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<ST26SequencelListing originalFreeTextLanguageCode="en" nonEnglishFreeTextlLanguageCode="es" dtdVersion="V1_3" fileName="30698_WO_SL.xml" softwareName="WIPO Sequence" softwareVersion="2.3.0" productionDate="2024-10-

31">
<ApplicationIdentification>
<IPOfficeCode>WO</IPOfficeCode>
<ApplicationNumberText> </ApplicationNumberText>
<FilingDate> </FilingDate>
</ApplicationIdentification>
<ApplicantFileReference>30698_WO_SL</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/600,468</ApplicationNumberText>
<FilingDate>2023-11-17</FilingDate>
</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="es">Eli Lilly and Company</ApplicantName>
<ApplicantNamelLatin>Eli Lilly and Company</ApplicantNamelLatin>

<InventionTitle languageCode="en">COMPOUNDS FOR THE TREATMENT OF DIABETES OR OBESITY</InventionTitle>
<InventionTitle languageCode="es">COMPUESTOS PARA EL TRATAMIENTO DE LA DIABETES O LA OBESIDAD</InventionTitle>

<SequenceTotalQuantity>81</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql1l">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q2">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g6">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-epsilon-Lysine-CO-

(CH2)18-C02H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con dcido gamma-glutdmico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-épsilon-

lisina-CO-(CH2)18-C0O2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg1@">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg11">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q12">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q13">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-epsilon-Lysine-CO-

(CH2)18-C02H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacidén del grupo épsilon-amino de la cadena lateral de lisina con acido gamma-glutdmico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-épsilon-
lisina-CO-(CH2)18-C0O2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql14">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKLLEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="3">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg15">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql6">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q17">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q18">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q19">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q20">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-PKE-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacidén del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)-PKE-acido gamma-glutamico-CO-
(CH2)18-C02H.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">
<INSDSeq>
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<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q22">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg24">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q25">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q26">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_ value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with 6-amino-hexanoic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-gamma-Glutamic acid-
CO-(CH2)18-C02H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con dcido 6-amino-hexanoico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-gamma-
4dcido glutamico-CO-(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q28">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="5">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q29">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g3@">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g31">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg32">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q33">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q34">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-6-amino-hexanoic acid-

CO-(CH2)18-C02H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con &cido gamma-glutdmico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-6-4cido-
amino-hexanoico-CO-(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g35">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="6">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q38">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g4@">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q41">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-GKEKEKE-CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente mediante la conjugacién del grupo épsilon-amino de la cadena lateral de lisina con acido gamma-glutamico-GKEKEKE-CO-(CH2)18-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q42">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="7">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg43">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q44">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg45">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q46">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q48">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with Glycine-(Beta-Alanine)3-gamma-Glutamic acid-CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente mediante la conjugacién del grupo épsilon-amino de la cadena lateral de lisina con glicina-(beta-alanina)3-dcido gamma-glutdmico-CO-(CH2)18-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="8">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q50">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g51">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg52">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q53">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q54">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g55">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with Glycine-(Beta-Alanine)4-gamma-Glutamic acid-CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente mediante la conjugacién del grupo épsilon-amino de la cadena lateral de lisina con glicina-(beta-alanina)4-dcido gamma-glutdmico-CO-(CH2)18-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g56">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="9">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q57">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q58">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g59">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg6@">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q61">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg62">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-KEKEKE-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)-KEKEKE-acido gamma-glutamico-
CO-(CH2)18-CO2H.</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="10">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q65">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q66">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q68">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg69">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (Beta-Alanine)-Serine-(Beta-Alanine)-Serine-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacioén del grupo épsilon-amino de la cadena lateral de lisina con (beta-alanina)-serina-(beta-alanina)-serina-dcido gamma-glutdmico-

CO-(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g7@">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="11">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q71">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q72">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_guals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q74">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_ value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q76">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-PKE-6-amino-hexanoic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacioén del grupo épsilon-amino de la cadena lateral de lisina con dcido gamma-glutdmico-PKE-6-amino-hexanoico-CO-(CH2)18-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="12">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_name>organism</INSDQualifier_name>
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<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonkEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q80">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g82">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-epsilon-Lysine-CO-

(CH2)16-C02H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con &cido gamma-glutdmico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-épsilon-
lisina-CO-(CH2)16-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg84">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKLLEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="13">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g85">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonkEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q86">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q88">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_ value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9@">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-PKE-epsilon-Lysine-CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con dcido gamma-glutamico-PKE-épsilon-lisina-CO-(CH2)18-
CO2H</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="14">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q94">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q95">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q96">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q97">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-PPP-epsilon-Lysine-CO-(CH2)18-CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con dcido gamma-glutdmico-PPP-épsilon-1lisina-CO-(CH2)18-
CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg98">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="15">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q99">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q100">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qle1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q1@2">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q1@3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qle4">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-PPPPPP-CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacidén del grupo épsilon-amino de la cadena lateral de lisina con acido gamma-glutamico-PPPPPP-CO-(CH2)18-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql1@5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="16">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql@6">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q107">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q108">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q109">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql10">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q111">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-PEPEPE-CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacioén del grupo épsilon-amino de la cadena lateral de lisina con dcido gamma-glutdmico-PEPEPE-CO-(CH2)18-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q112">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="17">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q113">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonkEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q114">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q115">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q116">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_guals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q117">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q118">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-epsilon-Lysine-CO-

(CH2)18-C02H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con &dcido gamma-glutdmico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)2-
épsilon-1lisina-CO-(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q119">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="18">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q120">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q121">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql122">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_ value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q123">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q124">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q125">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-epsilon-Lysine-gamma-Glutamic acid-epsilon-Lysine-CO-(CH2)18-

CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacidén del grupo épsilon-amino de la cadena lateral de lisina con acido gamma-glutamico-épsilon-lisina- acido gamma-glutamico-
épsilon-lisina-CO-(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql126">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="19">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q127">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q128">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q129">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q130">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q131">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg132">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-epsilon-Lysine-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-
epsilon-Lysine-CO-(CH2)18-C02H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con dcido gamma-glutamico-épsilon-lisina-(2-[2-(2-amino-etoxi)-etoxi]-
acetil)-épsilon-1lisina-CO-(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q133">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="20">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q134">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q135">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q136">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q137">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q138">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q139">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="21">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql40">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_guals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q141">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql142">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q143">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q144">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q145">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-epsilon-Lysine-CO-

(CH2)16-CO2H</INSDQualifier_value>

260507 30698 WOQO_SeqList_es (1).xml

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con &cido gamma-glutdmico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-épsilon-

lisina-CO-(CH2)16-C0O2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q146">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="22">
<INSDSeqg>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..44</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q147">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q148">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal Pyroglutamic acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido piroglutdmico N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q149">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q150">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q151">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>35</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q152">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-epsilon-Lysine-CO-

(CH2)18-C02H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacidén del grupo épsilon-amino de la cadena lateral de lisina con dcido gamma-glutamico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-épsilon-
lisina-CO-(CH2)18-C0O2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q153">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XGSPSGIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="23">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q154">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q155">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal Pyroglutamic acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido piroglutdmico N-terminal</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q156">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_guals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q157">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q158">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
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<INSDFeature_location>44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q159">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XGSPSGIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="24">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q160">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q161">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal Pyroglutamic acid</INSDQualifier_value>
<NonEnglishQualifier_ value>Acido piroglutdmico N-terminal</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql162">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q163">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q164">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_guals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>35</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q165">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-epsilon-Lysine-CO-

(CH2)16-C02H</INSDQualifier_value>
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<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con &cido gamma-glutdmico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-épsilon-

lisina-CO-(CH2)16-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q166">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XGSPSGIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="25">
<INSDSeq>
<INSDSeq_length>43</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q167">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q168">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Gamma-glutamic acid is chemically modified by conjugation of the alpha-amino group of the gamma-glutamic acid side chain with the carboxylic acid group of (2-[2-(2-Amino-ethoxy)-

ethoxy]-acetyl)-epsilon-Lysine-CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>El acido gamma-glutamico se modifica quimicamente por conjugacién del grupo alfa-amino de la cadena lateral del acido gamma-glutadmico con el grupo acido carboxilico de (2-[2-(2-
amino-etoxi)-etoxi]-acetil)-épsilon-1lisina-CO-(CH2)18-C0O2H</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q169">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql170">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q171">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q172">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XGSPSIVTSLDVPTXLLQKILEQERAEKARQQATEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="26">
<INSDSeq>
<INSDSeq_length>43</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q173">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q174">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Gamma-glutamic acid is chemically modified by conjugation of the alpha-amino group of the gamma-glutamic acid side chain with the carboxylic acid group of (2-[2-(2-Amino-ethoxy)-

ethoxy]-acetyl)-K-CO-(CH2)18-CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>El acido gamma-glutamico se modifica quimicamente por conjugacién del grupo alfa-amino de la cadena lateral del acido gamma-glutadmico con el grupo acido carboxilico de (2-[2-(2-
amino-etoxi)-etoxi]-acetil)-K-CO-(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q175">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q176">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql177">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q178">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XGSPSIVTSLDVPTXLLQKILEQERAEKARQQATEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="27">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q179">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q180">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q181">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q182">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q183">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKILEQERAEKARQQATEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="28">
<INSDSeq>
<INSDSeq_length>43</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q184">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q185">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Gamma-glutamic acid is chemically modified by conjugation of the alpha-amino group of the gamma-glutamic acid side chain with the carboxylic acid group of (2-[2-(2-Amino-ethoxy)-
ethoxy]-acetyl)-epsilon-Lysine-CO-(CH2)16-CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>El acido gamma-glutamico se modifica quimicamente por conjugacién del grupo alfa-amino de la cadena lateral del acido gamma-glutadmico con el grupo acido carboxilico de (2-[2-(2-
amino-etoxi)-etoxi]-acetil)-épsilon-1lisina-CO-(CH2)16-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q186">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q187">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q188">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q189">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XGSPSIVTSLDVPTXLLQKILEQERAEKARQQATEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="29">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q190">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q191">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q192">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q193">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantiémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q194">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q195">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-4cido gamma-glutdmico-CO-

(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q196">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="30">
<INSDSeqg>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q197">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q198">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q199">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q200">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantiémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g201">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q202">
<INSDQualifier_name>note</INSDQualifier_name>

260507 30698 WOQO_SeqList_es (1).xml

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-gamma-Glutamic acid-

CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con &cido gamma-glutdmico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)- &cido

gamma-glutamico-CO-(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg203">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="31">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q204">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q205">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q206">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q207">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantiémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q208">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q209">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (gamma-Glutamic acid)2-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-CO-(CH2)18-

CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacidén del grupo épsilon-amino de la cadena lateral de lisina con (acido gamma-glutamico)2-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-CO-
(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q210">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="32">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q211">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q212">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q213">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg214">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantidémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q215">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg216">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-epsilon-Lysine-gamma-Glutamic acid-CO-
(CH2)18-C02H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacioén del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)-épsilon-lisina-dcido gamma-
glutdmico-CO-(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q217">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="33">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q218">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q219">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q220">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q221">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantidémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg222">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg223">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-gamma-Glutamic acid-epsilon-Lysine-CO-
(CH2)18-C02H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacion del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)-épsilon-lisina-dcido-gamma-
glutdmico-CO-(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q224">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="34">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q225">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q226">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q227">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q228">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantiémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg229">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q230">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with epsilon-Lysine-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-gamma-Glutamic acid-CO-

(CH2)18-CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con épsilon-lisina-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-dcido gamma-
glutdmico-CO-(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g231">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="35">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q232">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg233">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q234">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q235">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantiémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg236">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q237">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with epsilon-Lysine-gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-CO-

(CH2)18-C02H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con épsilon-lisina-dcido gamma-glutamico-(2-[2-(2-amino-etoxi)-etoxi]-
acetil)-CO-(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q238">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="36">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q239">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q240">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q241">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg242">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantiémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q243">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q244">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-epsilon-Lysine-CO-

(CH2)18-CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacidén del grupo épsilon-amino de la cadena lateral de lisina con acido gamma-glutamico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-épsilon-
lisina-CO-(CH2)18-C0O2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q245">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="37">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q246">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q247">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q248">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q249">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantidémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q250">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g251">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-epsilon-Lysine-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-CO-

(CH2)18-C02H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacioén del grupo épsilon-amino de la cadena lateral de lisina con dcido gamma-glutdmico-épsilon-lisina-(2-[2-(2-amino-etoxi)-etoxi]-
acetil)-CO-(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g252">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="38">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q253">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q254">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg255">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q256">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantidémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg257">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg258">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-gamma-Glutamic acid-epsilon-Lysine-CO-(CH2)18-

CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con dcido gamma-glutdmico-acido gamma-glutdmico-épsilon-lisina-CO-
(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q259">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="39">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q260">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonkEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg261">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q262">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg263">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantiémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg264">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q265">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-epsilon-Lysine-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con dcido gamma-glutadmico-épsilon-lisina-acido gamma-glutamico-CO-
(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg266">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="40">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q267">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q268">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q269">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g270">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantiémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg271">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q272">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with epsilon-Lysine-(gamma-Glutamic acid)2-CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con épsilon-lisina-(acido gamma-glutamico)2-CO-(CH2)18-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q273">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="41">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q274">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q275">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q276">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q277">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantidémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q278">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg279">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q280">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-acido gamma-glutdmico-CO-
(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg281">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTXLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="42">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q282">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q283">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q284">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg285">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantiémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q286">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q287">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_ value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q288">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-acido gamma-glutamico-CO-
(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q289">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPIXLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="43">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q290">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg291">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg292">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q293">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantidémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q294">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="qg295">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with GKEKEKE-gamma-Glutamic acid-CO-(CH2)18-CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con GKEKEKE-acido gamma-glutamico-CO-(CH2)18-
CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q296">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="44">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q297">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q298">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q299">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_ value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q300">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonkEnglishQualifier_value>d-enantiémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_guals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q301">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q302">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-(gamma-Glutamic acid)2-CO-(CH2)18-
CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)-(4cido gamma-glutamico)2-CO-
(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3@3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPTGLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="45">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g304">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3@5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>gamma-Glutamic acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido gamma-glutdmico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
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<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q306">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q307">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantiémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q308">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g3@9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g310">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-acido gamma-glutdmico-CO-
(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g311">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XGPSIVTSLDVPIXLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="46">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q312">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g313">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q314">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q315">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantidémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q316">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g317">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q318">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g319">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-epsilon-Lysine-CO-

(CH2)18-C02H</INSDQualifier_value>

260507 30698 WOQO_SeqList_es (1).xml

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con dcido gamma-glutdmico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-épsilon-

lisina-CO-(CH2)18-C0O2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g320">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PPPIVTSLDVPTXLLQKXLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="47">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q321">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g322">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q323">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>10@</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q324">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantidémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q325">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q326">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q327">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-epsilon-Lysine-CO-

(CH2)18-C02H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con &cido gamma-glutdmico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-épsilon-

lisina-CO-(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g328">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PPPIVTSLDVPTXLLQKLLEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="48">
<INSDSeqg>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
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</INSDQualifier>
<INSDQualifier id="qg329">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q330">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g331">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g332">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q333">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q334">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with gamma-Glutamic acid-(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-epsilon-Lysine-CO-

(CH2)18-C02H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacidén del grupo épsilon-amino de la cadena lateral de lisina con dcido gamma-glutamico-(2-[2-(2-amino-etoxi)-etoxi]-acetil)-épsilon-
lisina-CO-(CH2)18-C0O2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q335">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PPPIVTSLDVPTXLLQKLLEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="49">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q336">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q337">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-methylated Isoleucine</INSDQualifier_value>
<NonEnglishQualifier_value>Isoleucina N-metilada</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g338">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g339">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>
<NonkEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-acido gamma-glutdmico-CO-
(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q340">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPIGLLQKLIEQEKQEKEKQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<SequenceData sequenceIDNumber="50">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g341">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q342">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-methylated Isoleucine</INSDQualifier_value>
<NonEnglishQualifier_value>Isoleucina N-metilada</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q343">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q344">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-acido gamma-glutamico-CO-
(CH2)18-C0O2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q345">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPIGLLQKLLEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="51">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q346">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q347">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q348">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q349">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantidémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q350">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g351">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q352">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (gamma-Glutamic acid)2-CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacidén del grupo épsilon-amino de la cadena lateral de lisina con (acido gamma-glutamico)2-CO-(CH2)18-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q353">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPIXLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="52">
<INSDSeq>
<INSDSeq_length>43</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q354">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q355">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Gamma-glutamic acid is chemically modified by conjugation of the alpha-amino group of the gamma-glutamic acid side chain with the carboxylic acid group of (2-[2-(2-Amino-ethoxy)-

ethoxy]-acetyl)-2,3-Diaminopropionic Acid-CO-(CH2)18-CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>El acido gamma-glutdmico se modifica quimicamente por conjugacidén del grupo alfa-amino de la cadena lateral del acido gamma-glutdmico con el grupo acido carboxilico de (2-[2-(2-

amino-etoxi)-etoxi]-acetil)-2,3-acido diaminopropiénico-CO-(CH2)18-CO2H</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>10@</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q356">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q357">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q358">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q359">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XGSPSIVTSLDVPTXLLEKILEQERAEKARQQATEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="53">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q360">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q361">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVLSLDVPIGLLQILLEQARARAAREQATTNARILARV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="54">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q362">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q363">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-methylated Isoleucine</INSDQualifier_value>
<NonEnglishQualifier_value>Isoleucina N-metilada</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q364">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-(gamma-Glutamic acid)2-CO-(CH2)18-
CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacioén del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-(acido gamma-glutamico)2-CO-
(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q365">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVLSLDVPIGLLQILLEQEKQEKEKQQAKTNAQILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="55">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q366">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q367">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q368">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q369">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)18-
CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-acido gamma-glutamico-CO-
(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q370">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YXEGTFTSDYSIXLDKIAQKAFVQWLIAGGPSSGAPPPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="56">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g371">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q372">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg373">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonkEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q374">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-acido gamma-glutamico-CO-

(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg375">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>

<NonEnglishQualifier_ value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q376">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YXQGTFTSDYSILLDKKAQXAFIEYLLEGGPSSGAPPPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="57">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q377">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q378">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>

<NonEnglishQualifier_ value>Acido 2-aminoisobutirico</NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q379">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q380">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacioén del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)-4cido gamma-glutdmico-CO-

(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g381">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>

<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g382">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YXQGTFTSDYSILLDKKAQXAFIEYLLEGGPSSGAPPPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="58">
<INSDSeqg>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q383">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
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<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q384">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_ value>Acido 2-aminoisobutirico</NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g385">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-acido gamma-glutamico-CO-

(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q386">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier_ value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q387">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>YXQGTFTSDYSILLDKKAQXAFIEYLLEGGPSSGAPPPS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="59">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..34</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q388">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q389">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q390">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)16-

CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-acido gamma-glutdmico-CO-

(CH2)16-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g391">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>HXQGTFTSDYSKYLDEKKAKEFVEWLLEGGPSSG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="60">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..34</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="g392">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g393">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q394">
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<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-(gamma-Glutamic acid)2-CO-(CH2)16-

CO2H</INSDQualifier_value>

260507 30698 WOQO_SeqList_es (1).xml

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-(acido gamma-glutamico)2-CO-

(CH2)16-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q395">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HXQGTFTSDYSKYLDEKKAKEFVEWLLSGGPSSG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="61">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q396">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q397">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>

<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_ value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q398">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-acido gamma-glutamico-CO-

(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q399">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HXQGTFTSDYSKYLDEKKAKEFVEWLLEGGPSSG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="62">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q400">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g4@1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>

<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g4@2">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-(gamma-Glutamic acid)2-CO-(CH2)18-

CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-(acido gamma-glutdmico)2-CO-

(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q403">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonkEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HXQGTFTSDYSKYLDEKKAKEFVEWLLSGGPSSG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="63">
<INSDSeq>
<INSDSeq_length>37</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1..37</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g4e4">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonkEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4@5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>gamma-Glutamic acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido gamma-glutdmico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>CROSSLNK</INSDFeature_key>
<INSDFeature_location>2..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q406">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>methylene thioacetal linkage (Cys-Cys)</INSDQualifier_value>
<NonEnglishQualifier_value>enlace metileno tioacetal (Cys-Cys)</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q407">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>L-ornithine</INSDQualifier_value>
<NonkEnglishQualifier_value>L-ornitina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg4@8">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-phenylalanine</INSDQualifier_value>
<NonEnglishQualifier_value>alfa-metil-fenilalanina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q409">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-methylated asparagine</INSDQualifier_value>
<NonEnglishQualifier_value>asparagina N-metilada</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>26</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q410">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (gamma-Glutamic acid)2-CO-(CH2)18-CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (acido gamma-glutamico)2-CO-(CH2)18-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>37</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q411">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XCNTATCATGXLAEFLVRSSNNFGPKLPPTEVGSNTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="64">
<INSDSeq>
<INSDSeq_length>37</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..37</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q412">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q413">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>gamma-Glutamic acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido gamma-glutdmico</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>CROSSLNK</INSDFeature_key>
<INSDFeature_location>2..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g414">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>methylene thioacetal linkage (Cys-Cys)</INSDQualifier_value>

<NonEnglishQualifier_value>enlace metileno tioacetal (Cys-Cys)</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q415">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>L-ornithine</INSDQualifier_value>
<NonEnglishQualifier_value>L-ornitina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
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<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q416">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-phenylalanine</INSDQualifier_value>
<NonkEnglishQualifier_value>alfa-metil-fenilalanina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q417">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-methylated aspartic acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido aspartico N-metilado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>26</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q418">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (gamma-Glutamic acid)2-CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacidén del grupo épsilon-amino de la cadena lateral de lisina con (acido gamma-glutamico)2-CO-(CH2)18-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>37</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q419">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XCNTATCATGXLAEFLVRSSNDFGPKLPPTEVGSNTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="65">
<INSDSeq>
<INSDSeq_length>37</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..37</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q420">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q421">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (gamma-Glutamic acid)2-CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (acido gamma-glutamico)2-CO-(CH2)18-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>CROSSLNK</INSDFeature_key>
<INSDFeature_location>2..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q422">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>methylene thioacetal linkage (Cys-Cys)</INSDQualifier_value>
<NonEnglishQualifier_value>enlace metileno tioacetal (Cys-Cys)</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg423">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>L-ornithine</INSDQualifier_value>
<NonkEnglishQualifier_value>L-ornitina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q424">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-phenylalanine</INSDQualifier_value>
<NonEnglishQualifier_value>alfa-metil-fenilalanina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q425">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-methylated aspartic acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido aspartico N-metilado</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>37</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q426">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KCETATCATGXLAEFLVRSSNDFGPILPPTEVGSNTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="66">
<INSDSeq>
<INSDSeq_length>37</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..37</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
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<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q427">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonkEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q428">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (gamma-Glutamic acid)2-CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacidén del grupo épsilon-amino de la cadena lateral de lisina con (acido gamma-glutamico)2-CO-(CH2)18-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>CROSSLNK</INSDFeature_key>
<INSDFeature_location>2..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q429">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>methylene thioacetal linkage (Cys-Cys)</INSDQualifier_value>
<NonEnglishQualifier_value>enlace metileno tioacetal (Cys-Cys)</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q430">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>L-ornithine</INSDQualifier_value>
<NonEnglishQualifier_value>L-ornitina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g431">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>37</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g432">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KCETATCATGXLAEFLVRSSHNFGPILPPTEVGSNTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="67">
<INSDSeq>
<INSDSeq_length>32</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q433">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q434">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal acetylated residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo acetilado N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q435">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lysine is chemically modified by conjugation of the epsilon-amino group of the Lysine side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)18-

CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>La lisina se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de lisina con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-acido gamma-glutamico-CO-
(CH2)18-C02H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q436">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q437">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amidated Residue</INSDQualifier_value>
<NonEnglishQualifier_value>Residuo amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASHLSTAVLGKLSXELHKLEDYPRTDVGAESP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="68">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q438">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g439">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>N-terminal Pyroglutamic acid, gamma-Glutamic acid, E, or may be absent wherein this position may be N-acetylated, N-methylated or N-acylated</INSDQualifier_value>

260507 30698 WOQO_SeqList_es (1).xml

<NonEnglishQualifier value>Acido piroglutdmico N-terminal, &cido gamma-glutamico, E, o puede estar ausente en donde esta posicién puede ser N-acetilada, N-metilada o N-acilada</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q440">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>G or absent, wherein this position may be N-acetylated, N-acylated or N-methylated if position 1 is absent</INSDQualifier_value>
<NonEnglishQualifier_value>G o ausente, en donde esta posicidn puede estar N-acetilada, N-acilado o N-metilada si la posicién 1 esta ausente</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>3</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q441">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>G, S, or absent, wherein this position may be N-acetylated, N-acylated or N-methylated if positions 1-2 are absent</INSDQualifier_value>
<NonEnglishQualifier_value>G, S, o ausente, en donde esta posicidn puede ser N-acetilada, N-acilada o N-metilada si las posiciones 1-2 estan ausentes</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q442">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>S, P, G, or absent, wherein this position may be N-acetylated, N-acylated or N-methylated if positions 1-3 are absent</INSDQualifier_value>
<NonEnglishQualifier_value>S, P, G, o ausente, en donde esta posicién puede ser N-acetilada, N-acilada o N-metilada si las posiciones 1-3 estan ausentes</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q443">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>S, P, or absent, wherein this position may be N-acetylated, N-acylated or N-methylated if positions 1-4 are absent</INSDQualifier_value>
<NonEnglishQualifier_value>S, P, o ausente, en donde esta posicién puede ser N-acetilada, N-acilada o N-metilada si las posiciones 1-4 estan ausentes</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q444">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>G, S, P, or absent, wherein this position may be N-acetylated, N-acylated or N-methylated if positions 1-5 are absent</INSDQualifier_value>
<NonEnglishQualifier_value>G, S, P, o ausente, en donde esta posicidn puede ser N-acetilada, N-acilada o N-metilada si las posiciones 1-5 estan ausentes</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q445">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>This position may be N-acetylated, or N-acylated or N-methylated if positions 1-6 are absent</INSDQualifier_value>
<NonEnglishQualifier_value>Esta posicién puede estar N-acetilada, N-acilado o N-metilada si las posiciones 1-6 estan ausentes</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q446">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>L or alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>L o alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q447">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>V or d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>V o d-enantidmero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q448">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>T or I</INSDQualifier_value>
<NonEnglishQualifier_value>T o I</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q449">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid or G</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico o G</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg570">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine or L</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina o L</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q451">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Q or E</INSDQualifier_value>
<NonEnglishQualifier_value>Q o E</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q452">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>K or I</INSDQualifier_value>
<NonEnglishQualifier_value>K o I</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q453">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>I, K, 2-Aminoisobutyric Acid, or L</INSDQualifier_value>
<NonEnglishQualifier_value>I, K, acido 2-aminoisobutirico, o L</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q454">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>I or L</INSDQualifier_value>
<NonEnglishQualifier_value>I o L</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>26</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q455">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>R or K</INSDQualifier_value>
<NonkEnglishQualifier_value>R o K</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>27</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg456">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>A or Q</INSDQualifier_value>
<NonEnglishQualifier_value>A o Q</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q457">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>A or E</INSDQualifier_value>
<NonEnglishQualifier_value>A o E</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>31</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q458">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>R or K</INSDQualifier_value>
<NonEnglishQualifier_value>R o K</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>35</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q459">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>K or T</INSDQualifier_value>
<NonkEnglishQualifier_value>K o T</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>37</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q460">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>A or N</INSDQualifier_value>
<NonEnglishQualifier_value>A o N</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q461">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>A or T</INSDQualifier_value>
<NonEnglishQualifier_value>A o T</NonkEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q462">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This residue may be amidated</INSDQualifier_value>
<NonEnglishQualifier_value>Este residuo puede ser amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXXXXXIVTSXDXPXXLLXXXXEQEXXEKXXQQAXEXXEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="69">
<INSDSeq>
<INSDSeq_length>42</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q463">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="qg562">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This residue may be N-acetylated</INSDQualifier_value>
<NonEnglishQualifier_value>Este residuo puede ser N-acetilado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q465">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg466">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q467">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q468">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>I or L</INSDQualifier_value>
<NonEnglishQualifier_value>I o L</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>42</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q563">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This residue may be amidated</INSDQualifier_value>
<NonEnglishQualifier_value>Este residuo puede ser amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSPSIVTSLDVPTXLLQKXLEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="70">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q470">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q471">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>N-terminal Pyroglutamic acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido piroglutamico N-terminal</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg472">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q473">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q474">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q564">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This residue may be amidated</INSDQualifier_value>
<NonEnglishQualifier_value>Este residuo puede ser amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XGSPSGIVTSLDVPTXLLQKILEQERAEKARQQAKEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="71">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
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<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q560">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonkEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q477">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>gamma-Glutamic acid or absent</INSDQualifier_value>
<NonEnglishQualifier_value>Acido gamma-glutdmico o ausente</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q478">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q479">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_ value>Acido 2-aminoisobutirico</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q480">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q481">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Q or E</INSDQualifier_value>
<NonEnglishQualifier_value>Q o E</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q565">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This residue may be amidated</INSDQualifier_value>
<NonEnglishQualifier_value>Este residuo puede ser amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g561">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>absent</INSDQualifier_value>
<NonEnglishQualifier_value>Ausente</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXGSPSIVTSLDVPTXLLXKILEQERAEKARQQATEAAEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="72">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g483">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q566">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Residue may be N-terminal acetylated</INSDQualifier_value>
<NonEnglishQualifier_value>El residuo puede ser N-terminal acetilado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q485">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q486">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>d-enantidémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q487">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>T or I</INSDQualifier_value>
<NonEnglishQualifier_value>T o I</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q488">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>G or 2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>G o acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g489">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q567">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This residue may be amidated</INSDQualifier_value>
<NonEnglishQualifier_value>Este residuo puede ser amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>IVTSLDVPXXLLQIKLEQERAEKARQQAKENTEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="73">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q491">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_gquals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg568">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This residue may be N-terminal acetylated</INSDQualifier_value>
<NonEnglishQualifier_value>Este residuo puede ser N-terminal acetilado</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q493">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg494">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>V or d-enantiomer of Valine</INSDQualifier_value>
<NonEnglishQualifier_value>V o d-enantidémero de valina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg495">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q496">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>alpha-methyl-leucine</INSDQualifier_value>
<NonEnglishQualifier_value>Alfa-metil-leucina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q497">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>L or 2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_value>L o acido 2-aminoisobutirico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q498">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>A or N</INSDQualifier_value>
<NonEnglishQualifier_value>A o N</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_guals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>35</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q499">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>A or T</INSDQualifier_value>
<NonEnglishQualifier_value>A o T</NonkEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q569">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>This residue may be amidated</INSDQualifier_value>
<NonEnglishQualifier_value>Este residuo puede ser amidado</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PPPIVTSLDXPTXLLQKXLEQERAEKARQQAKEXXEILAQV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="74">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q501">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q502">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>gamma-Glutamic acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido gamma-glutdmico</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g5@3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Glutamic acid attached to CO-(CH2)18-CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>Acido glutdmico unido a CO-(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XGKEKEKE</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="75">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q504">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg505">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>(2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl) attached to Lysine</INSDQualifier_value>
<NonEnglishQualifier_value>(2-[2-(2-amino-etoxi)-etoxi]-acetil) unido a lisina</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q506">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>gamma-Glutamic acid attached to CO-(CH2)18-CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>Acido gamma-glutdmico unido a CO-(CH2)18-CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KEKEKEX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="76">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q507">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q508">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>gamma-Glutamic acid</INSDQualifier_value>
<NonEnglishQualifier_value>Acido gamma-glutdmico</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="qg5@9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Proline attached to CO-(CH2)18-CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>Prolina unida a CO-(CH2)18-CO2H</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XPPPPPP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="77">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g510">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q511">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>gamma-Glutamic acid</INSDQualifier_value>
<NonEnglishQualifier value>Acido gamma-glutdmico</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q512">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Glutamic acid attached to CO-(CH2)18-CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>Acido glutdmico unido a CO-(CH2)18-CO2H</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XPEPEPE</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="78">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q513">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q514">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>gamma-Glutamic acid attached to CO-(CH2)18-CO2H</INSDQualifier_value>
<NonEnglishQualifier_value>Acido gamma-glutdmico unido a CO-(CH2)18-CO2H</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GKEKEKEX</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="79">
<INSDSeq>
<INSDSeq_length>31</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..31</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q516">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g522">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2-Aminoisobutyric Acid</INSDQualifier_value>
<NonEnglishQualifier_ value>Acido 2-aminoisobutirico</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_guals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g523">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Lys is chemically modified by conjugation of the epsilon-amino group of the Lys side chain with (2-[2-(2-Amino-ethoxy)-ethoxy]-acetyl)2-gamma-Glutamic acid-CO-(CH2)16-

CO2H</INSDQualifier_value>

<NonEnglishQualifier_value>Lys se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de Lys con (2-[2-(2-amino-etoxi)-etoxi]-acetil)2-4cido gamma-glutdmico-CO-(CH2)16-

CO2H</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HXEGTFTSDVSSYLEGQAAKEFIAWLVRGRG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="80">
<INSDSeq>
<INSDSeq_length>31</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..31</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q524">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g525">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Lys is chemically modified by conjugation of the epsilon-amino group of the Lys side chain with gamma-Glutamic acid-CO-(CH2)14-CH3</INSDQualifier_value>
<NonEnglishQualifier_value>Lys se modifica quimicamente por conjugacién del grupo épsilon-amino de la cadena lateral de Lys con acido gamma-glutamico-CO-(CH2)14-CH3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HAEGTFTSDVSSYLEGQAAKEFIAWLVRGRG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="81">
<INSDSeq>
<INSDSeq_length>275</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..275</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q526">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
<NonEnglishQualifier_value>constructo sintético</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_guals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HGEGTFTSDVSSYLEEQAAKEFIAWLVKGGGGGGGSGGGGSGGGGSAESKYGPPCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSL
</INSDSeq>
</SequenceData>
</ST26SequencelListing>
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