Lista de secuencias

1 Informacién sobre la lista de secuencias

1 Nombre del fichero —HEREBREENENE A MR EER AR x|
1-2 Version de la DTD V1 3

1-3 Nombre del software WIPO Sequence

1-4 Version del software 2.3.0

1-5 Fecha de produccion 2024-11-13

1-7 Cddigo de idioma de texto libre diferente del inglés en

2 Informacién general

2-1 Solicitud actual: Oficina de PI CN

2-2 Solicitud actual: Numero de solicitud

2-3 Solicitud actual: Fecha de presentacion

2-4 Solicitud actual: Referencia al expediente del solicitante — e REBRRANAYESYREELEE

2-5 Solicitud de prioridad més antigua: Oficina de PI CN

2-6 Solicitud de prioridad méas antigua: Nimero de solicitud 202311517076.7

2-7 Solicitud de prioridad méas antigua: Fecha de presentacion 2023-11-14

2-8 Nombre del solicitante: Nombre en caracteres latinos SHANGHAI REGENELEAD THERAPIES CO., LTD
2-8zh Nombre del solicitante PEREEEAERAT

2-10zh  Titulo de la invencion COMPOSICION FARMACEUTICA QUE COMPRENDE UN CONSTRUCTO DE ACIDO NUCLEICO



2-11

3-1

3-1-1

3-1-2

3-1-3

3-1-4-1

3-1-5

Y SU USO MEDICO

Numero total de secuencias 132
Secuencias

Identificador de la secuencia 1

Tipo de molécula DNA
Extension 517
Caracteristicas Localizacion/Calificadores source 1..517

mol_type = other DNA
note = B1 (ACTG1 3'UTR)
organism = synthetic construct

Residuos

ccgactacct catgaagatc ctcactgagc gaggctacag cttcaccacc acggccgage60

gggaaatcgt gcgcgacatc aaggagaagce tgtgctacgt cgecctggac ttcgagcaggl120

agatggccac cgccgceatcce tectcttete tggagaagag ctacgagcetg cccgatggec180

aggtcatcac cattggcaat gagcggttcc ggtgtccgga ggegcetgttc cagecttcct240

tcctgggtat ggaatcttge ggcatccacg agaccacctt caactccate atgaagtgtg300

acgtggacat ccgcaaagac ctgtacgcca acacggtgcet gtcgggegge accaccatgt360

acccgggcat tgccgacagg atgcagaagg agatcaccge cctggegecce agcaccatga420

agatcaagat catcgcaccc ccagagcgca agtactcggt gtggatcggt ggetccatcc480

tggcctcact gtccaccttc cagcagatgt ggattag517



3-2

3-2-1

3-2-2

3-2-3

3-2-4-1

3-2-5

3-3

3-3-1

3-3-2

3-3-3

3-3-4-1

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

2

DNA

282

source 1..282
mol_type = other DNA
note = B2 (ATP6VOB)

organism = synthetic construct

atgatatgtg tgggtggggc cgtgectcac ttttatttat tgctggtttt cctgggacag60

ctggagctgt gtcecttage ctttcagagg cttggtgttc agggcecctee ctgcactcce120

ctettgetge gtgttgattt ggaggeactg cagtccagge cgagtectca gtgecggggag180

caggctgctg ctgctgacte tgtgcagcetg cgcacctgtg tccecccacct ccaccetcaa240

cccatcttce tagtgtttgt gaaataaact tggtatttgt ct282

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

3

DNA

308

source 1..308
mol_type = other DNA

note = B3 (ATP6VOB)



3-3-5

3-4-1
3-4-2
3-4-3

3-4-4-1

3-4-5

organism = synthetic construct
Residuos
gttgaagaac ttctctctac cgagcagcecc gtaacccecct ttttctcect cactgctgca60
ggagtctgct acaccatttt tgatttgggc ttccgetttg atgtggcatg gttcctgacg120
gagacttcgc ccttcatgtg gtccaacctg ggcattggcec tagctatcte cetgtctgtg180
gttggggcag cctggggceat ctatattacc ggctcctcca tcattggtgg aggagtgaag240

gcccccagga tcaagaccaa gaacctggte ageatcatct tetgtgagge tgtggecatc300

tacggcat308
Secuencias
Identificador de la secuencia 4
Tipo de molécula DNA
Extension 226
Caracteristicas Localizacion/Calificadores source 1..226
mol_type = other DNA
note = B4 (ATP6VOE1 3'UTR)
organism = synthetic construct
Residuos

ggaagaagac atgctctaca gtgctcagtc tttgaggtga ctatgcttgt gacctttctt60
atcagtatgg tcaggcagtc agagtttgcc ttgacttttt ctcacatttt atggccattt120
taacacgtgg caagggcaag ctgctgaatg caaacacgat ctgaagagca gaaataaaat180

tggaacttaa gccttagctt acctaaatct cattaagatt cttttt226



3-5-1

3-5-2

3-5-3

3-5-4-1

3-5-5

3-6

3-6-1

3-6-2

Secuencias
Identificador de la secuencia 5
Tipo de molécula DNA
Extension 461
Caracteristicas Localizacién/Calificadores source 1..461
mol_type = other DNA
note = B5 (ATP6VOEL 3'UTR)
organism = synthetic construct
Residuos

atgcaaaatc acctccaaac cagaccactt ttcttgactt gectgttitg gecattaget60
gccttaaacg ttaacagcac atttgaatgc cttattctac aatgcagcegt gttttccttt120
gccttttttg cactttggtg aattacgtge ctccataacc tgaactgtge cgactccacal80
aaacgattat gtactcttct gagatagaag atgctgttct tctgagagat acgttactct240
ctecttggaa tctgtggatt tgaagatggc tectgectte tcacgtggga atcagtgaag300
tgtttagaaa ctgctgcaag acaaacaaga ctccagtggg gtggtcagta ggagagcacg360
ttcagaggga agagccatct caacagaatc gcaccaaact atactttcag gatgaatttc420

ttctttctge catcttttgg aataaatatt ttcctecttt c461

Secuencias
Identificador de la secuencia 6

Tipo de molécula DNA



3-6-3

3-6-4-1

3-6-5

3-7

3-7-1

3-7-2

3-7-3

3-7-4-1

Extension

Caracteristicas Localizacion/Calificadores

Residuos

499

source 1..499

mol_type = other DNA
note = B6 (CFL1 3'UTR)

organism = synthetic construct

gccccttetyg geeecctgec tggagceatct ggcageccca cacctgecct tgggggttgee0

aggctgcecc cttectgeca gaccggaggg getgggggga tecccagecagg gggagggeaal20

tccettcace ccagttgcca aacagaccce ccaccecectg gattttectt cteectccat180

cccttgacgg ttctggectt cccaaactgc ttttgatctt ttgattccte ttgggctgaa240

gcagaccaag ttccccccag geaccccagt tgtgggggag cetgtatttt tittaacaac300

atccccattc cccacctggt cetceccctt cecatgetge caacttctaa ccgcaatagt360

gactctgtgc ttgtctgttt agttctgtgt ataaatggaa tgttgtggag atgacccctc420

cctgtgeegg ctggttecte teecttttee cetggtcacy getactcatg gaagcaggac480

cagtaaggga ccttcgatt499

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

7

DNA

282

source 1..282

mol_type = other DNA



3-7-5

3-8-1

3-8-2

3-8-3

3-8-4-1

3-8-5

Residuos

note = B7 (CFL1 3'UTR)

organism = synthetic construct

gccccttetyg geeecctgec tggagceatct ggcageccca cacctgecct tgggggttge60

aggctgeecc cttectgeca gaccggaggg getgggggga tcccagecagg gggagggeaal20

tccettcace ccagttgcca aacagaccce ccaccecectg gattttectt cteectccat180

cccttgacgg ttetggectt cccaaactgc ttttgatctt ttgattccte ttgggctgaa240

gcagaccaag ttccccccag gecaccccagt tgtgggggag cc282

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

8

DNA

361

source 1..361

mol_type = other DNA
note = B8 (CFL1 3'UTR)

organism = synthetic construct

gccccttetg geeecctgee tggageatct ggecageccca cacctgecct tgggggttge60

aggctgccecc cttcetgeca gaccggaggg getgggggga teccageagg gggagggeaal2o

tcccttcacce ccagttgeca aacagaccce ccacccectg gattttectt cteectccat180

ccettgacgg ttctggectt cccaaactgc ttttgatett ttgattccte ttgggetgaa240



3-9

3-9-1

3-9-2

3-9-3

3-9-4-1

3-9-5

3-10

3-10-1

3-10-2

3-10-3

3-10-4-1

gcagaccaag ttcccecccag geaccccagt tgtgggggag cetgtatttt tittaacaac300

atccccattc cccacctggt cctececctt cecatgetge caacttctaa ccgcaatagt360

g361

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

9

DNA

128

source 1..128

mol_type = other DNA
note = B9 (COX4I1 3'UTR)

organism = synthetic construct

gagatgctgg cctgegectg cacctgegec tggctetgte accgecatge aactccatge60

ctatttactg gaaacctgtt atgccaaaca gttgtaccac tgctaataaa tgaccagttt120

acctgaaal28

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

10

DNA

319

source 1..319



3-10-5

3-11

3-11-1

3-11-2

3-11-3

3-11-4-1

3-11-5

Residuos

mol_type = other DNA
note = B10 (COX4I1 3'UTR)

organism = synthetic construct

agggacccac aggcgegece agcagcetcte ggaagegttg tatcgceatta agttcaagga60

gagctttgct gagatgaaca ggggctcgaa cgagtggaag acggttgtgg geggtgecat120

gttcttcatc ggtttcaccg cgctcgttat catgtggcag aagcactatg ggcttagect180

ccaagtggga ctacgaaaag aacgagtgga agaagtgaga gatgctggcec tgcgectgca240

cctgegecetg getetgtcac cgecatgcaa ctecatgcect atttactgga aacctgttat300

gccaaacagt tgtaccact319

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

11

DNA

303

source 1..303

mol_type = other DNA
note = B11 (COX4I1 3'UTR)

organism = synthetic construct

agaggacctt ctgcttttag cttattttgt tgctaacttt ttacaaacaa agggctaatt60

ttaaaatgtc agtgttgtca gtggtcagaa accgtgtgtt tgagcgggtg ttgagtggeal20



3-12

3-12-1

3-12-2

3-12-3

3-12-4-1

3-12-5

3-13

3-13-1

3-13-2

ggtggctctg ctgacctggt ggctggtgtg tcgggaggat ttaacctgtg tgagggattg180
gcctagaaac aacctgttga gatagtcttg ccccataacc tgtctcacac cgtagtgtac240

ggccccctee cgcaaagctt tgacaaagag tgggtggeca agcagaccaa gaggatgetg300

gac303
Secuencias
Identificador de la secuencia 12
Tipo de molécula DNA
Extensién 232
Caracteristicas Localizacién/Calificadores source 1..232
mol_type = other DNA
note = B12 (CTSB 3'UTR)
organism = synthetic construct
Residuos

tctgccgtgg geetgtegtg ccagtectgg gggcgagate gggagaatea cgtectggaa60
ctgcatgttc ttgcgactct tgggacttca tcttaacttc tcgctgecce agecatgttt120
tcaaccatgg catccctcce ccaattagtt cectgtcate ctegtcaacc ttetctgtaal80

gtgcctggta agcttgccct tgcttaagaa ctcaaaacat agctgtgctc ta232

Secuencias
Identificador de la secuencia 13

Tipo de molécula DNA



3-13-3

3-13-4-1

3-13-5

3-14

3-14-1
3-14-2
3-14-3

3-14-4-1

3-14-5

Extension

Caracteristicas Localizacion/Calificadores

Residuos

115

source 1..115

mol_type = other DNA

note = B13 (FAM166A 3'UTR)

organism = synthetic construct

aaatgcttta atggtggtgt ctgtacagca tggatgtgga cagggaaaac agcaagtgcas0

cacagtggga caggccacag gacaggcetgg gagtgaataa agagttcaca ctget115

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

14

DNA

196

source 1..196

mol_type = other DNA

note = B14 (NDUFB9 3'UTR)

organism = synthetic construct

tatctaagtg tatcaattta acatttataa tcaccttaca agtaagttaa agtgcattcc60

ctggtcgttt tggctttgtc tttgattttg cticagatct ccttctcttt agtcctttgt120

ctgacttttt tgccttcttg ctatactttc cctcaacctg cctctccact attttcttag180

gcatttttca gtcatg196



3-15

3-15-1

3-15-2

3-15-3

3-15-4-1

3-15-5

3-16

3-16-1

3-16-2

3-16-3

3-16-4-1

3-16-5

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

ctctcgeact ctgttcttce geecgeteecge cgtegegttt ctetgecggt cgcas4

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

15

DNA

54

source 1..54

mol_type = other DNA
note = Al (ACTG1 5'UTR)

organism = synthetic construct

16

DNA

185

source 1..185

mol_type = other DNA

note = A2 (ATP6VOB 5'UTR)

organism = synthetic construct

gggcgggegg acagactgeg ggacggacgg tggacgetgg gacgegtitg tagetcegge60



3-17

3-17-1

3-17-2

3-17-3

3-17-4-1

3-17-5

3-18

3-18-1

3-18-2

3-18-3

3-18-4-1

ccegecgtte cgaccecege cgecgtegec gecatgacgg ggctageact getctactec120

ggggtcttcg tggecttetg ggectgegeg ctggeegtgg gttectgacg gagacttcge180

ccttc185

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

17

DNA

81

source 1..81

mol_type = other DNA

note = A3 (ATP6VOB 5'UTR)

organism = synthetic construct

agactgcggg acggacggtg gacgcetggga cgegtttgta getcecggece cgeegttecg60

acccecgecg cegtegeege c81

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

18

DNA

30

source 1..30

mol_type = other DNA



3-18-5

3-19

3-19-1

3-19-2

3-19-3

3-19-4-1

3-19-5

3-20

3-20-1

3-20-2

3-20-3

3-20-4-1

Residuos

ggggtagggg ttggcgctca ggcggegacc30

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

note = A4 (ATP6VOEL 5'UTR)

organism = synthetic construct

19

DNA

80

source 1..80

mol_type = other DNA

note = A5 (ATP6VOEL1 5'UTR)

organism = synthetic construct

gtcacgcggt cagctattga cacttcctgg tgggatccga gtgaggegac ggggtagggge0

ttggcgctca ggcggegacc80

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

20

DNA

234

source 1..234



3-20-5

3-21

3-21-1

3-21-2

3-21-3

3-21-4-1

3-21-5

Residuos

mol_type = other DNA
note = A6 (CFL1 5'UTR)

organism = synthetic construct

ggccggeggg aagactecgt tacccagega gegaggegge ggegeaggge cageggactc60

catttcccgt cggetegegg tgggagegee ggaageccge ceccaccecte attgtgegge120

tcctactaaa cggaaggggce cgggagagge cgegttcagt cgggteecgg cageggetgel180

agcgctcteg tettetgegg ctetcggtge cetetectit tegtitccgg aaac234

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

21

DNA

128

source 1..128

mol_type = other DNA
note = A7 (CFL1 5'UTR)

organism = synthetic construct

ctectggete gggeacceecyg aagcacgacg cagagtagga agagtttaaa gacctcgagg60

cctetgggea cttgagtttg gecteeggtg tggcetgtcete tgatggtgte atcaaggtgt120

tcaacgac128



3-22

3-22-1

3-22-2

3-22-3

3-22-4-1

3-22-5

3-23

3-23-1

3-23-2

3-23-3

3-23-4-1

3-23-5

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

22

DNA

151

source 1..151

mol_type = other DNA
note = A8 (CFL1 5'UTR)

organism = synthetic construct

acgtggcegg ctictictge agttccgggg agtttggggg accagattta ccttggattg60

ccectecctce tectggetcg ggecaccecga agcacgacgce agagectceg gtgtggetgt120

ctctgatggt gtcatcaagg tgttcaacga c151

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

23

DNA

70

source 1..70

mol_type = other DNA
note = A9 (COX4I1 5'UTR)

organism = synthetic construct



3-24

3-24-1

3-24-2

3-24-3

3-24-4-1

3-24-5

3-25

3-25-1

3-25-2

3-25-3

3-25-4-1

gcggccttgc tetettcegg tcgegggaca cegggtgtag agggeggteg cggegggeage0

tggcggcaga70

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

gggacaccgg gtgtagaggg cggtcgcgge gggcagtgge ggcaga46

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

24

DNA

46

source 1..46

mol_type = other DNA
note = A10 (COX4I11 5'UTR)

organism = synthetic construct

25

DNA

71

source 1..71

mol_type = other DNA
note = A1l (COX4I11 5'UTR)

organism = synthetic construct



3-25-5

3-26

3-26-1

3-26-2

3-26-3

3-26-4-1

3-26-5

3-27

3-27-1

3-27-2

3-27-3

3-27-4-1

Residuos

cgcggccttg ctetettceg gtcgegggac accgggtgta gagggeggte gecggegggeas0

gtggcggcag a7l

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

26

DNA

137

source 1..137

mol_type = other DNA
note = A12 (CTSB 5'UTR)

organism = synthetic construct

ggccggggct ggeccagget acggeggcetg cagggetecg gecaaccgcete cggcaacgec60

aaccgctecg ctgcgegeag getgggetge aggctetcgg ctgcagegcet gggtggatct120

aggatccggc ttccaacl37

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

27

DNA

55

source 1..55



3-27-5

3-28

3-28-1

3-28-2

3-28-3

3-28-4-1

3-28-5

3-29

3-29-1

3-29-2

3-29-3

3-29-4-1

Residuos

mol_type = other DNA
note = A13 (FAM166A 5'UTR)

organism = synthetic construct

aagggagctg gatgccggga gggactggag ccagcaagge cagagtgaaa gcaaass

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

28

DNA

56

source 1..56

mol_type = other DNA

note = A14 (NDUFB9 5'UTR)

organism = synthetic construct

gcagcaggcg tgcagtttce cggctcteeg cgcggecggg gaaggtcage gecgtase

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

29

DNA

68

source 1..68



3-29-5

3-30

3-30-1

3-30-2

3-30-3

3-30-4-1

3-30-5

3-31

3-31-1

3-31-2

3-31-3

Residuos

mol_type = other DNA
note = A15 (CHCHD10 5'UTR)

organism = synthetic construct

ggcatttgtc cccgegacag caccgcetgec gecgtetcta aggtegeceg ggtcccaccg60

ccgcecacc68

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

ccgctgeegce cgtetctaag gtcgeceggg teccaccgee gecacc46

Secuencias
Identificador de la secuencia
Tipo de molécula

Extension

30

DNA

46

source 1..46

mol_type = other DNA

note = A16 (CHCHD10 5'UTR)

organism = synthetic construct

31
DNA

41



3-31-4-1

3-31-5

3-32

3-32-1

3-32-2

3-32-3

3-32-4-1

3-32-5

3-33

3-33-1

3-33-2

3-33-3

Caracteristicas Localizacion/Calificadores

Residuos

atgtcttttt tgtgtgtttg ttttcatggt attcctatga a4l

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

gcttcccgag ctggeggggt cecgtggtgeg ggatcgagat tgcggget48

Secuencias
Identificador de la secuencia
Tipo de molécula

Extension

source 1..41
mol_type = other DNA
note = A17 (SLC38A2 5'UTR)

organism = synthetic construct

32

DNA

48

source 1..48

mol_type = other DNA

note = A18 (NDUFA11 5'UTR)

organism = synthetic construct

33
DNA

69



3-33-4-1

3-33-5

3-34

3-34-1

3-34-2

3-34-3

3-34-4-1

3-34-5

3-35

Caracteristicas Localizacion/Calificadores

Residuos

source 1..69
mol_type = other DNA
note = A19 (NDUFV3 5'UTR)

organism = synthetic construct

ggcggctgtt caggegeggg tgegegegea getgetgtgg cectgettgg tgcgeceget60

gtcaccgcec69

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

34

DNA

128

source 1..128

mol_type = other DNA
note = A20 (PRDX5 5'UTR)

organism = synthetic construct

cgcgectgeg cagtggagge ggeccaggec cgectteege agggtgtege cgetgtgecg60

ctagcggtge ccegectget geggtggeac cagecaggag geggagtgga agtggecgtg120

gggcgggtl28

Secuencias



3-35-1

3-35-2

3-35-3

3-35-4-1

3-35-5

3-36

3-36-1

3-36-2

3-36-3

3-36-4-1

3-36-5

Identificador de la secuencia
Tipo de molécula
Extension

Caracteristicas Localizacion/Calificadores

Residuos

35

DNA

59

source 1..59

mol_type = other DNA
note = A21 (GUK1 5'UTR)

organism = synthetic construct

cagcagatgg ggactagagg ccgcactgct atccacagcc tctettctca cccccagges9

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

36

DNA

68

source 1..68

mol_type = other DNA
note = A22 (GUK1 5'UTR)

organism = synthetic construct

gctggecggg ctggetgegg cegeectggg ccgggeecca ceggacgcect cicttctcac60

ccccaggce68



3-37

3-37-1

3-37-2

3-37-3

3-37-4-1

3-37-5

3-38

3-38-1

3-38-2

3-38-3

3-38-4-1

3-38-5

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

37

DNA

96

source 1..96

mol_type = other DNA
note = A23 (GUK1 5'UTR)

organism = synthetic construct

agaggtggcc ccggatgcetg cggegeecge tggecgggct ggetgeggee geecetgggect0

gggceccace ggacgcctct cttetcacce ccagge96

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

tggctggegg ceccegeeceg cecegeecgy ctgetee37

38

DNA

37

source 1..37

mol_type = other DNA
note = A24 (IAH1 5'UTR)

organism = synthetic construct



3-39

3-39-1

3-39-2

3-39-3

3-39-4-1

3-39-5

3-40

3-40-1

3-40-2

3-40-3

3-40-4-1

3-40-5

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

39

DNA

59

source 1..59

mol_type = other DNA

note = A25 (ABHD16A 5'UTR)

organism = synthetic construct

ggagggcggg gecggeaggyg ggacctgetg ctggaagage ageggeccga gecggggecs9

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

40

DNA

132

source 1..132

mol_type = other DNA

note = A26 (SLC25A39 5'UTR)

organism = synthetic construct

tttcggegtc ggectaggtyg cgctgecgage gegegeggac cgegeacagg cggeggagecs0



3-41

3-41-1

3-41-2

3-41-3

3-41-4-1

3-41-5

3-42

3-42-1

3-42-2

3-42-3

3-42-4-1

ggtatgggece cgectgacce tgggegeege geegeacgag caccagecta gagecaggacl20

tgaagcttca ag132

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

cgagagactg cttgctgcgg cagagacgcc agaggtgcag ctccagcagce a51

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

41

DNA

51

source 1..51

mol_type = other DNA
note = A27 (ATPIF1 5'UTR)

organism = synthetic construct

42

DNA

71

source 1..71

mol_type = other DNA

note = A28 (ANAPC11 5'UTR)

organism = synthetic construct



3-42-5

3-43

3-43-1

3-43-2

3-43-3

3-43-4-1

3-43-5

3-44

3-44-1

3-44-2

3-44-3

3-44-4-1

Residuos

cggagtttcg tcatgttgge caggcccatt tgagatcttt gaagatatce tcaacgtgag60

gctetgetge c71

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

43

DNA

55

source 1..55

mol_type = other DNA

note = A29 (ANAPC11 5'UTR)

organism = synthetic construct

gggcgeggct tcggegggeg geagecgcetyg cagacgaget gegggctetg ctgeess

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

44

DNA

48

source 1..48
mol_type = other DNA

note = A30 (CCDC12 5'UTR)



3-44-5

3-45

3-45-1

3-45-2

3-45-3

3-45-4-1

3-45-5

3-46

3-46-1

3-46-2

3-46-3

3-46-4-1

Residuos

gcctgegega tgcaagacgg gagaaaagga ggggegtacg cgggcaag4s

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

organism = synthetic construct

45

DNA

132

source 1..132

mol_type = other DNA

note = A31 (MRPL14 5'UTR)

organism = synthetic construct

atcgcgteecg ccgggetggg cctggegege aggegetagg aagaggecge gtggggcgaas0

ggcggcgctt ggetggtggg geecgeggeg ggattttcee gggeggegag ageggatctal20

tcttgggatc cc132

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

46

DNA

27

source 1..27



3-46-5

3-47

3-47-1

3-47-2

3-47-3

3-47-4-1

3-47-5

3-48

3-48-1

3-48-2

3-48-3

3-48-4-1

Residuos

gccggggageg cgegcetetge gagetgg27

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

gccggggeceg ggecgggecg ggggegegeg ctetgcgagc tgg43

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

mol_type = other DNA
note = A32 (APOA1BP 5'UTR)

organism = synthetic construct

47

DNA

43

source 1..43

mol_type = other DNA

note = A33 (APOA1BP 5'UTR)

organism = synthetic construct

48
DNA
47

source 1..47



3-48-5

3-49

3-49-1

3-49-2

3-49-3

3-49-4-1

3-49-5

3-50

3-50-1

3-50-2

Residuos

gggaaataag agagaaaaga agagtaagaa gaaatataag agccacc4?

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

mol_type = other DNA
note = Mod. 5'UTR

organism = synthetic construct

49

DNA

119

source 1..119

mol_type = other DNA
note = null

note(en) = a-globin 3'UTR

organism = synthetic construct

tgataatagg ctggagcctc ggtggccatg cttcttgeee cttgggecte cccccagecc60

ctecteecct tectgcacce gtaceceegt ggtctttgaa taaagtctga gtgggeggel19

Secuencias
Identificador de la secuencia

Tipo de molécula

50

RNA



3-50-3 Extension

3-50-4-1 Caracteristicas Localizacion/Calificadores

3-50-5 Residuos

agacgaacta gtattcttct ggtccccaca gactcagaga gaacccgeca cc52

3-51 Secuencias

3-51-1 Identificador de la secuencia
3-51-2  Tipo de molécula

3-51-3  Extension

3-51-4-1 Caracteristicas Localizacién/Calificadores

3-51-5 Residuos

52

source 1..52

mol_type = other RNA

note = null

note(en) = a-1 globin 5'UTR

organism = synthetic construct

51

DNA

317

source 1..317

mol_type = other DNA

note = haplogroup U8b1b1 mitochondrion 3'UTR

organism = synthetic construct

ctcgagcetgg tactgcatge acgcaatget agetgeecct tteccgtect gggtaccceg60

agtctccecc gacctegggt cccaggtatg ctcecaccte cacctgecce actcaccacc120

tctgctagtt ccagacacct getatactaa tcgctagecg cgtegetece cagggttggt180

caatttcgtg ccagccacac cgagacctgg tccagagecc aagcacgceca cacccccacg240



3-52

3-52-1
3-52-2
3-52-3

3-52-4-1

3-52-5

3-53

3-53-1
3-53-2
3-53-3

3-53-4-1

ggaaacagca gtgattaacc titagcaata aacgaaagtt taactaacag caatgcagct300

caaaacgctt agcctag317

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

52

DNA

110

source 1..110
mol_type = other DNA
note = A30L70 PolyA

organism = synthetic construct

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa gcatatgact aaaaaaaaaa aaaaaaaaaa60

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaalll

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

53

DNA

2014

source 1..2014
mol_type = other DNA

note = null



note(en) = 5'UTR-Fluc-a globin 3'UTR-120A (Mod.-120A)
organism = synthetic construct
3-53-5  Residuos

gggaaataag agagaaaaga agagtaagaa gaaatataag agccaccatg gaagacgcca60
aaaacataaa gaaaggcccg gcgccattct atccgetgga agatggaacc getggagagce120
aactgcataa ggctatgaag agatacgccc tggttcctgg aacaattgct tttacagatg180
cacatatcga ggtggacatc acttacgctg agtacttcga aatgtccgtt cggttggcag240
aagctatgaa acgatatggg ctgaatacaa atcacagaat cgtcgtatgc agtgaaaact300
ctcttcaatt ctttatgccg gtgttgggceg cgttatttat cggagttgca gttgcgeccg360
cgaacgacat ttataatgaa cgtgaattgc tcaacagtat gggcatttcg cagcctaccg420
tggtgttcgt ticcaaaaag gggttgcaaa aaattttgaa cgtgcaaaaa aagctcccaad80
tcatccaaaa aattattatc atggattcta aaacggatta ccagggattt cagtcgatgt540
acacgttcgt cacatctcat ctacctcceg gttttaatga atacgatttt gtgccagagt600
ccttcgatag ggacaagaca attgcactga tcatgaactc ctctggatct actggtctgc660
ctaaaggtgt cgctctgect catagaactg cctgcgtgag attctcgceat gccagagatc720
ctatttttgg caatcaaatc attccggata ctgcgatttt aagtgttgtt ccattccatc780
acggttttgg aatgtttact acactcggat atttgatatg tggatttcga gtcgtcttaa840
tgtatagatt tgaagaagag ctgtttctga ggagccttca ggattacaag attcaaagtg900
cgctgetggt geccaacccta ttetecttet tcgccaaaag cactctgatt gacaaatacg960
atttatctaa tttacacgaa attgcttctg gtggcgctcc cctctctaag gaagtcgggg1020
aagcggttgc caagaggttc catctgccag gtatcaggca aggatatggg ctcactgagal080

ctacatcagc tattctgatt acacccgagg gggatgataa accgggegeg gtcggtaaag1140



3-54

3-54-1

3-54-2

3-54-3

3-54-4-1

ttgttccatt ttttgaagcg aaggttgtgg atctggatac cgggaaaacg ctgggegttal200

atcaaagagg cgaactgtgt gtgagaggtc ctatgattat gtccggttat gtaaacaatc1260

cggaagcgac caacgccttg attgacaagg atggatggct acattctgga gacatagctt1320

actgggacga agacgaacac ttcttcatcg ttgaccgcect gaagtctctg attaagtacal380

aaggctatca ggtggcetece getgaattgg aatccatctt getccaacac cccaacatct1440

tcgacgcagg tgtcgcaggt cttcccgacg atgacgccgg tgaacttcce gecgeegttgl500

ttgttttgga gcacggaaag acgatgacgg aaaaagagat cgtggattac gtcgccagtc1560

aagtaacaac cgcgaaaaag ttgcgcggag gagttgtgtt tgtggacgaa gtaccgaaag1620

gtcttaccgg aaaactcgac gcaagaaaaa tcagagagat cctcataaag gccaagaaggl680

gcggaaagat cgccgtggat tacaaggatg acgacgataa gtaagggccc accggttgat1740

aataggctgg agcctcggtg gecatgcette ttgecccttg ggectccece cageccctcc1800

tccecttect geaccegtac ceceegtggte tttgaataaa gtctgagtgg geggectcgal860

gccgcggaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaal920

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaaloso

aaaaaaatta ttgtttaaac atttaaattc taga2014

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

54

DNA

2004

source 1..2004

mol_type = other DNA



note = null

note(en) = 5'UTR-Fluc-a globin 3'UTR-A30L70 (Mod.-A30L70)

organism = synthetic construct

3-54-5  Residuos

gggaaataag agagaaaaga agagtaagaa gaaatataag agccaccatg gaagacgcca60
aaaacataaa gaaaggcccg gcgccattct atccgetgga agatggaacc getggagagce120
aactgcataa ggctatgaag agatacgccc tggttcctgg aacaattgct tttacagatg180
cacatatcga ggtggacatc acttacgctg agtacttcga aatgtccgtt cggttggcag240
aagctatgaa acgatatggg ctgaatacaa atcacagaat cgtcgtatgc agtgaaaact300
ctcttcaatt ctttatgccg gtgttgggceg cgttatttat cggagttgca gttgegeccg360
cgaacgacat ttataatgaa cgtgaattgc tcaacagtat gggcatttcg cagcctaccg420
tggtgttcgt ttccaaaaag gggttgcaaa aaattttgaa cgtgcaaaaa aagctcccaa480
tcatccaaaa aattattatc atggattcta aaacggatta ccagggattt cagtcgatgt540
acacgttcgt cacatctcat ctacctcceg gttttaatga atacgatttt gtgccagagt600
ccttcgatag ggacaagaca attgcactga tcatgaactc ctctggatct actggtctgc660
ctaaaggtgt cgctctgect catagaactg cctgcgtgag attctcgcat gccagagatc720
ctatttttgg caatcaaatc attccggata ctgcgatttt aagtgttgtt ccattccatc780
acggttttgg aatgtttact acactcggat atttgatatg tggatttcga gtcgtcttaa840
tgtatagatt tgaagaagag ctgtttctga ggagccttca ggattacaag attcaaagtg900
cgctgetggt gccaacccta ttetecttct tcgccaaaag cactctgatt gacaaatacg960
atttatctaa tttacacgaa attgcttctg gtggcgctcc cctctctaag gaagtcgggg1020

aagcggttgc caagaggttc catctgccag gtatcaggca aggatatggg ctcactgagal080



3-55

3-55-1

3-55-2

3-55-3

3-55-4-1

ctacatcagc tattctgatt acacccgagg gggatgataa accgggegcg gtcggtaaag1140
ttgttccatt ttttgaagcg aaggttgtgg atctggatac cgggaaaacg ctgggcegttal200
atcaaagagg cgaactgtgt gtgagaggtc ctatgattat gtccggttat gtaaacaatc1260
cggaagcgac caacgccttg attgacaagg atggatggct acattctgga gacatagctt1320
actgggacga agacgaacac ttcttcatcg ttgaccgcct gaagtctctg attaagtacal380
aaggctatca ggtggctccc gctgaattgg aatccatctt gctccaacac cccaacatct1440
tcgacgcagg tgtcgcaggt cttcccgacg atgacgcecgg tgaacttcce gecgeegttg1500
ttgttttgga gcacggaaag acgatgacgg aaaaagagat cgtggattac gtcgccagtc1560
aagtaacaac cgcgaaaaag ttgcgcggag gagttgtgtt tgtggacgaa gtaccgaaagl620
gtcttaccgg aaaactcgac gcaagaaaaa tcagagagat cctcataaag gccaagaaggl680
gcggaaagat cgccgtggat tacaaggatg acgacgataa gtaagggccc accggttgat1740
aataggctgg agcctcggtg gecatgctte ttgceecttg ggecteecce cageccctcc1800
tcececttect gecaccegtac ceceegtggte tttgaataaa gtctgagtgg gcggectcgal860
gccgcggaaa aaaaaaaaaa aaaaaaaaaa aaaaaaagca tatgactaaa aaaaaaaaaal920
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaattal980

ttgtttaaac atttaaattc taga2004

Secuencias

Identificador de la secuencia 55

Tipo de molécula DNA

Extensioén 2206
Caracteristicas Localizacion/Calificadores source 1..2206



mol_type = other DNA
note = null
note(en) = a-1-globin 5'UTR-Fluc-haplogroup U8b1b1 mitochondrion 3'UTR-A30L70 (BioN.)
organism = synthetic construct
3-55-5  Residuos

agacgaacta gtattcttct ggtccccaca gactcagaga gaacccgcca ccatggaaga60

cgccaaaaac ataaagaaag gccecggegec attctatccg ctggaagatg gaaccgetggl20

agagcaactg cataaggcta tgaagagata cgccctggtt cctggaacaa ttgcttttac180

agatgcacat atcgaggtgg acatcactta cgctgagtac ttcgaaatgt ccgttcggtt240

ggcagaagct atgaaacgat atgggctgaa tacaaatcac agaatcgtcg tatgcagtga300

aaactctctt caattcttta tgccggtgtt gggcgcegtta tttatcggag ttgcagttgc360

gcccgegaac gacatttata atgaacgtga attgctcaac agtatgggca tttcgcagec420

taccgtggtg ttcgtttcca aaaaggggtt gcaaaaaatt ttgaacgtgc aaaaaaagct480

cccaatcatc caaaaaatta ttatcatgga ttctaaaacg gattaccagg gatttcagtc540

gatgtacacg ttcgtcacat ctcatctacc tcceggtttt aatgaatacg attttgtgcc600

agagtccttc gatagggaca agacaattgc actgatcatg aactcctctg gatctactgg660

tctgcctaaa ggtgtegete tgectcatag aactgectge gtgagattct cgcatgccag720

agatcctatt tttggcaatc aaatcattcc ggatactgcg attttaagtg ttgttccatt780

ccatcacggt tttggaatgt ttactacact cggatatttg atatgtggat ttcgagtcgt840

cttaatgtat agatttgaag aagagctgtt tctgaggagc cttcaggatt acaagattca900

aagtgcgctg ctggtgccaa ccctattetc cttcttcgee aaaagcactc tgattgacaa960

atacgattta tctaatttac acgaaattgc ttctggtgge getcecctet ctaaggaagt1020



cggggaagcg gttgccaaga ggttccatct gccaggtatc aggcaaggat atgggctcac1080
tgagactaca tcagctattc tgattacacc cgagggggat gataaaccgg gcgcggtcggl140
taaagttgtt ccattttttg aagcgaaggt tgtggatctg gataccggga aaacgctgggl1200
cgttaatcaa agaggcgaac tgtgtgtgag aggtcctatg attatgtccg gttatgtaaal260
caatccggaa gcgaccaacg ccttgattga caaggatgga tggctacatt ctggagacat1320
agcttactgg gacgaagacg aacacttctt catcgttgac cgcctgaagt ctctgattaal380
gtacaaaggc tatcaggtgg ctcccgcetga attggaatcc atcttgctcc aacaccccaal440
catcttcgac gcaggtgtcg caggtcttcc cgacgatgac geccggtgaac ttcccgecge1500
cgttgttgtt ttggagcacg gaaagacgat gacggaaaaa gagatcgtgg attacgtcgc1560
cagtcaagta acaaccgcga aaaagttgcg cggaggagtt gtgtttgtgg acgaagtacc1620
gaaaggtctt accggaaaac tcgacgcaag aaaaatcaga gagatcctca taaaggccaal680
gaagggcgga aagatcgecg tggattacaa ggatgacgac gataagtaag ggcccaccggl740
ctcgagctgg tactgcatgc acgcaatgct agctgcccct ttcccgtect gggtaccccgl1800
agtctccccc gacctcgggt cccaggtatg ctcccacctc cacctgeccc actcaccaccl1860
tctgctagtt ccagacacct getatactaa tcgetagecg cgtcgetcece cagggttggt1920
caatttcgtg ccagccacac cgagacctgg tccagagccc aagcacgcca cacccccacgl1980
ggaaacagca gtgattaacc tttagcaata aacgaaagtt taactaacag caatgcagct2040
caaaacgctt agcctagetc gagccgcgga aaaaaaaaaa aaaaaaaaaa aaaaaaaaag2100
catatgacta aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa2l60

aaaaaaaaaa aaaaaaaaat tattgtttaa acatttaaat tctaga2206

3-56 Secuencias



3-56-1

3-56-2

3-56-3

3-56-4-1

3-56-5

Identificador de la secuencia 56

Tipo de molécula DNA
Extension 2411
Caracteristicas Localizacion/Calificadores source 1..2411

mol_type = other DNA
note = 5'UTR-Fluc- ACTG1 3'UTR-120A (B1)
organism = synthetic construct
Residuos
gggaaataag agagaaaaga agagtaagaa gaaatataag agccaccatg gaagacgcca60
aaaacataaa gaaaggcccg gcgecattct atccgetgga agatggaacc getggagagel20
aactgcataa ggctatgaag agatacgccc tggttcctgg aacaattget tttacagatg180
cacatatcga ggtggacatc acttacgctg agtacttcga aatgtccgtt cggttggcag240
aagctatgaa acgatatggg ctgaatacaa atcacagaat cgtcgtatgc agtgaaaact300
ctcttcaatt ctttatgccg gtgttgggeg cgttatttat cggagttgca gttgcgeecg360
cgaacgacat ttataatgaa cgtgaattgc tcaacagtat gggcatttcg cagcctaccg420
tggtgttcgt ticcaaaaag gggttgcaaa aaattttgaa cgtgcaaaaa aagctcccaad80
tcatccaaaa aattattatc atggattcta aaacggatta ccagggattt cagtcgatgt540
acacgttcgt cacatctcat ctacctceceg gttttaatga atacgatttt gtgccagagt600
ccttcgatag ggacaagaca attgcactga tcatgaactc ctctggatct actggtctgc660
ctaaaggtgt cgctctgect catagaactg cctgegtgag attctcgeat gccagagatc720
ctatttttgg caatcaaatc attccggata ctgcgatttt aagtgttgtt ccattccatc780

acggttttgg aatgtttact acactcggat atttgatatg tggatttcga gtcgtcttaa840



tgtatagatt tgaagaagag ctgtttctga ggagccttca ggattacaag attcaaagtg900
cgctgetggt gccaacccta ttetecttet tcgccaaaag cactctgatt gacaaatacg960
atttatctaa tttacacgaa attgcttctg gtggcgctcc cctctctaag gaagtcgggg1020
aagcggttgc caagaggttc catctgccag gtatcaggca aggatatggg ctcactgagal080
ctacatcagc tattctgatt acacccgagg gggatgataa accgggegcg gtcggtaaag1140
ttgttccatt ttttgaagcg aaggttgtgg atctggatac cgggaaaacg ctgggcegttal200
atcaaagagg cgaactgtgt gtgagaggtc ctatgattat gtccggttat gtaaacaatc1260
cggaagcgac caacgccttg attgacaagg atggatggct acattctgga gacatagctt1320
actgggacga agacgaacac ttcttcatcg ttgaccgcect gaagtctctg attaagtacal380
aaggctatca ggtggctccc gctgaattgg aatccatctt gctccaacac cccaacatct1440
tcgacgcagg tgtcgcaggt cttcccgacg atgacgcecgg tgaacttcce gecgeegttgl500
ttgttttgga gcacggaaag acgatgacgg aaaaagagat cgtggattac gtcgccagtc1560
aagtaacaac cgcgaaaaag ttgcgcggag gagttgtgtt tgtggacgaa gtaccgaaagl620
gtcttaccgg aaaactcgac gcaagaaaaa tcagagagat cctcataaag gccaagaaggl680
gcggaaagat cgccgtggat tacaaggatg acgacgataa gtaagggcecc accggccgacl740
tacctcatga agatcctcac tgagcgaggc tacagcttca ccaccacggc cgagcgggaals8oo
atcgtgcgceg acatcaagga gaagctgtge tacgtcgecc tggacttcga gcaggagatg1860
gccaccgccg catcctcctc ttctctggag aagagctacg agctgeccga tggccaggtc1920
atcaccattg gcaatgagcg gttccggtgt ccggaggegc tgttccagec ttecttectg1980
ggtatggaat cttgcggcat ccacgagacc accttcaact ccatcatgaa gtgtgacgtg2040
gacatccgca aagacctgta cgccaacacg gtgetgtcgg gcggeaccac catgtacccg2100

ggcattgceg acaggatgca gaaggagatc accgecctgg cgeccageac catgaagatc2160



3-57

3-57-1

3-57-2

3-57-3

3-57-4-1

3-57-5

aagatcatcg cacccccaga gcgcaagtac tcggtgtgga tcggtggcte catcetggec2220

tcactgtcca ccttccagca gatgtggatt agctcgagcc gcggaaaaaa aaaaaaaaaa2280

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa2340

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaattattg tttaaacatt2400

taaattctag a2411

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

57

DNA

2027

source 1..2027

mol_type = other DNA

note = null

note(en) = ACTG1 5'UTR-Fluc-a globin 3'UTR-120A (A1)

organism = synthetic construct

ctctcgceact ctgttettce gecgceteege cgtegegttt ctetgeeggt cgecagecacc60

atggaagacg ccaaaaacat aaagaaaggc ccggcgccat tctatceget ggaagatggal20

accgctggag agcaactgca taaggctatg aagagatacg ccctggttcc tggaacaatt180

gcttttacag atgcacatat cgaggtggac atcacttacg ctgagtactt cgaaatgtcc240

gttcgottgg cagaagctat gaaacgatat gggctgaata caaatcacag aatcgtcgta300

tgcagtgaaa actctcttca attctttatg ccggtgttgg gcgcgttatt tatcggagtt360



gcagttgcge ccgcgaacga catttataat gaacgtgaat tgctcaacag tatgggcatt420
tcgcagccta ccgtggtgtt cgtttccaaa aaggggttgc aaaaaatttt gaacgtgcaa480
aaaaagctcc caatcatcca aaaaattatt atcatggatt ctaaaacgga ttaccaggga540
tttcagtcga tgtacacgtt cgtcacatct catctacctc ccggttttaa tgaatacgat600
tttgtgccag agtccttcga tagggacaag acaattgcac tgatcatgaa ctcctctgga660
tctactggtc tgcctaaagg tgtcgetctg cctcatagaa ctgectgegt gagattctcg720
catgccagag atcctatttt tggcaatcaa atcattccgg atactgcgat tttaagtgtt780
gttccattcc atcacggttt tggaatgttt actacactcg gatatttgat atgtggattt840
cgagtcgtct taatgtatag atttgaagaa gagctgtttc tgaggagcct tcaggattac900
aagattcaaa gtgcgctgct ggtgccaacc ctattctcct tcttcgccaa aagcactctg960
attgacaaat acgatttatc taatttacac gaaattgctt ctggtggcgc tccectetct1020
aaggaagtcg gggaagcggt tgccaagagg ttccatctge caggtatcag gcaaggatat1080
gggctcactg agactacatc agctattctg attacacccg agggggatga taaaccgggcl1140
gcggtcggta aagttgttcce attttttgaa gcgaaggttg tggatctgga taccgggaaal200
acgctgggcg ttaatcaaag aggcgaactg tgtgtgagag gtcctatgat tatgtccggt1260
tatgtaaaca atccggaagc gaccaacgcc ttgattgaca aggatggatg gctacattct1320
ggagacatag cttactggga cgaagacgaa cacttcttca tcgttgaccg cctgaagtct1380
ctgattaagt acaaaggcta tcaggtggct cccgctgaat tggaatccat cttgctccaal440
caccccaaca tcttcgacgc aggtgtcgca ggtcttcccg acgatgacgc cggtgaactt1500
cccgcecgccg ttgttgtttt ggagcacgga aagacgatga cggaaaaaga gatcgtggat1560
tacgtcgcca gtcaagtaac aaccgcgaaa aagttgcgcg gaggagttgt gtttgtggac1620

gaagtaccga aaggtcttac cggaaaactc gacgcaagaa aaatcagaga gatcctcatal680



3-58

3-58-1

3-58-2

3-58-3

3-58-4-1

3-58-5

aaggccaaga agggcggaaa gatcgccgtg gattacaagg atgacgacga taagtaaggg1740
cccaccggtt gataataggc tggagcctcg gtggcecatgc ttettgeccc ttgggectcc1800
cccecagcccc teeteecctt cetgcaccceg taccececegtg gtetttgaat aaagtctgag1860

tgggcggcect cgagecgegg aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaald20
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaalds8o

aaaaaaaaaa aaaaaaaaaa ttattgttta aacatttaaa ttctaga2027

Secuencias
Identificador de la secuencia 58
Tipo de molécula RNA
Extension 517
Caracteristicas Localizacion/Calificadores source 1..517
mol_type = other RNA
note = null
note(en) = B1 mRNA sequence (ACTG1 3'UTR)
organism = synthetic construct
Residuos

ccgactacct catgaagatc ctcactgagc gaggctacag cttcaccacc acggccgage60
gggaaatcgt gcgcgacatc aaggagaagc tgtgctacgt cgecctggac ttcgagecaggl120
agatggccac cgcecgcatcc tectettcte tggagaagag ctacgagetg cccgatggec180
aggtcatcac cattggcaat gagcggttcc ggtgtccgga ggegctgttc cagecttcet240

tcctgggtat ggaatcttge ggcatccacyg agaccacctt caactccate atgaagtgtg300



3-59

3-59-1

3-59-2

3-59-3

3-59-4-1

3-59-5

3-60

acgtggacat ccgcaaagac ctgtacgceca acacggtgct gtcgggegge accaccatgt360
acccgggcat tgccgacagg atgcagaagg agatcaccgce cctggegecc agcaccatga420
agatcaagat catcgcaccc ccagagcegca agtactcggt gtggatcggt ggctccatcc480

tggcctcact gtccaccttc cagcagatgt ggattag517

Secuencias
Identificador de la secuencia 59
Tipo de molécula RNA
Extensién 282
Caracteristicas Localizacién/Calificadores source 1..282
mol_type = other RNA
note = null
note(en) = B2 mRNA sequence (ATP6VOB 3'UTR)
organism = synthetic construct
Residuos

atgatatgtg tgggtggggc cgtgecteac ttttatttat tgctggtttt cctgggacag60
ctggagctgt gtcecttage ctttcagagg cttggtgttc agggcecctee ctgcactccc120
ctettgetgce gtgttgattt ggaggcactg cagtccaggce cgagtectca gtgcggggag180
caggctgctg ctgctgacte tgtgcagetg cgcacctgtg tcccceacct ccaccctcaa240

cccatcttce tagtgtttgt gaaataaact tggtatttgt ct282

Secuencias



3-60-1 Identificador de la secuencia
3-60-2  Tipo de molécula
3-60-3 Extension

3-60-4-1 Caracteristicas Localizacion/Calificadores

3-60-5 Residuos

60

RNA

308

source 1..308

mol_type = other RNA

note = null

note(en) = B3 mRNA sequence (ATP6VOB 3'UTR)

organism = synthetic construct

gttgaagaac ttctctctac cgagcagcecc gtaaccccct ttttctcect cactgetgca60

ggagtctgct acaccatttt tgatttgggc ttcegctttg atgtggeatg gttcctgacg120

gagacttcgc ccttcatgtg gtccaacctg ggeattggec tagcetatcte cetgtetgtg180

gttggggcag cctggggceat ctatattacc ggctccteca tcattggtgg aggagtgaag240

gcccccagga tcaagaccaa gaacctggte ageatcatct tetgtgagge tgtggecatc300

tacggcat308

3-61 Secuencias

3-61-1  Identificador de la secuencia
3-61-2  Tipo de molécula

3-61-3  Extension

3-61-4-1 Caracteristicas Localizacion/Calificadores

61

RNA

226

source 1..226

mol_type = other RNA



3-61-5

3-62

3-62-1
3-62-2
3-62-3

3-62-4-1

3-62-5

Residuos

note = null
note(en) = B4 mRNA sequence (ATP6VOE1 3'UTR)

organism = synthetic construct

ggaagaagac atgctctaca gtgctcagtc tttgaggtga ctatgettgt gacctitctt60

atcagtatgg tcaggcagtc agagtttgcc ttgacttttt ctcacatttt atggccattt120

taacacgtgg caagggcaag ctgctgaatg caaacacgat ctgaagagca gaaataaaat180

tggaacttaa gccttagctt acctaaatct cattaagatt cttttt226

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

62

RNA

461

source 1..461

mol_type = other RNA

note = null

note(en) = B5 mRNA sequence (ATP6VOE1 3'UTR)

organism = synthetic construct

atgcaaaatc acctccaaac cagaccactt ticttgactt gcctgttttg gccattaget60

gccttaaacg ttaacagcac atttgaatgc cttattctac aatgcagcgt gttttccttt120

gcctittttg cactttggtg aattacgtge ctccataacc tgaactgtge cgactccacal80



3-63

3-63-1

3-63-2

3-63-3

3-63-4-1

3-63-5

aaacgattat gtactcttct gagatagaag atgctgttct tctgagagat acgttactct240
ctcettggaa tetgtggatt tgaagatggce tectgectte tcacgtggga atcagtgaag300
tgtttagaaa ctgctgcaag acaaacaaga ctccagtggg gtggtcagta ggagagcacg360
ttcagaggga agagccatct caacagaatc gcaccaaact atactttcag gatgaatttc420

ttctttctge catcttttgg aataaatatt ttcctecttt c461

Secuencias
Identificador de la secuencia 63
Tipo de molécula RNA
Extension 499
Caracteristicas Localizacion/Calificadores source 1..499
mol_type = other RNA
note = null
note(en) = B6 mRNA sequence (CFL1 3'UTR)
organism = synthetic construct
Residuos

gccccttetg geceectgec tggageatet ggcageccca cacctgecct tgggggttgc60
aggctgeccc cttectgeca gaccggaggg getgggggga tcccagcagg gggagggceaal2o
tcecttcace ccagttgcca aacagacccc ccaccecectg gattttectt ctecectccat180
cccttgacgg ttctggectt cccaaactgc ttttgatctt ttgattccte ttgggctgaa240
gcagaccaag ttcccceccag gecaccecagt tgtgggggag cctgtatttt ttttaacaac300

atccccattc cccacctggt cetceccctt cccatgetge caacttctaa ccgcaatagt360



3-64

3-64-1

3-64-2

3-64-3

3-64-4-1

3-64-5

3-65

3-65-1

gactctgtgc ttgtctgttt agttctgtgt ataaatggaa tgttgtggag atgacccctc420

cctgtgeegg ctggttecte teecttttee cetggtcacg getactcatg gaagcaggac480

cagtaaggga ccttcgatt499

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

64

RNA

282

source 1..282

mol_type = other RNA

note = null

note(en) = B7 mRNA sequence (CFL1 3'UTR)

organism = synthetic construct

gccccttetg geeecctgec tggageatct ggecageccca cacctgecct tgggggttge60

aggctgccecc cttcetgeca gaccggaggg getgggggga tceccageagg gggagggeaal2o

tccettcace ccagttgcca aacagaccce ccaccecectg gattttectt cteectccat180

cccttgacgg ttctggectt cccaaactgc ttttgatctt ttgattccte ttgggctgaa240

gcagaccaag ttccccccag gecaccccagt tgtgggggag cc282

Secuencias

Identificador de la secuencia

65



3-65-2

3-65-3

Tipo de molécula

Extension

3-65-4-1 Caracteristicas Localizacion/Calificadores

3-65-5

3-66

3-66-1

3-66-2

3-66-3

Residuos

RNA

361

source 1..361

mol_type = other RNA

note = null

note(en) = B8 mRNA sequence (CFL1 3'UTR)

organism = synthetic construct

gccccttctg geeccectgee tggagcatcet ggecagececca cacctgecct tgggggttge60

aggctgccecc cttcetgeca gaccggaggg getgggggga tcccagcagg gggagggeaal2o

tcccttcacce ccagttgeca aacagaccce ccacccectg gattttectt cteectccat180

ccettgacgg ttetggectt cccaaactgc ttttgatett ttgattccte ttgggetgaa240

gcagaccaag ttccccccag geaccccagdt tgtgggggag cctgtatttt ttitaacaac300

atccccattc cccacctggt ceteecectt cecatgetge caacttctaa ccgeaatagt360

g361

Secuencias
Identificador de la secuencia
Tipo de molécula

Extension

3-66-4-1 Caracteristicas Localizacion/Calificadores

66

RNA

128

source 1..128

mol_type = other RNA



3-66-5

3-67

3-67-1

3-67-2

3-67-3

3-67-4-1

3-67-5

Residuos

note = null
note(en) = B9 mRNA sequence (COX4I1 3'UTR)

organism = synthetic construct

gagatgctgg cctgegectg cacctgegec tggcetetgte accgecatge aactccatge60

ctatttactg gaaacctgtt atgccaaaca gttgtaccac tgctaataaa tgaccagttt120

acctgaaal28

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

67

RNA

319

source 1..319

mol_type = other RNA

note = null

note(en) = B10 mRNA sequence (COX4I1 3'UTR)

organism = synthetic construct

agggacccac aggcgegecc agcagcetcte ggaagegttg tatcgcatta agttcaagga60

gagctttgct gagatgaaca ggggctcgaa cgagtggaag acggttgtgg geggtgecat120

gttcttcatc ggtttcaccg cgctcgttat catgtggcag aagcactatg ggcttagect180

ccaagtggga ctacgaaaag aacgagtgga agaagtgaga gatgctggcec tgcgectgca240



3-68

3-68-1

3-68-2

3-68-3

3-68-4-1

3-68-5

3-69

3-69-1

cctgegcectg getetgtcac cgecatgcaa ctccatgect atttactgga aacctgttat300

gccaaacagt tgtaccact319

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

68

RNA

303

source 1..303

mol_type = other RNA

note = null

note(en) = B11 mRNA sequence (COX4I1 3'UTR)

organism = synthetic construct

agaggacctt ctgcttttag cttattttgt tgctaacttt ttacaaacaa agggctaatt60

ttaaaatgtc agtgttgtca gtggtcagaa accgtgtgtt tgagcgggtg ttgagtggeal20

ggtggctetg ctgacctggt ggctggtgtg tcgggaggat ttaacctgtg tgagggattg180

gcctagaaac aacctgttga gatagtcttg ccccataacc tgtctcacac cgtagtgtac240

ggccccctec cgcaaagctt tgacaaagag tgggtggeca agcagaccaa gaggatgetg300

gac303

Secuencias

Identificador de la secuencia

69



3-69-2

3-69-3

3-69-4-1

3-69-5

3-70

3-70-1

3-70-2

3-70-3

3-70-4-1

Tipo de molécula RNA
Extension 232
Caracteristicas Localizacién/Calificadores source 1..232
mol_type = other RNA
note = null
note(en) = B12 mRNA sequence (CTSB 3'UTR)
organism = synthetic construct
Residuos
tctgeegtgg gectgtegtg ccagtectgg gggcgagate gggagaatca cgtcctggaa60
ctgcatgttc ttgcgactct tgggacttca tcttaacttc tcgctgecce agecatgttt120
tcaaccatgg catccctcece ccaattagtt ccctgtcate ctcgtcaacc ttetctgtaal80

gtgcctggta agcttgccct tgcttaagaa ctcaaaacat agctgtgcetc ta232

Secuencias

Identificador de la secuencia 70

Tipo de molécula RNA
Extension 115
Caracteristicas Localizacion/Calificadores source 1..115

mol_type = other RNA
note = null
note(en) = B13 mRNA sequence (FAM166A 3'UTR)

organism = synthetic construct



3-70-5

3-71

3-71-1
3-71-2
3-71-3

3-71-4-1

3-71-5

3-72
3-72-1

3-72-2

Residuos

aaatgcttta atggtggtgt ctgtacagca tggatgtgga cagggaaaac agcaagtgca60

cacagtggga caggccacag gacaggcetgg gagtgaataa agagttcaca ctgct115

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

71

RNA

196

source 1..196

mol_type = other RNA

note = null

note(en) = B14 mRNA sequence (NDUFB9 3'UTR)

organism = synthetic construct

tatctaagtg tatcaattta acatttataa tcaccttaca agtaagttaa agtgcattcc60

ctggtcgttt tggctttgtc tttgattttg cttcagatct ccttctcttt agtcctttgt120

ctgacttttt tgccttcttg ctatactttc cctcaacctg cctctccact attttcttag180

gcatttttca gtcatg196

Secuencias
Identificador de la secuencia

Tipo de molécula

72

RNA



3-72-3

3-72-4-1

3-72-5

3-73

3-73-1

3-73-2

3-73-3

3-73-4-1

3-73-5

Extension

Caracteristicas Localizacion/Calificadores

Residuos

ctctcgeact ctgttcttce geegeteege cgtegegttt ctetgecggt cgcas4

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

54

source 1..54

mol_type = other RNA

note = null

note(en) = A1 mRNA sequence (ACTG1 5'UTR)

organism = synthetic construct

73

RNA

185

source 1..185

mol_type = other RNA

note = null

note(en) = A2 mRNA sequence (ATP6VOB 5'UTR)

organism = synthetic construct

gggcgggegg acagactgcg ggacggacgg tggacgctgg gacgegtttg tagetccgge60

ccegecgttc cgaccecege cgecgtegee gecatgacgg ggctageact getctactcc120

ggggtetteg tggecttetg ggectgegeg ctggecgtyg gttectgacg gagacttcge180



3-74

3-74-1

3-74-2

3-74-3

3-74-4-1

3-74-5

3-75

3-75-1

3-75-2

3-75-3

3-75-4-1

ccttc185

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

74

RNA

81

source 1..81

mol_type = other RNA

note = null

note(en) = A3 mRNA sequence (ATP6VOB 5'UTR)

organism = synthetic construct

agactgcggg acggacggtg gacgctggga cgegtttgta getceggece cgecgttcecg60

acccccgcecg ccgtegeecge c81

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

75

RNA

30

source 1..30
mol_type = other RNA

note = null



3-75-5

3-76

3-76-1
3-76-2
3-76-3

3-76-4-1

3-76-5

3-77
3-77-1
3-77-2

3-77-3

Residuos

ggggtagggg ttggcgctca ggcggegacc30

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

note(en) = A4 mRNA sequence (ATP6VOEL 5'UTR)

organism = synthetic construct

76

RNA

80

source 1..80

mol_type = other RNA

note = null

note(en) = A5 mRNA sequence (ATP6VOE1 5'UTR)

organism = synthetic construct

gtcacgcggt cagctattga cacttcctgg tgggatccga gtgaggegac ggggtaggggs0

ttggcgctca ggecggcgacc80

Secuencias
Identificador de la secuencia
Tipo de molécula

Extension

77

RNA

234



3-77-4-1 Caracteristicas Localizacion/Calificadores source 1..234

mol_type = other RNA
note = null
note(en) = A6 mRNA sequence (CFL1 5'UTR)

organism = synthetic construct

3-77-5  Residuos
ggccggeggg aagactcegt tacccagcga gcgaggegge ggegecaggge cageggactc60
catttccegt cggcetegegg tgggagegee ggaageccge cccacccecte attgtgegge120
tcctactaaa cggaaggggc cgggagaggce cgegttcagt cgggtccecgg cageggetgel80
agcgctctcg tettctgegg ctetecggtgce cctetecttt tegtttccgg aaac234
3-78 Secuencias
3-78-1  ldentificador de la secuencia 78
3-78-2  Tipo de molécula RNA
3-78-3  Extension 128
3-78-4-1 Caracteristicas Localizacion/Calificadores source 1..128
mol_type = other RNA
note = null
note(en) = A7 mRNA sequence (CFL1 5'UTR)
organism = synthetic construct
3-78-5  Residuos

ctectggete gggeacceeyg aagcacgacg cagagtagga agagtttaaa gacctcgagg60



3-79

3-79-1

3-79-2

3-79-3

3-79-4-1

3-79-5

3-80

3-80-1

3-80-2

3-80-3

3-80-4-1

cctctgggea cttgagtttg gectceggtg tggetgtete tgatggtgte atcaaggtgt120

tcaacgacl128

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

79

RNA

151

source 1..151

mol_type = other RNA

note = null

note(en) = A8 mRNA sequence (CFL1 5'UTR)

organism = synthetic construct

acgtggceegg cttettctge agttccgggg agtttggggg accagattta ccttggattg60

ccectecctce tectggetcg ggecaccecga agcacgacgce agagcectceg gtgtggetgt120

ctctgatggt gtcatcaagg tgttcaacga c151

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

80

RNA

70

source 1..70



3-80-5

3-81

3-81-1

3-81-2

3-81-3

3-81-4-1

3-81-5

3-82

3-82-1

Residuos

mol_type = other RNA
note = null
note(en) = A9 mRNA sequence (COX4I1 5'UTR)

organism = synthetic construct

gcggccttgc tetettcegg tcgegggaca ccgggtgtag agggeggteg cggegggeagb0

tggcggcaga70

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

gggacaccgg gtgtagaggg cggtcgegge gggeagtgge ggcagads

Secuencias

Identificador de la secuencia

81

RNA

46

source 1..46

mol_type = other RNA

note = null

note(en) = A10 mRNA sequence (COX4I1 5'UTR)

organism = synthetic construct

82



3-82-2

3-82-3

Tipo de molécula

Extension

3-82-4-1 Caracteristicas Localizacion/Calificadores

3-82-5

3-83

3-83-1

3-83-2

3-83-3

Residuos

RNA

71

source 1..71

mol_type = other RNA

note = null

note(en) = A11 mRNA sequence (COX4I1 5'UTR)

organism = synthetic construct

cgcggccttyg ctetettceg gtcgegggac accgggtgta gagggeggte gecggegggeas0

gtggcggcag a7l

Secuencias
Identificador de la secuencia
Tipo de molécula

Extension

3-83-4-1 Caracteristicas Localizacion/Calificadores

3-83-5

Residuos

83

RNA

137

source 1..137

mol_type = other RNA

note = null

note(en) = A12 mRNA sequence (CUSB 5'UTR)

organism = synthetic construct

ggccggggct ggeccagget acggeggcetg cagggeteeg gecaaccgcete cggcaacgec60



3-84

3-84-1

3-84-2

3-84-3

3-84-4-1

3-84-5

3-85

3-85-1

3-85-2

3-85-3

3-85-4-1

aaccgctecg ctgegegeag getgggetge aggctetcgg ctgcagegcet gggtggatct120

aggatccggc ttccaacl37

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

84

RNA

55

source 1..55

mol_type = other RNA

note = null

note(en) = A13 mRNA sequence (FAM166A 5'UTR)

organism = synthetic construct

aagggagctg gatgccggga gggactggag ccagcaaggce cagagtgaaa gcaaass

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

85

RNA

56

source 1..56
mol_type = other RNA

note = null



3-85-5

3-86

3-86-1

3-86-2

3-86-3

3-86-4-1

3-86-5

3-87

3-87-1

3-87-2

3-87-3

Residuos

note(en) = A14 mRNA sequence (NDUFB9 5'UTR)

organism = synthetic construct

gcagcaggcg tgcagtttcc cggctetceg cgcggecggg gaaggtcage geegtas6

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

86

RNA

68

source 1..68

mol_type = other RNA

note = null

note(en) = A15 mRNA sequence (CHCHD10 5'UTR)

organism = synthetic construct

ggcatttgtc cccgegacag caccgetgece geegtctcta aggtcgeceg ggtcccaccg60

ccgcecacc68

Secuencias
Identificador de la secuencia
Tipo de molécula

Extension

87

RNA

46



3-87-4-1 Caracteristicas Localizacion/Calificadores source 1..46
mol_type = other RNA
note = null
note(en) = A16 mRNA sequence (CHCHD10 5'UTR)
organism = synthetic construct
3-87-5 Residuos

ccgetgecge cgtetctaag gtcgeceggg teccaccgee gecacc46

3-88 Secuencias

3-88-1 Identificador de la secuencia 88

3-88-2  Tipo de molécula RNA

3-88-3  Extension 41

3-88-4-1 Caracteristicas Localizacion/Calificadores source 1..41

mol_type = other RNA
note = null
note(en) = A17 mRNA sequence (SLC38A2 5'UTR)
organism = synthetic construct
3-88-5  Residuos

atgtcttitt tgtgtgtttg ttttcatggt attcctatga a4l

3-89 Secuencias

3-89-1 Identificador de la secuencia 89



3-89-2

3-89-3

3-89-4-1

3-89-5

3-90

3-90-1

3-90-2

3-90-3

3-90-4-1

3-90-5

Tipo de molécula
Extension

Caracteristicas Localizacion/Calificadores

Residuos

gcttcccgag ctggeggggt ccgtggtgeg ggatcgagat tgcggget48

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

RNA

48

source 1..48

mol_type = other RNA

note = null

note(en) = A18 mRNA sequence (NDUFA11 5'UTR)

organism = synthetic construct

90

RNA

69

source 1..69

mol_type = other RNA

note = null

note(en) = A19 mRNA sequence (NDUFV3 5'UTR)

organism = synthetic construct

ggcggctgtt caggegeggg tgcgegegea getgetgtgg cectgettgg tgegeccget60

gtcaccgcec69



3-91

3-91-1

3-91-2

3-91-3

3-91-4-1

3-91-5

3-92

3-92-1

3-92-2

3-92-3

3-92-4-1

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

91

RNA

128

source 1..128

mol_type = other RNA

note = null

note(en) = A20 mRNA sequence (PRDX5 5'UTR)

organism = synthetic construct

cgcgectgeg cagtggagge ggeccaggec cgectteege agggtgtege cgetgtgeeg60

ctagcggtge ccegeetgcet geggtggeac cageccaggag geggagtgga agtggeegtg120

999cgggtl28

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

92

RNA

59

source 1..59
mol_type = other RNA

note = null



3-92-5

3-93

3-93-1

3-93-2

3-93-3

3-93-4-1

3-93-5

3-94

3-94-1

3-94-2

3-94-3

Residuos

note(en) = A21 mRNA sequence (GUK1 5'UTR)

organism = synthetic construct

cagcagatgg ggactagagg ccgeactgct atccacagce tctcttctca cccccagges9

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

93

RNA

68

source 1..68

mol_type = other RNA

note = null

note(en) = A22 mRNA sequence (GUK1 5'UTR)

organism = synthetic construct

gctggecggg ctggetgegg cegecctggg ccgggeecca ceggacgcect cicttetcac60

ccccaggce68

Secuencias
Identificador de la secuencia
Tipo de molécula

Extension

94

RNA

96



3-94-4-1 Caracteristicas Localizacion/Calificadores source 1..96
mol_type = other RNA
note = null
note(en) = A23 mRNA sequence (GUK1 5'UTR)
organism = synthetic construct
3-94-5 Residuos
agaggtggcc ccggatgetg cggegeccge tggecgggct ggetgeggece geeetgggec60

gggceccace ggacgcctct cttetcacce ccagge96

3-95 Secuencias

3-95-1 Identificador de la secuencia 95

3-95-2  Tipo de molécula RNA

3-95-3  Extension 37

3-95-4-1 Caracteristicas Localizacion/Calificadores source 1..37

mol_type = other RNA
note = null
note(en) = A24 mRNA sequence (IAH1 5'UTR)
organism = synthetic construct
3-95-5  Residuos

tggctggegg ceceegecceceg ceecgeeegg ctgetce37

3-96 Secuencias



3-96-1

3-96-2

3-96-3

3-96-4-1

3-96-5

3-97

3-97-1

3-97-2

3-97-3

3-97-4-1

3-97-5

Identificador de la secuencia
Tipo de molécula
Extension

Caracteristicas Localizacion/Calificadores

Residuos

96

RNA

59

source 1..59

mol_type = other RNA

note = null

note(en) = A25 mRNA sequence (ABHD16A 5'UTR)

organism = synthetic construct

ggagggcggg gecggeaggg ggacctgetg ctggaagagce ageggeccga gecggggecs9

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

97

RNA

132

source 1..132

mol_type = other RNA

note = null

note(en) = A26 mRNA sequence (SLC25A39 5'UTR)

organism = synthetic construct

tttcggegtc ggectaggtyg cgctgecgage gegegeggac cgegeacagg cggeggagecs0



3-98

3-98-1

3-98-2

3-98-3

3-98-4-1

3-98-5

3-99

3-99-1

3-99-2

3-99-3

3-99-4-1

ggtatgggece cgectgacce tgggegeege geegeacgag caccagecta gagecaggacl20

tgaagcttca ag132

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

Residuos

cgagagactg cttgctgcgg cagagacgcec agaggtgcag ctccagcagce as1

Secuencias

Identificador de la secuencia
Tipo de molécula

Extension

Caracteristicas Localizacion/Calificadores

98

RNA

51

source 1..51

mol_type = other RNA

note = null

note(en) = A27 mRNA sequence (AUPIF1 5'UTR)

organism = synthetic construct

99

RNA

71

source 1..71
mol_type = other RNA

note = null



3-99-5 Residuos

note(en) = A28 mRNA sequence (ANAPC11 5'UTR)

organism = synthetic construct

cggagtttcg tcatgttgge caggeccatt tgagatcttt gaagatatce tcaacgtgag60

gctetgetge ¢71

3-100 Secuencias

3-100-1 Identificador de la secuencia
3-100-2 Tipo de molécula

3-100-3 Extension

3-100-4-1 Caracteristicas Localizacién/Calificadores

3-100-5 Residuos

100

RNA

55

source 1..55

mol_type = other RNA

note = null

note(en) = A29 mRNA sequence (ANAPC11 5'UTR)

organism = synthetic construct

gggcgeggct tcggegggeg geagecgcetyg cagacgagct gegggctctg ctgees5

3-101 Secuencias
3-101-1 Identificador de la secuencia
3-101-2 Tipo de molécula

3-101-3 Extension

101

RNA

48



3-101-4-1 Caracteristicas Localizacion/Calificadores

3-101-5 Residuos

gcctgegega tgcaagacgg gagaaaagga ggggegtacg cgggcaag4s

3-102 Secuencias

3-102-1 Identificador de la secuencia
3-102-2 Tipo de molécula

3-102-3 Extension

3-102-4-1 Caracteristicas Localizacion/Calificadores

3-102-5 Residuos

source 1..48

mol_type = other RNA

note = null

note(en) = A30 mRNA sequence (CCDC12 5'UTR)

organism = synthetic construct

102

RNA

132

source 1..132

mol_type = other RNA

note = null

note(en) = A31 mRNA sequence (MRPL14 5'UTR)

organism = synthetic construct

atcgcgteeg ccgggetggg cetggegege aggegetagg aagaggecge gtggggegaas0

ggcggcegctt ggetggtggg gececgeggeg ggattttcce gggeggegag ageggatctal20

tcttgggatc cc132



3-103 Secuencias

3-103-1 lIdentificador de la secuencia
3-103-2 Tipo de molécula

3-103-3 Extension

3-103-4-1 Caracteristicas Localizacion/Calificadores

3-103-5 Residuos

gccgggggceg cgegcetetge gagetgg27

3-104 Secuencias

3-104-1 Identificador de la secuencia
3-104-2 Tipo de molécula

3-104-3 Extension

3-104-4-1 Caracteristicas Localizacion/Calificadores

3-104-5 Residuos

103

RNA

27

source 1..27

mol_type = other RNA

note = null

note(en) = A32 mRNA sequence (APOA1BP 5'UTR)

organism = synthetic construct

104

RNA

43

source 1..43

mol_type = other RNA

note = null

note(en) = A33 mRNA sequence (APOA1BP 5'UTR)

organism = synthetic construct



gcecggggeceg ggecgggecg ggggegegeg ctetgcgage tgga3

3-105 Secuencias

3-105-1 Identificador de la secuencia
3-105-2 Tipo de molécula

3-105-3 Extension

3-105-4-1 Caracteristicas Localizacién/Calificadores

3-105-5 Residuos

gggaaataag agagaaaaga agagtaagaa gaaatataag agccacc47

3-106 Secuencias

3-106-1 Identificador de la secuencia
3-106-2 Tipo de molécula

3-106-3 Extension

3-106-4-1 Caracteristicas Localizacion/Calificadores

105

RNA

47

source 1..47

mol_type = other RNA

note = null

note(en) = Mod. 5’UTR mRNA sequence

organism = synthetic construct

106

RNA

119

source 1..119
mol_type = other RNA
note = null

note(en) = a-globin 3'UTR mRNA sequence



organism = synthetic construct
3-106-5 Residuos
tgataatagg ctggagcctc ggtggccatg cttettgeee cttgggecte cccccagecc60

ctecteecct tectgcacce gtaceceegt ggtetttgaa taaagtctga gtgggeggel119

3-107 Secuencias

3-107-1 Identificador de la secuencia 107

3-107-2 Tipo de molécula RNA
3-107-3 Extension 52
3-107-4-1 Caracteristicas Localizacion/Calificadores source 1..52

mol_type = other RNA
note = null
note(en) = a-1 globin 5UTR mRNA sequence
organism = synthetic construct
3-107-5 Residuos

agacgaacta gtattcttct ggtccccaca gactcagaga gaacccgeca ccs2

3-108 Secuencias

3-108-1 Identificador de la secuencia 108
3-108-2 Tipo de molécula RNA
3-108-3 Extension 317

3-108-4-1 Caracteristicas Localizacién/Calificadores source 1..317



3-108-5 Residuos

mol_type = other RNA
note = null
note(en) = haplogroup U8b1b1 mitochondrion 3'UTR mRNA sequence

organism = synthetic construct

ctcgagctgg tactgcatge acgcaatgct agctgceecct ttcecgtcet gggtaccccg60

agtctccecc gacctcgggt cccaggtatg ctcecaccte cacctgecce actcaccacc120

tctgctagtt ccagacacct getatactaa tcgctagecg cgtcgetece cagggttggt180

caatttcgtg ccagccacac cgagacctgg tccagagccc aagcacgcca caccecccacg240

ggaaacagca gtgattaacc tttagcaata aacgaaagtt taactaacag caatgcagct300

caaaacgctt agcctag317

3-109 Secuencias

3-109-1 Identificador de la secuencia
3-109-2 Tipo de molécula

3-109-3 Extension

3-109-4-1 Caracteristicas Localizacion/Calificadores

3-109-5 Residuos

109

AA

728

source 1..728

mol_type = protein

note = null

note(en) = Amino acid sequence of hHGF

organism = Homo sapiens



MWVTKLLPAL LLQHVLLHLL LLPIAIPYAE GOQRKRRNTIH EFKKSAKTTL IKIDPALKIK60
TKKVNTADQC ANRCTRNKGL PFTCKAFVFD KARKQCLWFP FNSMSSGVKK EFGHEFDLYE120
NKDYIRNCI GKGRSYKGTV SITKSGIKCQ PWSSMIPHEH SFLPSSYRGK DLQENYCRNP180
RGEEGGPWCF TSNPEVRYEV CDIPQCSEVE CMTCNGESYR GLMDHTESGK ICQRWDHQTP240
HRHKFLPERY PDKGFDDNYC RNPDGQPRPW CYTLDPHTRW EYCAIKTCAD NTMNDTDVPL300
ETTECIQGQG EGYRGTVNTI WNGIPCQRWD SQYPHEHDMT PENFKCKDLR ENYCRNPDGS360
ESPWCFTTDP NIRVGYCSQI PNCDMSHGQD CYRGNGKNYM GNLSQTRSGL TCSMWDKNME420
DLHRHIFWEP DASKLNENYC RNPDDDAHGP WCYTGNPLIP WDYCPISRCE GDTTPTIVNL480
DHPVISCAKT KQLRVVNGIP TRTNIGWMVS LRYRNKHICG GSLIKESWVL TARQCFPSRD540
LKDYEAWLGI HDVHGRGDEK CKQVLNVSQL VYGPEGSDLV LMKLARPAVL DDFVSTIDLP600
NYGCTIPEKT SCSVYGWGYT GLINYDGLLR VAHLYIMGNE KCSQHHRGKY TLNESEICAG660

AEKIGSGPCE GDYGGPLVCE QHKMRMVLGV IVPGRGCAIP NRPGIFVRVA YYAKWIHKII720

LTYKVPQS728
3-110 Secuencias
3-110-1 Identificador de la secuencia 110
3-110-2 Tipo de molécula DNA
3-110-3 Extension 2187
3-110-4-1 Caracteristicas Localizacion/Calificadores source 1..2187

mol_type = other DNA
note = null

note(en) = Nucleotide sequence of hHHGF



3-110-5

organism = synthetic construct
Residuos
atgtgggtga ccaaactcct gccagecctg ctgetgcage atgtcctect geatctectc60
ctgctcecca tcgecatece ctatgcagag ggacaaagga aaagaagaaa tacaattcat120
gaattcaaaa aatcagcaaa gactacccta atcaaaatag atccagcact gaagataaaal80
accaaaaaag tgaatactgc agaccaatgt gctaatagat gtactaggaa taaaggactt240
ccattcactt gcaaggcttt tgtttttgat aaagcaagaa aacaatgcct ctggttcccc300
ttcaatagca tgtcaagtgg agtgaaaaaa gaatttggcc atgaatttga cctctatgaa360
aacaaagact acattagaaa ctgcatcatt ggtaaaggac gcagctacaa gggaacagta420
tctatcacta agagtggcat caaatgtcag ccctggagtt ccatgatacc acacgaacac480
agctttttgc cttcgagcta tcggggtaaa gacctacagg aaaactactg tcgaaatcct540
cgaggggaag aagggggacc ctggtgtttc acaagcaatc cagaggtacg ctacgaagtc600
tgtgacattc ctcagtgttc agaagttgaa tgcatgacct gcaatgggga gagttatcga660
ggtctcatgg atcatacaga atcaggcaag atttgtcagc gctgggatca tcagacacca720
caccggcaca aattcttgcc tgaaagatat cccgacaagg getttgatga taattattgc780
cgcaatcccg atggccagec gaggcecatgg tgctatactc ttgaccctca caccecgetgg840
gagtactgtg caattaaaac atgcgctgac aatactatga atgacactga tgttcctttg900
gaaacaactg aatgcatcca aggtcaagga gaaggctaca ggggcactgt caataccatt960
tggaatggaa ttccatgtca gegttgggat tctcagtatc ctcacgagcea tgacatgact1020
cctgaaaatt tcaagtgcaa ggacctacga gaaaattact gccgaaatcc agatgggtct1080
gaatcaccct ggtgttttac cactgatcca aacatccgag ttggctactg ctcccaaatt1140

ccaaactgtg atatgtcaca tggacaagat tgttatcgtg ggaatggcaa aaattatatg1200



3-111

3-111-1

3-111-2

3-111-3

ggcaacttat cccaaacaag atctggacta acatgttcaa tgtgggacaa gaacatggaal260
gacttacatc gtcatatctt ctgggaacca gatgcaagta agctgaatga gaattactgc1320
cgaaatccag atgatgatgc tcatggaccc tggtgctaca cgggaaatcc actcattcct1380
tgggattatt gccctatttc tcgttgtgaa ggtgatacca cacctacaat agtcaatttal440
gaccatcccg taatatcttg tgccaaaacg aaacaattgc gagttgtaaa tgggattccal500
acacgaacaa acataggatg gatggttagt ttgagataca gaaataaaca tatctgcggal560
ggatcattga taaaggagag ttgggttctt actgcacgac agtgtttccc ttctcgagac1620
ttgaaagatt atgaagcttg gcttggaatt catgatgtcc acggaagagg agatgagaaal680
tgcaaacagg ttctcaatgt ttcccagctg gtatatggcc ctgaaggatc agatctggtt1740
ttaatgaagc ttgccaggcc tgctgtcctg gatgattttg ttagtacgat tgatttacct1800
aattatggat gcacaattcc tgaaaagacc agttgcagtg tttatggctg gggctacact1860
ggattgatca actatgatgg cctattacga gtggcacatc tctatataat gggaaatgag1920
aaatgcagcc agcatcatcg agggaaggtg actctgaatg agtctgaaat atgtgctggg1980
gctgaaaaga ttggatcagg accatgtgag ggggattatg gtggcccact tgttigtgag2040
caacataaaa tgagaatggt tcttggtgtc attgttcctg gtcgtggatg tgccattcca2100
aatcgtcctg gtatttttgt ccgagtagca tattatgcaa aatggataca caaaattatt2160

ttaacatata aggtaccaca gtcatag2187

Secuencias

Identificador de la secuencia 111
Tipo de molécula DNA
Extension 2187



3-111-4-1 Caracteristicas Localizacion/Calificadores source 1..2187
mol_type = other DNA
note = null
note(en) = hHGF codon-optimized sequence 1 (hHHGF-OS1)
organism = synthetic construct

3-111-5 Residuos

atgtgggtga ccaaactgct cccegcetetg ctgetgcage atgtgetgct ccacctgetgé0
ctgctgccaa tcgecateee ctacgctgaa ggacagcgga agcgcagaaa cacaattcac120
gaattcaaga agtccgccaa aacaacactg atcaagatcg accctgccct gaaaatcaaal80
accaagaagg tgaacactgc cgatcagtgc gccaacagat gcacaagaaa caaaggcctg240
cccttcacat gcaaggcectt tgtgttcgac aaggccagaa agcagtgect gtggttccct300
ttcaacagca tgagctctgg cgtgaagaaa gagttcggcec acgaattcga cctgtacgag360
aacaaggatt acatcagaaa ttgtatcatc ggcaagggca gaagctacaa aggcacagtg420
tccatcacca aaagcggcat taagtgtcag ccttggagca gcatgatccce tcacgagcac480
agcttectge ctagcetctta cagaggcaag gacctgcagg agaattactg ccggaaccct540
agaggcgagg aaggcggcecc ttggtgcttt accagcaacc ctgaggtgeg gtacgaggtg600
tgtgacatcc cccagtgcag cgaagtggaa tgcatgacct gtaatggcga gagctacaga660
ggcctcatgg accatacaga gagcggaaag atttgtcaaa gatgggatca ccagacacct720
cacagacaca aattcctgcc cgaaagatat cctgacaagg gcttcgacga caactactgc780
agaaatcctg atggccaacc cagaccttgg tgctacaccc tggatcctca taccagatgg840
gagtactgtg ccatcaagac ctgcgctgat aataccatga acgacaccga tgtgcctctg900

gaaacaaccg agtgcatcca gggacagggce gaaggcetacce ggggeaccgt gaacaccatc960



tggaacggca tcccctgeca gagatgggac ageccagtace cccacgaaca cgatatgacc1020
cctgagaact tcaagtgcaa ggacctgaga gaaaattact gcagaaaccc agacggaagcl1080
gagtctcctt ggtgttttac caccgacccc aacatccggg tgggttactg cagccaaatc1140
cccaattgcg acatgagceca cggcecaggac tgctaccggg gaaacggcaa aaactacatg1200
ggcaatctga gccagacccg gageggtctg acctgctcea tgtgggataa gaacatggaal260
gatctgcacc ggcacatctt ctgggagcct gacgcttcta agctgaacga gaactactgt1320
aggaacccag acgacgatgc ccacggtcec tggtgctaca ccggcaacce getgatcect1380
tgggactatt gtcctatcag ccgetgcgag ggcgatacaa cacctaccat cgtgaacctg1440
gaccaccctg tgatctcttg cgccaagacc aagcagctga gagtggtgaa cggcatcccals500
acacggacca acatcggatg gatggtctcc ctgagatacc ggaacaagca catctgcggel560
ggctctctga tcaaggaatc ttgggtcctg accgccagac agtgcttcce cageccgggacl620
ctgaaggact atgaggcctg gctgggaatc cacgacgtgc acggcagagg cgacgagaagl680
tgcaagcaag tgctgaacgt gtcccagctg gtgtacggcc ctgagggatc tgatctggtc1740
ctgatgaaac tggccagacc cgccgtgctg gacgactttg tgtccaccat cgacctgect1800
aactacggct gcaccatccc tgaaaagacc agctgcageg tgtacggctg gggctatacal8e0
ggcctgatca actacgacgg tctgctgegg gttgctcacc tgtacatcat gggcaacgag1920
aagtgcagcc agcaccacag aggaaaggtt acacttaacg agagcgagat ctgcgccgge1980
gccgagaaaa tcggcetececgg cccttgtgaa ggcgactacg gaggcecctct ggtgtgcgaa2040
cagcacaaga tgagaatggt gctgggcegtg atcgtgccecg gaagaggctg tgcaatccct2100
aataggcccg gcattttcgt gcgggtggcc tactacgcca agtggatcca caagatcatc2160

ctgacgtaca aggtgcctca gagctga2187



3-112 Secuencias

3-112-1 lIdentificador de la secuencia 112

3-112-2 Tipo de molécula DNA

3-112-3 Extension 2187
3-112-4-1 Caracteristicas Localizacion/Calificadores source 1..2187

mol_type = other DNA
note = null
note(en) = hHGF codon-optimized sequence 2 (hHHGF-OS2)
organism = synthetic construct
3-112-5 Residuos
atgtgggtca ccaaactgct gcccgeectg ctgctgcage acgtgetect gecacctgetg60
ctgctgecta tcgecatccec ttacgccgaa ggccagagaa agcggagaaa taccattcac120
gaatttaaga agagcgccaa gaccacactg atcaagatcg accctgccct gaaaatcaag180
accaagaaag tgaacacagc cgaccaatgc gctaatagat gcacaagaaa caaaggcctg240
cctttcacct gcaaggcctt cgtgttcgat aaggccagaa agcagtgect gtggttcccc300
ttcaacagca tgagcagcgg cgtgaagaaa gaattcggtc acgagttcga cctgtacgag360
aataaggact acattagaaa ctgcatcatc ggcaagggcc ggagctacaa gggcaccgtg420
agcatcacca agtctggcat caagtgccag ccatggagtt ccatgatcce tcatgagcac480
agcttcctge caagctctta ccggggaaag gatctgcagg agaactattg tagaaatccc540
agaggcgagg aaggaggacc ctggtgtttt accagcaacc cagaggtgcg gtacgaggtg600
tgcgacatac cccagtgcag cgaggtggaa tgcatgacat gcaacggcga gagctaccggé60

ggcctgatgg accacacaga gagcggcaaa atctgccaaa gatgggatca ccagacccct720



cataggcaca agttcctgcc cgagagatac cctgacaagg gcttcgacga caattactgc780
cggaaccctg atggacagcc tagaccttgg tgctacaccc tggaccctca caccagatgg840
gaatactgcg ccatcaagac atgtgccgat aacaccatga acgacaccga tgtgccactc900
gagacaactg agtgtatcca gggccagggc gagggctaca ggggcaccgt gaacaccatc960
tggaacggca tcccttgtca gecggtgggac ageccaatace cccacgaaca tgatatgacc1020
ccagaaaact tcaagtgcaa agatctgcgg gaaaactact gtagaaaccc tgacggctcc1080
gagagccctt ggtgcttcac caccgaccct aacatcaggg tgggctactg tagccagatc1140
cccaactgeg acatgagceca cggtcaggac tgctacagag gaaacggcaa gaattacatg1200
ggcaacctga gccagaccag aagcggcctg acctgcagca tgtgggacaa aaacatggaal260
gatctgcacc ggcacatctt ttgggagcct gacgccagca agctgaatga gaactactgt1320
cggaaccctg acgacgatgc tcacggccct tggtgctaca caggcaaccc tctgatccct1380
tgggactatt gtcctattag caggtgtgaa ggcgacacga cccctacaat cgtgaacctg1440
gatcacccag tgatcagctg tgctaaaaca aagcaactga gagtggtgaa tggtatcccgl1500
acccggacca acatcggatg gatggtcagce ctgcggtaca gaaacaagca catctgcggcl1560
ggtagcctga tcaaggaatc ctgggtgttg acagccagac agtgttttcc cagcagagat1620
ctgaaggact acgaggcctg gctgggcatc cacgacgtgc acggcagagg cgacgagaagl680
tgcaagcagg ttctgaacgt gtcccagctg gtgtacggcc ccgagggcte tgatetggtt1740
ctgatgaagc ttgctagacc cgctgtgctg gatgacttcg tgtccaccat cgacctgccal800
aattacggat gtacaattcc tgaaaagacc tcctgttctg tgtacggctg gggctacacc1860
ggactcatca actatgacgg cctgctgaga gtggcccacc tgtatatcat gggcaacgagl1920
aagtgcagcc agcaccatag aggcaaggtg accctgaacg agtctgaaat ctgcgccggal980

gccgagaaaa tcggatctgg ceectgecgaa ggagattacg geggecctct ggtctgcgag2040



cagcacaaga tgagaatggt gctgggegtg atcgtgcceg gcagaggetg cgecatcect2100

aaccggcctg gaatcttcgt gcgegtggcec tattacgcca aatggatcca caaaatcatc2160

ctgacataca aggtcccaca gtcttga2187

3-113 Secuencias

3-113-1 Identificador de la secuencia
3-113-2 Tipo de molécula

3-113-3 Extension

3-113-4-1 Caracteristicas Localizacion/Calificadores

3-113-5 Residuos

113

DNA

2187

source 1..2187

mol_type = other DNA

note = null

note(en) = hHGF codon-optimized sequence 3 (hHHGF-OS3)

organism = synthetic construct

atgtgggtga ccaagctgct gcecgeccty ctectgcage acgtgetgcet geacctgetc60

ctgctgeeca tcgecatecc ctacgecgag gggcagagaa agagaagaaa caccatccac120

gagttcaaga agagcgccaa gaccaccctg atcaagatcg accccgecct gaagatcaag180

accaagaagg tgaacaccgc cgatcagtgc gccaacagat gcacaagaaa caagggcectg240

ccettcacct gcaaggcectt cgtgttcgac aaggctagaa agcagtgect gtggttccec300

ttcaacagca tgagcagcgg cgtgaagaag gagttcggec acgagttcga cctgtacgag360

aacaaggact acatcagaaa ctgcatcatc ggcaagggca gaagctacaa gggcaccgtg420

agcatcacca agagcggcat caagtgtcag ccctggagea geatgatcee ccatgagcac480



agcttcctge ctagcagcta cagagggaag gacctgcaag agaactactg cagaaaccct540
agaggcgagg agggcggcecc ttggtgtttc acaagcaatc ccgaggtgag atacgaggtg600
tgcgacatcc ctcagtgcag cgaggtggag tgcatgacct gcaacggcga aagctataga660
ggcctgatgg accacaccga gagcggcaag atttgtcage ggtgggatca ccaaaccccc720
cacagacaca agttcctgcc cgagagatac cccgacaagg gcttcgacga caattactgt780
agaaaccccg acgggcagcc tagaccctgg tgttacaccc tggaccccca cacaagatgg840
gagtactgcg ccatcaagac ctgcgccgac aacaccatga acgacaccga cgtgcccctg900
gagaccaccg agtgcatcca aggccaaggc gagggcetaca gaggcaccgt gaacaccatc960
tggaacggca ttccctgtca gagatgggac agccaatacc cccatgaaca cgatatgaccl1020
cccgagaact tcaagtgcaa ggacctgaga gagaactact gccggaaccce cgatggcagc1080
gaatcccctt ggtgcttcac caccgacccc aacatcagag tgggctactg cagccaaatc1140
cccaactgcg acatgagceca cggccaagac tgttacagag ggaacggcaa gaactacatg1200
ggcaacctga gccaaacaag aagcggcctg acctgcagca tgtgggacaa gaacatggagl1260
gacctgcaca gacacatctt ctgggagccc gacgctagca agctgaacga gaactactgt1320
cggaaccccg acgacgatgce ccacggeccc tggtgctaca ccggcaacce cctgatccec1380
tgggactact gccccatcag cagatgcgag ggcgacacca cccccaccat cgtgaacctg1440
gaccaccccg tgatcagctg tgccaagacc aagcaactga gagtggtgaa cggcatcccc1500
acaagaacca acattggctg gatggtgagc ctgagataca gaaacaagca catctgcggcl560
ggcagcctga tcaaggagag ctgggtgcetg accgctagac agtgcttcece tagcagagac1620
ctgaaggact acgaggcctg gctgggcatc cacgacgtgce acggcagagg cgacgagaagl680
tgtaaacaag tgctgaacgt gagccaactg gtgtacggcc ccgagggcag cgacctggtgl740

ctgatgaagc tggctagacc cgecgtgetg gacgacttcg tgagcaccat cgacctgecc1800



aactacggct gcaccatccc cgagaagaca agctgcagceg tgtacggctg gggctacacc1860
ggcctgatca actacgacgg cctgctgaga gtggcccacc tgtacatcat gggcaacgag1920
aagtgcagcc aacaccaccg gggcaaagtg accctgaacg agagcgagat ctgcgecgggl1980
gctgagaaaa tcggcagcegg ccectgegag ggggactacg ggggecccct ggtgtgecgag2040
cagcacaaga tgagaatggt gctgggcegtg atcgtgeeeg gecagaggctg cgecatccec2100
aacagacccg gcatcttcgt gagagtggcc tactacgcca agtggatcca caagatcatc2160

ctgacctaca aggtgcctca gagctga2187

3-114 Secuencias

3-114-1 Identificador de la secuencia 114

3-114-2 Tipo de molécula DNA

3-114-3 Extension 2512
3-114-4-1 Caracteristicas Localizacion/Calificadores source 1..2512

mol_type = other DNA
note = null
note(en) = 5'UTR-hHGF-a globin 3'UTR-A30L70 (Mod.-hHGF-0S2)
organism = synthetic construct
3-114-5 Residuos

gggaaataag agagaaaaga agagtaagaa gaaatataag agccaccgct agccttaagg60

ccaccatgtg ggtcaccaaa ctgctgeccg ccctgetget gcagcacgtg ctectgcacc120

tgctgetget gectatcgece atcecttacg ccgaaggceca gagaaagegg agaaataccal80

ttcacgaatt taagaagagc gccaagacca cactgatcaa gatcgaccct gccctgaaaa240



tcaagaccaa gaaagtgaac acagccgacc aatgcgctaa tagatgcaca agaaacaaag300
gcctgcecttt cacctgcaag gecttcgtgt tcgataagge cagaaagcag tgectgtggt360
tccecttcaa cagcatgage agcggegtga agaaagaatt cggtcacgag ttcgacctgt420
acgagaataa ggactacatt agaaactgca tcatcggcaa gggccggagce tacaagggca480
ccgtgagcat caccaagtct ggcatcaagt gccagccatg gagttccatg atccctcatg540
agcacagctt cctgccaagc tcttaccggg gaaaggatct gcaggagaac tattgtagaa600
atcccagagg cgaggaagga ggaccctggt gttttaccag caacccagag gtgcggtacg660
aggtgtgcga cataccccag tgcagcgagg tggaatgcat gacatgcaac ggcgagaget720
accggggcct gatggaccac acagagagcg gcaaaatctg ccaaagatgg gatcaccaga780
cccctecatag gecacaagtte ctgeccgaga gataccctga caagggcttc gacgacaatt840
actgccggaa ccctgatgga cagcectagac cttggtgcta caccctggac cctcacacca900
gatgggaata ctgcgccatc aagacatgtg ccgataacac catgaacgac accgatgtgc960
cactcgagac aactgagtgt atccagggcc agggcgaggg ctacaggggce accgtgaacal020
ccatctggaa cggcatccct tgtcagcggt gggacagcca atacccccac gaacatgatal080
tgaccccaga aaacttcaag tgcaaagatc tgcgggaaaa ctactgtaga aaccctgacg1140
gctccgagag cccttggtgc ttcaccaccg accctaacat cagggtgggc tactgtagec1200
agatccccaa ctgcgacatg agccacggtc aggactgcta cagaggaaac ggcaagaatt1260
acatgggcaa cctgagccag accagaagcg gcctgacctg cagcatgtgg gacaaaaacal320
tggaagatct gcaccggcac atcttttggg agcctgacgce cagcaagctg aatgagaact1380
actgtcggaa ccctgacgac gatgctcacg gcccttggtg ctacacaggc aaccctctgal440
tcecettggga ctattgtect attagcaggt gtgaaggcga cacgacccct acaatcgtgal500

acctggatca cccagtgatc agcetgtgcta aaacaaagca actgagagtg gtgaatggtal560



tcccgacceg gaccaacatc ggatggatgg tcagectgeg gtacagaaac aagcacatct1620
gcggceggtag cctgatcaag gaatcctggg tgttgacage cagacagtgt tttcccagcal680
gagatctgaa ggactacgag gcctggcetgg geatccacga cgtgcacgge agaggcgacgl740
agaagtgcaa gcaggttctg aacgtgtccc agctggtgta cggecccgag ggcetctgatc1800
tggttctgat gaagcttgct agacccgctg tgctggatga cttcgtgtce accatcgacc1860
tgccaaatta cggatgtaca attcctgaaa agacctcctg ttctgtgtac ggetggggcet1920
acaccggact catcaactat gacggcctgc tgagagtggc ccacctgtat atcatgggcal980
acgagaagtg cagccagcac catagaggca aggtgaccct gaacgagtct gaaatctgcg2040
ccggagccga gaaaatcgga tctggeccct gcgaaggaga ttacggeggce cctetggtet2100
gcgagcagca caagatgaga atggtgctgg gegtgatcgt geccggeaga ggetgegeca2160
tccctaaccg gectggaatc ttcgtgegeg tggcectatta cgccaaatgg atccacaaaa2220
tcatcctgac atacaaggtc ccacagtctt gataataggc tggagcectcg gtggccatgc2280
ttcttgccecc ttgggcectee cecccageccc teeteecctt cetgcacccg tacceceegtg2340
gtctttgaat aaagtctgag tgggcggcect cgageccgegg aaaaaaaaaa aaaaaaaaaa2400
aaaaaaaaaa gcatatgact aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa2460

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa gtttaaacat ttaaattcta ga2512

3-115 Secuencias

3-115-1 Identificador de la secuencia 115
3-115-2 Tipo de molécula DNA
3-115-3 Extension 2638

3-115-4-1 Caracteristicas Localizacién/Calificadores source 1..2638



mol_type = other DNA
note = null
note(en) = ACTG1 5'UTR-hHGF-CTSB 3'UTR-A30L70 (A1B12-hHGF-0S2)
organism = synthetic construct
3-115-5 Residuos

ctctecgeact ctgttettce geecgceteege cgtegegttt ctctgecggt cgcagcetage60

gccaccatgt gggtcaccaa actgcetgecce gecctgetge tgcagcacgt getectgcac120

ctgctgcetgce tgectatcge catcecttac gccgaaggcece agagaaagceg gagaaatacc180

attcacgaat ttaagaagag cgccaagacc acactgatca agatcgaccc tgccctgaaa240

atcaagacca agaaagtgaa cacagccgac caatgcgcta atagatgcac aagaaacaaa300

ggcctgectt tcacctgcaa ggccttegtg ttcgataagg ccagaaagca gtgectgtgg360

ttccecttca acagcatgag cagcggegtg aagaaagaat tcggtcacga gttcgacctg420

tacgagaata aggactacat tagaaactgc atcatcggca agggccggag ctacaagggc480

accgtgagca tcaccaagtc tggcatcaag tgccagcecat ggagttccat gatccctcat540

gagcacagct tcctgccaag ctecttaccgg ggaaaggatce tgcaggagaa ctattgtaga600

aatcccagag gcgaggaagg aggaccctgg tgttttacca gcaacccaga ggtgcggtac660

gaggtgtgcg acatacccca gtgcagcgag gtggaatgca tgacatgcaa cggcgagage720

taccggggcc tgatggacca cacagagagc ggcaaaatct gccaaagatg ggatcaccag780

acccctcata ggcacaagtt cctgcccgag agataccctg acaagggctt cgacgacaat840

tactgccgga accctgatgg acagcectaga ccttggtget acaccctgga ccctcacacc900

agatgggaat actgcgccat caagacatgt gccgataaca ccatgaacga caccgatgtg960

ccactcgaga caactgagtg tatccagggc cagggcgagg getacagggg caccgtgaac1020



accatctgga acggcatccc ttgtcagcgg tgggacagcec aataccccca cgaacatgat1080
atgaccccag aaaacttcaa gtgcaaagat ctgcgggaaa actactgtag aaaccctgac1140
ggctccgaga geccttggtg cttcaccacc gaccctaaca tcagggtggg ctactgtagc1200
cagatcccca actgcgacat gagccacggt caggactgct acagaggaaa cggcaagaat1260
tacatgggca acctgagcca gaccagaagc ggcctgacct gcagcatgtg ggacaaaaac1320
atggaagatc tgcaccggca catcttttgg gagcctgacg ccagcaagct gaatgagaacl1380
tactgtcgga accctgacga cgatgctcac ggcccttggt gctacacagg caaccctctg1440
atcccttggg actattgtce tattagcagg tgtgaaggceg acacgacccc tacaatcgtg1500
aacctggatc acccagtgat cagctgtgct aaaacaaagc aactgagagt ggtgaatggt1560
atcccgaccc ggaccaacat cggatggatg gtcagectge ggtacagaaa caagcacatc1620
tgcggceggta gectgatcaa ggaatcctgg gtgttgacag ccagacagtg ttttcccagc1680
agagatctga aggactacga ggcctggcetg ggcatccacg acgtgcacgg cagaggcgacl740
gagaagtgca agcaggttct gaacgtgtcc cagctggtgt acggccccga gggctctgat1800
ctggttctga tgaagcttgc tagacccgct gtgctggatg acttcgtgtc caccatcgac1860
ctgccaaatt acggatgtac aattcctgaa aagacctcct gttctgtgta cggcetgggge1920
tacaccggac tcatcaacta tgacggcctg ctgagagtgg cccacctgta tatcatgggc1980
aacgagaagt gcagccagca ccatagaggc aaggtgaccc tgaacgagtc tgaaatctgc2040
gccggagecg agaaaatcgg atctggecce tgcgaaggag attacggegg ccctctggtc2100
tgcgagcagc acaagatgag aatggtgctg ggcgtgatcg tgcccggeag aggetgegec2160
atccctaacc ggcctggaat cttcgtgcgce gtggcectatt acgccaaatg gatccacaaa2220
atcatcctga catacaaggt cccacagtct tgataagggc ccaccggttc tgccgtggge2280

ctgtcgtgec agtcctgggg gegagatcgg gagaatcacy tcctggaact geatgttett2340



gcgactcttg ggacttcate ttaacttctc gctgceccag ccatgttttc aaccatggca2400

tcecteeccc aattagttec ctgtcatect cgtcaacctt ctetgtaagt gectggtaag2460

cttgcccttg cttaagaact caaaacatag ctgtgctcta ccgcggaaaa aaaaaaaaaa2520

aaaaaaaaaa aaaaaagcat atgactaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa2580

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaagttt aaacatttaa attctaga2638

3-116 Secuencias

3-116-1 Identificador de la secuencia
3-116-2 Tipo de molécula

3-116-3 Extension

3-116-4-1 Caracteristicas Localizacién/Calificadores

3-116-5 Residuos

116

DNA

2652

source 1..2652

mol_type = other DNA

note = null

note(en) = CHCHD10 5'UTR-hHGF-CTSB 3'UTR-A30L70 (A15B12-hHGF-OS2)

organism = synthetic construct

ggcatttgtc cccgegacag caccgetgec gecgtetcta aggtcgeceg ggtcccaccg60

ccgecaccgc tagegecace atgtgggtca ccaaactget geecgeccty ctgetgcage120

acgtgctect geacctgcetg ctgetgecta tcgecatcee ttacgccgaa ggecagagaalso

agcggagaaa taccattcac gaatttaaga agagcgccaa gaccacactg atcaagatcg240

accctgccect gaaaatcaag accaagaaag tgaacacagc cgaccaatge gctaatagat300

gcacaagaaa caaaggcctg cctttcacct gcaaggcctt cgtgttcgat aaggccagaa360



agcagtgcct gtggttcecce ttcaacagca tgagcagegg cgtgaagaaa gaattcggtc420
acgagttcga cctgtacgag aataaggact acattagaaa ctgcatcatc ggcaagggcc480
ggagctacaa gggcaccgtg agcatcacca agtctggcat caagtgccag ccatggagtt540
ccatgatccc tcatgagcac agcttcctge caagctctta ccggggaaag gatctgcagg600
agaactattg tagaaatccc agaggcgagg aaggaggacc ctggtgtttt accagcaacc660
cagaggtgcg gtacgaggtg tgcgacatac cccagtgcag cgaggtggaa tgcatgacat720
gcaacggcga gagctaccgg ggcctgatgg accacacaga gagcggcaaa atctgccaaa780
gatgggatca ccagacccct cataggcaca agttcctgcc cgagagatac cctgacaagg840
gcttcgacga caattactgc cggaaccctg atggacagcc tagaccttgg tgctacaccc900
tggaccctca caccagatgg gaatactgcg ccatcaagac atgtgccgat aacaccatga960
acgacaccga tgtgccactc gagacaactg agtgtatcca gggccagggce gagggctacalo20
ggggcaccgt gaacaccatc tggaacggca tcccttgtca gecggtgggac agccaatacc1080
cccacgaaca tgatatgacc ccagaaaact tcaagtgcaa agatctgcgg gaaaactact1140
gtagaaaccc tgacggctcc gagagccctt ggtgcttcac caccgaccct aacatcagggl1200
tgggctactg tagccagatc cccaactgeg acatgagcca cggtcaggac tgctacagag1260
gaaacggcaa gaattacatg ggcaacctga gccagaccag aagcggcctg acctgcagcal320
tgtgggacaa aaacatggaa gatctgcacc ggcacatctt ttgggagcct gacgccagcal380
agctgaatga gaactactgt cggaaccctg acgacgatgc tcacggccct tggtgctacal440
caggcaaccc tctgatccct tgggactatt gtcctattag caggtgtgaa ggcgacacgal500
cccctacaat cgtgaacctg gatcacccag tgatcagcetg tgctaaaaca aagcaactgal560
gagtggtgaa tggtatcccg acccggacca acatcggatg gatggtcagc ctgcggtacal620

gaaacaagca catctgcggce ggtagcectga tcaaggaate ctgggtgttg acagccagac1680



3-117

3-117-1

3-117-2

3-117-3

agtgttttcc cagcagagat ctgaaggact acgaggcctg gctgggcatc cacgacgtgc1740
acggcagagg cgacgagaag tgcaagcagg ttctgaacgt gtcccagetg gtgtacggec1800
ccgagggctc tgatctggtt ctgatgaagc ttgctagacc cgcetgtgetg gatgacttcg1860
tgtccaccat cgacctgcca aattacggat gtacaattcc tgaaaagacc tcetgttctg1920
tgtacggctg gggctacacc ggactcatca actatgacgg cctgctgaga gtggcccacc1980
tgtatatcat gggcaacgag aagtgcagcc agcaccatag aggcaaggtg accctgaacg2040
agtctgaaat ctgcgecgga gccgagaaaa tcggatctgg cccctgcgaa ggagattacg2100
gcggccctct ggtctgcgag cagcacaaga tgagaatggt getgggegtg atcgtgcccg2160
gcagaggctg cgccatccct aaccggcectg gaatcttcgt gcgegtggec tattacgcca2220
aatggatcca caaaatcatc ctgacataca aggtcccaca gtcttgataa gggcccaccg2280
gttctgccgt gggcctgteg tgccagtect gggggcgaga tcgggagaat cacgtectgg2340
aactgcatgt tcttgcgact cttgggactt catcttaact tctcgctgec ccagcecatgt2400
tttcaaccat ggcatccctc ccccaattag ttccctgtca tcctcgtcaa ccttetctgt2460
aagtgcctgg taagcttgcc cttgcttaag aactcaaaac atagctgtgce tctaccgecgg2520
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa gcatatgact aaaaaaaaaa aaaaaaaaaa2580

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa gtttaaacat2640

ttaaattcta ga2652

Secuencias

Identificador de la secuencia 117
Tipo de molécula AA
Extension 462



3-117-4-1 Caracteristicas Localizacion/Calificadores

3-117-5 Residuos

source 1..462

mol_type = protein

note = null

note(en) = PD-1 antibody heavy chain amino acid sequence

organism = Homo sapiens

MEWSWVFLFF LSVTTGVHSE VQLVESGGGL VQPGGSLRLS CAASGFTFSS YMMSWVRQAPG0

GKGLEWVATI SGGGANTYYP DSVKGRFTIS RDNAKNSLYL QMNSLRAEDT AVYYCARQLY120

YFDYWGQGTT VTVSSASTKG PSVFPLAPCS RSTSESTAAL GCLVKDYFPE PVTVSWNSGA180

LTSGVHTFPA VLQSSGLYSL SSVVTVPSSS LGTKTYTCNV DHKPSNTKVD KRVESKYGPP240

CPPCPAPEFL GGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSQEDPEVQF NWYVDGVEVH300

NAKTKPREEQ FNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KGLPSSIEKT ISKAKGQPRE360

PQVYTLPPSQ EEMTKNQVSL TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDSDGSFF420

LYSRLTVDKS RWQEGNVFSC SVMHEALHNH YTQKSLSLSL GK462

3-118 Secuencias

3-118-1 Identificador de la secuencia
3-118-2 Tipo de molécula

3-118-3 Extension

3-118-4-1 Caracteristicas Localizacion/Calificadores

118

AA

234

source 1..234
mol_type = protein

note = null



note(en) = PD-1 antibody light chain amino acid sequence
organism = Homo sapiens
3-118-5 Residuos
MSVPTQVLGL LLLWLTDARC DIQMTQSPSS LSASVGDRVT ITCLASQTIG TWLTWYQQKP60
GKAPKLLIYT ATSLADGVPS RFSGSGSGTD FTLTISSLQP EDFATYYCQQ VYSIPWTFGG120
GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNFY PREAKVQWKY DNALQSGNSQ180

ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHQG LSSPVTKSFN RGEC234

3-119 Secuencias

3-119-1 lIdentificador de la secuencia 119

3-119-2 Tipo de molécula DNA

3-119-3 Extension 1386
3-119-4-1 Caracteristicas Localizacion/Calificadores source 1..1386

mol_type = other DNA
note = null
note(en) = PD-1 antibody heavy chain DNA sequence
organism = synthetic construct
3-119-5 Residuos

atggaatggt cctgggtgtt cctgttcttc ctgtccgtga ccaccggegt gecactccgaa60

gtgcagctgg tggaatctgg cggcggactg gtgcagectg gecggatctct gagactgtct120

tgtgccgect ccggcettcac cttetccage tacatgatga getgggtgeg acaggeccct180

ggcaagggac tggaatgggt ggccacaatc tctggeggag gegecaacac ctactacccc240



3-120

gactctgtga agggceceggtt caccatctct cgggacaacg ccaagaactc cctgtacctg300
cagatgaaca gcctgcgggce cgaggacacc gecgtgtact actgtgceeg gcagetgtac360
tacttcgact actggggcca gggcaccacc gtgaccgtgt cctetgettc taccaaggge420
cccteegtgt teectetgge tecttgetee agatccacct ccgagtccac cgetgetctg480
ggctgcctcg tgaaggacta cttccccgag cetgtgacag tgtcctggaa ctetggegee540
ctgacctctg gcgtgcacac ctttccagca gtgetgeagt cctcecggect gtactcectg600
tccteegteg tgacagtgece ctecagetct ctgggecacca agacctacac ctgtaacgtg660
gaccacaagc cctccaacac caaggtggac aagagagtgg aatctaagta cggccctccc720
tgcccccctt gtectgeccc tgaatttctg ggecggaccct ctgtgtttct gttcccceca780
aagcccaagg acaccctgat gatctccecgg accccecgaag tgacctgegt ggtggtggat840
gtgtcccagg aagatcccga ggtgcagttc aattggtacg tggacggegt ggaagtgcac900
aatgccaaga ccaagcctag agaggaacag ttcaactcca cctaccgggt ggtgtccgtg960
ctgaccgtgc tgcatcagga ctggctgaac ggcaaagagt acaagtgcaa ggtgtccaac1020
aagggcctge ccagctccat cgaaaagacc atctccaagg ccaagggcca gecccgggaaloso
cccecaggtgt acacactgcec tccaagccag gaagagatga ccaagaacca ggtgtcectg1140
acctgcctcg tgaaaggctt ctacccctcc gatatcgccg tggaatggga gtccaacgge1200
cagcctgaga acaactacaa gaccaccccc cctgtgctgg actccgacgg ctecttcttt1260
ctgtactctc gcctgaccgt ggacaagtcc cggtggcagg aaggcaacgt gttctcctgec1320
agcgtgatgc acgaggcecct gcacaaccac tacacccaga agtccctgte cctgtctctg1380

ggaaagl386

Secuencias



3-120-1 Identificador de la secuencia 120

3-120-2 Tipo de molécula DNA
3-120-3 Extension 702
3-120-4-1 Caracteristicas Localizacion/Calificadores source 1..702

mol_type = other DNA
note = null
note(en) = PD-1 antibody light chain DNA sequence
organism = synthetic construct
3-120-5 Residuos
atgtccgtgc ctacccaggt gctgggactg ctgetgetgt ggctgaccga cgccagatge60
gacatccaga tgacccagtc cccctcecagce ctgtetgect ctgtgggega cagagtgacc120
atcacctgtc tggcctccca gaccatcgge acctggcetga cctggtatca gcagaagect180
ggcaaggccc ccaagctgct gatctacace gccaccagtc tggccgatgg cgtgecctct240
agattctccg getctggcte tggcaccgac tttaccctga ccatcagctce cctgcagecc300
gaggacttcg ccacctacta ctgccagcag gtgtactcca tccectggac ctttggegga3e0
ggcaccaagg tggaaatcaa gcggaccgtg gecgceteect cegtgttcat cttcccacct420
tccgacgagc agetgaagtc cggaaccgcec agtgtcgtgt gectgetgaa caacttctac480
ccececgegagg ccaaggtgca gtggaaggtg gacaacgcecc tgcagtccgg caactcccag540
gaatccgtga ccgagcagga ctccaaggac agcacctact ccctgtecte caccctgacc600
ctgtccaagg ccgactacga gaagcacaag gtgtacgcct gcgaagtgac ccaccagggce660

ctgtctagcc ccgtgaccaa gtctttcaac cggggcgagt gc702



3-121 Secuencias

3-121-1 Identificador de la secuencia 121

3-121-2 Tipo de molécula RNA

3-121-3 Extension 1386
3-121-4-1 Caracteristicas Localizacion/Calificadores source 1..1386

mol_type = other RNA
note = null
note(en) = PD-1 antibody heavy chain mRNA sequence
organism = synthetic construct
3-121-5 Residuos
atggaatggt cctgggtgtt cctgttcttc ctgtccgtga ccaccggegt gecactccgaaé0
gtgcagctgg tggaatctgg cggcggactg gtgcagectg gecggatctct gagactgtct120
tgtgcegect ceggcttcac cttetccage tacatgatga getgggtgeg acaggeccect180
ggcaagggac tggaatgggt ggccacaatc tctggcggag gecgecaacac ctactacccc240
gactctgtga agggceceggtt caccatctct cgggacaacg ccaagaactc cctgtacctg300
cagatgaaca gcctgcggge cgaggacacc gecgtgtact actgtgcecg gecagetgtac360
tacttcgact actggggcca gggcaccacc gtgaccgtgt cctetgettc taccaagggc420
cccteegtgt teectetgge tecttgetee agatccacct ccgagteccac cgetgetctg480
ggctgcctcg tgaaggacta cttccccgag cetgtgacag tgtcctggaa ctetggegee540
ctgacctctg gcgtgcacac ctttccagca gtgetgcagt cctcecggect gtactcectg600
tccteegteg tgacagtgece ctecagctct ctgggcacca agacctacac ctgtaacgtg660

gaccacaagc cctccaacac caaggtggac aagagagtgg aatctaagta cggccctccc720



tgceeccctt gtectgecec tgaatttctg ggeggaccct ctgtgtttet gttccececa780

aagcccaagg acaccctgat gatctccecgg acccccgaag tgacctgegt ggtggtggat840

gtgtcccagg aagatcccga ggtgeagttc aattggtacg tggacggegt ggaagtgcac900

aatgccaaga ccaagcctag agaggaacag ttcaactcca cctaccgggt ggtgtecgtg960

ctgaccgtgc tgcatcagga ctggetgaac ggcaaagagt acaagtgcaa ggtgtccaac1020

aagggcctgc ccagctccat cgaaaagacc atctccaagg ccaagggceca geccegggaaloso

ccccaggtgt acacactgec tccaagccag gaagagatga ccaagaacca ggtgtcectg1140

acctgecteg tgaaaggctt ctacccctee gatatcgecg tggaatggga gtccaacgge1200

cagcctgaga acaactacaa gaccaccccc cctgtgctgg actccgacgg ctecttcttt1260

ctgtactctc gcctgaccgt ggacaagtcc cggtggcagg aaggcaacgt gttctcctgec1320

agcgtgatgc acgaggccct gcacaaccac tacacccaga agtccctgtc cctgtctctg1380

ggaaagl386

3-122 Secuencias

3-122-1 Identificador de la secuencia
3-122-2 Tipo de molécula

3-122-3 Extension

3-122-4-1 Caracteristicas Localizacién/Calificadores

122

RNA

702

source 1..702

mol_type = other RNA

note = null

note(en) = PD-1 antibody light chain mRNA sequence

organism = synthetic construct



3-122-5 Residuos
atgtccgtgce ctacccaggt getgggactg ctgctgetgt ggctgaccga cgeccagatge60
gacatccaga tgacccagtc cccctccagc ctgtctgect ctgtgggega cagagtgacc120
atcacctgtc tggcctccca gaccatcgge acctggcetga cetggtatca gcagaagect180
ggcaaggccc ccaagctgct gatctacacc gecaccagte tggecgatgg cgtgeectct240
agattctccg getctggcte tggecaccgac tttaccctga ccatcagcte cctgcagecc300
gaggacttcg ccacctacta ctgccagceag gtgtactcca tccectggac ctitggegga360
ggcaccaagg tggaaatcaa gcggaccgtg gecgceteect ccgtgttcat cttcccacct420
tccgacgagce agctgaagtc cggaaccgcec agtgtegtgt gectgetgaa caacttctac480
ccccgegagg ccaaggtgea gtggaaggtyg gacaacgccc tgcagtcegg caactcccags40
gaatccgtga ccgagcagga ctccaaggac agcacctact ccctgtecte caccctgacc600
ctgtccaagg ccgactacga gaagcacaag gtgtacgcct gcgaagtgac ccaccagggc660

ctgtctagcc ccgtgaccaa gtctttcaac cggggcgagt gc702

3-123 Secuencias

3-123-1 Identificador de la secuencia 123

3-123-2 Tipo de molécula DNA

3-123-3 Extension 2478
3-123-4-1 Caracteristicas Localizacion/Calificadores source 1..2478

mol_type = other DNA
note = null

note(en) = 5'UTR-anti PD-1-a globin 3'UTR-A30L70 (Mod.-anti PD-1)



3-123-5

organism = synthetic construct
Residuos
gggaaataag agagaaaaga agagtaagaa gaaatataag agccaccatg gaatggtcct60
gggtgttcct gttcttectg tccgtgacca ccggegtgea ctccgaagtg cagetggtgg120
aatctggcgg cggactggtg cagectggeg gatctctgag actgtcettgt gccgectccg180
gcttcacctt ctccagctac atgatgagct gggtgcgaca ggeccctgge aagggactgg240
aatgggtggc cacaatctct ggcggaggeg ccaacaccta ctaccccgac tetgtgaagg300
gccggttcac catctctcgg gacaacgcca agaactccect gtacctgcag atgaacagcec360
tgcgggcecga ggacaccgcec gtgtactact gtgecccggea getgtactac ttcgactact420
ggggccaggg caccaccgtg accgtgtect ctgettctac caagggeccc tcegtgttcc480
ctctggctce ttgctccaga tccaccteeg agtccaccgc tgetetgggce tgectegtgas40
aggactactt ccccgagcct gtgacagtgt cctggaactc tggcgecectg acctctggeg600
tgcacacctt tccagcagtg ctgcagtcct ccggectgta cteectgtee teccgtcgtga660
cagtgccctc cagctctctg ggcaccaaga cctacacctg taacgtggac cacaagccct720
ccaacaccaa ggtggacaag agagtggaat ctaagtacgg ccctccctge cccecttgtc780
ctgcccctga atttctggge ggaccctctg tgtttctgtt ccccccaaag cccaaggaca840
ccctgatgat ctcccggacce cccgaagtga cctgegtggt ggtggatgtg tcccaggaag900
atcccgaggt gcagttcaat tggtacgtgg acggcegtgga agtgcacaat gccaagacca960
agcctagaga ggaacagttc aactccacct accgggtggt gtcegtgetg accgtgetge1020
atcaggactg gctgaacggc aaagagtaca agtgcaaggt gtccaacaag ggcctgcccal080
gctccatcga aaagaccatc tccaaggcca agggccagece ccgggaacce caggtgtacal140

cactgcctcc aagccaggaa gagatgacca agaaccaggt gtccctgace tgectegtgal200



aaggcttcta ccccteccgat atcgeegtgg aatgggagtc caacggecag cctgagaacal260
actacaagac caccccccct gtgctggact ccgacggctce cttctttetg tactctcgec1320
tgaccgtgga caagtcccgg tggcaggaag gcaacgtgtt ctcctgcagce gtgatgcacgl380
aggccctgca caaccactac acccagaagt ccetgtecct gtctctggga aaggcecaccal440
acttctccct gctgaagcag gecggegacg tggaggagaa ccccggecce atgtccgtge1500
ctacccaggt gctgggactg ctgctgetgt ggctgaccga cgccagatgce gacatccagalse0
tgacccagtc cccctccagc ctgtetgect ctgtgggcga cagagtgacc atcacctgtc1620
tggcctccca gaccatcgge acctggetga cetggtatca gcagaagect ggcaaggecc1680
ccaagctgct gatctacacc gccaccagtc tggccgatgg cgtgccctct agattctccgl740
gctctggcte tggcaccgac tttaccctga ccatcagctc cctgcagcecc gaggacttcg1800
ccacctacta ctgccagcag gtgtactcca tccectggac ctttggcgga ggcaccaaggl1860
tggaaatcaa gcggaccgtg gccgetecct cegtgttcat cttcccacct tccgacgage1920
agctgaagtc cggaaccgcc agtgtcgtgt gectgctgaa caacttctac ccccgcgaggl980
ccaaggtgca gtggaaggtg gacaacgccc tgcagtccgg caactcccag gaatcegtga2040
ccgagcagga ctccaaggac agcacctact ccctgtecte caccctgace ctgtccaagg2100
ccgactacga gaagcacaag gtgtacgcct gcgaagtgac ccaccagggc ctgtctagcc2160
ccgtgaccaa gtctttcaac cggggcgagt gctgataagg gcccaccggt tgataatagg2220
ctggagcctc ggtggccatg cttcttgecce cttgggecte ccceccagecc ctecteeect2280
tcctgcaccce gtaccceegt ggtctttgaa taaagtctga gtgggceggcec tcgagecgeg2340
gaaaaaaaaa aaaaaaaaaa aaaaaaaaaa agcatatgac taaaaaaaaa aaaaaaaaaa2400
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa attattgttt2460

aaacatttaa attctaga2478



3-124 Secuencias

3-124-1 Identificador de la secuencia
3-124-2 Tipo de molécula

3-124-3 Extension

3-124-4-1 Caracteristicas Localizacion/Calificadores

3-124-5 Residuos

124

DNA

2602

source 1..2602

mol_type = other DNA

note = ACTG1 5'UTR- anti PD-1-CTSB 3'UTR-A30L70 (A1B12- anti PD-1)

organism = synthetic construct

ctctcgeact ctgttcttce geegeteecge cgtegegttt ctetgecggt cgecaccacca60

tggaatggtc ctgggtgttc ctgttcttce tgtccgtgac caccggegtg cactccgaagl20

tgcagctggt ggaatctgge ggeggactgg tgcagectgg cggatctetg agactgtett180

gtgccgecte cggcttcacc ttetccagcet acatgatgag ctgggtgcga caggeccectg240

gcaagggact ggaatgggtg gccacaatct ctggcggagg cgccaacacce tactaccecg300

actctgtgaa gggccggtte accatctctc gggacaacgc caagaactcc ctgtacctgc360

agatgaacag cctgcgggcc gaggacaccg ccgtgtacta ctgtgccegg cagctgtact420

acttcgacta ctggggcecag ggcaccaccg tgaccgtgte ctetgettct accaagggec480

ccteegtgtt cectetgget cettgetcca gatccaccte cgagtccace getgetetgg540

gctgectegt gaaggactac ttccccgagce ctgtgacagt gtcetggaac tctggegecc600

tgacctctgg cgtgcacacc tttccagcag tgctgcagtc ctccggectg tactcectgt660

ccteegtegt gacagtgecc tecagetcte tgggeaccaa gacctacace tgtaacgtgg720



accacaagcc ctccaacacc aaggtggaca agagagtgga atctaagtac ggccctcect780
gccccccttg tectgeecect gaatttctgg gcggaccctc tgtgttictg ttccccccaa840
agcccaagga caccctgatg atctcccgga cccccgaagt gacctgegtg gtggtggatg900
tgtcccagga agatcccgag gtgcagttca attggtacgt ggacggegtg gaagtgcaca960
atgccaagac caagcctaga gaggaacagt tcaactccac ctaccgggtg gtgtcegtgc1020
tgaccgtgct gcatcaggac tggctgaacg gcaaagagta caagtgcaag gtgtccaacalO80
agggcctgcec cagctccatc gaaaagacca tctccaagge caagggecag ccccgggaacl140
cccaggtgta cacactgcect ccaagccagg aagagatgac caagaaccag gtgtcectgal200
cctgcectegt gaaaggcttc taccccteeg atatcgecgt ggaatgggag tccaacggecl260
agcctgagaa caactacaag accacccccc ctgtgctgga ctccgacggc tecttetttc1320
tgtactctcg cctgaccgtg gacaagtccc ggtggcagga aggcaacgtg ttctcctgcal380
gcgtgatgca cgaggccctg cacaaccact acacccagaa gtcectgtee ctgtctctgg1440
gaaaggccac caacttctcc ctgctgaagce aggcecggega cgtggaggag aaccccggecl500
ccatgtccgt gecctacccag gtgctgggac tgetgcetgcet gtggetgacc gacgccagat1560
gcgacatcca gatgacccag tccecctcca gectgtetge ctetgtggge gacagagtgal620
ccatcacctg tctggcctce cagaccatcg gcacctggct gacctggtat cagcagaagc1680
ctggcaaggc ccccaagctg ctgatctaca ccgccaccag tctggccgat ggegtgecctl1740
ctagattctc cggctctggc tctggcaccg actttaccct gaccatcagc tccctgcage1800
ccgaggactt cgecacctac tactgccage aggtgtactc catcccctgg acctttggeg1860
gaggcaccaa ggtggaaatc aagcggaccg tggccgctcc cteegtgttc atcttcccac1920
cttccgacga gcagctgaag tccggaaccg ccagtgtcgt gtgectgetg aacaacttct1980

acccecgega ggecaaggtg cagtggaagg tggacaacge cetgcagtce ggcaactccc2040



aggaatccgt gaccgagcag gactccaagg acagcaccta ctcectgtce tccaccctga2100
ccctgtccaa ggecgactac gagaagcaca aggtgtacgce ctgcgaagtg acccaccagg2160
gcctgtctag cceegtgacc aagtctttca accggggcega gtgcetgataa gggeccaccg2220
gtctgcegtg ggcectgtegt geccagtectg ggggegagat cgggagaatc acgtcctgga2280
actgcatgtt cttgcgactc ttgggacttc atcttaactt ctcgctgeccc cagccatgtt2340

ttcaaccatg gcatccctcc cccaattagt tccctgtcat cctegtcaac cttetctgta2400

agtgcctggt aagcttgccc ttgcttaaga actcaaaaca tagctgtgct ctactcgagc2460
cgcggaaaaa aaaaaaaaaa aaaaaaaaaa aaaaagcata tgactaaaaa aaaaaaaaaa2520
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaattatt2580

gtttaaacat ttaaattcta ga2602

3-125 Secuencias

3-125-1 Identificador de la secuencia 125

3-125-2 Tipo de molécula DNA

3-125-3 Extension 2611
3-125-4-1 Caracteristicas Localizacion/Calificadores source 1..2611

mol_type = other DNA
note = CHCHD10 5'UTR- anti PD-1-CTSB 3'UTR-A30L70 (A15B12- anti PD-1)
organism = synthetic construct
3-125-5 Residuos
ggcatttgtc cccgecgacag caccgctgee geegtetcta aggtcgeceg ggtcccaccg60

ccgecaccat ggaatggtee tgggtgttee tgttetteet gtccgtgace accggegtge120



actccgaagt gcagctggtg gaatctggcg gcggactggt gcagectgge ggatctctgal80
gactgtcttg tgccgectce ggcettcacct tctccagcta catgatgagce tgggtgegac240
aggcccctgg caagggactg gaatgggtgg ccacaatctc tggcggagge gecaacacct300
actaccccga ctetgtgaag ggecggttca ccatctctcg ggacaacgcec aagaactccc360
tgtacctgca gatgaacagc ctgcgggcecg aggacaccgc cgtgtactac tgtgcccgge420
agctgtacta cttcgactac tggggccagg gcaccaccgt gaccgtgtee tctgcettcta480
ccaagggccc cteegtgtte cctetggete cttgetccag atccacctee gagtccaccg540
ctgctctggg ctgectcgtg aaggactact tccccgagec tgtgacagtg tcctggaact600
ctggcgecct gacctetgge gtgcacacct ttccagcagt getgecagtec tccggectgt660
actccctgtc ctcecgtegtg acagtgecct ccagctctct gggcaccaag acctacacct720
gtaacgtgga ccacaagccc tccaacacca aggtggacaa gagagtggaa tctaagtacg780
gcccteectg ceccccttgt cetgecectg aatttctggg cggaccctct gtgtttetgt840
tcccececcaaa geccaaggac acccetgatga tetcceggac cceccgaagtg acctgegtgg900
tggtggatgt gtcccaggaa gatcccgagg tgcagttcaa ttggtacgtg gacggegtgg960
aagtgcacaa tgccaagacc aagcctagag aggaacagtt caactccacc taccgggtgg1020
tgtccgtgcet gaccgtgcetg catcaggact ggctgaacgg caaagagtac aagtgcaagg1080
tgtccaacaa gggcctgcce agctccatcg aaaagaccat ctccaaggec aagggccagel1140
cccgggaacc ccaggtgtac acactgcectc caagccagga agagatgacc aagaaccaggl1200
tgtccctgac ctgectegtg aaaggcttct accecteccga tatcgeegtg gaatgggagt1260
ccaacggcca gcctgagaac aactacaaga ccaccccccc tgtgetggac tccgacgget1320
ccttctttct gtactctcge ctgaccgtgg acaagtcccg gtggcaggaa ggcaacgtgt1380

tctcetgeag cgtgatgcac gaggecctge acaaccacta cacccagaag teectgtccc1440



tgtctctggg aaaggcecacc aacttctecce tgctgaagcea ggecggegac gtggaggagals00
accccggccc catgtcegtg cctacccagg tgctgggact getgetgcetg tggetgaccgl560
acgccagatg cgacatccag atgacccagt cccecctccag cetgtetgee tetgtgggegl1620
acagagtgac catcacctgt ctggcctccec agaccatcgg cacctggctg acctggtatc1680
agcagaagcc tggcaaggcc cccaagctge tgatctacac cgccaccagt ctggecgatgl740
gcgtgcccte tagattctce ggctctggcet ctggcaccga ctttaccctg accatcagct1800
ccctgcagcec cgaggacttc gecacctact actgccagca ggtgtactcc atccecetggal860
cctttggegg aggcaccaag gtggaaatca agcggaccgt ggecgetece teegtgttcal920
tcttcccacc ttccgacgag cagctgaagt ccggaaccgce cagtgtegtg tgectgetgal980
acaacttcta cccccgegag gccaaggtge agtggaaggt ggacaacgcec ctgcagtccg2040
gcaactccca ggaatccgtg accgagcagg actccaagga cagcacctac tceetgtcct2100
ccaccctgac cctgtccaag gecgactacg agaagcacaa ggtgtacgec tgcgaagtga2160
cccaccaggg cctgtctagc cccgtgacca agtctttcaa ccggggcegag tgctgataag2220
ggcccaccgg tetgeegtgg gectgtegtg ccagteetgg gggcgagatc gggagaatca2280
cgtcctggaa ctgcatgtte ttgcgactct tgggacttca tcttaacttc tcgetgecccc2340

agccatgttt tcaaccatgg catccctccc ccaattagtt ccctgtcatc ctcgtcaacc2400
ttctctgtaa gtgcctggta agcttgecct tgcttaagaa ctcaaaacat agetgtgctc2460
tactcgagcc gcggaaaaaa aaaaaaaaaa aaaaaaaaaa aaaagcatat gactaaaaaa2520
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa2580

aaaattattg tttaaacatt taaattctag a2611

3-126 Secuencias



3-126-1 Identificador de la secuencia 126

3-126-2 Tipo de molécula DNA
3-126-3 Extension 1653
3-126-4-1 Caracteristicas Localizacion/Calificadores source 1..1653

mol_type = other DNA
note = null
note(en) = Nucleotide sequence of firefly luciferase (Fluc)
organism = synthetic construct
3-126-5 Residuos
atggaagacg ccaaaaacat aaagaaaggc ccggcgccat tctatccget ggaagatgga60
accgctggag agcaactgca taaggctatg aagagatacg ccctggttce tggaacaatt120
gcttttacag atgcacatat cgaggtggac atcacttacg ctgagtactt cgaaatgtcc180
gttcggttgg cagaagctat gaaacgatat gggctgaata caaatcacag aatcgtcgta240
tgcagtgaaa actctcttca attctttatg ccggtgttgg gcgcgttatt tatcggagtt300
gcagttgcge ccgcgaacga catttataat gaacgtgaat tgctcaacag tatgggcatt360
tcgcagccta ccgtggtgtt cgtttccaaa aaggggttgc aaaaaatttt gaacgtgcaa420
aaaaagctcc caatcatcca aaaaattatt atcatggatt ctaaaacgga ttaccaggga480
tttcagtcga tgtacacgtt cgtcacatct catctacctc ccggttttaa tgaatacgat540
titgtgccag agtccttcga tagggacaag acaattgcac tgatcatgaa ctcctctgga600
tctactggtc tgcctaaagg tgtcgetetg cctcatagaa ctgcectgegt gagattctcg660
catgccagag atcctatttt tggcaatcaa atcattccgg atactgcgat tttaagtgtt720

gttccattce atcacggttt tggaatgttt actacactcg gatatttgat atgtggattt780



cgagtcgtct taatgtatag atttgaagaa gagctgtttc tgaggagcct tcaggattac840
aagattcaaa gtgcgctgct ggtgccaacc ctattctcct tcttcgccaa aagcactctg900
attgacaaat acgatttatc taatttacac gaaattgctt ctggtggcgc tcccctctct960
aaggaagtcg gggaagcggt tgccaagagg ttccatctge caggtatcag gcaaggatat1020
gggctcactg agactacatc agctattctg attacacccg agggggatga taaaccgggc1080
gcggtcggta aagttgttce attttttgaa gcgaaggttg tggatctgga taccgggaaall40
acgctgggcg ttaatcaaag aggcgaactg tgtgtgagag gtcctatgat tatgtccggt1200
tatgtaaaca atccggaagc gaccaacgcc ttgattgaca aggatggatg gctacattct1260
ggagacatag cttactggga cgaagacgaa cacttcttca tcgttgaccg cctgaagtct1320
ctgattaagt acaaaggcta tcaggtggct cccgctgaat tggaatccat cttgctccaal380
caccccaaca tcttcgacgce aggtgtcgca ggtcttcccg acgatgacgc cggtgaactt1440
cccgecgcecyg ttgttgtttt ggagcacgga aagacgatga cggaaaaaga gatcgtggat1500
tacgtcgcca gtcaagtaac aaccgcgaaa aagttgcgcg gaggagttgt gtttgtggac1560
gaagtaccga aaggtcttac cggaaaactc gacgcaagaa aaatcagaga gatcctcatal620

aaggccaaga agggcggaaa gatcgecgtg taal653

3-127 Secuencias

3-127-1 Identificador de la secuencia 127

3-127-2 Tipo de molécula DNA

3-127-3 Extension 2630
3-127-4-1 Caracteristicas Localizacion/Calificadores source 1..2630

mol_type = other DNA



note = null

note(en) = HGF-OS2 expression vector CHCHD10 5'UTR-hHGF-CTSB 3'UTR-A30L70 (A16B12-HGF-C

organism = synthetic construct

3-127-5 Residuos

ccgcetgecgce cgtctctaag gtcgeeecggg tcccaccgece gecaccgcta gegecaccat60
gtgggtcacc aaactgctge ccgecctgct getgcageac gtgeteetge acctgetget120
gctgcctate gecatccctt acgccgaagg ccagagaaag cggagaaata ccattcacgal8o
atttaagaag agcgccaaga ccacactgat caagatcgac cctgeccctga aaatcaagac240
caagaaagtg aacacagccg accaatgcgc taatagatgc acaagaaaca aaggcctgcc300
tttcacctgc aaggccttcg tgttcgataa ggccagaaag cagtgcectgt ggttceectt360
caacagcatg agcagcggcg tgaagaaaga attcggtcac gagttcgacc tgtacgagaad20
taaggactac attagaaact gcatcatcgg caagggccgg agctacaagg gcaccgtgag480
catcaccaag tctggcatca agtgccagcc atggagttcc atgatccctc atgagcacag540
cttcctgeca agctcttacc ggggaaagga tctgcaggag aactattgta gaaatcccag600
aggcgaggaa ggaggaccct ggtgttttac cagcaaccca gaggtgcggt acgaggtgtg660
cgacataccc cagtgcagcg aggtggaatg catgacatgc aacggcgaga gctaccgggg720
cctgatggac cacacagaga gcggcaaaat ctgccaaaga tgggatcacc agacccctca780
taggcacaag ttcctgccecg agagataccce tgacaagggce ttcgacgaca attactgccg840
gaaccctgat ggacagccta gaccttggtg ctacaccctg gaccctcaca ccagatggga900
atactgcgcc atcaagacat gtgccgataa caccatgaac gacaccgatg tgccactcga960
gacaactgag tgtatccagg gccagggcga gggctacagg ggcaccgtga acaccatctg1020

gaacggcatc ccttgtcagc ggtgggacag ccaataccce cacgaacatg atatgacccc1080



agaaaacttc aagtgcaaag atctgcggga aaactactgt agaaaccctg acggctccgall4o
gagcccttgg tgcttcacca ccgaccctaa catcagggtg ggctactgta gccagatccc1200
caactgcgac atgagccacg gtcaggactg ctacagagga aacggcaaga attacatggg1260
caacctgagc cagaccagaa gcggcectgac ctgcagceatg tgggacaaaa acatggaagal320
tctgcaccgg cacatctttt gggagcectga cgeccagcaag ctgaatgaga actactgtcg1380
gaaccctgac gacgatgctc acggcccttg gtgctacaca ggcaaccctc tgatcccttg1440
ggactattgt cctattagca ggtgtgaagg cgacacgacc cctacaatcg tgaacctggal500
tcacccagtg atcagctgtg ctaaaacaaa gcaactgaga gtggtgaatg gtatcccgac1560
ccggaccaac atcggatgga tggtcagcect gcggtacaga aacaagcaca tctgcggeggl620
tagcctgatc aaggaatcct gggtgttgac agccagacag tgttttccca gcagagatct1680
gaaggactac gaggcctggc tgggcatcca cgacgtgcac ggcagaggceg acgagaagtgl740
caagcaggtt ctgaacgtgt cccagctggt gtacggcccc gagggctctg atctggttct1800
gatgaagctt gctagacccg ctgtgctgga tgacttcgtg tccaccatcg acctgccaaal860
ttacggatgt acaattcctg aaaagacctc ctgttctgtg tacggctggg gctacaccggl1920
actcatcaac tatgacggcc tgctgagagt ggcccacctg tatatcatgg gcaacgagaal980
gtgcagccag caccatagag gcaaggtgac cctgaacgag tctgaaatct gcgccggage2040
cgagaaaatc ggatctggcc cctgcgaagg agattacggce ggccctetgg tctgcgagca2100
gcacaagatg agaatggtgc tgggcgtgat cgtgcccgge agaggcetgeg ccatccctaa2160
ccggcctgga atcttcgtge gegtggcecta ttacgccaaa tggatccaca aaatcatcct2220
gacatacaag gtcccacagt cttgataagg gcccaccggt tctgcegtgg gectgtcgtg2280
ccagtcctgg gggcgagatc gggagaatca cgtcctggaa ctgcatgtte ttgcgactct2340

tgggacttca tcttaacttc tcgctgecce agecatgtit tcaaccatgg catccctccc2400



ccaattagtt ccctgtcatc ctcgtcaacc ttctctgtaa gtgectggta agettgecct2460
tgcttaagaa ctcaaaacat agctgtgctc taccgcggaa aaaaaaaaaa aaaaaaaaaa2520
aaaaaaaagc atatgactaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa2580

aaaaaaaaaa aaaaaaaaaa aaaaaaaagt ttaaacattt aaattctaga2630

3-128 Secuencias
3-128-1 Identificador de la secuencia 128
3-128-2 Tipo de molécula RNA
3-128-3 Extension 2187
3-128-4-1 Caracteristicas Localizacion/Calificadores source 1..2187
mol_type = other RNA
note = null
note(en) = mRNA sequence of hHGF protein
organism = synthetic construct
3-128-5 Residuos

atgtgggtga ccaaactcct gccagcecctyg ctgctgeagce atgtectect geatctectc60
ctgctcecca tegecatcee ctatgcagag ggacaaagga aaagaagaaa tacaattcat120
gaattcaaaa aatcagcaaa gactacccta atcaaaatag atccagcact gaagataaaal80
accaaaaaag tgaatactgc agaccaatgt gctaatagat gtactaggaa taaaggactt240
ccattcactt gcaaggcttt tgttittgat aaagcaagaa aacaatgcct ctggttcccc300
ttcaatagca tgtcaagtgg agtgaaaaaa gaatttggcc atgaatttga cctctatgaa360

aacaaagact acattagaaa ctgcatcatt ggtaaaggac gcagctacaa gggaacagta420



tctatcacta agagtggcat caaatgtcag ccctggagtt ccatgatacc acacgaacac480
agctttttgc cticgagcta tcggggtaaa gacctacagg aaaactactg tcgaaatcct540
cgaggggaag aagggggacc ctggtgtttc acaagcaatc cagaggtacg ctacgaagtc600
tgtgacattc ctcagtgttc agaagttgaa tgcatgacct gcaatgggga gagttatcga660
ggtctcatgg atcatacaga atcaggcaag atttgtcagc gctgggatca tcagacacca720
caccggcaca aattcttgcc tgaaagatat cccgacaagg gctttgatga taattattgc780
cgcaatcccg atggccagcece gaggcecatgg tgctatactc ttgaccctca caccecgetgg840
gagtactgtg caattaaaac atgcgctgac aatactatga atgacactga tgttcctttg900
gaaacaactg aatgcatcca aggtcaagga gaaggctaca ggggcactgt caataccatt960
tggaatggaa ttccatgtca gcgttgggat tctcagtatc ctcacgagca tgacatgact1020
cctgaaaatt tcaagtgcaa ggacctacga gaaaattact gccgaaatcc agatgggtct1080
gaatcaccct ggtgttttac cactgatcca aacatccgag ttggctactg ctcccaaatt1140
ccaaactgtg atatgtcaca tggacaagat tgttatcgtg ggaatggcaa aaattatatg1200
ggcaacttat cccaaacaag atctggacta acatgttcaa tgtgggacaa gaacatggaal260
gacttacatc gtcatatctt ctgggaacca gatgcaagta agctgaatga gaattactgc1320
cgaaatccag atgatgatgc tcatggaccc tggtgctaca cgggaaatcc actcattcct1380
tgggattatt gccctatttc tcgttgtgaa ggtgatacca cacctacaat agtcaatttal440
gaccatcccg taatatcttg tgccaaaacg aaacaattgc gagttgtaaa tgggattccal500
acacgaacaa acataggatg gatggttagt ttgagataca gaaataaaca tatctgcggal560
ggatcattga taaaggagag ttgggttctt actgcacgac agtgtttccc ttctcgagac1620
ttgaaagatt atgaagcttg gcttggaatt catgatgtcc acggaagagg agatgagaaal680

tgcaaacagg ttctcaatgt ttcccagctg gtatatggec ctgaaggatc agatctggtt1740



ttaatgaagc ttgccaggcc tgctgtectg gatgattttg ttagtacgat tgatttacct1800

aattatggat gcacaattcc tgaaaagacc agttgcagtg tttatggctg gggctacact1860

ggattgatca actatgatgg cctattacga gtggcacatc tctatataat gggaaatgag1920

aaatgcagcc agcatcatcg agggaaggtg actctgaatg agtctgaaat atgtgctggg1980

gctgaaaaga ttggatcagg accatgtgag ggggattatg gtggcccact tgtttgtgag2040

caacataaaa tgagaatggt tcttggtgtc attgttcctg gtcgtggatg tgccattcca2100

aatcgtcctg gtatttttgt ccgagtagca tattatgcaa aatggataca caaaattatt2160

ttaacatata aggtaccaca gtcatag2187

3-129 Secuencias

3-129-1 Identificador de la secuencia
3-129-2 Tipo de molécula

3-129-3 Extension

3-129-4-1 Caracteristicas Localizacién/Calificadores

3-129-5 Residuos

129

RNA

2187

source 1..2187

mol_type = other RNA

note = null

note(en) = hHGF codon-optimized mRNA sequence 1 (hHGF-OS1)

organism = synthetic construct

atgtgggtga ccaaactgct ccccgetetg ctgetgcage atgtgetget ccacctgetg60

ctgctgccaa tecgecatece ctacgctgaa ggacagcgga agcgcagaaa cacaattcacl20

gaattcaaga agtccgccaa aacaacactg atcaagatcg accctgecct gaaaatcaaal80



accaagaagg tgaacactgc cgatcagtgc gccaacagat gcacaagaaa caaaggcctg240
cccttcacat gcaaggcctt tgtgttcgac aaggccagaa agcagtgcct gtggttccct300
ttcaacagca tgagctctgg cgtgaagaaa gagttcggcc acgaattcga cctgtacgag360
aacaaggatt acatcagaaa ttgtatcatc ggcaagggca gaagctacaa aggcacagtg420
tccatcacca aaagcggcat taagtgtcag ccttggagca gecatgatccc tcacgagcac480
agcttcctge ctagctctta cagaggcaag gacctgcagg agaattactg ccggaaccct540
agaggcgagg aaggcggcecc ttggtgcttt accagcaacc ctgaggtgeg gtacgaggtg600
tgtgacatcc cccagtgcag cgaagtggaa tgcatgacct gtaatggcga gagctacaga660
ggcctcatgg accatacaga gagcggaaag atttgtcaaa gatgggatca ccagacacct720
cacagacaca aattcctgcc cgaaagatat cctgacaagg gcttcgacga caactactgc780
agaaatcctg atggccaacc cagaccttgg tgctacaccc tggatcctca taccagatgg840
gagtactgtg ccatcaagac ctgcgctgat aataccatga acgacaccga tgtgcctctg900
gaaacaaccg agtgcatcca gggacagggc gaaggctacc ggggcaccgt gaacaccatc960
tggaacggca tccectgeca gagatgggac ageccagtace cccacgaaca cgatatgacc1020
cctgagaact tcaagtgcaa ggacctgaga gaaaattact gcagaaaccc agacggaagcl1080
gagtctcctt ggtgttttac caccgacccc aacatccggg tgggttactg cagccaaatc1140
cccaattgcg acatgagcca cggccaggac tgctaccggg gaaacggcaa aaactacatg1200
ggcaatctga gccagacccg gagcggtctg acctgctcca tgtgggataa gaacatggaal260
gatctgcacc ggcacatctt ctgggagcect gacgcttcta agctgaacga gaactactgt1320
aggaacccag acgacgatgc ccacggtccc tggtgctaca ccggcaaccc getgatccct1380
tgggactatt gtcctatcag ccgctgcgag ggcgatacaa cacctaccat cgtgaacctg1440

gaccaccctg tgatctcttg cgccaagacc aagcagctga gagtggtgaa cggcatcccals00



acacggacca acatcggatg gatggtctcc ctgagatacc ggaacaagca catctgcgge1560

ggctctctga tcaaggaatc ttgggtcctg accgccagac agtgcttcce cageccgggacl620

ctgaaggact atgaggcctg getgggaatc cacgacgtge acggcagagg cgacgagaagl680

tgcaagcaag tgctgaacgt gtcccagcetg gtgtacggec ctgagggatc tgatctggtc1740

ctgatgaaac tggccagacc cgecgtgetg gacgactttg tgtccaccat cgacctgect1800

aactacggct gcaccatccc tgaaaagacc agctgcagcg tgtacggctg gggctatacal860

ggcctgatca actacgacgg tctgcetgegg gttgcetcacc tgtacatcat gggcaacgag1920

aagtgcagcc agcaccacag aggaaaggtt acacttaacg agagcgagat ctgcgeegge1980

gccgagaaaa tcggcetcecgg cccttgtgaa ggcgactacg gaggcecctct ggtgtgcgaa2040

cagcacaaga tgagaatggt gctgggcegtg atcgtgcccg gaagaggctg tgcaatccct2100

aataggcccg gcattttcgt gcgggtggcc tactacgcca agtggatcca caagatcatc2160

ctgacgtaca aggtgcctca gagctga2187

3-130 Secuencias

3-130-1 Identificador de la secuencia
3-130-2 Tipo de molécula

3-130-3 Extension

3-130-4-1 Caracteristicas Localizacién/Calificadores

130

RNA

2187

source 1..2187

mol_type = other RNA

note = null

note(en) = hHGF codon-optimized mRNA sequence 2 (hHGF-0S2)

organism = synthetic construct



3-130-5 Residuos
atgtgggtca ccaaactgct gcccgecectg ctgetgcagce acgtgetcect gecacctgetg60
ctgctgecta tcgecatecc ttacgccgaa ggccagagaa agcggagaaa taccattcac120
gaatttaaga agagcgccaa gaccacactg atcaagatcg accctgccct gaaaatcaag180
accaagaaag tgaacacagc cgaccaatgc gctaatagat gcacaagaaa caaaggcctg240
cctttcacct gcaaggcctt cgtgttcgat aaggccagaa agcagtgcect gtggttcccc300
ttcaacagca tgagcagcgg cgtgaagaaa gaattcggtc acgagttcga cctgtacgag360
aataaggact acattagaaa ctgcatcatc ggcaagggcc ggagctacaa gggcaccgtg420
agcatcacca agtctggcat caagtgccag ccatggagtt ccatgatccc tcatgagcac480
agcttcctge caagctctta ccggggaaag gatctgcagg agaactattg tagaaatccc540
agaggcgagg aaggaggacc ctggtgtttt accagcaacc cagaggtgcg gtacgaggtg600
tgcgacatac cccagtgcag cgaggtggaa tgcatgacat gcaacggcga gagctaccgg660
ggcctgatgg accacacaga gagcggcaaa atctgccaaa gatgggatca ccagacccct720
cataggcaca agttcctgcc cgagagatac cctgacaagg gcttcgacga caattactgc780
cggaaccctg atggacagcc tagaccttgg tgctacaccc tggaccctca caccagatgg840
gaatactgcg ccatcaagac atgtgccgat aacaccatga acgacaccga tgtgccactc900
gagacaactg agtgtatcca gggccagggc gagggctaca ggggcaccgt gaacaccatc960
tggaacggca tcccttgtca gcggtgggac agccaatacc cccacgaaca tgatatgacc1020
ccagaaaact tcaagtgcaa agatctgcgg gaaaactact gtagaaaccc tgacggcetcc1080
gagagccctt ggtgcttcac caccgaccct aacatcaggg tgggctactg tagccagatc1140
cccaactgcg acatgagceca cggtcaggac tgctacagag gaaacggcaa gaattacatg1200

ggcaacctga gccagaccag aagcggcectg acctgcagea tgtgggacaa aaacatggaal260



3-131

3-131-1

3-131-2

3-131-3

3-131-4-1 Caracteristicas Localizacién/Calificadores

gatctgcacc ggcacatctt ttgggagcect gacgccagcea agetgaatga gaactactgt1320
cggaaccctg acgacgatgc tcacggccct tggtgctaca caggcaaccc tctgatccct1380
tgggactatt gtcctattag caggtgtgaa ggcgacacga cccctacaat cgtgaacctgl1440
gatcacccag tgatcagctg tgctaaaaca aagcaactga gagtggtgaa tggtatcccg1500
acccggacca acatcggatg gatggtcagc ctgcggtaca gaaacaagca catctgcggcl1560
ggtagcctga tcaaggaatc ctgggtgttg acagccagac agtgttttcc cagcagagat1620
ctgaaggact acgaggcctg gctgggceatc cacgacgtge acggcagagg cgacgagaagl680
tgcaagcagg ttctgaacgt gtcccagetg gtgtacggec ccgagggctc tgatctggtt1740
ctgatgaagc ttgctagacc cgctgtgctg gatgacttcg tgtccaccat cgacctgccal800
aattacggat gtacaattcc tgaaaagacc tcctgttctg tgtacggctg gggctacacc1860
ggactcatca actatgacgg cctgctgaga gtggcccacc tgtatatcat gggcaacgagl1920
aagtgcagcc agcaccatag aggcaaggtg accctgaacg agtctgaaat ctgcgccggal980
gccgagaaaa tcggatctgg ccectgcgaa ggagattacg geggcecctet ggtctgcgag2040
cagcacaaga tgagaatggt gctgggcegtg atcgtgcccg gcagaggctg cgccatcect2100
aaccggcctg gaatcttcgt gcgegtggcec tattacgeca aatggatcca caaaatcatc2160

ctgacataca aggtcccaca gtcttga2187

Secuencias

Identificador de la secuencia 131
Tipo de molécula RNA
Extensioén 2187

source 1..2187



mol_type = other RNA
note = null
note(en) = hHGF codon-optimized mRNA sequence 3 (hHGF-OS3)
organism = synthetic construct
3-131-5 Residuos
atgtgggtga ccaagctgct geececgecctg ctectgecage acgtgetget gcacctgetc60
ctgctgecca tcgecateee ctacgecgag gggcagagaa agagaagaaa caccatccacl20
gagttcaaga agagcgccaa gaccaccctg atcaagatcg accccgecct gaagatcaag180
accaagaagg tgaacaccgc cgatcagtgc gccaacagat gcacaagaaa caagggcctg240
cccttcacct gcaaggcctt cgtgttcgac aaggctagaa agcagtgect gtggttcccc300
ttcaacagca tgagcagcgg cgtgaagaag gagttcggec acgagttcga cctgtacgag360
aacaaggact acatcagaaa ctgcatcatc ggcaagggca gaagctacaa gggcaccgtg420
agcatcacca agagcggcat caagtgtcag ccctggagca gcatgatccc ccatgagcac480
agcttcctge ctagcagcta cagagggaag gacctgcaag agaactactg cagaaaccct540
agaggcgagg agggcggcecc ttggtgtttc acaagcaatc ccgaggtgag atacgaggtg600
tgcgacatcc ctcagtgcag cgaggtggag tgcatgacct gcaacggcga aagctataga660
ggcctgatgg accacaccga gagcggcaag atttgtcage ggtgggatca ccaaaccccc720
cacagacaca agttcctgcc cgagagatac cccgacaagg gcttcgacga caattactgt780
agaaaccccg acgggcagcc tagaccctgg tgttacaccc tggaccccca cacaagatgg840
gagtactgcg ccatcaagac ctgcgccgac aacaccatga acgacaccga cgtgcccctg900
gagaccaccg agtgcatcca aggccaaggce gagggctaca gaggcaccgt gaacaccatc960

tggaacggca ttccetgtca gagatgggac agccaatace cccatgaaca cgatatgacc1020



3-132

cccgagaact tcaagtgcaa ggacctgaga gagaactact gccggaaccce cgatggcagc1080
gaatcccctt ggtgcttcac caccgacccc aacatcagag tgggctactg cagccaaatc1140
cccaactgcg acatgagcca cggccaagac tgttacagag ggaacggcaa gaactacatg1200
ggcaacctga gccaaacaag aagcggcctg acctgcagca tgtgggacaa gaacatggag1260
gacctgcaca gacacatctt ctgggagccc gacgctagca agctgaacga gaactactgt1320
cggaaccccg acgacgatgc ccacggcccc tggtgctaca ccggcaacce cctgatccec1380
tgggactact gccccatcag cagatgcgag ggcgacacca cccccaccat cgtgaacctg1440
gaccaccccg tgatcagctg tgccaagacc aagcaactga gagtggtgaa cggcatcccc1500
acaagaacca acattggctg gatggtgagc ctgagataca gaaacaagca catctgcggcl560
ggcagcctga tcaaggagag ctgggtgctg accgctagac agtgcttccc tagcagagacl1620
ctgaaggact acgaggcctg gctgggceatc cacgacgtge acggcagagg cgacgagaagl680
tgtaaacaag tgctgaacgt gagccaactg gtgtacggcc ccgagggcag cgacctggtg1740
ctgatgaagc tggctagacc cgccgtgetg gacgacttcg tgagcaccat cgacctgecc1800
aactacggct gcaccatccc cgagaagaca agctgcagceg tgtacggctg gggctacacc1860
ggcctgatca actacgacgg cctgctgaga gtggeccacc tgtacatcat gggcaacgag1920
aagtgcagcc aacaccaccg gggcaaagtg accctgaacg agagcgagat ctgcgecgggl1980
gctgagaaaa tcggcagcegg ccectgegag ggggactacg ggggecccct ggtgtgecgag2040
cagcacaaga tgagaatggt gctgggcegtg atcgtgeeceg gcagaggcetg cgecatccec2100
aacagacccg gcatcttcgt gagagtggcc tactacgcca agtggatcca caagatcatc2160

ctgacctaca aggtgcctca gagctga2187

Secuencias



3-132-1 Identificador de la secuencia 132
3-132-2 Tipo de molécula RNA
3-132-3 Extension 2626
3-132-4-1 Caracteristicas Localizacion/Calificadores source 1..2626
mol_type = other RNA
note = null
note(en) = CHCHD10 5'UTR- hHGF-CTSB 3'UTR-A120
organism = synthetic construct
3-132-5 Residuos

agggaagctt ccgetgeege cgtetctaag gtcgeeccggg teccaccgee gecaccgecg60
ccaccatgtg ggtcaccaaa ctgctgeeeg cectgetget gcagcacgtg ctectgcacc120
tgctgetgct gectatcgee atcecttacg ccgaaggeca gagaaagegg agaaataccalso
ttcacgaatt taagaagagc gccaagacca cactgatcaa gatcgaccct gccctgaaaa240
tcaagaccaa gaaagtgaac acagccgacc aatgcgctaa tagatgcaca agaaacaaag300
gcctgccttt cacctgcaag gecttcgtgt tcgataagge cagaaagcag tgcctgtggt360
tccecttcaa cagcatgage agcggegtga agaaagaatt cggtcacgag ttcgacctgt420
acgagaataa ggactacatt agaaactgca tcatcggcaa gggcecggage tacaagggca480
ccgtgagcat caccaagtct ggcatcaagt gccagccatg gagttccatg atccctcatg540
agcacagctt cctgccaagc tcttaccggg gaaaggatct gcaggagaac tattgtagaa600
atcccagagg cgaggaagga ggaccctggt gttttaccag caacccagag gtgcggtacg660
aggtgtgcga cataccccag tgcagcgagg tggaatgcat gacatgcaac ggcgagaget720

accggggcct gatggaccac acagagagcg gcaaaatctg ccaaagatgg gatcaccaga780



cccctcatag gcacaagttc ctgcccgaga gataccctga caagggcttc gacgacaatt840
actgccggaa ccctgatgga cagcectagac cttggtgcta caccctggac cctcacacca900
gatgggaata ctgcgccatc aagacatgtg ccgataacac catgaacgac accgatgtgc960
cactcgagac aactgagtgt atccagggcc agggcgaggg ctacaggggce accgtgaacal020
ccatctggaa cggcatccct tgtcagcggt gggacagcca atacccccac gaacatgatal080
tgaccccaga aaacttcaag tgcaaagatc tgcgggaaaa ctactgtaga aaccctgacgl1140
gctccgagag cccttggtge ttcaccaccg accctaacat cagggtgggc tactgtagec1200
agatccccaa ctgcgacatg agccacggtc aggactgcta cagaggaaac ggcaagaatt1260
acatgggcaa cctgagccag accagaagcg gcctgacctg cagcatgtgg gacaaaaacal320
tggaagatct gcaccggcac atcttttggg agcctgacgc cagcaagctg aatgagaact1380
actgtcggaa ccctgacgac gatgctcacg gcccttggtg ctacacaggc aaccctctgal440
tccettggga ctattgtect attagcaggt gtgaaggcga cacgacccct acaatcgtgal500
acctggatca cccagtgatc agctgtgcta aaacaaagca actgagagtg gtgaatggtal560
tcccgacceg gaccaacatc ggatggatgg tcagectgeg gtacagaaac aagcacatct1620
gcggcggtag cctgatcaag gaatcetggg tgttgacage cagacagtgt tttcccagcal680
gagatctgaa ggactacgag gcctggetgg gcatccacga cgtgcacgge agaggcgacgl740
agaagtgcaa gcaggttctg aacgtgtccc agctggtgta cggecccgag ggctctgatc1800
tggttctgat gaagcttgct agacccgctg tgctggatga cttcgtgtce accatcgaccl1860
tgccaaatta cggatgtaca attcctgaaa agacctcctg ttctgtgtac ggetgggget1920
acaccggact catcaactat gacggcctgc tgagagtggc ccacctgtat atcatgggcal980
acgagaagtg cagccagcac catagaggca aggtgaccct gaacgagtct gaaatctgcg2040

ccggagecga gaaaatcgga tetggeecct gcgaaggaga ttacggeggce cctetggtet2100



gcgagcagca caagatgaga atggtgctgg gegtgatcgt gcccggeaga ggetgegeca2160
tccctaaccg gectggaatc ttegtgegeg tggcectatta cgccaaatgg atccacaaaa2220
tcatcctgac atacaaggtc ccacagtctt gaaccggttc tgccgtgggce ctgtcgtgec2280

agtcctgggg gcgagatcgg gagaatcacg tcctggaact geatgttctt gcgactcttg2340

ggacttcatc ttaacttctc gctgcececag ccatgttttc aaccatggca tccctccccc2400

aattagttcc ctgtcatcct cgtcaacctt ctctgtaagt gectggtaag cttgeccttg2460

cttaagaact caaaacatag ctgtgctcta ccgcggaaaa aaaaaaaaaa aaaaaaaaaa2520
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa2580

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaattat ttctag2626



