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<ST26Sequencelisting originalFreeTextLanguageCode="en" nonEnglishFreeText
LanguageCode="es" dtdVersion="V1_3" fileName="TTC-

01625 _SL_Spanish.xml" softwareName="WIPO

Sequence" softwareVersion="2.3.0" productionDate="2026-05-04">

<Applicationldentification>

<|POfficeCode>US</IPOfficeCode>
<ApplicationNumberText>PCT/US2024/052934</ApplicationNumberText>
<FilingDate>2024-10-25</FilingDate>
</Applicationldentification>
<ApplicantFileReference>TTC-01625</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/546,105</ApplicationNumberText>
<FilingDate>2023-10-27</FilingDate>
</EarliestPriorityApplicationldentification>

<ApplicantName languageCode="en">TSCAN THERAPEUTICS,
INC.</ApplicantName>

<InventionTitle languageCode="en">MAGEA1 IMMUNOGENIC PEPTIDES,
BINDING PROTEINS RECOGNIZING MAGEA1 IMMUNOGENIC PEPTIDES,
AND USES THEREOF</InventionTitle>

<InventionTitle languageCode="es">PEPTIDOS INMUNOGENICOS DE MAGEAA1,
PROTEINAS DE UNION QUE RECONOCEN LOS PEPTIDOS INMUNOGENICOS
DE MAGEA1 Y USOS DE LOS MISMOS</InventionTitle>

<SequenceTotalQuantity>63</SequenceTotalQuantity>
<SequenceData sequencelDNumber="1">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q1">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>EVDPTGHSF</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="2">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q2">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>EVDPTSHSY</INSDSeq_sequence>
</INSDSeg>

</SequenceData>

<SequenceData sequencelDNumber="3">

<INSDSeg>

<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..15</INSDFeature_location>

<INSDFeature quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q3">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>KEDIGVGSYSVCKRC</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="4">

<INSDSeg>

<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature_key>
<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>



</INSDQualifier>

<INSDQualifier id="q4">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>QVQGTYKYGYLTMDETRKLLLL</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="5">

<INSDSeqg>

<INSDSeq_length>67</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..67</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="q5">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>CTKAGTKPPSLQWAWVSDWFVDFSVPGGTDQEGWQYA
SDFPASYHGSKTMKDFVRRRCWARKCKLVT</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="6">

<INSDSeqg>

<INSDSeq_length>67</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..67</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q6">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>GTSSAPFTINAHQSDIACVSLNQPGTVVASASQKGTLIRLF
DTQSKEKLVELRRGTDPATLYCINFS</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="7">

<INSDSeqg>

<INSDSeq_length>90</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature_key>
<INSDFeature_location>1..90</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q7">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>MWQGENVADTFPNTTSFTPDSSDIKRQSGFQTEIDMRIS
GLSHTQPTQIESLAEGIARYSDPIDKRRTSNLVKGAKLHDRESGEEKQEHL</INSD
Seq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="8">

<INSDSeqg>

<INSDSeq_length>90</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..90</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q8">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>TVSDLTKRNNMDFSIRISNITPADAGTYYCVKFRKGSPDH
VEFKSGAGTELSVRAKPSAPVVSGPAARATPQHTVSFTCESHGFSPRDIT</INSD
Seq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="9">

<INSDSeqg>

<INSDSeq_length>90</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..90</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q9">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>PPTHTQFDFVKLMDGKQLVKQDSKGSDDTQHSPRNLILT
SLQETGFIEYMDQGPWYLAFYNDGKKMEQVFVLTTAIEIMDDCSTNCNGNG</IN
SDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="10">

<INSDSeqg>

<INSDSeq_length>90</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..90</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q10">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>VFSKIRIDLTSMQIKTTDLLFSKTIFGNAVPFATAGDCYSAF
RCPQGQFSINLSGTGMKISSTAKWLTQGSYTSVSIRRSEDGTRFFGKC</INSDSe
g_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="11">

<INSDSeqg>

<INSDSeq_length>90</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..90</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q11">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>TWTTDRLWRKSRSPHNNGTCFGTDLNRNFNASWCSIGA
SRNCQDQTFCGTGPVSEPETKAVASFIESKKDDILCFLTMHSYGQLILTPYG</INS
DSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="12">

<INSDSeqg>

<INSDSeq_length>90</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..90</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q12">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>MKRSLNENSARSTADWAWEAVNPELAPVMKTVDTGQIP
HSVSRPLRSQDSVFNSIQSNTGRSQGGWSYRDGNKNTSLKTWNKNDFKPQCK<
/[INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="13">

<INSDSeqg>

<INSDSeq_length>45</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..45</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q13">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>VALLTALSQGLVTFKDVAVCFSQDQWSDLDPTQKEFYGE
YVLEED</INSDSeq_sequence>



</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="14">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q14">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>EADPTGHSY</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="15">



<INSDSeqg>

<INSDSeq_length>810</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature_key>
<INSDFeature_location>1..810</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q15">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atggaaaccctgctgggactgctgatcctgtggctgcagcttcagtgggtgtectct
aagcaagaagtgacacagatccctgccgcactgtctgtgcctgagggcgaaaacctggtgctgaactgctcecttc

accgatagcgctatttacaacctgcagtggttcagacaggaccccggcaagggactgacaagcctgcetgcetcattc
agtcaagtcagagagagcagaccagcggcagactgaatgccagcctggataagtcctccggcagaagcaccc
tgtatatcgccgcttctcagccaggcgatagcgccacatacctgtgtgctgtccaatatggaaacaagcetggtctttg

gcgcaggaaccattctgagagtcaagtcctatatccagaaccctgaccctgccgtgtaccagctgagagactctaa
atccagtgacaagtctgtctgcctattcaccgattttgatictcaaacaaatgtgtcacaaagtaaggattctgatgtgt

atatcacagacaaaactgtgctagacatgaggtctatggacttcaagagcaacagtgctgtggcctggagcaaca
aatctgactttgcatgtgcaaacgccttcaacaacagcattattccagaagacaccttcttccccagcccagaaagtt
cctgtgatgtcaagctggtcgagaaaagctttgaaacagatacgaacctaaactttcaaaacctgtcagtgattggg



ttccgaatcctectcctgaaagtggecgggtttaatctgetcatgacgetgeggetgtggtccage</INSDSeq_s
equence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="16">

<INSDSeqg>

<INSDSeq_length>270</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..270</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q16">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier _value>Homo sapiens</INSDQualifier _value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVL
NCSFTDSAIYNLQWFRQDPGKGLTSLLLIQSSQREQTSGRLNASLDKSSGRSTLY
IAASQPGDSATYLCAVQYGNKLVFGAGTILRVKSYIQNPDPAVYQLRDSKSSDKS



VCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFACAN
AFNNSIIPEDTFFPSPESSCDVKLVEKSFETDTNLNFQNLSVIGFRILLLKVAGFNLL
MTLRLWSS</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="17">

<INSDSeqg>

<INSDSeq_length>933</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..933</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q17">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier _value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgggacccggccttctgtgttgggccctgctttgecttctcggagcetggcetetgtgg
aaaccggcgtgacacagtctcctacacatctgatcaaaactcgcgggcaacaagtgactctgcggtgtagctctca



gtctgggcacaacactgtttcttggtatcagcaagctctcggccaggggccacagtttattttccagtattatagggag

gaagagaacggcagaggcaactttccacctcggttttccggactgcagtttcccaactactcctccgagctgaacgt
gaacgccttggagctggatgatagtgccctctacctctgtgccagcagcacggacataacctacgagcagtacttc
gggccgggcaccaggctcacggtcacagaagatctgaacaaggtgttccctccagaggtggecgtgticgagcec
ttctaaggccgagatcgcccacacacaaaaagccaccctcgtgtgectggeccaccggctttticcccgaccacgtg
gaactgtcttggtgggtcaacggcaaagaggtgcactccggegtgtcaacggatccccagcectctgaaagaaca

gcctgecctgaacgacagccggtactgcctgagctccagactgagagtgtcecgecaccttctggcagaaccccecg
gaaccacttcagatgccaggtgcagttttacggcctgagcgagaacgacgagtggacccaggacagagccaag
cccgtgacacaaatcgtgtctgccgaagcectggggaagagccgattgcggcatcaccagcgcctcctatcacca

gggcgtgctgagcgccacaatcctgtacgaaatcctgectgggcaaggccaccctgtacgcecgtgetggtgtetget

ctggtgctgatggccatggtcaagcggaaggactttggcagecgge</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="18">

<INSDSeqg>

<INSDSeq_length>311</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..311</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q18">
<INSDQualifier_name>organism</INSDQualifier name>

<INSDQualifier_value>Homo sapiens</INSDQualifier_value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MGPGLLCWALLCLLGAGSVETGVTQSPTHLIKTRGQQVT
LRCSSQSGHNTVSWYQQALGQGPQFIFQYYREEENGRGNFPPRFSGLQFPNYS
SELNVNALELDDSALYLCASSTDITYEQYFGPGTRLTVTEDLNKVFPPEVAVFEPS
KAEIAHTQKATLVCLATGFFPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALND
SRYCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAE
AWGRADCGITSASYHQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRKDFGSG
</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="19">

<INSDSeqg>

<INSDSeq_length>810</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..810</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q19">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atggaaaccctgctgggactgctgatcctgtggctgcagcttcagtgggtgtectct
aagcaagaagtgacacagatccctgccgcactgtctgtgcctgagggcgaaaacctggtgctgaactgcetcecttc
accgactccgccatctacaacctgcagtggttcagacaggaccccggcaagggactgacaagcctgctgctcatt
cagagcagccagagagagcagaccagcggcagactgaatgccagcectggataagtcctccggcagaagcac
cctgtatatcgccgcttctcagccaggcgatagcgccacatacctgtgegetgtgcaatatgggaataaactcgttttc
ggcgcaggaaccattctgagagtcaagtcctacatccagaaccccgaccccgecgtgtaccagctgagggactc
caagtccagcgacaagagcgtgtgtctgtttacggacttcgacagccagaccaacgtgagtcaaagcaaggaca
gcgacgtctacataacggataagaccgtgctggacatgcggagcatggacticaagagcaacagcgccgtgge
ctggtccaacaagagcgacttcgcctgcgccaacgccttcaacaacagcatcatccccgaggacaccttcttcee
cagcagcgacgtgccctgcgacgtgaaactggtggagaagtccttcgagacagacaccaatctgaacttticaga
acctgctggtgatcgtgctgeggattctgetgetgaaagtggecggcettcaatctgctgatgaccctgeggcetgtgga
gcagc</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="20">
<INSDSeqg>
<INSDSeq_length>270</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..270</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q20">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVL

NCSFTDSAIYNLQWFRQDPGKGLTSLLLIQSSQREQTSGRLNASLDKSSGRSTLY
IAASQPGDSATYLCAVQYGNKLVFGAGTILRVKSYIQNPDPAVYQLRDSKSSDKS

VCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFACAN
AFNNSIIPEDTFFPSSDVPCDVKLVEKSFETDTNLNFQNLLVIVLRILLLKVAGFNLL
MTLRLWSS</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="21">
<INSDSeqg>
<INSDSeq_length>933</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature_key>
<INSDFeature_location>1..933</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q21">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgggacccggccttctgtgttgggccctgctttgecttctcggagcetggcetetgtgg

aaaccggcgtgacacagtctcctacacatctgatcaaaactcgcgggcaacaagtgactctgeggtgtagctctca
gtccggccacaacacagtttcttggtatcagcaagctctcggccaggggcecacagtttattttccagtactaccgega
ggaagagaacggcagaggcaactttccacctcggttttccggactgcagtttcccaactactcctccgagctgaac

gtgaacgccttggagctggatgatagtgccctctacctctgcgcticcagcacagacatcacctatgagcagtacttc
gggccgggcaccaggctcacggtcacagaagatctgaacaaggtgttccctccagaggtggecgtgttcgagcec
ttctaaggccgagatcgcccacacacaaaaagccaccctcgtgtgectggeccaccggctttttccccgaccacgtg
gaactgtcttggtgggtcaacggcaaagaggtgcactccggcegtgtcaacggatccccagectctgaaagaaca

gcctgecctgaacgacagccggtactgectgagctccagactgagagtgtccgecaccttctggcagaaccccecg
gaaccacttcagatgccaggtgcagttttacggcctgagcgagaacgacgagtggacccaggacagagccaag
cccgtgacacaaatcgtgtctgccgaagectggggaagagecgattgcggcatcaccagegcectectatcacca

gggcgtgctgagcgccacaatcctgtacgaaatcctgctgggcaaggccaccctgtacgccgtgcetggtgtetget

ctggtgctgatggccatggtcaagcggaaggactttggcagcgge</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="22">
<INSDSeqg>
<INSDSeq_length>311</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..311</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q22">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MGPGLLCWALLCLLGAGSVETGVTQSPTHLIKTRGQQVT
LRCSSQSGHNTVSWYQQALGQGPQFIFQYYREEENGRGNFPPRFSGLQFPNYS
SELNVNALELDDSALYLCASSTDITYEQYFGPGTRLTVTEDLNKVFPPEVAVFEPS
KAEIAHTQKATLVCLATGFFPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALND
SRYCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAE
AWGRADCGITSASYHQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRKDFGSG
</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="23">
<INSDSeqg>
<INSDSeq_length>1824</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1824</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q23">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgggacccggccttctgtgttgggccctgcttigecttctcggagetggctctgtgg
aaaccggcgtgacacagtctcctacacatctgatcaaaactcgcgggcaacaagtgactctgecggtgtagctctca
gtccggccacaacacagtttcttggtatcagcaagctctcggccaggggcecacagtttattttccagtactaccgega
ggaagagaacggcagaggcaactttccacctcggttttccggactgcagtttcccaactactcctccgagctgaac
gtgaacgccttggagctggatgatagtgccctctacctctgcgceticcagcacagacatcacctatgagcagtacttc
gggccgggcaccaggctcacggtcacagaagatctgaacaaggtgttccctccagaggtggcecgtgttcgagec
ttctaaggccgagatcgcccacacacaaaaagccaccctcgtgtgectggccaccggctttticcccgaccacgtg
gaactgtcttggtgggtcaacggcaaagaggtgcactccggcegtgtcaacggatccccagectctgaaagaaca
gcctgcecctgaacgacagccggtactgectgagctccagactgagagtgtccgecaccttctggcagaaccccecg
gaaccacttcagatgccaggtgcagttttacggcctgagcgagaacgacgagtggacccaggacagagccaag
cccgtgacacaaatcgtgtctgccgaagcectggggaagagccgattgcggcatcaccagcgcctcctatcacca
gggcgtgctgagcgccacaatcctgtacgaaatcctgetgggcaaggccaccctgtacgecgtgetggtgtctget
ctggtgctgatggccatggtcaagcggaaggactttggcagcggcagagccaaaaggtccgggageggtgega
caaactttagcctgttgaaacaagccggcgacgttgaagagaaccccggacctatggaaaccctgctgggactg
ctgatcctgtggctgcagcttcagtgggtgtcctctaagcaagaagtgacacagatccctgccgceactgtetgtgect
gagggcgaaaacctggtgctgaactgctccttcaccgactccgcecatctacaacctgcagtggttcagacaggac
cccggcaagggactgacaagcectgctgctcattcagagcagccagagagagcagaccagcggcagactgaat
gccagcctggataagtcctccggcagaagcacccetgtatatcgecgcttctcagccaggcgatagegccacatac



ctgtgcgctgtgcaatatgggaataaactcgttttcggcgcaggaaccattctgagagtcaagtcctacatccagaa
ccccgaccccgcecgtgtaccagctgagggactccaagtccagcgacaagagcegtgtgtctgtttacggacttcga
cagccagaccaacgtgagtcaaagcaaggacagcgacgtctacataacggataagaccgtgctggacatgeg
gagcatggacttcaagagcaacagcgccgtggcctggtccaacaagagcgacttcgcctgecgeccaacgcecttca
acaacagcatcatccccgaggacaccttcttccccagcagcgacgtgccctgcgacgtgaaactggtggagaag
tccttcgagacagacaccaatctgaactttcagaacctgctggtgatcgtgctgcggattctgetgctgaaagtggec
ggcttcaatctgctgatgaccctgeggcetgtggagcage</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="24">

<INSDSeqg>

<INSDSeq_length>608</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..608</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q24">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>MGPGLLCWALLCLLGAGSVETGVTQSPTHLIKTRGQQVT
LRCSSQSGHNTVSWYQQALGQGPQFIFQYYREEENGRGNFPPRFSGLQFPNYS
SELNVNALELDDSALYLCASSTDITYEQYFGPGTRLTVTEDLNKVFPPEVAVFEPS
KAEIAHTQKATLVCLATGFFPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALND
SRYCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAE
AWGRADCGITSASYHQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRKDFGSG
RAKRSGSGATNFSLLKQAGDVEENPGPMETLLGLLILWLQLQWVSSKQEVTQIPA
ALSVPEGENLVLNCSFTDSAIYNLQWFRQDPGKGLTSLLLIQSSQREQTSGRLNA
SLDKSSGRSTLYIAASQPGDSATYLCAVQYGNKLVFGAGTILRVKSYIQNPDPAVY
QLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVA
WSNKSDFACANAFNNSIIPEDTFFPSSDVPCDVKLVEKSFETDTNLNFQNLLVIVL
RILLLKVAGFNLLMTLRLWSS</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="25">

<INSDSeqg>

<INSDSeq_length>819</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..819</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier _value>
</INSDQualifier>

<INSDQualifier id="q25">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atggaaaccctgctgggactgctgatcctgtggctgcagcttcagtgggtgtectct
aagcaagaagtgacacagatccctgccgcactgtctgtgcctgagggcgaaaacctggtgctgaactgcetcecttc
accgactccgccatctacaacctgcagtggttcagacaggaccccggcaagggactgacaagcctgctgctcatt
cagagcagccagagagagcagaccagcggcagactgaatgccagcectggataagtcctccggcagaagcac
cctgtatatcgccgcttctcagccaggcgatagcgcecacatacctgtgegecgtccgecccacagcaaggcegcaca
gaagttggtgttcggccaaggaaccaggctgactatcaacccaaacatccagaaccctgaccctgecgtgtacca
gctgagagactctaaatccagtgacaagtctgtctgcctattcaccgattttgatictcaaacaaatgtgtcacaaagt
aaggattctgatgtgtatatcacagacaaaactgtgctagacatgaggtctatggacttcaagagcaacagtgctgt
ggcctggagcaacaaatctgactttgcatgtgcaaacgccttcaacaacagcattattccagaagacaccttcttcc
ccagcccagaaagttcctgtgatgtcaagctggtcgagaaaagctttgaaacagatacgaacctaaactttcaaa
acctgtcagtgattgggttccgaatcctcctcctgaaagtggccgggtttaatctgctcatgacgectgeggcetgtggte
cagc</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="26">
<INSDSeqg>
<INSDSeq_length>273</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..273</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q26">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVL

NCSFTDSAIYNLQWFRQDPGKGLTSLLLIQSSQREQTSGRLNASLDKSSGRSTLY
IAASQPGDSATYLCAVRPQQGAQKLVFGQGTRLTINPNIQNPDPAVYQLRDSKSS
DKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFA
CANAFNNSIIPEDTFFPSPESSCDVKLVEKSFETDTNLNFQNLSVIGFRILLLKVAG

FNLLMTLRLWSS</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="27">
<INSDSeqg>
<INSDSeq_length>924</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature_key>
<INSDFeature_location>1..924</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>



<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q27">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgggacccggccttctgtgttgggccctgctttgecttctcggagcetggcetetgtgg
aaaccggcgtgacacagtctcctacacatctgatcaaaactcgcgggcaacaagtgactctgeggtgtagctctca
gtccggccacaacacagtttcttggtatcagcaagctctcggccaggggcecacagtttattttccagtactaccgega
ggaagagaacggcagaggcaactttccacctcggttttccggactgcagtttcccaactactcctccgagctgaac
gtgaacgccttggagctggatgatagtgccctctacctctgcgcaagcagcectggaccgcacatacgagcaatact
tcgggccgggcaccaggctcacggtcacagaagacctgaacaaggtgttcccacccgaggtcgetgtgtttgage
catcagaagcagagatctcccacacccaaaaggccacactggtgtgcctggccacaggcttcttccctgaccacg
tggagctgagctggtgggtgaatgggaaggaggtgcacagtggggtcagcacggacccgcagcccctcaagg
agcagcccgccctcaatgactccagatactgcctgagcagccgectgagggtctcggcecaccttctggcagaacc
cccgcaaccacttccgcetgtcaagtccagtictacgggcetctcggagaatgacgagtggacccaggatagggceca
aacccgtcacccagatcgtcagcgccgaggcctggggtagagcagactgtggctttacctcggtgtcctaccage
aaggggtcctgtctgccaccatcctctatgagatcctgctagggaaggccaccctgtatgetgtgetggtcagegec
cttgtgttgatggccatggtcaagagaaaggatttc</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="28">
<INSDSeqg>
<INSDSeq_length>308</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..308</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q28">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MGPGLLCWALLCLLGAGSVETGVTQSPTHLIKTRGQQVT
LRCSSQSGHNTVSWYQQALGQGPQFIFQYYREEENGRGNFPPRFSGLQFPNYS
SELNVNALELDDSALYLCASSLDRTYEQYFGPGTRLTVTEDLNKVFPPEVAVFEP

SEAEISHTQKATLVCLATGFFPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALN

DSRYCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSA

EAWGRADCGFTSVSYQQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRKDF</I
NSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="29">
<INSDSeqg>
<INSDSeq_length>819</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..819</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier _name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q29">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atggaaaccctgctgggactgctgatcctgtggctgcagcttcagtgggtgtectct
aagcaagaagtgacacagatccctgccgcactgtctgtgcctgagggcgaaaacctggtgctgaactgctcecttc
accgactccgccatctacaacctgcagtggttcagacaggaccccggcaagggactgacaagcctgctgctcatt
cagagcagccagagagagcagaccagcggcagactgaatgccagcectggataagtcctccggcagaagcac
cctgtatatcgccgcttctcagccaggcgatagcgccacatacctgtgcgccgtccgecccacagcaaggcgcaca
gaagttggtgttcggccaaggaaccaggctgactatcaacccaaacatccagaaccccgaccccgecgtgtace
agctgagggactccaagtccagcgacaagagcgtgtgtctgtttacggacttcgacagccagaccaacgtgagtc
aaagcaaggacagcgacgtctacataacggataagaccgtgctggacatgcggagcatggactticaagagca
acagcgccgtggcctggtccaacaagagcgacttcgcctgcgccaacgcecticaacaacagcatcatccccgag
gacaccttcttccccagcagcgacgtgccctgcgacgtgaaactggtggagaagtccticgagacagacaccaat
ctgaactttcagaacctgctggtgatcgtgctgcggattctgctgctgaaagtggecggcettcaatctgetgatgacce
tgcggcetgtggagcage</INSDSeq_sequence>

</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="30">

<INSDSeqg>



<INSDSeq_length>273</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature key>
<INSDFeature_location>1..273</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q30">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVL

NCSFTDSAIYNLQWFRQDPGKGLTSLLLIQSSQREQTSGRLNASLDKSSGRSTLY
IAASQPGDSATYLCAVRPQQGAQKLVFGQGTRLTINPNIQNPDPAVYQLRDSKSS
DKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFA
CANAFNNSIIPEDTFFPSSDVPCDVKLVEKSFETDTNLNFQNLLVIVLRILLLKVAGF
NLLMTLRLWSS</INSDSeq_sequence>

</INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="31">

<INSDSeqg>



<INSDSeq_length>933</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature key>
<INSDFeature_location>1..933</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q31">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgggacccggccttctgtgttgggccctgctttgecttctcggagcetggcetetgtgg
aaaccggcgtgacacagtctcctacacatctgatcaaaactcgcgggcaacaagtgactctgcggtgtagctctca
gtccggccacaacacagtttcttggtatcagcaagctctcggccaggggccacagtttattttccagtactaccgega
ggaagagaacggcagaggcaactttccacctcggttttccggactgcagtttcccaactactcctccgagctgaac
gtgaacgccttggagctggatgatagtgccctctacctctgcgcaagcagcectggaccgcacatacgagcaatact
tcgggccgggcaccaggctcacggtcacagaagatctgaacaaggtgttccctccagaggtggecgtgttcgag
ccttctaaggccgagatcgcccacacacaaaaagccaccctcgtgtgectggccaccggctttttccccgaccac
gtggaactgtcttggtgggtcaacggcaaagaggtgcactccggegtgtcaacggatccccagcectctgaaagaa
cagcctgccctgaacgacagccggtactgcctgagctccagactgagagtgtccgecaccttctggcagaacccce
cggaaccacttcagatgccaggtgcagttttacggcctgagcgagaacgacgagtggacccaggacagagcca
agcccgtgacacaaatcgtgtctgccgaagcctggggaagagccgattgecggcatcaccagcegcectcctatcac



cagggcgtgctgagcgccacaatcctgtacgaaatcctgctgggcaaggccaccctgtacgcegtgetggtgtetg
ctctggtgctgatggecatggtcaagcggaaggactttggcagegge</INSDSeq__sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="32">

<INSDSeqg>

<INSDSeq_length>311</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..311</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q32">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MGPGLLCWALLCLLGAGSVETGVTQSPTHLIKTRGQQVT
LRCSSQSGHNTVSWYQQALGQGPQFIFQYYREEENGRGNFPPRFSGLQFPNYS
SELNVNALELDDSALYLCASSLDRTYEQYFGPGTRLTVTEDLNKVFPPEVAVFEP



SKAEIAHTQKATLVCLATGFFPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALN
DSRYCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSA
EAWGRADCGITSASYHQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRKDFGS
G</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="33">

<INSDSeg>

<INSDSeq_length>1833</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1833</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q33">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>atgggacccggccttctgtgttgggccctgctttgectictcggagetggctctgtgg
aaaccggcgtgacacagtctcctacacatctgatcaaaactcgcgggcaacaagtgactctgcggtgtagctctca
gtccggccacaacacagtttcttggtatcagcaagctctcggccaggggcecacagtttattttccagtactaccgega
ggaagagaacggcagaggcaactttccacctcggttttccggactgcagttticccaactactcctccgagctgaac
gtgaacgccttggagctggatgatagtgccctctacctctgcgcaagcagcectggaccgcacatacgagcaatact
tcgggccgggcaccaggctcacggtcacagaagatctgaacaaggtgttccctccagaggtggcecgtgttcgag
ccttctaaggccgagatcgcccacacacaaaaagccaccctcgtgtgectggccaccggctttttccccgaccac
gtggaactgtcttggtgggtcaacggcaaagaggtgcactccggegtgtcaacggatccccagcectctgaaagaa
cagcctgccctgaacgacagccggtactgcctgagctccagactgagagtgtccgecaccttctggcagaacccce
cggaaccacttcagatgccaggtgcagttttacggcctgagcgagaacgacgagtggacccaggacagagcca
agcccgtgacacaaatcgtgtctgccgaagcctggggaagagcecgattgcggcatcaccagegcctcctatcac
cagggcgtgctgagcgccacaatcctgtacgaaatcctgectgggcaaggccaccctgtacgecgtgetggtgtetg
ctctggtgctgatggccatggtcaagcggaaggactttggcagcggcagagccaaaaggtccgggageggtge
gacaaactttagcctgttgaaacaagccggcgacgttgaagagaaccccggacctatggaaaccctgectgggac
tgctgatcctgtggctgcagcettcagtgggtgtectctaagcaagaagtgacacagatccctgccgeactgtcetgtge
ctgagggcgaaaacctggtgctgaactgctccttcaccgactccgccatctacaacctgcagtggttcagacagga
ccccggcaagggactgacaagcectgctgctcattcagagcagccagagagagcagaccagcggcagactga
atgccagcctggataagtcctccggcagaagcaccctgtatatcgecgcttctcagccaggcgatagegecacat
acctgtgcgccgtccgecccacagcaaggcgcacagaagttggtgttcggccaaggaaccaggcetgactatcaac
ccaaacatccagaaccccgaccccgcecgtgtaccagctgagggactccaagtccagcgacaagagcegtgtgte
tgtttacggacttcgacagccagaccaacgtgagtcaaagcaaggacagcgacgtctacataacggataagacc
gtgctggacatgcggagcatggacttcaagagcaacagcgcecgtggcctggtccaacaagagcgacttcgectg
cgccaacgccttcaacaacagcatcatccccgaggacaccttcttccccagcagcgacgtgecctgecgacgtga
aactggtggagaagtccttcgagacagacaccaatctgaactttcagaacctgctggtgatcgtgctgcggattctg
ctgctgaaagtggccggcttcaatctgctgatgaccetgeggetgtggagcage</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="34">
<INSDSeqg>
<INSDSeq_length>611</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..611</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier _value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q34">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MGPGLLCWALLCLLGAGSVETGVTQSPTHLIKTRGQQVT
LRCSSQSGHNTVSWYQQALGQGPQFIFQYYREEENGRGNFPPRFSGLQFPNYS
SELNVNALELDDSALYLCASSLDRTYEQYFGPGTRLTVTEDLNKVFPPEVAVFEP
SKAEIAHTQKATLVCLATGFFPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALN
DSRYCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSA
EAWGRADCGITSASYHQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRKDFGS
GRAKRSGSGATNFSLLKQAGDVEENPGPMETLLGLLILWLQLQWVSSKQEVTQI
PAALSVPEGENLVLNCSFTDSAIYNLQWFRQDPGKGLTSLLLIQSSQREQTSGRL
NASLDKSSGRSTLYIAASQPGDSATYLCAVRPQQGAQKLVFGQGTRLTINPNIQN
PDPAVYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFK
SNSAVAWSNKSDFACANAFNNSIIPEDTFFPSSDVPCDVKLVEKSFETDTNLNFQ
NLLVIVLRILLLKVAGFNLLMTLRLWSS</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="35">
<INSDSeqg>
<INSDSeq_length>930</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>



<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature key>
<INSDFeature_location>1..930</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q35">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier _value>Homo sapiens</INSDQualifier _value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgtctcttgagcagaggagtctgcactgcaagcctgaggaagcccttgaggec
caacaagaggccctgggcctggtgtgtgtgcaggctgccacctcctcctectctectetggtecctgggcaccctgga
ggaggtgcccactgctgggtcaacagatcctccccagagtcctcagggagcectcegcectttcccactaccatcaac
ttcactcgacagaggcaacccagtgagggttccagcagccgtgaagaggaggggccaagcacctcttgtatcct
ggagtccttgttccgagcagtaatcactaagaaggtggctgatttggttggttttctgctcctcaaatatcgagccagg
gagccagtcacaaaggcagaaatgctggagagtgtcatcaaaaattacaagcactgttticctgagatcttcggca
aagcctctgagtccttgcagctggtctttggcattgacgtgaaggaagcagaccccaccggccactcctatgtcecttg
tcacctgcctaggtctctcctatgatggcctgctgggtgataatcagatcatgcccaagacaggcttcctgataattgt
cctggtcatgattgcaatggagggcggccatgctcctgaggaggaaatctgggaggagctgagtgtgatggaggt
gtatgatgggagggagcacagtgcctatggggagcccaggaagctgctcacccaagatttggtgcaggaaaagt
acctggagtaccggcaggtgccggacagtgatcccgcacgctatgagttcctgtggggtccaagggcecctcgcetg
aaaccagctatgtgaaagtccttgagtatgtgatcaaggtcagtgcaagagttcgctttttcttcccatccctgegtgaa
gcagctttgagagaggaggaagagggagtctga</INSDSeq_sequence>

</INSDSeqg>



</SequenceData>

<SequenceData sequencelDNumber="36">

<INSDSeqg>

<INSDSeq_length>309</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..309</INSDFeature location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q36">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MSLEQRSLHCKPEEALEAQQEALGLVCVQAATSSSSPLV
LGTLEEVPTAGSTDPPQSPQGASAFPTTINFTRQRQPSEGSSSREEEGPSTSCIL
ESLFRAVITKKVADLVGFLLLKYRAREPVTKAEMLESVIKNYKHCFPEIFGKASESL
QLVFGIDVKEADPTGHSYVLVTCLGLSYDGLLGDNQIMPKTGFLIIVLVMIAMEGG

HAPEEEIWEELSVMEVYDGREHSAYGEPRKLLTQDLVQEKYLEYRQVPDSDPAR
YEFLWGPRALAETSYVKVLEYVIKVSARVRFFFPSLREAALREEEEGV</INSDSeq
_sequence>



</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="37">

<INSDSeqg>

<INSDSeq_length>1098</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1098</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q37">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atggccgtcatggcgccccgaaccctcctectgctactctcgggggcecctggecce
tgacccagacctgggcgggctcccactccatgaggtatttcttcacatccgtgtcccggeccggecgeggggagcec
ccgcttcatcgccgtgggctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagccagaaga
tggagccgcgggcgccgtggatagagcaggaggggccggagtattgggaccaggagacacggaatatgaag
gcccactcacagactgaccgagcgaacctggggaccctgcgcggctactacaaccagagcgaggacggttctc
acaccatccagataatgtatggctgcgacgtggggccggacgggcgcttcctccgegggtaccggcaggacgcec



tacgacggcaaggattacatcgccctgaacgaggacctgcgctcttggaccgcggcggacatggcagctcagat

caccaagcgcaagtgggaggcggtccatgcggcggagcagcggagagtctacctggagggecggtgegtgga
cgggctccgcagatacctggagaacgggaaggagacgctgcagcgcacggacccccccaagacacatatga
cccaccaccccatctctgaccatgaggccaccctgaggtgctgggcecctgggcttctaccctgcggagatcacact

gacctggcagcgggatggggaggaccagacccaggacacggagctcgtggagaccaggectgcaggggatg
gaaccttccagaagtgggcggctgtggtggtgcctictggagaggagcagagatacacctgccatgtgcagcatg
agggtctgcccaagcccctcaccctgagatgggagcetgtcttcccageccaccatccccatcgtgggceatcattgct
ggcctggttctccttggagcetgtgatcactggagcetgtggtcgetgecgtgatgtggaggaggaagagctcagatag
aaaaggagggagttacactcaggctgcaagcagtgacagtgcccagggctctgatgtgtctctcacagcettgtaa
agtgtga</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="38">

<INSDSeqg>

<INSDSeq_length>365</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature key>
<INSDFeature_location>1..365</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q38">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MAVMAPRTLLLLLSGALALTQTWAGSHSMRYFFTSVSRP
GRGEPRFIAVGYVDDTQFVRFDSDAASQKMEPRAPWIEQEGPEYWDQETRNMK
AHSQTDRANLGTLRGYYNQSEDGSHTIQIMYGCDVGPDGRFLRGYRQDAYDGK

DYIALNEDLRSWTAADMAAQITKRKWEAVHAAEQRRVYLEGRCVDGLRRYLENG
KETLQRTDPPKTHMTHHPISDHEATLRCWALGFYPAEITLTWQRDGEDQTQDTE

LVETRPAGDGTFQKWAAVVVPSGEEQRYTCHVQHEGLPKPLTLRWELSSQPTIP
IVGIAGLVLLGAVITGAVVAAVMWRRKSSDRKGGSYTQAASSDSAQGSDVSLTA

CKV</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="39">

<INSDSeqg>

<INSDSeq_length>9683</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9683</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q39">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tggaagggctaattcactcccaaagaagacaagatatccttgatctgtggatctac
cacacacaaggctacttccctgattagcagaactacacaccagggccaggggtcagatatccactgacctttggat
ggtgctacaagctagtaccagttgagccagataaggtagaagaggccaataaaggagagaacaccagcttgtta
caccctgtgagcctgcatgggatggatgacccggagagagaagtgttagagtggaggtttgacagccgcectage
atttcatcacgtggcccgagagctgcatccggagtacttcaagaactgctgatatcgagcettgctacaagggactttc
cgctggggactttccagggaggcgtggcctgggcgggactggggagtggcgagcecctcagatcctgcatataag
cagctgctttttgcctgtactgggtctctctggttagaccagatctgagcctgggagcetctctggctaactagggaacc
cactgcttaagcctcaataaagcttgccttgagtgcttcaagtagtgtgtgeccgtctgttgtgtgactctggtaactaga
gatccctcagacccttttagtcagtgtggaaaatctctagcagtggcgcccgaacagggacttgaaagcgaaagg
gaaaccagaggagctctctcgacgcaggactcggcettgctgaagcgcgcacggcaagaggcgaggggcggce
gactggtgagtacgccaaaaattttgactagcggaggctagaaggagagagatgggtgcgagagcgtcagtatt
aagcgggggagaattagatcgcgatgggaaaaaattcggttaaggccagggggaaagaaaaaatataaatta
aaacatatagtatgggcaagcagggagctagaacgattcgcagttaatcctggcctgttagaaacatcagaaggce
tgtagacaaatactgggacagctacaaccatcccttcagacaggatcagaagaacttagatcattatataatacag
tagcaaccctctattgtgtgcatcaaaggatagagataaaagacaccaaggaagctttagacaagatagaggaa
gagcaaaacaaaagtaagaccaccgcacagcaagcggccggccgctgatcttcagacctggaggaggagat
atgagggacaattggagaagtgaattatataaatataaagtagtaaaaattgaaccattaggagtagcacccacc
aaggcaaagagaagagtggtgcagagagaaaaaagagcagtgggaataggagctttgttccttgggttcttggg
agcagcaggaagcactatgggcgcagcgtcaatgacgctgacggtacaggccagacaattattgtctggtatagt
gcagcagcagaacaatttgctgagggctattgaggcgcaacagcatctgttgcaactcacagtctggggcatcaa
gcagctccaggcaagaatcctggctgtggaaagatacctaaaggatcaacagctcctggggatttggggttgctct
ggaaaactcatttgcaccactgctgtgccttggaatgctagttggagtaataaatctctggaacagatttggaatcac
acgacctggatggagtgggacagagaaattaacaattacacaagcttaatacactccttaattgaagaatcgcaa
aaccagcaagaaaagaatgaacaagaattattggaattagataaatgggcaagtttgtggaattggtttaacataa
caaattggctgtggtatataaaattattcataatgatagtaggaggcttggtaggtttaagaatagtttttgctgtactttct
atagtgaatagagttaggcagggatattcaccattatcgtttcagacccacctcccaaccccgaggggacccgac
aggcccgaaggaatagaagaagaaggtggagagagagacagagacagatccattcgattagtgaacggatct
cgacggtatcgccgaattaattcacaaatggcagtattcatccacaattttaaaagaaaaggggggattgggggat
acagtgcaggggaaagaatagtagacataatagcaacagacatacaaactaaagaattacaaaaacaaatta
caaaaattcaaaattttcgggtttattacaggcgcgccagagatccagtttggacctgcaggtgaaagaccccacct
gtaggtttggcaagttagcttaagtaacgccattttgcaaggcatggaaaatacataactgagaatagagaagttca
gatcaaggttaggaacagagagacagcagaatatgggccaaacaggatatctgtggtaagcagttcctgccccg
gctcagggccaagaacagatggtccccagatgcggtcececgecctcagcagtitctagcgaaccatcagatgtttce



agggtgccccaaggacctgaaatgaccctgtgccttatttgaactaaccaatcagtttgcttcttgcttctgtttgtgtgct
tctgctccctgagctcaataaaagagcccacaacccctcacttggtgggccagtcctctgatagactgtgtcecctg
gatacccgtacggtaccgctagcgccaccatgggcaccagcctcctctgectggatggecctgtgtctcctgggggce
agatcacgcagatactggagtctcccaggaccccagacacaagatcacaaagaggggacagaatgttactttca
ggtgtgatccaatttctgaacacaaccgcctttattggtaccgccagaccctggggcagggceccagagtttctgactt
acttccagaatgaagctcaacttgaaaaatcaaggctgctcagtgatcggttctctgcagagaggcctaagggatc
tttctccaccttggagatccagcgcacagagcagggggactctgccatgtatctctgtgccagcagccgceactgctg
gagatactcagtattttggcccaggcacccggctgacagtgctcgaagatctgaacaaggtgttccctccagaggt
ggccgtgttcgagccttctaaggccgagatcgcccacacacaaaaagccaccctegtgtgectggeccaccggcttt
ttccccgaccacgtggaactgtcttggtgggtcaacggcaaagaggtgcactccggegtgtcaacggatcecccag
cctctgaaagaacagcctgccctgaacgacagccggtactgcctgagctccagactgagagtgtccgecaccttc
tggcagaacccccggaaccacttcagatgccaggtgcagttttacggcctgagcgagaacgacgagtggaccce
aggacagagccaagcccgtgacacaaatcgtgtctgccgaagcctggggaagagcecgattgecggceatcacca
gcgcctcctatcaccagggcegtgctgagecgcecacaatcctgtacgaaatcctgectgggcaaggccaccctgtacg
ccgtgcetggtgtctgctctggtgetgatggecatggtcaagecggaaggacttitggcagcggcagagccaaaaggtce
cgggagcggtgcgacaaactttagcctgttgaaacaagccggcgacgttgaagagaaccccggacctatggaa
accctcttgggcctgcttatccttiggctgcagcetgcaatgggtgagcagcaaacaggaggtgactcagattcctge
agctctgagtgtcccagaaggagaaaacttggttctcaactgcagtttcactgatagcgctatttacaacctccagtg
gtttaggcaggaccctgggaaaggcctcacatctctgttgcttaticagtcaagtcagagagagcaaacaagtgga
cgccttaatgcctctctggataaatcatcaggacgcagtactctttacattgcagcttctcagcctggtgattcagccac
ctacctgtgcgctgtgaggggtggtacctcaggaacctacaaatacatctitggaacaggcaccaggctgaaggtt
cttgcaaacatccagaaccccgaccccgccgtgtaccagctgagggactccaagtccagcgacaagagcegtgt
gtctgtttacggacttcgacagccagaccaacgtgagtcaaagcaaggacagcgacgtctacataacggataag
accgtgctggacatgcggagcatggacttcaagagcaacagcgccgtggcectggtccaacaagagcgacttcg
cctgcgccaacgccttcaacaacagcatcatccccgaggacaccttcttccccagcagcgacgtgecctgecgacg
tgaaactggtggagaagtccticgagacagacaccaatctgaactttcagaacctgctggtgatcgtgctgcggatt
ctgctgctgaaagtggccggcttcaatctgctgatgaccctgeggcetgtggagcagcagggctaagaggtcegge
agcggagccaccaatttttccctgctgaaacaggcetggtgacgtggaagaaaaccctggccccatggegcetgecce
gtcaccgcgctgcetgetgeccctggegcetgetgttacacgccgetcggecagagcttcccacccagggceacattcte
caacgtgtccaccaatgtgtcgggaggcggceggatcgtcccagtticagagtgtcccctctggaccgcacctggaa
cctgggcgagaccgtggagctgaaatgtcaggtcctgctgagcaacccgacctccgggtgcagttggcetgttcca
gccgcegtggtgetgecgcaagcecctacgttecctgcetttacctgagccagaacaagcccaaggcggecgagggcec
tggacacccagagattctccggcaagcgcectgggggacacattcgtgcttactttgagcgatttccgcagagagaa
cgagggctactatttctgticggcgctgagcaattccatcatgtatttcagccactttgtgccagtgttcctgectgccaa
gcctaccacaacaccagctcccecgtceccccgactcecggcegectaccatcgecgagtcaaccgttgagectgagge
ctgaggcttgtcggcccgetgeggggggtgecgtccacaccaggggcectcgactttgecgtgecgacatctatatttgg
gcgcctctggegggtacctgeggggatgcetgctgctgtcattggtgattaccctgtactgcaatcaccgcaaccgcecg
gcgggtctgtaagtgcccacggcectgtggtcaagtccggtgacaaaccgtcgcetctecggetegetacgtgegegct
aagcgcagcggttccggggcecaccaacttttcattgctgaagcaggecggtgatgtggaggagaatccagggcec
catgcgccccaggctttggctcecttcttgctgctcagctcactgtcttgcatggcaactcegttctgcagcagactcccg



cctacatcaaggtgcagacgaacaagatggtgatgctgtcatgcgaggccaagatctctctttcaaatatgagaatt
tattggctacgacagcgccaggccccctccagcgacagccaccacgagttcctggcegcetttgggattctgctaaag
gcaccatccatggagaggaggtggaacaggagaagatagctgtcttccgcgacgcatcccgcttcatcctgaac
ctgaccagcgtgaagccggaggacagcggcatctacttctgtatgatcgttggctccccecgagcetgaccttcggcea
aaggcacccagctgtccgtggtggacttcctgcccaccacagcccagccaaccaagaaatccaccctcaagaa
gcgcegtgtgecgactgccccgecctgaaacccagaagggccctctgtgetcecceccatcacccttggactgetggtg
gcgggagtcctggtgcetgctegtatctctgggtgtcgccatccacctgtgctgeccgecgecgecgegeccgectgag
gtttatgaaacagttttacaagtgataaatcgatagatcctaatcaacctctggattacaaaatttgtgaaagattgact
ggtattcttaactatgttgctccttttacgctatgtggatacgctgctttaatgcectttgtatcatgctattgcttcccgtatggce
tttcattttctcctecttgtataaatcctggttgcetgtctctttatgaggagttgtggcccgttgtcaggcaacgtggegtggt
gtgcactgtgtttgctgacgcaacccccactggttggggcattgccaccacctgtcagctcctttccgggactttcgcett
tccccctecctattgccacggcecggaactcatcgecgcectgecttgecececgetgetggacaggggcetecggetgtiggge
actgacaattccgtggtgttgtcggggaaatcatcgtcctttccttggctgctcgectgtgttgccacctggattctgege
gggacgtccttctgctacgtcccttcggecctcaatccagecggaccttccttccecgeggcectgetgecggcetetgegg
cctcttcegegtettcgectticgecctcagacgagtcggatcteectttgggecgcectccececgectgagatectttaaga
ccaatgacttacaaggcagctgtagatcttagccactttttaaaagaaaaggggggactggaagggctaattcact
cccaacgaagacaagatctgctttttgcttgtactgggtctctctggttagaccagatctgagcctgggagctctctgg
ctaactagggaacccactgcttaagcctcaataaagcttgccttgagtgcttcaagtagtgtgtgcccgtctgttgtgtg
actctggtaactagagatccctcagacccttttagtcagtgtggaaaatctctagcagtagtagttcatgtcatcttatta
ttcagtatttataacttgcaaagaaatgaatatcagagagtgagaggcccgggttaattaaggaaagggctagatc
attcttgaagacgaaagggcctcgtgatacgcctatttttataggttaatgtcatgataataatggtttcttagacgtcag
gtggcacttttcggggaaatgtgcgcggaacccctatttgtttatttttctaaatacattcaaatatgtatccgctcatgag
acaataaccctgataaatgcttcaataatattgaaaaaggaagagtatgagtattcaacatttccgtgtcgcccttatt
cccttttttgcggcattttgcecttcctgtttttgctcacccagaaacgctggtgaaagtaaaagatgctgaagatcagttg
ggtgcacgagtgggttacatcgaactggatctcaacagcggtaagatccttgagagttttcgccccgaagaacgttt
tccaatgatgagcacttttaaagttctgctatgtggcgcggtattatccegtgttgacgccgggcaagagcaacteggt
cgccgcatacactattctcagaatgacttggttgagtactcaccagtcacagaaaagcatcttacggatggcatgac
agtaagagaattatgcagtgctgccataaccatgagtgataacactgcggccaacttacttctgacaacgatcgga
ggaccgaaggagctaaccgcttttttgcacaacatgggggatcatgtaactcgccttgatcgttgggaaccggagct
gaatgaagccataccaaacgacgagcgtgacaccacgatgcctgtagcaatggcaacaacgttgcgcaaacta
ttaactggcgaactacttactctagcttcccggcaacaattaatagactggatggaggcggataaagttgcaggac
cacttctgcgcetcggceccttccggetggcetggtttattgctgataaatctggagecggtgagegtgggtctcgeggtat
cattgcagcactggggccagatggtaagccctcccgtatcgtagttatctacacgacggggagtcaggcaactatg
gatgaacgaaatagacagatcgctgagataggtgcctcactgattaagcattggtaactgtcagaccaagtttactc
atatatactttagattgatttaaaacttcatttttaatttaaaaggatctaggtgaagatcctttttgataatctcatgaccaa
aatcccttaacgtgagttttcgttccactgagcgtcagaccccgtagaaaagatcaaaggatcttcttgagatcctttttt
tctgcgcgtaatctgctgcttgcaaacaaaaaaaccaccgctaccagcggtggtttgtttgccggatcaagagcetac
caactctttttccgaaggtaactggcttcagcagagcgcagataccaaatactgttcttctagtgtagccgtagttagg
ccaccacttcaagaactctgtagcaccgcctacatacctcgctctgctaatcctgttaccagtggctgctgccagtgg
cgataagtcgtgtcttaccgggttggactcaagacgatagttaccggataaggcgcagcggtcgggctgaacggg



gggttcgtgcacacagcccagcttggagcgaacgacctacaccgaactgagatacctacagcgtgagctatgag
aaagcgccacgcttcccgaagggagaaaggcggacaggtatccggtaagcggcagggtcggaacaggaga
gcgcacgagggagcttccagggggaaacgcctggtatctttatagtcctgtcgggtttcgccacctctgacttgage
gtcgatttttgtgatgctcgtcaggggggcggagcectatggaaaaacgccagcaacgcggcctttttacggttcctgg
ccttttgctggccttttgctcacatgttctttcctgegttatccectgattctgtggataaccgtattaccgcectttgagtgage
tgataccgctcgccgcagccgaacgaccgagcgcagcegagtcagtgagcgaggaagcggaagagcegcecca
atacgcaaaccgcctctcccecgegcegttggecgattcattaatgcagcaagctcatggctgactaattttttttatttatg
cagaggccgaggccgcctcggcectctgagctaticcagaagtagtgaggaggcttttttggaggcectaggcttttge
aaaaagctccccgtggcacgacaggtttcccgactggaaagcgggcagtgagcgcaacgcaattaatgtgagtt
agctcactcattaggcaccccaggctttacactttatgcttccggctcgtatgttgtgtggaattgtgagcggataacaa
tttcacacaggaaacagctatgacatgattacgaatttcacaaataaagcatttttttcactgcattctagttgtggtttgt
ccaaactcatcaatgtatcttatcatgtctggatcaactggataactcaagctaaccaaaatcatcccaaacttccca
ccccataccctattaccactgccaattacctgtggtttcatttactctaaacctgtgattcctctgaattattttcattttaaag
aaattgtatttgttaaatatgtactacaaacttagtagt</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="40">

<INSDSeg>

<INSDSeq_length>8789</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8789</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q40">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tggaagggctaattcactcccaaagaagacaagatatccttgatctgtggatctac
cacacacaaggctacttccctgattagcagaactacacaccagggccaggggtcagatatccactgacctttggat
ggtgctacaagctagtaccagttgagccagataaggtagaagaggccaataaaggagagaacaccagcttgtta
caccctgtgagcctgcatgggatggatgacccggagagagaagtgttagagtggaggtttgacagccgcectage
atttcatcacgtggcccgagagctgcatccggagtacttcaagaactgctgatatcgagcettgctacaagggactttc
cgctggggactttccagggaggcgtggcctgggcgggactggggagtggcgagcecctcagatcctgcatataag
cagctgctttttgcctgtactgggtctctctggttagaccagatctgagcctgggagcetctctggctaactagggaacc
cactgcttaagcctcaataaagcttgccttgagtgcttcaagtagtgtgtgcccgtctgttgtgtgactctggtaactaga
gatccctcagacccttttagtcagtgtggaaaatctctagcagtggcgcccgaacagggacttgaaagcgaaagg
gaaaccagaggagctctctcgacgcaggactcggcttgctgaagcgcgcacggcaagaggcgaggggcgge
gactggtgagtacgccaaaaattttgactagcggaggctagaaggagagagatgggtgcgagagcgtcagtatt
aagcgggggagaattagatcgcgatgggaaaaaattcggttaaggccagggggaaagaaaaaatataaatta
aaacatatagtatgggcaagcagggagctagaacgattcgcagttaatcctggcctgttagaaacatcagaaggce
tgtagacaaatactgggacagctacaaccatcccttcagacaggatcagaagaacttagatcattatataatacag
tagcaaccctctattgtgtgcatcaaaggatagagataaaagacaccaaggaagctttagacaagatagaggaa
gagcaaaacaaaagtaagaccaccgcacagcaagcggccggccgctgatcticagacctggaggaggagat
atgagggacaattggagaagtgaattatataaatataaagtagtaaaaattgaaccattaggagtagcacccacc
aaggcaaagagaagagtggtgcagagagaaaaaagagcagtgggaataggagctttgttccttgggttcttggg
agcagcaggaagcactatgggcgcagcgtcaatgacgctgacggtacaggccagacaattattgtctggtatagt
gcagcagcagaacaatttgctgagggctattgaggcgcaacagcatctgttgcaactcacagtctggggcatcaa
gcagctccaggcaagaatcctggctgtggaaagatacctaaaggatcaacagctcctggggatttggggttgctct
ggaaaactcatttgcaccactgctgtgccttggaatgctagttggagtaataaatctctggaacagatttggaatcac
acgacctggatggagtgggacagagaaattaacaattacacaagcttaatacactccttaattgaagaatcgcaa
aaccagcaagaaaagaatgaacaagaattattggaattagataaatgggcaagtttgtggaattggtttaacataa
caaattggctgtggtatataaaattattcataatgatagtaggaggcttggtaggtttaagaatagtttttgctgtactttct
atagtgaatagagttaggcagggatattcaccattatcgtttcagacccacctcccaaccccgaggggacccgac
aggcccgaaggaatagaagaagaaggtggagagagagacagagacagatccattcgattagtgaacggatct
cgacggtatcgccgaattaattcacaaatggcagtattcatccacaattttaaaagaaaaggggggattgggggat
acagtgcaggggaaagaatagtagacataatagcaacagacatacaaactaaagaattacaaaaacaaatta
caaaaattcaaaattttcgggtttattacaggcgcgccagagatccagtttggacctgcaggtgaaagaccccacct
gtaggtttggcaagttagcttaagtaacgccattttgcaaggcatggaaaatacataactgagaatagagaagttca



gatcaaggttaggaacagagagacagcagaatatgggccaaacaggatatctgtggtaagcagttcctgcccecg
gctcagggccaagaacagatggtccccagatgcggtceccgecctcagcagtttctagcgaaccatcagatgtttce
agggtgccccaaggacctgaaatgaccctgtgccttatttgaactaaccaatcagtttgcttcttgcttctgtttgtgtgct
tctgctccctgagctcaataaaagagcccacaacccctcacttggtgggccagtcctctgatagactgtgtcecctg

gatacccgtacggtaccgctagcgccaccatgggctcctggaccctctgctgtgtgteectttgcatectggttgcaa

agcacacagatgctggagttatccagtcaccccggcacgaggtgacagagatgggacaagaagtgactctgag
atgtaaaccaatttcaggacatgactaccttttictggtacagacagaccatgatgcggggactggagttgctcattta

ctttaacaacaacgttcctattgatgattcagggatgcccgaggatcgcttctcagctaagatgcctaatgcatcattct
ccactctgaagatccagccctcagaacccagggactcagcetgtgtacttctgtgccagcagttttctcggctggaatg
aaaaactgttctttggcagtggaacccagctctctgtcttggaagatctgaacaaggtgttccctccagaggtggcecg
tgttcgagccttctaaggccgagatcgcccacacacaaaaagcecaccctegtgtgectggccaccggctttttccee
gaccacgtggaactgtcttggtgggtcaacggcaaagaggtgcactccggcgtgtcaacggatccccagcctcetg
aaagaacagcctgccctgaacgacagccggtactgcctgagctccagactgagagtgtccgccaccttctggea

gaacccccggaaccacttcagatgccaggtgcagttttacggcctgagcgagaacgacgagtggacccaggac
agagccaagcccgtgacacaaatcgtgtctgccgaagcctggggaagagcecgattgcggcatcaccagegcect
cctatcaccagggcgtgctgagcgccacaatcctgtacgaaatcctgctgggcaaggcecaccctgtacgecgtge
tggtgtctgctctggtgctgatggccatggtcaagcggaaggactttggcagcggcagagccaaaaggtccggga
gcggtgcgacaaactttagcctgttgaaacaagccggcgacgttgaagagaaccccggacctatggtcctgaaat
tctcegtgtecattctttggattcagttggcatgggtgagcacccagctgctggagcagagcecctcagtttcttagcate
caagagggagaaaatctcactgtgtactgcaactcctcaagtgttttictccagccttcaatggtacagacaggagcec
tggggaaggtcctgtcctcctggtgacagttgttactggtggagaagtgaagaagctgaagagacttacctttcagttt
ggtgatgcaagaaaggacagttctctccacatcactgcagcccagcctggtgatacaggcctctacctctgtgcag

gagatgaaagtattagctatggaaagctgacatttggacaagggaccatcttgactgtccatccaaacatccagaa
ccccgaccccgcecgtgtaccagctgagggactccaagtccagcgacaagagcegtgtgtetgtttacggacttcga

cagccagaccaacgtgagtcaaagcaaggacagcgacgtctacataacggataagaccgtgctggacatgeg

gagcatggacttcaagagcaacagcgccgtggcctggtccaacaagagcgacttcgecctgcgccaacgccttca
acaacagcatcatccccgaggacaccttcttccccagcagcgacgtgccctgcgacgtgaaactggtggagaag
tccttcgagacagacaccaatctgaactttcagaacctgctggtgatcgtgctgcggattctgetgctgaaagtggec
ggcttcaatctgctgatgaccctgcggetgtggagcagcagggctaagaggtccggcagcggagcecaccaattttt
ccctgctgaaacaggcetggtgacgtggaagaaaaccctggccccatgggtcgggggcetgetcaggggcectgtgg
ccgctgcacatcgtcctgtggacgcegtatcgccagcacgatcccaccgcacgttcagaagtcggttaataacgac

atgatagtcactgacaacaacggtgcagtcaagtttccacaactgtgtaaattttgtgatgtgagattttccacctgtga
caaccagaaatcctgcatgagcaactgcagcatcacctccatctgtgagaagccacaggaagtctgtgtggcetgt

atggagaaagaatgacgagaacataacactagagacagtttgccatgaccccaagctcccctaccatgacitttatt
ctggaagatgctgcttctccaaagtgcattatgaaggaaaaaaaaaagcctggtgagactttcticatgtgttcctgta
gctctgatgagtgcaatgacaacatcatcttctcagaagaatataacaccagcaatcctgacttgttgctagtcatattt
caagtgacaggcatcagcctcctgccaccactgggagttgccatatctgtcatcatcatcttctactgctaccgegtta
accggcagcagaagtagtgataaatcgatagatcctaatcaacctctggattacaaaatttgtgaaagattgactgg
tattcttaactatgttgctccttttacgctatgtggatacgctgctttaatgcctttgtatcatgctattgcttcccgtatggcttt

cattttctcctccttgtataaatcctggttgctgtctctttatgaggagttgtggccegttgtcaggcaacgtggegtggtgt



gcactgtgtttgctgacgcaacccccactggttggggcattgccaccacctgtcagcetectttccgggactttcgcetttc
cccctecctattgccacggcggaactcatcgecgcectgecttgecececgetgetggacaggggcetecggetgttgggea
ctgacaattccgtggtgttgtcggggaaatcatcgtcctttccttggetgctcgectgtgttgeccacctggattctgecgeg
ggacgtccttctgctacgtcccttcggccctcaatccageggacctteccticccgeggectgetgecggetetgegge
ctcttccgegtcttcgecttcgecctcagacgagtcggatcteectttgggecgcectecccegectgagatectttaagac
caatgacttacaaggcagctgtagatcttagccactttttaaaagaaaaggggggactggaagggctaattcactc
ccaacgaagacaagatctgctttttgcttgtactgggtctctctggttagaccagatctgagcctgggagctctctggct
aactagggaacccactgcttaagcctcaataaagcttgccttgagtgcticaagtagtgtgtgcccgtctgttgtgtga
ctctggtaactagagatccctcagacccttttagtcagtgtggaaaatctctagcagtagtagttcatgtcatcttattatt
cagtatttataacttgcaaagaaatgaatatcagagagtgagaggcccgggttaattaaggaaagggctagatcat
tcttgaagacgaaagggcctcgtgatacgcctatttttataggttaatgtcatgataataatggtttcttagacgtcaggt
ggcacttttcggggaaatgtgcgcggaacccctatttgtttattttictaaatacattcaaatatgtatccgctcatgaga
caataaccctgataaatgcttcaataatattgaaaaaggaagagtatgagtattcaacatttccgtgtcgcccttattc
ccttttttgcggcattttgccttcctgtttttgctcacccagaaacgctggtgaaagtaaaagatgctgaagatcagttgg
gtgcacgagtgggttacatcgaactggatctcaacagcggtaagatccttgagagttttcgccccgaagaacgttttc
caatgatgagcacttttaaagttctgctatgtggcgcggtattatccegtgttgacgccgggcaagagcaactcggtc
gccgcatacactattctcagaatgacttggttgagtactcaccagtcacagaaaagcatcttacggatggcatgaca
gtaagagaattatgcagtgctgccataaccatgagtgataacactgcggccaacttacttctgacaacgatcggag
gaccgaaggagctaaccgcttttttgcacaacatgggggatcatgtaactcgccttgatcgttgggaaccggagctg
aatgaagccataccaaacgacgagcgtgacaccacgatgcctgtagcaatggcaacaacgttgcgcaaactatt
aactggcgaactacttactctagcttcccggcaacaattaatagactggatggaggcggataaagttgcaggacc
acttctgcgctcggcccttccggcetggcetggtttattgctgataaatctggagccggtgagegtgggtctcgeggtate
attgcagcactggggccagatggtaagccctcccgtatcgtagttatctacacgacggggagtcaggcaactatgg
atgaacgaaatagacagatcgctgagataggtgcctcactgattaagcattggtaactgtcagaccaagtttactca
tatatactttagattgatttaaaacttcatttttaatttaaaaggatctaggtgaagatcctttttgataatctcatgaccaaa
atcccttaacgtgagttttcgttccactgagcgtcagaccccgtagaaaagatcaaaggatcttcttgagatccttttttt
ctgcgcegtaatctgetgcttgcaaacaaaaaaaccaccgctaccageggtggtttgtttgccggatcaagagcetac
caactctttttccgaaggtaactggcttcagcagagcgcagataccaaatactgttcttctagtgtagccgtagttagg
ccaccacttcaagaactctgtagcaccgcctacatacctcgctctgctaatcctgttaccagtggcetgctgccagtgg
cgataagtcgtgtcttaccgggttggactcaagacgatagttaccggataaggcgcagcggtcgggctgaacggg
gggttcgtgcacacagcccagcttggagcgaacgacctacaccgaactgagatacctacagcgtgagctatgag
aaagcgccacgcttcccgaagggagaaaggcggacaggtatccggtaagcggcagggtcggaacaggaga
gcgcacgagggagcttccagggggaaacgcctggtatctttatagtcctgtcgggtttcgccacctctgacttgage
gtcgatttttgtgatgctcgtcaggggggcggagcectatggaaaaacgccagcaacgcggcctttttacggttcctgg
ccttttgctggccttttgctcacatgttctttcctgegttatccectgattectgtggataaccgtattaccgcectttgagtgage
tgataccgctcgccgcagccgaacgaccgagcgcagcegagtcagtgagcgaggaagcggaagagcegcecca
atacgcaaaccgcctctcccecgegegttggecgattcattaatgcagcaagctcatggctgactaattttttttatttatg
cagaggccgaggccgcctcggcectctgagctattccagaagtagtgaggaggcttttttggaggcectaggcttttge
aaaaagctccccgtggcacgacaggtttcccgactggaaagcgggcagtgagcgcaacgcaattaatgtgagtt
agctcactcattaggcaccccaggctttacactttatgcttccggctcgtatgttgtgtggaattgtgagcggataacaa



tttcacacaggaaacagctatgacatgattacgaatttcacaaataaagcatttttttcactgcattctagttgtggtttgt
ccaaactcatcaatgtatcttatcatgtctggatcaactggataactcaagctaaccaaaatcatcccaaacttccca
ccccataccctattaccactgccaattacctgtggtttcatttactctaaacctgtgattcctctgaattattttcattttaaag
aaattgtatttgttaaatatgtactacaaacttagtagt</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="41">

<INSDSeg>

<INSDSeq_length>8040</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8040</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q41">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>gctagctggcttgttgtccacaaccattaaaccttaaaagctttaaaagccttatata
ttcttttttttcttataaaacttaaaaccttagaggctatttaagttgctgatttatattaattttattgttcaaacatgagagctt
agtacgtgaaacatgagagcttagtacattagccatgagagcttagtacattagccatgagggtttagttcattaaac
atgagagcttagtacattaaacatgagagcttagtacatactatcaacaggttgaactgctgatctgtacagtagaat
tggtaaagagagttgtgtaaaatattgagttcgcacatcttgttgtctgattattgatttttggcgaaaccatttgatcatat
gacaagatgtgtatctaccttaacttaatgattttgataaaaatcattaggtaccaattacattgcttgcaattaacccttt
aacggttataaggatctagatgagatagaaagatttggttttcggatttgtgttacataagatgcctaaaataaaaatt
gagattcaattttttttaaacttttttttaattggtggtaagaatattccctctacctgtttgagagtaatgaaattgtagtatga
tttttcaacaaactaaaaaaacaacataaatctcacataataactttatttcaatcacacaattgaataccaataggtt
gacagtacttaccagcctgcaggtgaaagaccccacctgtaggtttggcaagttagcttaagtaacgccattttgca
aggcatggaaaatacataactgagaatagagaagttcagatcaaggttaggaacagagagacagcagaatatg
ggccaaacaggatatctgtggtaagcagttcctgccccggctcagggccaagaacagatggtccccagatgegg
tccegcecctcagceagtttictagcgaaccatcagatgtttccagggtgeccccaaggacctgaaatgaccctgtgectt
atttgaactaaccaatcagtttgcttcttgcttctgtttgtgtgcttctgctccctgagctcaataaaagagcccacaacce
ctcacttggtgggccagtcctctgatagactgtgtccecctggatacccgtacggtaccgctagcgccaccatgggac
ccaggctcctcttctgggcactgctttgtctcctcggaacaggcccagtggaggcetggagtcacacaaagtcccac
acacctgatcaaaacgagaggacagcaagcgactctgagatgctctcctatctctgggcacaccagtgtgtactg
gtaccaacaggccctgggtctgggcctccagttcctectttggtatgacgagggtgaagagagaaacagaggaa
acttccctcctagattttcaggtcgcecagttccctaattatagcetctgagctgaatgtgaacgecttggagetggagga
ctcggcecctgtatctctgtgcttcctcacttgggcaattgaacacagaggcattctttggacaaggcaccagactcac
agttgtagaagatctgaacaaggtgttccctccagaggtggecgtgticgagcecttctaaggccgagatcgeccac
acacaaaaagccaccctcgtgtgcctggccaccggctttttccccgaccacgtggaactgtcttggtgggtcaacg
gcaaagaggtgcactccggcgtgtcaacggatccccagcectctgaaagaacagcectgccctgaacgacagccg
gtactgcctgagctccagactgagagtgtccgccaccttctggcagaacccccggaaccacttcagatgccaggt
gcagttttacggcctgagcgagaacgacgagtggacccaggacagagccaagcccgtgacacaaatcgtgtct
gccgaagcctggggaagagccgattgcggcatcaccagcgcctcctatcaccagggcegtgctgagecgeccacaa
tcctgtacgaaatcctgctgggcaaggcecaccctgtacgccegtgcetggtgtctgetctggtgctgatggcecatggtca
agcggaaggactttggcagcggcagagccaaaaggtccgggageggtgcgacaaactttagectgttgaaaca
agccggcgacgttgaagagaaccccggacctatggaaaaaatgctcgagtgcgccttcatcgtgctttggcetgca
gctcggatggctgagcggagaggatcaagtgacacagtctcccgaggcetctgaggctgcaagagggcgaaag
cagctccctgaattgcagctacaccgtgtctggcctgaggggcctgttttggtacagacaagaccctggcaaggga
cccgagttcctgttcacactgtactctgccggcgaagaaaaagagaaagagcgcctgaaagcaaccctgacca
agaaagagagcttcctgcacatcacagcccctaagccagaggacagcegctacttacctgtgtgecgtttcatacgg
ccagaatttcgtttttggtcccggaaccagattgtccgtgctgccctacatccagaaccccgaccccgecgtgtacca
gctgagggactccaagtccagcgacaagagcgtgtgtcetgtttacggacticgacagccagaccaacgtgagtca
aagcaaggacagcgacgtctacataacggataagaccgtgctggacatgcggagcatggacttcaagagcaa
cagcgccgtggcctggtccaacaagagcgacttcgectgecgccaacgcectticaacaacagcatcatccccgagg
acaccttcttccccagcagcgacgtgcecctgcgacgtgaaactggtggagaagtccticgagacagacaccaatc
tgaactttcagaacctgctggtgatcgtgctgcggattctgctgectgaaagtggecggcttcaatctgetgatgaccect
gcggctgtggagcagcagggctaagaggtccggcagcggagccaccaatttttccctgctgaaacaggcetggtg



acgtggaagaaaaccctggccccatggcgctgcccgtcaccgegcetgetgetgececctggegctgctgttacacg
ccgctcggccagagcttcccacccagggcacattctccaacgtgtccaccaatgtgtcgggaggeggeggategt
cccagttcagagtgtcccctctggaccgcacctggaacctgggcgagaccgtggagctgaaatgtcaggtectgcet
gagcaacccgacctccgggtgcagttggcetgttccagccgegtggtgetgeccgcaagcecctacgttectgctttacct
gagccagaacaagcccaaggcggccgagggcctggacacccagagattctccggcaagegectgggggaca
cattcgtgcttactttgagcgatttccgcagagagaacgagggctactatttctgttcggcgctgagcaattccatcatg
tatttcagccactttgtgccagtgttcctgcctgccaagcectaccacaacaccagctccccgtcecccecgacteecggeg
cctaccatcgcgagtcaaccgttgagcctgaggcctgaggcttgtcggeccgetgcggggggtgecgtccacacc
aggggcctcgactttgcgtgcgacatctatatttgggcgcectctggcgggtacctgecggggtgetgcetgctgtcattgg
tgattaccctgtactgcaatcaccgcaaccgccggcgggtctgtaagtgcccacggcectgtggtcaagtcecggtga
caaaccgtcgctctcggctcgctacgtgecgegctaagecgcageggttccggggecaccaacttttcattgctgaag
caggccggtgatgtggaggagaatccagggcccatgcgccccaggctttggcetecttcttgetgetcagcetcactgt
cttgcatggcaactccgttctgcagcagactcccgectacatcaaggtgcagacgaacaagatggtgatgcetgtca
tgcgaggccaagatctctctttcaaatatgagaatttattggctacgacagcgccaggccccctccagcgacagcec
accacgagttcctggcgctttgggattctgctaaaggcaccatccatggagaggaggtggaacaggagaagata
gctgtcttccgegacgcatcecgcttcatcctgaacctgaccagecgtgaagccggaggacagceggcatctacttct
gtatgatcgttggctcccccgagcetgaccticggcaaaggcacccagctgtccgtggtggacttcctgeccaccaca
gcccagccaaccaagaaatccaccctcaagaagcegcegtgtgeccgactgecccecgecctgaaacccagaagggce
cctctgtgctcccccatcacccttggactgetggtggegggagtectggtgetgcetegtatctetgggtgtcgecateca
cctgtgctgccgecgecgecgegeccgectgaggtttatgaaacagttttacaagtgataaatcgatggaagggtg
gcatccctgtgacccctcecccagtgectctecctggecctggaagttgecactccagtgecccaccagcecttgtectaat
aaaattaagttgcatcattttgtctgactaggtgtccttctataatattatggggtggaggggggtggtatggagcaagg
ggcaagttgggaagacaacctgtagggcctgcggggtctattgggaaccaagctggagtgcagtggcacaatcitt
ggctcactgcaatctccgcctcctgggttcaagegattctectgectcagectceccgagttgttgggattccaggceatg
catgaccaggctcagctaatttttgtttttttggtagagacggggtttcaccatattggccaggctggtctccaactccta
atctcaggtgatctacccaccttggcctcccaaattgctgggattacaggcgtgaaccactgctcccttcectgtecttc
tgattactagtggctccggtgcccgtcagtgggcagagcgcacatcgcccacagtccccgagaagttgtggggag
gggtcggcaattgaaccggtgcctagagaaggtggcgcggggtaaactgggaaagtgatgtcgtgtactggctcece
gcctttttcccgagggtgggggagaaccgtatataagtgcagtagtcgccgtgaacgttctttttcgcaacgggtttge
cgccagaacacaggtaagtgccgtgtgtggttcccgegggcectggcectctttacgggttatggeccttgegtgcecttg
aattacttccacctggctgcagtacgtgattcttgatcccgagcttcgggttggaagtgggtgggagagttcgaggcec
ttgcgcttaaggagccccttcgectegtgcttgagttgaggectggectgggegetggggecgecgegtgcgaatct
ggtggcaccttcgcgcectgtctcgetgcetttcgataagtctctagecatttaaaatttttgatgacctgctgecgacgcttttt
ttctggcaagatagtcttgtaaatgcgggccaagatctgcacactggtattticggtttttggggccgcgggeggcegac
ggggcccgtgegtcccagegcacatgttcggcgaggcggggectgecgagcgecggceccaccgagaatcggacgg
gggtagtctcaagctggccggcectgcetetggtgectggectecgegecgecgtgtatcgececcegecctgggeggceaa
ggctggcccggtcggcaccagttgcgtgagcggaaagatggecgcttccecggecctgetgcagggagctcaaaa
tggaggacgcggcgctcgggagagecgggcegggtgagtcacccacacaaaggaaaagggcctttcegtectca
gccgtcgcttcatgtgactccacggagtaccgggegecgtccaggceacctcgattagtictcgagcettttggagtacg
tcgtctttaggttggggggaggggttttatgcgatggagtttccccacactgagtgggtggagactgaagttaggeca



gcttggcacttgatgtaattctccttggaatttgecctttttgagtttggatcttggttcattctcaagcctcagacagtggttc
aaagtttttttcttccatttcaggtgtcgtgaactagtccagtgtggtggaattctgcagatatcacggctagcgccacca
tgggtcgggggctgctcaggggcectgtggecgcetgcacategtectgtggacgegtatcgccagcacgatcccac
cgcacgttcagaagtcggtgaataacgacatgatagtcactgacaacaacggtgcagtcaagtttccacaactgtg
taaattttgtgatgtgagattttccacctgtgacaaccagaaatcctgcatgagcaactgcagcatcacctccatctgt
gagaagccacaggaagtctgtgtggctgtatggagaaagaatgacgagaacataacactagagacagtttgcc
atgaccccaagctcccctaccatgactttatictggaagatgctgcttctccaaagtgcattatgaaggagaagaaa
aagcctggtgagactttcttcatgtgttcctgtagctctgatgagtgcaatgacaacatcatcttctcagaagaatataa
caccagcaatcctgacttgttgctagtcatatttcaagtgacaggcatcagcctcctgccaccactgggagttgeccat
atctgtcatcatcatcttctactgctaccgcgtgaaccggcagcagaaggctagtggticaggcgcaacgaatttctc
tttgctgaagcaggctggggatgtcgaagaaaatccgggtccaatggtgggcetcgctcaactgcatcgtagcagtc
tcccagaatatgggcatcgggaagaacggtgatttcccgtggcccccactticgcaacgagagcecgttatttccaaa
gaatgactacaacctcctccgtggagggtaagcagaacctggtcatcatggggaagaagacctggttctctatcce
tgaaaaaaaccgccccctgaagggccgcatcaacctggtgctgagcagggaactcaaggagcectcctcaggge
gcgcattttctgagccgctcattggatgacgctctcaaactgaccgaacagccggagctagccaacaaggtggac
atggtgtggatcgtcggaggctcctccgtgtacaaggaggccatgaatcaccccggccacttgaagctgttcgtca
cccggatcatgcaggacttcgagtcggacacgttctttccagagattgacctggagaagtacaagcetgctgeccga
gtacccgggagttcttagtgatgtgcaggaggagaaaggcatcaagtacaaatttgaggtgtacgagaagaacg
actaacggtccgtcctgaccaatgctggagttcticgcccaccccaacttgtttatigcagcttataatggttacaaata
aagcaatagcatcacaaatttcacaaataaagcatttttttcactgcattctagttgtggtttgtccaaactcatcaatgt
atcttatcatgtctgtatacaggttacctcagtctcctaggtacgtcttatatctatgaaaaaacattcaaaagcacaac
atctagaagaacttaccttttttcaccactctattgcaaagatatgtaccgatttctctcgaagtacaaaaaaccgctag
ttttcaaattcacctcaagactttgaaaaaaaattgaatctgtcaatgtcaaataaaatcagaaacaaatgtcataat
gttacgttaatgttgtcaggtcgaaaaataaaattgcaaatagaaattttgttccttttttattggtttttattggtgggaaaa
atattccctctaactgcaaaagggttaattatgttagaggtagagtcgacaagctt</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="42">
<INSDSeqg>
<INSDSeq_length>8031</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..8031</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q42">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gctagctggcttgttgtccacaaccattaaaccttaaaagctttaaaagccttatata
ttcttttttttcttataaaacttaaaaccttagaggctatttaagttgctgatttatattaattttattgttcaaacatgagagcitt
agtacgtgaaacatgagagcttagtacattagccatgagagcttagtacattagccatgagggtttagttcattaaac
atgagagcttagtacattaaacatgagagcttagtacatactatcaacaggttgaactgctgatctgtacagtagaat
tggtaaagagagttgtgtaaaatattgagttcgcacatcttgttgtctgattattgatttttggcgaaaccatttgatcatat
gacaagatgtgtatctaccttaacttaatgattttgataaaaatcattaggtaccaattacattgcttgcaattaacccttt
aacggttataaggatctagatgagatagaaagatttggttttcggatttgtgttacataagatgcctaaaataaaaatt
gagattcaattttttttaaacttttttttaattggtggtaagaatattccctctacctgtttgagagtaatgaaattgtagtatga
tttttcaacaaactaaaaaaacaacataaatctcacataataactttatttcaatcacacaattgaataccaataggtt
gacagtacttaccagcctgcaggtgaaagaccccacctgtaggtttggcaagttagcttaagtaacgccattttgca
aggcatggaaaatacataactgagaatagagaagttcagatcaaggttaggaacagagagacagcagaatatg
ggccaaacaggatatctgtggtaagcagttcctgccccggctcagggccaagaacagatggtccccagatgegg
tcccgcecctcageagtttictagcgaaccatcagatgtttccagggtgeccccaaggacctgaaatgaccctgtgectt
atttgaactaaccaatcagtttgcttcttgcttctgtttgtgtgcttctgctccctgagctcaataaaagagcccacaacce
ctcacttggtgggccagtcctctgatagactgtgtccecctggatacccgtacggtaccgctagcgccaccatgggac
ccggccttctgtgttgggcecctgctttgecttictcggagcetggcetctgtggaaaccggegtgacacagtctcctacaca
tctgatcaaaactcgcgggcaacaagtgactctgcggtgtagctctcagtccggeccacaacacagtttcttggtate
agcaagctctcggccaggggccacagtttattttccagtactaccgcgaggaagagaacggcagaggcaactttc
cacctcggttttccggactgcagttticccaactactcctccgagctgaacgtgaacgcecttggagetggatgatagtg
ccctctacctctgegcettccagcacagacatcacctatgagcagtacttcgggeccgggcaccaggctcacggtcac
agaagatctgaacaaggtgttccctccagaggtggcecgtgttcgagecttctaaggccgagatcgcccacacaca



aaaagccaccctcgtgtgcctggccaccggctttttccccgaccacgtggaactgtcttggtgggtcaacggcaaa
gaggtgcactccggcgtgtcaacggatccccagectctgaaagaacagcctgccctgaacgacagecggtactg
cctgagctccagactgagagtgtccgecaccttctggcagaacccccggaaccacttcagatgccaggtgcagttt
tacggcctgagcgagaacgacgagtggacccaggacagagccaagcccgtgacacaaatcgtgtctgccgaa
gcctggggaagagccgattgeggcatcaccagcegcectcctatcaccagggegtgctgagecgcecacaatcectgta
cgaaatcctgctgggcaaggccaccctgtacgccgtgetggtgtetgetctggtgetgatggccatggtcaagegg
aaggactttggcagcggcagagccaaaaggtccgggagcggtgcgacaaactttagcctgttgaaacaagcecg
gcgacgttgaagagaaccccggacctatggaaaccctgctgggactgctgatcctgtggctgcagcettcagtgggt
gtcctctaagcaagaagtgacacagatccctgecgcactgtctgtgcctgagggcgaaaacctggtgetgaactg
ctccttcaccgactccgccatctacaacctgcagtggttcagacaggaccccggcaagggactgacaagcectgct
gctcattcagagcagccagagagagcagaccagcggcagactgaatgccagcectggataagtcctccggeag
aagcaccctgtatatcgccgcttctcagccaggcgatagcgcecacatacctgtgcgcetgtgcaatatgggaataaa
ctcgttttcggcgcaggaaccattctgagagtcaagtcctacatccagaaccccgaccccgcecgtgtaccagctga
gggactccaagtccagcgacaagagcgtgtgtctgtttacggacttcgacagccagaccaacgtgagtcaaagce
aaggacagcgacgtctacataacggataagaccgtgctggacatgcggagcatggacttcaagagcaacagc
gccgtggcectggtccaacaagagcgacttcgectgcgeccaacgcecticaacaacagcatcatccccgaggacac
cttcttccccagcagcgacgtgecctgcgacgtgaaactggtggagaagtccticgagacagacaccaatctgaa
ctttcagaacctgctggtgatcgtgctgcggattctgctgctgaaagtggecggcttcaatctgetgatgaccctgegg
ctgtggagcagcagggctaagaggtccggcagcggagccaccaatttttccctgctgaaacaggcetggtgacgtg
gaagaaaaccctggccccatggcgctgcccgtcaccgegcetgetgetgeccctggegcetgcetgttacacgecgcet
cggccagagcttcccacccagggcacattctccaacgtgtccaccaatgtgtcgggaggceggceggatcgtececa
gttcagagtgtcccctctggaccgcacctggaacctgggcgagaccgtggagcetgaaatgtcaggtectgetgag
caacccgacctccgggtgcagttggcetgttccagccgegtggtgctgeccgcaagcecctacgttectgcetttacctgag
ccagaacaagcccaaggcggccgagggcctggacacccagagattctccggcaagegectgggggacacatt
cgtgcttactttgagcgatttccgcagagagaacgagggctactatttctgticggcgctgagcaattccatcatgtattt
cagccactttgtgccagtgttcctgcctgccaagectaccacaacaccagctcceccgtcccecgactececggegect
accatcgcgagtcaaccgttgagcctgaggcctgaggcettgtcggcccgetgecggggggtgecgtccacaccag
gggcctcgactttgcgtgcgacatctatatttgggcgcectctggegggtacctgeggggtgcetgctgcetgtcattggtg
attaccctgtactgcaatcaccgcaaccgccggcgggtctgtaagtgcccacggcctgtggtcaagtccggtgaca
aaccgtcgctctcggcetcgctacgtgcgegctaagecgcagceggttccggggccaccaacttttcattgctgaagcea
ggccggtgatgtggaggagaatccagggceccatgcgcecccaggctttggcetecttcttgetgctcagcetcactgtctt
gcatggcaactccgttctgcagcagactcccgectacatcaaggtgcagacgaacaagatggtgatgcetgtcatg
cgaggccaagatctctctttcaaatatgagaatttattggctacgacagcgccaggccccctccagcgacagecac
cacgagttcctggcgctttgggattctgctaaaggcaccatccatggagaggaggtggaacaggagaagatagct
gtcttccgcgacgcatcecgcttcatcctgaacctgaccagegtgaagccggaggacagcggcatctacttetgtat
gatcgttggctccceccgagcetgaccttcggcaaaggcacccagcetgtccgtggtggacttcctgecccaccacagcec
cagccaaccaagaaatccaccctcaagaagcgcgtgtgccgactgccccgcecctgaaacccagaagggcecct
ctgtgctcccccatcacccttggactgetggtggegggagtcecetggtgetgcetegtatctctgggtgtcgecatccacct
gtgctgccgcecgecgecgcegeccgcectgaggtttatgaaacagttttacaagtgataaatcgatggaagggtggcea
tccetgtgacccctccccagtgectctectggecctggaagttgeccactccagtgecccaccagccttgtcctaataaa



attaagttgcatcattttgtctgactaggtgtccttctataatattatggggtggaggggggtggtatggagcaaggggce
aagttgggaagacaacctgtagggcctgcggggtctattgggaaccaagctggagtgcagtggcacaatcttggce
tcactgcaatctccgcctcctgggttcaagcegattctectgectcagectecccgagttgttgggattccaggceatgceat
gaccaggctcagctaatttttgtttttttggtagagacggggtticaccatattggccaggctggtctccaactcctaatct
caggtgatctacccaccttggcctcccaaattgctgggattacaggcgtgaaccactgctcecttccctgtecttctgat
tactagtggctccggtgcccgtcagtgggcagagcegcacatcgecccacagtccccgagaagttgtggggagggg
tcggcaattgaaccggtgcctagagaaggtggcgcggggtaaactgggaaagtgatgtcgtgtactggctccgec
tttttcccgagggtgggggagaaccgtatataagtgcagtagtcgeccgtgaacgttctttttcgcaacgggtttgecge
cagaacacaggtaagtgccgtgtgtggttcccgegggcectggcectctttacgggttatggeccttgegtgecttgaatt
acttccacctggctgcagtacgtgattcttgatcccgagcettcgggttggaagtgggtgggagagttcgaggcecttge
gcttaaggagccccttcgectegtgcettgagttgaggectggectgggegetggggecgecgegtgegaatctggtg
gcaccttcgcgcectgtctcgctgctttcgataagtctctagcecatttaaaattttigatgacctgctgcgacgctttttttctg
gcaagatagtcttgtaaatgcgggccaagatctgcacactggtatttcggtttttggggccgecgggeggegacggg
gcccgtgegtcccagegceacatgttcggcgaggecggggcectgcgagcgcecggecaccgagaatcggacgggag
tagtctcaagctggccggcectgctctggtgectggectcgegecgecgtgtatcgecceccgecctgggecggcaaggce
tggcccggtcggcaccagttgcgtgagcggaaagatggecgcttccecggecctgetgcagggagctcaaaatgg
aggacgcggcgctcgggagagegggcgggtgagtcacccacacaaaggaaaagggcctttcecgtectcagec
gtcgcttcatgtgactccacggagtaccgggcgcecgtccaggcacctcgattagttctcgagcttttggagtacgtegt
ctttaggttggggggaggggttttatgcgatggagtttccccacactgagtgggtggagactgaagttaggccagctt
ggcacttgatgtaattctccttggaatttgccctttttgagtttggatcttggttcattctcaagcctcagacagtggttcaa
agtttttttcttccatttcaggtgtcgtgaactagtccagtgtggtggaattctgcagatatcacggctagcgccaccatg
ggtcgggggctgctcaggggcectgtggccgcetgcacatcgtectgtggacgegtatcgccagcacgatcccaccg
cacgttcagaagtcggtgaataacgacatgatagtcactgacaacaacggtgcagtcaagtttccacaactgtgta
aattttgtgatgtgagattttccacctgtgacaaccagaaatcctgcatgagcaactgcagcatcacctccatctgtga
gaagccacaggaagtctgtgtggctgtatggagaaagaatgacgagaacataacactagagacagtttgccatg
accccaagctcccctaccatgactttattctggaagatgcetgctictccaaagtgcattatgaaggagaagaaaaag
cctggtgagactttcttcatgtgttcctgtagctctgatgagtgcaatgacaacatcatcttctcagaagaatataacac
cagcaatcctgacttgttgctagtcatatttcaagtgacaggcatcagcctcctgccaccactgggagttgccatatct
gtcatcatcatcttctactgctaccgcgtgaaccggcagcagaaggctagtggttcaggcgcaacgaatttctctttg
ctgaagcaggctggggatgtcgaagaaaatccgggtccaatggtgggctcgctcaactgcatcgtagcagtctce
cagaatatgggcatcgggaagaacggtgatttcccgtggcccccacttcgcaacgagagcecgttatttccaaaga
atgactacaacctcctccgtggagggtaagcagaacctggtcatcatggggaagaagacctggttctctatccctg
aaaaaaaccgccccctgaagggccgcatcaacctggtgctgagcagggaactcaaggagcctcctcagggceg
cgcattttctgagccgctcattggatgacgctctcaaactgaccgaacagccggagctagccaacaaggtggaca
tggtgtggatcgtcggaggctccteccgtgtacaaggaggccatgaatcaccccggcecacttgaagcetgttcgtcace
cggatcatgcaggacttcgagtcggacacgttcttitccagagattgacctggagaagtacaagctgctgcccgagt
acccgggagttcttagtgatgtgcaggaggagaaaggcatcaagtacaaatttgaggtgtacgagaagaacgac
taacggtccgtcctgaccaatgctggagttcttcgcccaccccaacttgtttattgcagcttataatggttacaaataaa
gcaatagcatcacaaatttcacaaataaagcatttttttcactgcattctagttgtggtttgtccaaactcatcaatgtatc
ttatcatgtctgtatacaggttacctcagtctcctaggtacgtcttatatctatgaaaaaacattcaaaagcacaacatct



agaagaacttaccttttttcaccactctattgcaaagatatgtaccgattictctcgaagtacaaaaaaccgctagttttc
aaattcacctcaagactttgaaaaaaaattgaatctgtcaatgtcaaataaaatcagaaacaaatgtcataatgtta
cgttaatgttgtcaggtcgaaaaataaaattgcaaatagaaattttgttccttttttattggtttttattggtgggaaaaatat
tccctctaactgcaaaagggttaattatgttagaggtagagtcgac</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="43">

<INSDSeg>

<INSDSeq_length>795</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..795</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q43">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>atgaagctggtgaccagcatcaccgtgctgctgagcctgggcatcatgggecgac
gccaagaccacccagcccaacagcatggagagcaacgaggaggagcccgtgcacctgccctgcaaccaca
gcaccatcagcggcaccgactacatccactggtacaggcagctgcccagccagggcecccgagtacgtgatcca
cggcctgaccagcaacgtgaacaacaggatggccagcctggccatcgccgaggacaggaagagcagcacce
tgatcctgcacagggccaccctgagggacgcecgccgtgtactactgcatcctgtticaacttcaacaagttctacttcg
gcagcggcaccaagctgaacgtgaagcccaacatccagaaccccgaccccgccgtgtaccagctgagggact
ccaagtccagcgacaagagcgtgtgtctgtttacggacttcgacagccagaccaacgtgagtcaaagcaaggac
agcgacgtctacataacggataagaccgtgctggacatgcggagcatggacttcaagagcaacagcgecgtgg
cctggtccaacaagagcgacttcgcctgcgccaacgcctticaacaacagcatcatccccgaggacaccttcttce
ccagcagcgacgtgccctgcgacgtgaaactggtggagaagtccttcgagacagacaccaatctgaactttcag
aacctgctggtgatcgtgctgcggattctgctgctgaaagtggcecggcttcaatctgetgatgaccctgeggcetgtgg
agc</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="44">

<INSDSeqg>

<INSDSeq_length>265</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>
<INSDFeature_location>1..265</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q44">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MKLVTSITVLLSLGIMGDAKTTQPNSMESNEEEPVHLPCN
HSTISGTDYIHWYRQLPSQGPEYVIHGLTSNVNNRMASLAIAEDRKSSTLILHRAT
LRDAAVYYCILFNFNKFYFGSGTKLNVKPNIQNPDPAVYQLRDSKSSDKSVCLFT

DFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFACANAFNN

SIIPEDTFFPSSDVPCDVKLVEKSFETDTNLNFQNLLVIVLRILLLKVAGFNLLMTLR
LWS</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="45">

<INSDSeqg>

<INSDSeq_length>960</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..960</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q45">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atgggccccggcctgctgcactggatggcecctgtgectgetgggcaccggecac
ggcgacgccatggtgatccagaaccccaggtaccaggtgacccagttcggcaagcccgtgaccctgagctgca
gccagaccctgaaccacaacgtgatgtactggtaccagcagaagagcagccaggcccccaagctgctgttcca
ctactacgacaaggacttcaacaacgaggccgacacccccgacaacttccagagcaggaggcccaacacca
gcttctgcttcctggacatcaggagcecccggectgggecgacgecgcecatgtacctgtgcgeccaccagcageggceg
agaccaacgagaagctgttcttcggcagcggcacccagctgagcgtgctggaagatctgaacaaggtgttccctc
cagaggtggccgtgttcgagccttctaaggccgagatcgecccacacacaaaaagccaccctegtgtgectggec
accggctttttccccgaccacgtggaactgtcttggtgggtcaacggcaaagaggtgcactccggcegtgtcaacgg
atccccagcctctgaaagaacagcctgccctgaacgacagccggtactgcctgagctccagactgagagtgtece
gccaccttctggcagaacccccggaaccacttcagatgccaggtgcagttttacggecctgagcgagaacgacga
gtggacccaggacagagccaagcccgtgacacaaatcgtgtctgccgaagcctggggaagagcecgattgegg
catcaccagcgcctcctatcaccagggcgtgctgagcgccacaatcctgtacgaaatcctgectgggcaaggcecac
cctgtacgccgtgcetggtgtetgetctggtgctgatggccatggtcaagcggaaggactttggcagcggcagagcec
aaaaggtccgggagcggt</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="46">
<INSDSeqg>
<INSDSeq_length>320</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..320</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q46">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MGPGLLHWMALCLLGTGHGDAMVIQNPRYQVTQFGKPV
TLSCSQTLNHNVMYWYQQKSSQAPKLLFHYYDKDFNNEADTPDNFQSRRPNTS

FCFLDIRSPGLGDAAMYLCATSSGETNEKLFFGSGTQLSVLEDLNKVFPPEVAVF

EPSKAEIAHTQKATLVCLATGFFPDHVELSWWVNGKEVHSGVSTDPQPLKEQPA
LNDSRYCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIV

SAEAWGRADCGITSASYHQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRKDF
GSGRAKRSGSG</INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="47">
<INSDSeqg>
<INSDSeq_length>1812</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1812</INSDFeature_location>

<INSDFeature quals>



<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q47">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgggccccggcctgctgcactggatggcecctgtgectgetgggcaccggecac
ggcgacgccatggtgatccagaaccccaggtaccaggtgacccagttcggcaagcccgtgaccctgagctgca
gccagaccctgaaccacaacgtgatgtactggtaccagcagaagagcagccaggcccccaagctgctgttcca
ctactacgacaaggacttcaacaacgaggccgacacccccgacaacttccagagcaggaggcccaacacca
gcttctgcttcctggacatcaggagecccggectgggcgacgecgcecatgtacctgtgcgccaccagcageggceg
agaccaacgagaagctgttcttcggcagcggcacccagctgagcgtgctggaagatctgaacaaggtgttcecte
cagaggtggccgtgttcgagccttctaaggccgagatcgcccacacacaaaaagccaccctcgtgtgectggec
accggctttttccccgaccacgtggaactgtcttggtgggtcaacggcaaagaggtgcactccggegtgtcaacgg
atccccagcctctgaaagaacagcctgccctgaacgacagccggtactgcctgagctccagactgagagtgtce
gccaccttctggcagaacccccggaaccacttcagatgccaggtgcagttttacggecctgagcgagaacgacga
gtggacccaggacagagccaagcccgtgacacaaatcgtgtctgccgaagecctggggaagagcecgattgegg
catcaccagcgcctcctatcaccagggcgtgctgagecgcecacaatcctgtacgaaatcctgetgggcaaggcecac
cctgtacgccgtgctggtgtetgctctggtgetgatggecatggtcaagecggaaggactttggcagcggcagagcec
aaaaggtccgggagceggtgcgacaaactttagcctgttgaaacaagccggcgacgttgaagagaaccccggac
ctatgaagctggtgaccagcatcaccgtgctgctgagcctgggcatcatgggcgacgccaagaccacccagecce
aacagcatggagagcaacgaggaggagcccgtgcacctgccctgcaaccacagcaccatcagcggcaccga
ctacatccactggtacaggcagctgcccagccagggccccgagtacgtgatccacggcectgaccagcaacgtg
aacaacaggatggccagcctggccatcgccgaggacaggaagagcagcaccctgatcctgcacagggccac
cctgagggacgccgccgtgtactactgcatcctgttcaacttcaacaagttctacttcggcagcggcaccaagctga
acgtgaagcccaacatccagaaccccgaccccgecgtgtaccagctgagggactccaagtccagcgacaaga
gcgtgtgtctgtttacggacticgacagccagaccaacgtgagtcaaagcaaggacagcgacgtctacataacgg
ataagaccgtgctggacatgcggagcatggacttcaagagcaacagcgccgtggcctggtccaacaagagcga
cttcgectgegeccaacgcecttcaacaacagcatcatccccgaggacaccttcttccccagcagecgacgtgecctge
gacgtgaaactggtggagaagtccticgagacagacaccaatctgaactttcagaacctgctggtgatcgtgctge



ggattctgctgctgaaagtggcecggcttcaatctgctgatgaccctgeggetgtggage</INSDSeq_sequen
ce>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="48">

<INSDSeqg>

<INSDSeq_length>604</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..604</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q48">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MGPGLLHWMALCLLGTGHGDAMVIQNPRYQVTQFGKPV
TLSCSQTLNHNVMYWYQQKSSQAPKLLFHYYDKDFNNEADTPDNFQSRRPNTS
FCFLDIRSPGLGDAAMYLCATSSGETNEKLFFGSGTQLSVLEDLNKVFPPEVAVF



EPSKAEIAHTQKATLVCLATGFFPDHVELSWWVNGKEVHSGVSTDPQPLKEQPA
LNDSRYCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIV
SAEAWGRADCGITSASYHQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRKDF
GSGRAKRSGSGATNFSLLKQAGDVEENPGPMKLVTSITVLLSLGIMGDAKTTQPN
SMESNEEEPVHLPCNHSTISGTDYIHWYRQLPSQGPEYVIHGLTSNVNNRMASLA
IAEDRKSSTLILHRATLRDAAVYYCILFNFNKFYFGSGTKLNVKPNIQNPDPAVYQL
RDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWS
NKSDFACANAFNNSIIPEDTFFPSSDVPCDVKLVEKSFETDTNLNFQNLLVIVLRILL
LKVAGFNLLMTLRLWS</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="49">

<INSDSeqg>

<INSDSeq_length>822</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..822</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q49">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>



</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atgaagaccttcgccggcttcagcttcctgticctgtggctgcagcetggactgeatg
agcaggggcgaggacgtggaacagagcctgtttctgagcgtgcgcgagggcgacagcagcegtgatcaattgeca
cctacaccgacagctccagcacctacctgtactggtacaagcaggaacctggcgccggactgcagcetgctgacct
acatcttcagcaacatggacatgaagcaggaccagagactgaccgtgctgctgaacaagaaggacaagcacct
gagcctgcggatcgccgatacccagacaggcgacagcgccatctacttttgcgccgagagcatcggcagcaac
agcggctacgccctgaacttcggcaagggcacaagcectgctcgtgacccctcacatccagaaccccgaccccg
ccgtgtaccagctgagggactccaagtccagcgacaagagcegtgtgtctgtitacggactticgacagccagacca
acgtgagtcaaagcaaggacagcgacgtctacataacggataagaccgtgctggacatgcggagcatggactt
caagagcaacagcgccgtggcctggtccaacaagagcgacttcgcctgcgeccaacgcecttcaacaacagcatc
atccccgaggacaccttcttccccagcagcgacgtgcecctgcgacgtgaaactggtggagaagtccttcgagaca
gacaccaatctgaactttcagaacctgctggtgatcgtgctgcggattctgetgectgaaagtggecggcttcaatctg
ctgatgaccctgcggcetgtggage</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="50">

<INSDSeqg>

<INSDSeq_length>274</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature_ key>
<INSDFeature_location>1..274</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="q50">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MKTFAGFSFLFLWLQLDCMSRGEDVEQSLFLSVREGDSS
VINCTYTDSSSTYLYWYKQEPGAGLQLLTYIFSNMDMKQDQRLTVLLNKKDKHLS
LRIADTQTGDSAIYFCAESIGSNSGYALNFGKGTSLLVTPHIQNPDPAVYQLRDSK
SSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSD
FACANAFNNSIIPEDTFFPSSDVPCDVKLVEKSFETDTNLNFQNLLVIVLRILLLKVA
GFNLLMTLRLWS</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="51">

<INSDSeqg>

<INSDSeq_length>957</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>
<INSDFeature_location>1..957</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q51">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgggaatcagactgctgtgcagagtggccttctgcticctggecgtgggectggt
ggacgtgaaagtgacccagagcagcagatacctcgtgaagcggaccggcgagaaggtgttcctggaatgcegtg
caggacatggaccacgagaatatgttctggtacagacaggaccccggcectgggectgcggctgatctacttcagce
tacgacgtgaagatgaaggaaaagggcgacatccccgagggctacagegtgtccagagagaagaaagagcg
gttcagcctgatcctggaaagcgccagcaccaaccagaccagcatgtacctgtgcgccagcagaggectggec
ggctacgagcagtattttggccctggcacccggctgaccgtgaccgaagatctgaacaaggtgttccctccagag
gtggccgtgttcgagcecttctaaggccgagatcgecccacacacaaaaagccaccctegtgtgectggccaccgge
tttttccccgaccacgtggaactgtctiggtgggtcaacggcaaagaggtgcactccggcegtgtcaacggatccceca
gcctctgaaagaacagcctgccctgaacgacagcecggtactgcctgagctccagactgagagtgtccgecacctt
ctggcagaacccccggaaccacttcagatgccaggtgcagttttacggcctgagcgagaacgacgagtggaccc
aggacagagccaagcccgtgacacaaatcgtgtctgccgaagcctggggaagagcecgattgecggcatcacca
gcgcctcctatcaccagggcegtgctgagcgcecacaatcctgtacgaaatcctgctgggcaaggcecaccctgtacg
ccgtgcetggtgtctgcetctggtgetgatggecatggtcaagecggaaggactitggcagcggcagagccaaaaggtc
cgggagcggt</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="52">
<INSDSeqg>
<INSDSeq_length>319</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..319</INSDFeature_location>



<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q52">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MGIRLLCRVAFCFLAVGLVDVKVTQSSRYLVKRTGEKVFL
ECVQDMDHENMFWYRQDPGLGLRLIYFSYDVKMKEKGDIPEGYSVSREKKERF
SLILESASTNQTSMYLCASRGLAGYEQYFGPGTRLTVTEDLNKVFPPEVAVFEPS
KAEIAHTQKATLVCLATGFFPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALND
SRYCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAE
AWGRADCGITSASYHQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRKDFGSG
RAKRSGSG</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="53">
<INSDSeqg>
<INSDSeq_length>1836</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..1836</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q53">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>atgggaatcagactgctgtgcagagtggccttctgcttcctggecgtgggectggt

ggacgtgaaagtgacccagagcagcagatacctcgtgaagcggaccggcgagaaggtgttcctggaatgegtg
caggacatggaccacgagaatatgttctggtacagacaggaccccggcctgggcctgcggctgatctacttcage
tacgacgtgaagatgaaggaaaagggcgacatccccgagggctacagegtgtccagagagaagaaagagceg
gttcagcctgatcctggaaagcgccagcaccaaccagaccagcatgtacctgtgcgccagcagaggcectggec

ggctacgagcagtattttggccctggcacccggcetgaccgtgaccgaagatctgaacaaggtgticcctccagag

gtggccgtgttcgagcecttctaaggccgagatcgecccacacacaaaaagcecaccctegtgtgectggccaccgge
tttttccccgaccacgtggaactgtcttggtgggtcaacggcaaagaggtgcactccggcegtgtcaacggatccceca
gcctctgaaagaacagcctgccctgaacgacagccggtactgcctgagctccagactgagagtgtccgecacctt
ctggcagaacccccggaaccacttcagatgccaggtgcagttttacggcctgagcgagaacgacgagtggacce
aggacagagccaagcccgtgacacaaatcgtgtctgccgaagcctggggaagagccgattgcggcatcacca

gcgcctcctatcaccagggcegtgctgagcgcecacaatcctgtacgaaatcctgectgggcaaggccaccctgtacg
ccgtgcetggtgtctgctctggtgetgatggecatggtcaagecggaaggactitggcagcggcagagccaaaaggtce
cgggagcggtgcgacaaactttagcctgttgaaacaagccggcecgacgttgaagagaaccccggacctatgaag

accttcgccggcttcagcttectgttcctgtggectgcagetggactgcatgagcaggggcgaggacgtggaacaga
gcctgtttctgagegtgcgcgagggcgacagcagcegtgatcaattgcacctacaccgacagctccagcacctacce
tgtactggtacaagcaggaacctggcgccggactgcagctgctgacctacatcttcagcaacatggacatgaagc
aggaccagagactgaccgtgctgctgaacaagaaggacaagcacctgagcctgcggatcgccgatacccaga
caggcgacagcgccatctacttttgcgccgagagcatcggcagcaacagceggctacgccctgaacttcggcaag
ggcacaagcctgctcgtgacccctcacatccagaaccccgaccccgecgtgtaccagctgagggactccaagtc
cagcgacaagagcgtgtgtctgtttacggacttcgacagccagaccaacgtgagtcaaagcaaggacagcgac



gtctacataacggataagaccgtgctggacatgcggagcatggacttcaagagcaacagcgcecgtggcectggtc
caacaagagcgacttcgcctgcgccaacgccttcaacaacagcatcatccccgaggacaccttcticcccagcea

gcgacgtgccctgcgacgtgaaactggtggagaagtccttcgagacagacaccaatctgaactttcagaacctge
tggtgatcgtgctgcggattctgetgetgaaagtggecggcttcaatctgetgatgaccetgeggcetgtggage</IN

SDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="54">

<INSDSeqg>

<INSDSeq_length>612</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature_key>
<INSDFeature_location>1..612</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q54">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>



<INSDSeq_sequence>MGIRLLCRVAFCFLAVGLVDVKVTQSSRYLVKRTGEKVFL
ECVQDMDHENMFWYRQDPGLGLRLIYFSYDVKMKEKGDIPEGYSVSREKKERF
SLILESASTNQTSMYLCASRGLAGYEQYFGPGTRLTVTEDLNKVFPPEVAVFEPS
KAEIAHTQKATLVCLATGFFPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALND
SRYCLSSRLRVSATFWQNPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAE
AWGRADCGITSASYHQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRKDFGSG
RAKRSGSGATNFSLLKQAGDVEENPGPMKTFAGFSFLFLWLQLDCMSRGEDVE
QSLFLSVREGDSSVINCTYTDSSSTYLYWYKQEPGAGLQLLTYIFSNMDMKQDQ
RLTVLLNKKDKHLSLRIADTQTGDSAIYFCAESIGSNSGYALNFGKGTSLLVTPHIQ
NPDPAVYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDF
KSNSAVAWSNKSDFACANAFNNSIIPEDTFFPSSDVPCDVKLVEKSFETDTNLNF
QNLLVIVLRILLLKVAGFNLLMTLRLWS</INSDSeq_sequence>

</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="55">

<INSDSeqg>

<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q55">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>



</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>

<INSDFeature _key>VARIANT</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q56">
<INSDQualifier_name>note</INSDQualifier _name>

<INSDQualifier_value>This region may encompass 0-10
residues</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>11..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q57">
<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>This region may encompass 0-10
residues</INSDQualifier_value>

</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGGGGGGGSSSSSSSSSS</INSDSeq_sequence>
</INSDSeqg>



</SequenceData>

<SequenceData sequencelDNumber="56">

<INSDSeqg>

<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..10</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q58">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGGGS</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="57">

<INSDSeqg>



<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q59">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GGGSGGGS</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="58">

<INSDSeqg>

<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>



<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature _quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q60">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>GGGSGGGSGGS</INSDSeq_sequence>
</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="59">

<INSDSeqg>

<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier _value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q61">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>unidentified</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>LAGLIDADG</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="60">

<INSDSeq>

<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>



<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q62">
<INSDQualifier_name>organism</INSDQualifier name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>cggctactacaaccagagcg</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="61">

<INSDSeqg>

<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature _key>source</INSDFeature_key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q63">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>agatcacactgacctggcag</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="62">

<INSDSeqg>

<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature key>source</INSDFeature key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q64">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>



</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>aggtcagtgtgatctccgca</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

<SequenceData sequencelDNumber="63">

<INSDSeqg>

<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..20</INSDFeature_location>
<INSDFeature quals>

<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q65">
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>



</INSDSeq_feature-table>
<INSDSeq_sequence>ggccacggagcgagacatct</INSDSeq_sequence>
</INSDSeqg>

</SequenceData>

</ST26Sequencelisting>



