctcctggacaaggtttggagtggattggtg
aaatcttgcctggcagcgatactacaaactacgctcagcagtttcaggaccgcgtaacattcacctctgatacatctatatca
actgcatatatggaacttagcaggctcaggtccgacgacactgeccgtctattactgecgectcgggatagggggaattatcgtgce
ttggtttggttattggggtcaagggacactggttacagtttcttcagcaagtactaagggcccctectgtgttccctetggcetc
cttccagcaagtctacctctggcggaacagetgectctgggetgectggtcaaggactactttcctgagectgtgaccgtgtcec
tggaactctggcgctctgacatctggegtgcacacctttccagetgtgectgecagtccteccggectgtactctetgtectcetgt
cgtgaccgtgccttccagectctctgggaacccagacctacatctgcaatgtgaaccacaagccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggecggatctgaggtgcagetggtggaatctggeggaggattggttcagect
ggcggctctctgagactgtcttgtgtggctagecggecgacgtgcacaagatcaactttctcggetggtacagacaggeccctgg
caaagagagagagaaggtcgcccacatctccatcggecgaccagaccgattacgeccgactctgeccaagggcagattcaccatct
ctcgggacgagtccaagaacatggtgtacctgcagatgaactccctgaagcctgaggataccgecgtgtacttctgecgggcec
ttctctcggatctacccctacgattattggggccagggcaccctggtcacagtttctageggeggaggeggectctacccatac
ctgtcctccatgtcctgectcctccagtggetggecccateccgtgtttctgttccctccaaagecctaaggacaccctgatgatcet
ctcggacccctgaagtgacctgegtggtggtggatgtgaagcacgaggatcccgaagtgaagttcaattggtacgtggacggc
gtggaagtgcacaacgccaagaccaagcctagagaggaacagtacaactccacctacagagtggtgtccgtgetgaccgtgcet
gcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggeccctgectgectcctatcgaaaagaccatct
ccaaggccaagggccagcctcgggaacctcaagtctgtaccctgectcctageccgggaagagatgaccaagaaccaggtgtcec
ctgtcctgtgeccgtgaagggcttctaccctteccgatatcgecgtggaatgggagagcaatggccagecctgagaacaactacaa
gaccacacctcctgtgectggactccgacggctcattcttcctggtgtccaagectgacagtggacaagtccagatggcagecagg
gcaacgtgttctcctgctccgtgatgcacgaggccctgcacaacaggttcacccagaagtccctgtctctgagecctggcaag
</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="204">
<INSDSeqg>
<INSDSeq_length>642</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_ location>1..642</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q753">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gatattcagatgacacaatcccctagcagtctcagtgcctcagtaggggaccgecgtcacaataac
atgtagagcctcccaggatatttctaactacttgaactggtaccagcaaaagcccggtaaagcccctaaattccttatttact
acacaagccgattgcactctggtgtaccatccaggtttagtggaagcggctctggtacagattacacactgaccatttcatcc
ctgcaaccagaggatttcgccacatattactgccaacagggaaacgccctcccttggacctttggtgggggaactaaagttga
gatcaagcggacagtggccgcaccgtccgtgttcatcttcccaccttccgacgagcagectgaagtctggcacagectctgtceg
tgtgcctgctgaacaacttctaccctcgggaagccaaggtgcagtggaaggtggacaatgecctgecagtccggecaactcccaa
gagtctgtgaccgagcaggactccaaggacagcacctacagcctgtcctccacactgaccctgtccaaggccgactacgagaa
gcacaaggtgtacgcctgcgaagtgacccatcagggecctgtctagecctgtgaccaagtctttcaaccggggecgagtge</IN
SDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="205">
<INSDSeqg>
<INSDSeq_length>1767</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1767</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q754">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagcttgttcaaagcggtgcagaggttaagaagcctggagctagecgtaaaagtgtcctg
caaagctagtgggtataagttctctagctactggatcgagtgggtgaaacaageccccagggcaggggttggagtggattggag
aaatactccccggatcagacgccactaactatgcacagaagtttcaagacagggttaccttcacatcagacacatccatatca
accgcatatatggagttgtccaggctgcggagcgacgacaccgectgtctattattgtgeccagggaccgggggaactacagggce
ttggtttgggtactggggacagggtacactcgtcacagtgtcctccgcaagcaccaagggaccctetgtgttccctetggcetc
cttccagcaagtctacctctggcggaacagectgetctgggectgectggtcaaggactactttecctgagectgtgaccgtgtcc
tggaactctggcgctctgacatctggecgtgcacacctttccagetgtgetgecagtcctccggectgtactectectgtectetgt
cgtgaccgtgccttccagctctctgggaacccagacctacatctgcaatgtgaaccacaageccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggcggatctgaggtacagectgectggaatcaggaggeggettggttcageca
ggaggctcacttcggctctcctgecgecagcaagtgggtttacatttactgattatgctataggetggtttcggcaagcacctgg
taaggaacgcgaaggtgtgtcatgtattcgcgtaagcgacggatcaacatactatgcagacagtgtcaaaggtagatttacta
ttagtcgtgacagctcaaagaatactctgtacttgcaaatgaattcccttcgtgeccgaagatactgecgtttactattgegec



gcaggatcactctacacctgecgtgcagagcattgtttggecctgeccaggecttattatgatatggactattggggccaaggceac
tttggtcactgttagctctggaggcggaggcagcacccatacctgtectccatgtectgetectccagtggetggeccttecg
tgtttctgttccctccaaagcctaaggacaccctgatgatctctcggacccctgaagtgacctgegtggtggtggatgtgaag
cacgaggatcccgaagtgaagttcaattggtacgtggacggecgtggaagtgcacaacgccaagaccaagecctagagaggaaca
gtacaactccacctacagagtggtgtccgtgctgaccgtgectgcaccaggattggctgaacggcaaagagtacaagtgcaagg
tgtccaacaaggccctgecctgectcctatcgaaaagaccatctccaaggccaagggacagecccagggaaccccaggtttacacc
ctgcctccatgeccgggaagagatgaccaagaaccaggtgtccctgtggtgectggttaagggettctacccctecgatatcege
cgtggaatgggagtctaatggccagcctgagaacaactacaagaccacacctcctgtgetggactccgacggctcattcttcc
tgtactccaagctgacagtggacaagtccagatggcagcagggcaacgtgttctectgectccgtgatgcacgaggeccctgceac
aatcactacacccagaagtccctgtctctgagccccggcaaa</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="206">
<INSDSeq>
<INSDSeq_length>1725</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1725</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q755">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagcttgttcaaagcggtgcagaggttaagaagcctggagctagecgtaaaagtgtcctg
caaagctagtgggtataagttctctagctactggatcgagtgggtgaaacaageccccagggcaggggttggagtggattggag
aaatactccccggatcagacgccactaactatgcacagaagtttcaagacagggttaccttcacatcagacacatccatatca
accgcatatatggagttgtccaggctgcggagcgacgacaccgectgtctattattgtgeccagggaccgggggaactacagggce
ttggtttgggtactggggacagggtacactcgtcacagtgtcctccgcaagtactaagggecccctetgtgtteccctetggcetc
cttccagcaagtctacctctggcggaacagectgetctgggectgectggtcaaggactactttecctgagectgtgaccgtgtcc
tggaactctggcgctctgacatctggecgtgcacacctttccagetgtgetgecagtcctccggectgtactectectgtectetgt
cgtgaccgtgccttccagctctctgggaacccagacctacatctgcaatgtgaaccacaagccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggcggatctgaggtgcagetggtggaatctggecggaggattggttcagect
ggcggctctectgagactgtcttgtgtggctageggecgacgtgcacaagatcaactttcteggetggtacagacaggecccctgg
caaagagagagagaaggtcgcccacatctccatcggecgaccagaccgattacgccgactctgeccaagggecagattcaccatct
ctcgggacgagtccaagaacatggtgtacctgcagatgaactccctgaagcctgaggataccgecgtgtacttctgecgggcec
ttctctcggatctacccctacgattattggggccagggcaccctggtcacagtttctageggeggaggeggetctacccatac
ctgtcctccatgtcctgectecctccagtggetggeccateccgtgtttectgttccctccaaagecctaaggacaccctgatgatct



ctcggacccctgaagtgacctgegtggtggtggatgtgaagcacgaggatcccgaagtgaagttcaattggtacgtggacggce
gtggaagtgcacaacgccaagaccaagcctagagaggaacagtacaactccacctacagagtggtgtccgtgectgaccgtget
gcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggccctgectgctcctatcgaaaagaccatct
ccaaggccaagggccagcctcgggaacctcaagtctgtaccctgectcctageccgggaagagatgaccaagaaccaggtgtcc
ctgtcctgtgccgtgaagggcttctaccctteccgatatcgecgtggaatgggagagcaatggeccagecctgagaacaactacaa
gaccacacctcctgtgectggactccgacggctcattcttcctggtgtccaagectgacagtggacaagtccagatggcagecagg
gcaacgtgttctcctgctccgtgatgcacgaggccctgcacaacaggttcacccagaagtccctgtctctgageccctggecaag
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="207">
<INSDSeqg>
<INSDSeq_length>642</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..642</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q756">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gatattcagatgacacaatcccctagcagtctcagtgcctcagtaggggaccgcgtcacaataac
atgtagagcctcccaggatatttctaactacttgaactggtaccagcaaaagcccggtaaagcccctaaattecttatttact
acacaagccgattgcactctggtgtaccatccaggtttagtggaagcggctctggtacagattacacactgaccatttcatcc
ctgcaaccagaggatttcgccacatattactgccaacagggaaacgccctcccttggacctttggtgggggaactaaagttga
gatcaagcggacagtggccgcaccgtccgtgttcatcttcccaccttccgacgagcagectgaagtctggcacagectcectgtceg
tgtgcctgctgaacaacttctaccctecgggaagccaaggtgcagtggaaggtggacaatgeccctgecagtccggecaactcccaa
gagtctgtgaccgagcaggactccaaggacagcacctacagcctgtcctccacactgaccctgtccaaggccgactacgagaa
gcacaaggtgtacgcctgecgaagtgacccatcagggectgtctagecctgtgaccaagtctttcaaccggggegagtge</IN
SDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="208">
<INSDSeqg>
<INSDSeq length>1767</INSDSeq length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..1767</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q757">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gaggtgcagttggtccaatcaggagcagaagtcaaaaaacccggtgcttccgttaaagtatcttg
caaagctagcgggtacaagttctcttcctattggatcgagtgggttaagcaggcacctggacagggtcttgaatggataggeg
aaatccttcccggtagcgacaccacaaactatgctcaaaagttccaagatagagttactttcacttcagatacttccatatct
actgcatatatggaactgtcccgtttgaggagtgatgacacagcagtgtactactgtgcccgtgaccgtggaaactaccgtgce
atggttcggctattggggtcagggtacactcgtaacagtgagctcagcaagcaccaagggaccctctgtgttccctcetggetc
cttccagcaagtctacctctggcggaacagetgectctgggetgectggtcaaggactactttcctgagectgtgaccgtgtcec
tggaactctggcgctctgacatctggegtgcacacctttccagetgtgectgecagtcctececggectgtactctetgtectcectgt
cgtgaccgtgccttccagectctctgggaacccagacctacatctgcaatgtgaaccacaagccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggcggatctgaggtacagectgectggaatcaggaggeggettggttcageca
ggaggctcacttcggctctcctgecgcagcaagtgggtttacatttactgattatgectataggetggtttcggcaagecacctgg
taaggaacgcgaaggtgtgtcatgtattcgcgtaagcgacggatcaacatactatgcagacagtgtcaaaggtagatttacta
ttagtcgtgacagctcaaagaatactctgtacttgcaaatgaattcccttcgtgeccgaagatactgeccgtttactattgegec
gcaggatcactctacacctgecgtgcagagcattgtttggecctgeccaggecttattatgatatggactattggggccaaggceac
tttggtcactgttagctctggaggcggaggcagcacccatacctgtectccatgtcctgeteccteccagtggetggeccttcecg
tgtttctgttccctccaaagcctaaggacaccctgatgatctctcggacccctgaagtgacctgegtggtggtggatgtgaag
cacgaggatcccgaagtgaagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagcctagagaggaaca
gtacaactccacctacagagtggtgtccgtgctgaccgtgctgcaccaggattggctgaacggcaaagagtacaagtgcaagg
tgtccaacaaggccctgecctgectcctatcgaaaagaccatctccaaggccaagggacagcccagggaaccccaggtttacacc
ctgcctccatgeccgggaagagatgaccaagaaccaggtgtcecctgtggtgectggttaagggettctaccccteccgatatcge
cgtggaatgggagtctaatggccagcctgagaacaactacaagaccacacctcctgtgetggactccgacggectcattcttcc
tgtactccaagctgacagtggacaagtccagatggcagcagggcaacgtgttctcctgectccgtgatgcacgaggeccctgceac
aatcactacacccagaagtccctgtctctgagccccggcaaa</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="209">
<INSDSeqg>

<INSDSeq length>1724</INSDSeq length>

<INSDSeq_moltype>DNA</INSDSeq_moltype>

<INSDSeq division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..1724</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q758">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>aggtgcagttggtccaatcaggagcagaagtcaaaaaacccggtgcttccgttaaagtatcttgc
aaagctagcgggtacaagttctcttcctattggatcgagtgggttaagcaggcacctggacagggtcttgaatggataggcega
aatccttcccggtagcgacaccacaaactatgctcaaaagttccaagatagagttactttcacttcagatacttccatatcta
ctgcatatatggaactgtcccgtttgaggagtgatgacacagcagtgtactactgtgecccgtgaccgtggaaactaccgtgea
tggttcggctattggggtcagggtacactcgtaacagtgagctcagcaagtactaagggecccctctgtgttccctctggetcc
ttccagcaagtctacctctggcggaacagetgectctgggetgectggtcaaggactactttcctgagectgtgaccgtgtcect
ggaactctggcgctctgacatctggecgtgcacacctttccagetgtgetgecagtccteccggectgtactctetgtectcetgtc
gtgaccgtgccttccagectctctgggaacccagacctacatctgcaatgtgaaccacaageccttccaacaccaaggtggacaa
gagagtggaacccaagtcctgcgataagaccggcggatctgaggtgcagetggtggaatctggeggaggattggttcagectg
gcggctctctgagactgtcttgtgtggctageggegacgtgcacaagatcaactttctecggetggtacagacaggecccctggce
aaagagagagagaaggtcgcccacatctccatcggecgaccagaccgattacgccgactctgeccaagggecagattcaccatctc
tcgggacgagtccaagaacatggtgtacctgcagatgaactccctgaagcctgaggataccgecgtgtacttctgecgggect
tctctcggatctacccctacgattattggggccagggcaccctggtcacagtttctageggeggaggeggctctacccatacc
tgtcctccatgtcctgctcctccagtggetggeccatccgtgtttctgttccctccaaagecctaaggacaccctgatgatctc
tcggacccctgaagtgacctgegtggtggtggatgtgaagcacgaggatcccgaagtgaagttcaattggtacgtggacggeg
tggaagtgcacaacgccaagaccaagcctagagaggaacagtacaactccacctacagagtggtgtccgtgectgaccgtgcetg
caccaggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggccctgectgectcctatcgaaaagaccatctc
caaggccaagggccagcecctcgggaacctcaagtctgtaccctgectcctageccgggaagagatgaccaagaaccaggtgtccc
tgtcctgtgccgtgaagggecttctaccctteccgatatcgecgtggaatgggagagcaatggccagecctgagaacaactacaag
accacacctcctgtgctggactccgacggctcattcttcctggtgtccaagectgacagtggacaagtccagatggcagecaggg
caacgtgttctcctgctccgtgatgcacgaggeccctgcacaacaggttcacccagaagtccctgtctctgagecctggecaagk
/INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="210">
<INSDSeqg>

<INSDSeq length>642</INSDSeq_length>

<INSDSeq_moltype>DNA</INSDSeq_moltype>

<INSDSeq division>PAT</INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..642</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q759">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gacatccagatgacccagagtccctctagtctctcagcttccgtgggggaccgegtcactataac
ttgccgtgcctcacaagacatatcaaactacctcaactggtatcaacaaaagcctggaaaagctcctaagtttttgatttatt
acacttccaggctggagtccggtgtcccatccaggttcagecggcagtggaagecggaaccgactatacactgactatttctage
ttgcaacccgaggactttgccacctattattgccagcaaggtaacgeccctgecctggaccttecggtggecggaaccaaggtgga
aatcaagcggacagtggccgcaccgtccgtgttcatcttcccaccttccgacgagcagectgaagtctggcacagectctgtceg
tgtgcctgctgaacaacttctaccctcgggaagccaaggtgcagtggaaggtggacaatgecctgecagtccggecaactcccaa
gagtctgtgaccgagcaggactccaaggacagcacctacagcctgtcctccacactgaccctgtccaaggccgactacgagaa
gcacaaggtgtacgcctgcgaagtgacccatcagggecctgtctagecctgtgaccaagtctttcaaccggggecgagtge</IN
SDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="211">
<INSDSeq>
<INSDSeq_length>1767</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1767</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q760">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>gaggtgcagttggtccaatcaggagcagaagtcaaaaaacccggtgcttccgttaaagtatcttg
caaagctagcgggtacaagttctcttcctattggatcgagtgggttaagcaggcacctggacagggtcttgaatggataggceg
aaatccttcccggtagcgacaccacaaactatgctcaaaagttccaagatagagttactttcacttcagatacttccatatct
actgcatatatggaactgtcccgtttgaggagtgatgacacagcagtgtactactgtgecccgtgaccgtggaaactaccgtgce
atggttcggctattggggtcagggtacactcgtaacagtgagctcagcaagcaccaagggaccctctgtgttccctetggetc
cttccagcaagtctacctctggcggaacagectgetctgggectgectggtcaaggactactttectgagectgtgaccgtgtcc
tggaactctggcgctctgacatctggecgtgcacacctttccagetgtgetgecagtccteccggectgtactectectgtectetgt
cgtgaccgtgccttccagctctctgggaacccagacctacatctgcaatgtgaaccacaageccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggcggatctgaggtacagectgectggaatcaggaggeggettggttcageca
ggaggctcacttcggctctcctgecgecagcaagtgggtttacatttactgattatgctataggetggtttcggcaagcacctgg
taaggaacgcgaaggtgtgtcatgtattcgcgtaagcgacggatcaacatactatgcagacagtgtcaaaggtagatttacta
ttagtcgtgacagctcaaagaatactctgtacttgcaaatgaattcccttcgtgeccgaagatactgecgtttactattgegec
gcaggatcactctacacctgecgtgcagagcattgtttggecctgeccaggecttattatgatatggactattggggccaaggceac
tttggtcactgttagctctggaggcggaggcagcacccatacctgtectccatgtectgetectccagtggetggeccttecg
tgtttctgttccctccaaagcctaaggacaccctgatgatctctcggacccctgaagtgacctgegtggtggtggatgtgaag
cacgaggatcccgaagtgaagttcaattggtacgtggacggecgtggaagtgcacaacgccaagaccaagcctagagaggaaca
gtacaactccacctacagagtggtgtccgtgctgaccgtgectgcaccaggattggctgaacggcaaagagtacaagtgcaagg
tgtccaacaaggccctgectgectcctatcgaaaagaccatctccaaggccaagggacagecccagggaaccccaggtttacacc
ctgcctccatgeccgggaagagatgaccaagaaccaggtgtccctgtggtgectggttaagggettctacccctecgatatcegce
cgtggaatgggagtctaatggccagcctgagaacaactacaagaccacacctcctgtgetggactccgacggectcattcttcc
tgtactccaagctgacagtggacaagtccagatggcagcagggcaacgtgttctectgectccgtgatgcacgaggeccctgceac
aatcactacacccagaagtccctgtctctgagccccggcaaa</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="212">
<INSDSeqg>
<INSDSeq_length>1725</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1725</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q761">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagttggtccaatcaggagcagaagtcaaaaaacccggtgcttccgttaaagtatcttg
caaagctagcgggtacaagttctcttcctattggatcgagtgggttaagcaggcacctggacagggtcttgaatggataggceg



aaatccttcccggtagcgacaccacaaactatgctcaaaagttccaagatagagttactttcacttcagatacttccatatct
actgcatatatggaactgtcccgtttgaggagtgatgacacagcagtgtactactgtgecccgtgaccgtggaaactaccgtgce
atggttcggctattggggtcagggtacactcgtaacagtgagctcagcaagtactaagggecccctctgtgttccctetggetc
cttccagcaagtctacctctggcggaacagectgetctgggectgectggtcaaggactactttecctgagectgtgaccgtgtcc
tggaactctggcgctctgacatctggecgtgcacacctttccagetgtgetgecagtcctccggectgtactectectgtectetgt
cgtgaccgtgccttccagctctctgggaacccagacctacatctgcaatgtgaaccacaageccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggcggatctgaggtgcagetggtggaatctggecggaggattggttcagect
ggcggctctectgagactgtcttgtgtggctageggecgacgtgcacaagatcaactttcteggetggtacagacaggeccctgg
caaagagagagagaaggtcgcccacatctccatcggecgaccagaccgattacgccgactctgeccaagggecagattcaccatct
ctcgggacgagtccaagaacatggtgtacctgcagatgaactccctgaagcctgaggataccgecgtgtacttctgecgggcec
ttctctcggatctacccctacgattattggggccagggcaccctggtcacagtttctageggeggaggeggetctacccatac
ctgtcctccatgtcctgectecctccagtggetggeccateccgtgtttectgttccctccaaagecctaaggacaccctgatgatct
ctcggacccctgaagtgacctgegtggtggtggatgtgaagcacgaggatcccgaagtgaagttcaattggtacgtggacggce
gtggaagtgcacaacgccaagaccaagcctagagaggaacagtacaactccacctacagagtggtgtccgtgectgaccgtget
gcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggccctgectgctcctatcgaaaagaccatct
ccaaggccaagggccagcctcgggaacctcaagtctgtaccctgectcctageccgggaagagatgaccaagaaccaggtgtcc
ctgtcctgtgccgtgaagggcttctacccttccgatatcgeccgtggaatgggagagcaatggccagectgagaacaactacaa
gaccacacctcctgtgectggactccgacggctcattcttcctggtgtccaagectgacagtggacaagtccagatggcagecagg
gcaacgtgttctcctgctccgtgatgcacgaggccctgcacaacaggttcacccagaagtccctgtctctgagecctggecaag
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="213">
<INSDSeq>
<INSDSeq_length>642</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..642</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q762">
<INSDQualifier_ name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gacatacagatgactcagtctccatcttccctttccgecttctgtgggtgatcgagtaacaattac
atgccgggcatcacaggatatttctaactatcttaattggtatcaacaaaaaccaggtaaggctccaaagtttctgatctatt
atacctctcggctgaacagtggtgtccccagtaggttcagecggtagtggcagecggaactgactacaccctgaccatttcttct
ctgcaacccgaagattttgcaacctactattgtcaacaaggcaacgctcttccttggacctttggcggaggcacaaaggtcga



aataaaacggacagtggccgcaccgtccgtgttcatcttcccaccttccgacgagcagctgaagtctggcacagectetgtceg
tgtgcctgctgaacaacttctaccctcgggaagccaaggtgcagtggaaggtggacaatgecctgecagtccggecaactcccaa
gagtctgtgaccgagcaggactccaaggacagcacctacagcctgtcctccacactgaccctgtccaaggeccgactacgagaa
gcacaaggtgtacgcctgecgaagtgacccatcagggectgtctagecctgtgaccaagtctttcaaccggggegagtge</IN
SDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="214">
<INSDSeqg>
<INSDSeq_length>1767</INSDSeq length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq _division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..1767</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q763">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gaggtgcagcttgttcaaagcggtgcagaggttaagaagcctggagctagcgtaaaagtgtcctg
caaagctagtgggtataagttctctagctactggatcgagtgggtgaaacaagccccagggcaggggttggagtggattggag
aaatactccccggatcagacgccactaactatgcacagaagtttcaagacagggttaccttcacatcagacacatccatatca
accgcatatatggagttgtccaggctgcggagcgacgacaccgetgtctattattgtgccagggaccgggggaactacagggce
ttggtttgggtactggggacagggtacactcgtcacagtgtcctccgcaagcaccaagggaccctectgtgttccctetggcetc
cttccagcaagtctacctctggecggaacagetgectctgggetgectggtcaaggactactttecctgagectgtgaccgtgtcec
tggaactctggcgctctgacatctggegtgcacacctttccagetgtgectgecagtcctececggectgtactctetgtectcetgt
cgtgaccgtgccttccagctctctgggaacccagacctacatctgcaatgtgaaccacaagccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggcggatctgaggtacagectgectggaatcaggaggeggettggttcageca
ggaggctcacttcggctctcctgecgcagcaagtgggtttacatttactgattatgectataggetggtttcggcaagecacctgg
taaggaacgcgaaggtgtgtcatgtattcgcgtaagcgacggatcaacatactatgcagacagtgtcaaaggtagatttacta
ttagtcgtgacagctcaaagaatactctgtacttgcaaatgaattcccttcgtgeccgaagatactgeccgtttactattgegec
gcaggatcactctacacctgecgtgcagagcattgtttggecctgeccaggecttattatgatatggactattggggccaaggceac
tttggtcactgttagctctggaggcggaggcagcacccatacctgtectccatgtcctgetccteccagtggetggeccttcecg
tgtttctgttccctccaaagcctaaggacaccctgatgatctctcggacccctgaagtgacctgegtggtggtggatgtgaag
cacgaggatcccgaagtgaagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagcctagagaggaaca
gtacaactccacctacagagtggtgtccgtgctgaccgtgctgcaccaggattggctgaacggcaaagagtacaagtgcaagg
tgtccaacaaggccctgecctgectcctatcgaaaagaccatctccaaggccaagggacagecccagggaaccccaggtttacacc
ctgcctccatgeccgggaagagatgaccaagaaccaggtgtcecctgtggtgectggttaagggettctaccccteccgatatcge



cgtggaatgggagtctaatggccagcctgagaacaactacaagaccacacctcctgtgetggactccgacggectcattcttcc
tgtactccaagctgacagtggacaagtccagatggcagcagggcaacgtgttctcctgectccgtgatgcacgaggeccctgceac
aatcactacacccagaagtccctgtctctgagccccggcaaa</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="215">
<INSDSeqg>
<INSDSeq_length>1725</INSDSeq length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..1725</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q764">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gaagtgcagttggtgcagtctggggccgaagttaagaaaccaggggcctctgttaaagtaagttg
caaggcttccggttacaagttttcaagctactggatcgagtgggtcaagcaggccccaggccaagggttggaatggataggag
agatccttccagggagcgatgccacaaactacgcccaaaaattccaggacagggttacttttactagtgacacttccatatca
acagcctatatggagctgtcccgattgecgectccgatgatactgecgtgtactattgecgeccagggatagaggcaattaccgegce
atggtttggatactgggggcagggaacacttgtgacagttagctccgcaagcaccaagggcccatccgtcttccccctggeac
cctcctccaagagcacctctgggggcacageggecctgggetgectggtcaaggactacttccccgaaccggtgacggtgtceg
tggaactcaggcgccctgaccageggegtgecacaccttcccggetgtcctacagtcctcaggactctactccctcagecagegt
ggtgaccgtgccctccagcagcettgggcacccagacctacatctgcaacgtgaatcacaagcccagcaacaccaaggtggaca
agagagttgaaccaaaaagctgtgataaaaccggaggttcagacgtgcagttggtggaatctggaggecggtgttgtacagecc
ggcggctctttgagactctcatgtgtcgccagecggctacgtacacaagatcaatttttatggectggtataggcaagetcccgg
taaagagcgcgagaaagtcgctcatattagcatcggagatcagactgactacgccgactccgctaaagggecgcttcaccatat
ctagggatgaatcaaagaacactgtgtatctccagatgaactctctccgcccagaggatactgeccgecttactattgtcgtgcet
ctttcccgtatatggeccttatgattactggggacaggggacattggttactgtgagttctggtggecggaggatctacccacac
ctgtcctccatgeccctgectccaccecgtggecggecctteccgtgttectgtttcctccaaagecctaaggacaccctgatgatcet
ctcggacccctgaagtgacctgegtggtggtggatgtgaagcacgaggatcccgaagtgaagttcaattggtacgtggacggc
gtggaagtgcacaacgccaagaccaagcctagagaggaacagtacaactccacctacagagtggtgtccgtgetgaccgtgcet
gcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggeccctgectgecccccatcgaaaagaccatct
ctaaggctaagggccagcctcgecgagecctcaagtctgtacactgectcctageccgggaagagatgaccaagaaccaggtgtcc
ctgtcttgcgeccgtgaagggcttctaccctteccgatatcgecgtggaatgggagtccaatggccagecctgagaacaactacaa
gacaacccctcctgtgetggactccgacggctcattcttcctggtgtccaagectgacagtggacaagtccagatggecagecagg
gcaacgtgttctcctgectctgtgatgcacgaggccctgcacaaccggttcacccagaaatccctgtctctgtcccctggecaag



</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="216">
<INSDSeqg>
<INSDSeq length>642</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..642</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q765">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>gatattcagatgacacaatcccctagcagtctcagtgcctcagtaggggaccgecgtcacaataac
atgtagagcctcccaggatatttctaactacttgaactggtaccagcaaaagcccggtaaagcccctaaattccttatttact
acacaagccgattgcactctggtgtaccatccaggtttagtggaagcggctctggtacagattacacactgaccatttcatcc
ctgcaaccagaggatttcgccacatattactgccaacagggaaacgccctcccttggacctttggtgggggaactaaagttga
gatcaagcggacagtggccgcaccgtccgtgttcatcttcccaccttccgacgagcagectgaagtctggcacagectctgtceg
tgtgcctgctgaacaacttctaccctcgggaagccaaggtgcagtggaaggtggacaatgecctgecagtccggecaactcccaa
gagtctgtgaccgagcaggactccaaggacagcacctacagcctgtcctccacactgaccctgtccaaggccgactacgagaa
gcacaaggtgtacgcctgcgaagtgacccatcagggecctgtctagecctgtgaccaagtctttcaaccggggecgagtge</IN
SDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="217">
<INSDSeqg>
<INSDSeq_length>1767</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1767</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>



<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q766">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagttggtccaatcaggagcagaagtcaaaaaacccggtgcttccgttaaagtatcttg
caaagctagcgggtacaagttctcttcctattggatcgagtgggttaagcaggcacctggacagggtcttgaatggataggceg
aaatccttcccggtagcgacaccacaaactatgctcaaaagttccaagatagagttactttcacttcagatacttccatatct
actgcatatatggaactgtcccgtttgaggagtgatgacacagcagtgtactactgtgecccgtgaccgtggaaactaccgtgce
atggttcggctattggggtcagggtacactcgtaacagtgagctcagcaagcaccaagggaccctctgtgttccctetggetc
cttccagcaagtctacctctggcggaacagectgetctgggectgectggtcaaggactactttectgagectgtgaccgtgtcc
tggaactctggcgctctgacatctggecgtgcacacctttccagetgtgetgecagtccteccggectgtactectectgtectetgt
cgtgaccgtgccttccagctctctgggaacccagacctacatctgcaatgtgaaccacaageccttccaacaccaaggtggaca
agagagtggaacccaagtcctgcgataagaccggcggatctgaggtacagectgectggaatcaggaggeggettggttcageca
ggaggctcacttcggctctcctgecgecagcaagtgggtttacatttactgattatgctataggetggtttcggcaagcacctgg
taaggaacgcgaaggtgtgtcatgtattcgcgtaagcgacggatcaacatactatgcagacagtgtcaaaggtagatttacta
ttagtcgtgacagctcaaagaatactctgtacttgcaaatgaattcccttcgtgeccgaagatactgecgtttactattgegec
gcaggatcactctacacctgecgtgcagagcattgtttggecctgeccaggecttattatgatatggactattggggccaaggceac
tttggtcactgttagctctggaggcggaggcagcacccatacctgtectccatgtectgetectccagtggetggeccttecg
tgtttctgttccctccaaagcctaaggacaccctgatgatctctcggacccctgaagtgacctgegtggtggtggatgtgaag
cacgaggatcccgaagtgaagttcaattggtacgtggacggecgtggaagtgcacaacgccaagaccaagecctagagaggaaca
gtacaactccacctacagagtggtgtccgtgctgaccgtgctgcaccaggattggctgaacggcaaagagtacaagtgcaagg
tgtccaacaaggccctgecctgectcctatcgaaaagaccatctccaaggccaagggacagecccagggaaccccaggtttacacc
ctgcctccatgeccgggaagagatgaccaagaaccaggtgtccctgtggtgectggttaagggettctacccctecgatatcege
cgtggaatgggagtctaatggccagcctgagaacaactacaagaccacacctcctgtgetggactccgacggectcattcttcc
tgtactccaagctgacagtggacaagtccagatggcagcagggcaacgtgttctecctgectccgtgatgcacgaggeccctgceac
aatcactacacccagaagtccctgtctctgagccccggcaaa</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="218">
<INSDSeq>
<INSDSeq_length>1725</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1725</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q767">
<INSDQualifier name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gaggtgcagttggtccaatcaggagcagaagtcaaaaaacccggtgcttccgttaaagtatcttg
caaagctagcgggtacaagttctcttcctattggatcgagtgggttaagcaggcacctggacagggtcttgaatggataggceg
aaatccttcccggtagcgacaccacaaactatgctcaaaagttccaagatagagttactttcacttcagatacttccatatct
actgcatatatggaactgtcccgtttgaggagtgatgacacagcagtgtactactgtgecccgtgaccgtggaaactaccgtgce
atggttcggctattggggtcagggtacactcgtaacagtgagctcagcaagcaccaagggaccctctgtgttccctectggetc
cttccagcaagtctacctctggcggaacagectgetctgggectgectggtcaaggactactttecctgagectgtgaccgtgtcc
tggaactctggcgctctgacatctggecgtgcacacctttccagetgtgetgecagtccteccggectgtactectectgtectetgt
cgtgaccgtgccttccagctctctgggaacccagacctacatctgcaatgtgaaccacaageccttccaacaccaaggtggaca
agagagtggaaccaaaaagctgtgacaagactggtggctcagacgtacaattggttgaaagtggtgggggcgtagtccagecc
ggaggcagcctccgactttcctgegtcgcatctggatacgtccataaaatcaacttttacggectggtacagacaagcaccagg
gaaagagcgggaaaaagttgcccacatatccattggecgaccagacagattatgeccgacagecgccaagggtcgatttactataa
gtcgggacgaatcaaagaatactgtgtatctccagatgaacagtcttcgacctgaagacaccgeccgecttattattgtaggget
ttgtccaggatctggccatacgattactgggggcaagggacactcgtaaccgttagttctggtggecggaggatctacccacac
ctgtcctccatgeccctgectccaccecgtggecggeccttecgtgttcctgtttcctccaaagecctaaggacaccctgatgatct
ctcggacccctgaagtgacctgegtggtggtggatgtgaagcacgaggatcccgaagtgaagttcaattggtacgtggacggce
gtggaagtgcacaacgccaagaccaagcctagagaggaacagtacaactccacctacagagtggtgtccgtgectgaccgtget
gcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggccctgecctgecccccatcgaaaagaccatct
ctaaggctaagggccagcctcgecgagecctcaagtctgtacactgectcctageccgggaagagatgaccaagaaccaggtgtcc
ctgtcttgcgeccgtgaagggcttctaccctteccgatatcgecgtggaatgggagtccaatggeccagecctgagaacaactacaa
gacaacccctcctgtgectggactccgacggctcattcttcctggtgtccaagectgacagtggacaagtccagatggcagecagg
gcaacgtgttctcctgectctgtgatgcacgaggccctgcacaaccggttcacccagaaatccctgtctectgtcccctggecaag
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="219">
<INSDSeqg>
<INSDSeq_length>642</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..642</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q768">
<INSDQualifier_ name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier value>constructo
sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gacatccagatgacccagagtccctctagtctctcagcttccgtgggggaccgecgtcactataac
ttgccgtgcctcacaagacatatcaaactacctcaactggtatcaacaaaagcctggaaaagctcctaagtttttgatttatt
acacttccaggctggagtccggtgtcccatccaggttcagecggcagtggaagcggaaccgactatacactgactatttctagce
ttgcaacccgaggactttgccacctattattgccagcaaggtaacgccctgecctggaccttcggtggecggaaccaaggtgga
aatcaagcggacagtggccgcaccgtccgtgttcatcttcccaccttccgacgagcagctgaagtctggecacagectcetgtceg
tgtgcctgctgaacaacttctaccctecgggaagccaaggtgcagtggaaggtggacaatgecctgecagtccggecaactcccaa
gagtctgtgaccgagcaggactccaaggacagcacctacagcctgtcctccacactgaccctgtccaaggeccgactacgagaa
gcacaaggtgtacgcctgecgaagtgacccatcagggectgtctagecctgtgaccaagtctttcaaccggggegagtge</IN
SDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="220">
<INSDSeqg>
<INSDSeq length>103</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..103</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q770">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTADLGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSC</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="221">
<INSDSeqg>
<INSDSeq length>110</INSDSeq_length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q772">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQ
YNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="222">
<INSDSeqg>
<INSDSeq length>109</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q774">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier value>synthetic construct</INSDQualifier value>
<NonEnglishQualifier_value>constructo
sintético</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>APPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQY



NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAK</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
</ST26Sequencelisting>



