
 

LISTA DE SECUENCIAS 

 

<?xml version="1.0" encoding="UTF-8"?> 

<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence 

Listing 1.3//EN" "ST26SequenceListing_V1_3.dtd"> 

<ST26SequenceListing   dtdVersion="V1_3" 

fileName="SEQ_list_En.xml" softwareName="WIPO Sequence" 

softwareVersion="2.3.0" productionDate="2024-11-07"> 

 <ApplicationIdentification> 

  <IPOfficeCode>RU</IPOfficeCode> 

  <ApplicationNumberText></ApplicationNumberText> 

  <FilingDate></FilingDate> 

 </ApplicationIdentification> 

 <ApplicantFileReference>111</ApplicantFileReference> 

 <ApplicantName languageCode="en">OOO 

&quot;GEROPHARM&quot;</ApplicantName> 

 <ApplicantNameLatin>OOO 

&quot;GEROPHARM&quot;</ApplicantNameLatin> 

 <InventionTitle languageCode="en">Fc FRAGMENT POLYPEPTIDE FOR 

PRODUCING THERAPEUTICALLY ACTIVE FUSION POLYPEPTIDES AND 

CONJUGATES</InventionTitle> 

 <SequenceTotalQuantity>35</SequenceTotalQuantity> 

 <SequenceData sequenceIDNumber="1"> 

  <INSDSeq> 

   <INSDSeq_length>221</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..221</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q1"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

       <INSDQualifier_value>Homo 

sapiens</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSH



EDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEK

TISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDISVEWESNGQPENNYKTTPPMLDS

DGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="2"> 

  <INSDSeq> 

   <INSDSeq_length>226</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..226</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q2"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>1</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q114"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>E or 

D</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>2</INSDFeature_location> 

     <INSDFeature_quals> 



      <INSDQualifier id="q115"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>K or 

absent</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>3</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q116"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>T or 

absent</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>4</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q117"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>H or 

absent</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>5</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q118"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>W or 

absent</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 



    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>13</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q119"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>P or 

E</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>14</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q120"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>F or 

absent</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>15</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q121"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>V or 

L</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>16</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q122"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>A or 

G</INSDQualifier_value> 



      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>17</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q123"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>G or 

M</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>19</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q124"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>S or 

E</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>30</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q125"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>T or 

Q</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>32</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q126"> 



      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>M, Y or 

W</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>34</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q127"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>S or 

T</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>36</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q128"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>T or 

E</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>44</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q129"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>V, E or 

D</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 



    

 <INSDFeature_location>48</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q130"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>H or 

Q</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>65</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q131"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>H or 

E</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>66</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q132"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>N or 

E</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>77</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q133"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>N or 

D</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 



    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>80</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q134"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>F or 

Y</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>88</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q135"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>V or 

F</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>89</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q136"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>V or 

L</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>110</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q137"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 



       <INSDQualifier_value>A, F or 

S</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>111</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q138"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>P or 

S</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>119</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q139"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>T or 

A</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>135</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q140"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>R or 

Q</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>177</INSDFeature_location> 



     <INSDFeature_quals> 

      <INSDQualifier id="q141"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>M or 

V</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>189</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q142"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>K or 

R</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>199</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q143"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>Q or 

E</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>208</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q144"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>M or 

L</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 



    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>214</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q145"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>N, Y or 

W</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

    <INSDFeature> 

    

 <INSDFeature_key>UNSURE</INSDFeature_key> 

    

 <INSDFeature_location>225</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier id="q146"> 

      

 <INSDQualifier_name>note</INSDQualifier_name> 

       <INSDQualifier_value>P or 

L</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>XXXXXCPPCPAPXXXXXPXVFLFPPKPKDXLXIXRXPEVTCVV

XDVSXEDPEVQFNWYVDGVEVXXAKTKPREEQFXSTXRVVSVLTXXHQDWLNGKEYKCKVSNKGLP

XXIEKTISKXKGQPREPQVYTLPPSXEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP

PXLDSDGSFFLYSXLTVDKSRWQXGNVFSCSVXHEALHXHYTQKSLSLSXG</INSDSeq_seque

nce> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="3"> 

  <INSDSeq> 

   <INSDSeq_length>221</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..221</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 



      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q147"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ECPPCPAPPVAGPSVFLFPPKPKDTLYITREPEVTCVVVDVSH

EDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEK

TISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDS

DGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="4"> 

  <INSDSeq> 

   <INSDSeq_length>221</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..221</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q148"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ECPPCPAPPVAGPSVFLFPPKPKDQLMISRTPEVTCVVVDVSH

EDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEK



TISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDS

DGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNHYTQKSLSLSPG</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="5"> 

  <INSDSeq> 

   <INSDSeq_length>221</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..221</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q149"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ECPPCPAPPVAGPSVFLFPPKPKDTLYISREPEVTCVVDDVSH

EDPEVQFNWYVDGVEVHNAKTKPREEQFDSTFRVVSVLTFVHQDWLNGKEYKCKVSNKGLPAPIEK

TISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDS

DGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHYHYTQKSLSLSPG</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="6"> 

  <INSDSeq> 

   <INSDSeq_length>222</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..222</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 



      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q150"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ECPPCPAPEFLGGPSVFLFPPKPKDTLMISREPEVTCVVDDVS

QEDPEVQFNWYVDGVEVEEAKTKPREEQFDSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIE

KTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLD

SDGSFFLYSRLTVDKSRWQEGNVFSCSVLHEALHNHYTQKSLSLSLG</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="7"> 

  <INSDSeq> 

   <INSDSeq_length>221</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..221</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q151"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ECPPCPAPPVAGPSVFLFPPKPKDTLWISREPEVTCVVVDVSH



EDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEK

TISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDS

DGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHYHYTQKSLSLSPG</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="8"> 

  <INSDSeq> 

   <INSDSeq_length>221</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..221</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q152"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ECPPCPAPPVAGPEVFLFPPKPKDTLMISREPEVTCVVEDVSH

EDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPFPIEK

TISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDS

DGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHYHYTQKSLSLSPG</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="9"> 

  <INSDSeq> 

   <INSDSeq_length>225</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..225</INSDFeature_location> 

     <INSDFeature_quals> 



      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q153"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>DKTHWCPPCPAPPVAMPSVFLFPPKPKDQLYISRTPEVTCVVD

DVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPA

PIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP

MLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG</INSDSeq_sequen

ce> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="10"> 

  <INSDSeq> 

   <INSDSeq_length>221</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..221</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q154"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 



  

 <INSDSeq_sequence>ECPPCPAPPVAGPSVFLFPPKPKDTLYISREPEVTCVVEDVSH

EDPEVQFNWYVDGVEVHNAKTKPREEQFDSTFRVVSVLTFVHQDWLNGKEYKCKVSNKGLPFPIEK

TISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDS

DGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHWHYTQKSLSLSPG</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="11"> 

  <INSDSeq> 

   <INSDSeq_length>221</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..221</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q155"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ECPPCPAPPVAGPSVFLFPPKPKDQLYISREPEVTCVVEDVSH

EDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTFVHQDWLNGKEYKCKVSNKGLPFPIEK

TISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDS

DGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHWHYTQKSLSLSPG</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="12"> 

  <INSDSeq> 

   <INSDSeq_length>15</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 



    

 <INSDFeature_location>1..15</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q156"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>GGGGSGGGGSGGGGS</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="13"> 

  <INSDSeq> 

   <INSDSeq_length>21</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..21</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q157"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 



  

 <INSDSeq_sequence>GGGGGQGGGGQGGGGQGGGGG</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="14"> 

  <INSDSeq> 

   <INSDSeq_length>19</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..19</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q158"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>FLEPSRLAALRRGTAGSVT</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="15"> 

  <INSDSeq> 

   <INSDSeq_length>57</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..57</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 



      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q159"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>FVNQHLCGSHLVEALELVCGERGFHYGGGGGGSGGGGGIVEQC

CTSTCSLDQLENYC</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="16"> 

  <INSDSeq> 

   <INSDSeq_length>299</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..299</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q160"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>FVNQHLCGSHLVEALELVCGERGFHYGGGGGGSGGGGGIVEQC

CTSTCSLDQLENYCGGGGGQGGGGQGGGGQGGGGGECPPCPAPPVAGPSVFLFPPKPKDTLMISRT

PEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCK

VSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDISVEWESNGQPE



NNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG</INSDSe

q_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="17"> 

  <INSDSeq> 

   <INSDSeq_length>299</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..299</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q161"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>FVNQHLCGSHLVEALELVCGERGFHYGGGGGGSGGGGGIVEQC

CTSTCSLDQLENYCGGGGGQGGGGQGGGGQGGGGGECPPCPAPPVAGPSVFLFPPKPKDTLYITRE

PEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCK

VSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE

NNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG</INSDSe

q_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="18"> 

  <INSDSeq> 

   <INSDSeq_length>299</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..299</INSDFeature_location> 



     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q162"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>FVNQHLCGSHLVEALELVCGERGFHYGGGGGGSGGGGGIVEQC

CTSTCSLDQLENYCGGGGGQGGGGQGGGGQGGGGGECPPCPAPPVAGPSVFLFPPKPKDQLMISRT

PEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCK

VSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE

NNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNHYTQKSLSLSPG</INSDSe

q_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="19"> 

  <INSDSeq> 

   <INSDSeq_length>299</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..299</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q163"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 



    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>FVNQHLCGSHLVEALELVCGERGFHYGGGGGGSGGGGGIVEQC

CTSTCSLDQLENYCGGGGGQGGGGQGGGGQGGGGGECPPCPAPPVAGPSVFLFPPKPKDTLYISRE

PEVTCVVDDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFDSTFRVVSVLTFVHQDWLNGKEYKCK

VSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE

NNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHYHYTQKSLSLSPG</INSDSe

q_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="20"> 

  <INSDSeq> 

   <INSDSeq_length>300</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..300</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q164"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>FVNQHLCGSHLVEALELVCGERGFHYGGGGGGSGGGGGIVEQC

CTSTCSLDQLENYCGGGGGQGGGGQGGGGQGGGGGECPPCPAPEFLGGPSVFLFPPKPKDTLMISR

EPEVTCVVDDVSQEDPEVQFNWYVDGVEVEEAKTKPREEQFDSTYRVVSVLTVLHQDWLNGKEYKC

KVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP

ENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVLHEALHNHYTQKSLSLSLG</INSDS

eq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="21"> 

  <INSDSeq> 

   <INSDSeq_length>299</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 



   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..299</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q165"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>FVNQHLCGSHLVEALELVCGERGFHYGGGGGGSGGGGGIVEQC

CTSTCSLDQLENYCGGGGGQGGGGQGGGGQGGGGGECPPCPAPPVAGPSVFLFPPKPKDTLWISRE

PEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCK

VSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE

NNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHYHYTQKSLSLSPG</INSDSe

q_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="22"> 

  <INSDSeq> 

   <INSDSeq_length>299</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..299</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q166"> 



      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>FVNQHLCGSHLVEALELVCGERGFHYGGGGGGSGGGGGIVEQC

CTSTCSLDQLENYCGGGGGQGGGGQGGGGQGGGGGECPPCPAPPVAGPEVFLFPPKPKDTLMISRE

PEVTCVVEDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCK

VSNKGLPFPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE

NNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHYHYTQKSLSLSPG</INSDSe

q_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="23"> 

  <INSDSeq> 

   <INSDSeq_length>303</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..303</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q167"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>FVNQHLCGSHLVEALELVCGERGFHYGGGGGGSGGGGGIVEQC

CTSTCSLDQLENYCGGGGGQGGGGQGGGGQGGGGGDKTHWCPPCPAPPVAMPSVFLFPPKPKDQLY

ISRTPEVTCVVDDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKE

YKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESN



GQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG</IN

SDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="24"> 

  <INSDSeq> 

   <INSDSeq_length>299</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..299</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q168"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>FVNQHLCGSHLVEALELVCGERGFHYGGGGGGSGGGGGIVEQC

CTSTCSLDQLENYCGGGGGQGGGGQGGGGQGGGGGECPPCPAPPVAGPSVFLFPPKPKDTLYISRE

PEVTCVVEDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFDSTFRVVSVLTFVHQDWLNGKEYKCK

VSNKGLPFPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE

NNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHWHYTQKSLSLSPG</INSDSe

q_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="25"> 

  <INSDSeq> 

   <INSDSeq_length>299</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..299</INSDFeature_location> 



     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q169"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>FVNQHLCGSHLVEALELVCGERGFHYGGGGGGSGGGGGIVEQC

CTSTCSLDQLENYCGGGGGQGGGGQGGGGQGGGGGECPPCPAPPVAGPSVFLFPPKPKDQLYISRE

PEVTCVVEDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLTFVHQDWLNGKEYKCK

VSNKGLPFPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE

NNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHWHYTQKSLSLSPG</INSDSe

q_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="26"> 

  <INSDSeq> 

   <INSDSeq_length>111</INSDSeq_length> 

   <INSDSeq_moltype>AA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..111</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

      

 <INSDQualifier_value>protein</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q170"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 



    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>MGSSHHHHHHSSGMSDSEVNQEAKPEVKPEVKPETHINLKVSD

GSSEIFFKIKKTTPLRRLMEAFAKRQGKEMDSLRFLYDGIRIQADQTPEDLDMEDNDIIEAHREQI

GG</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="27"> 

  <INSDSeq> 

   <INSDSeq_length>904</INSDSeq_length> 

   <INSDSeq_moltype>DNA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..904</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

       <INSDQualifier_value>other 

DNA</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q171"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ttcgttaatcagcacctgtgcggtagccacctcgttgaggcac

tggaactggtgtgcggtgagcgtggtttccattatggtggcgggggcggcggcagcggtggcggcg

gcggcatcgtcgagcagtgctgcacgtccacgtgtagcttagaccagctggagaactactgcggtg

gcggaggcggccaaggtggtggcggccagggtggtggtggccagggcggtggcggtggcgagtgtc

ctccgtgcccggctccgccggtggcgggtccgagcgtttttctgttcccgccgaaaccgaaagata

ctttgtatatcacgcgtgagccagaagtcacgtgtgtcgttgtcgatgttagccacgaagatccag

aagtacaattcaactggtatgttgatggtgttgaagttcacaatgccaagacgaaaccgcgtgagg

aacaattcaattcgacctttcgcgtggtgagcgtcttgaccgtggttcatcaggattggctgaacg

gtaaagaatacaagtgtaaggtcagcaacaaaggtctgccggcaccgattgagaaaaccatcagca

agactaaaggtcagcctcgcgagccgcaagtgtataccctgccgccgagccgtgaagaaatgacca

aaaatcaagtgagcctgacgtgtctggtcaagggtttttacccgagcgacattgcggtggagtggg

agtctaatggtcaaccggagaacaattacaagacgaccccgccaatgttggacagcgacggtagct

ttttcctgtactctaagctgaccgttgacaagagccgctggcaacagggtaacgtgttttcttgct

ccgtcatgcacgaagcgctgcacaaccattatacccagaaatccctgagcctgtcaccgggttagt

aaa</INSDSeq_sequence> 



  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="28"> 

  <INSDSeq> 

   <INSDSeq_length>904</INSDSeq_length> 

   <INSDSeq_moltype>DNA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..904</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

       <INSDQualifier_value>other 

DNA</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q172"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ttcgttaatcagcacctgtgcggtagccacctcgttgaggcac

tggaactggtgtgcggtgagcgtggtttccattatggtggcgggggcggcggcagcggtggcggcg

gcggcatcgtcgagcagtgctgcacgtccacgtgtagcttagaccagctggagaactactgcggtg

gcggaggcggccaaggtggtggcggccagggtggtggtggccagggcggtggcggtggcgagtgtc

ctccgtgcccggctccgccggtggcgggtccgagcgtttttctgttcccgccgaaaccgaaagatc

aattgatgatcagccgtaccccagaagtcacgtgtgtcgttgtcgatgttagccacgaagatccag

aagtacaattcaactggtatgttgatggtgttgaagttcacaatgccaagacgaaaccgcgtgagg

aacaattcaattcgacctttcgcgtggtgagcgtcttgaccgtggttcatcaggattggctgaacg

gtaaagaatacaagtgtaaggtcagcaacaaaggtctgccggcaccgattgagaaaaccatcagca

agactaaaggtcagcctcgcgagccgcaagtgtataccctgccgccgagccgtgaagaaatgacca

aaaatcaagtgagcctgacgtgtctggtcaagggtttttacccgagcgacattgcggtggagtggg

agtctaatggtcaaccggagaacaattacaagacgaccccgccaatgttggacagcgacggtagct

ttttcctgtactctaagctgaccgttgacaagagccgctggcaacagggtaacgtgttttcttgct

ccgtcctgcacgaagcgctgcacaaccattatacccagaaatccctgagcctgtcaccgggttagt

aaa</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="29"> 

  <INSDSeq> 

   <INSDSeq_length>904</INSDSeq_length> 

   <INSDSeq_moltype>DNA</INSDSeq_moltype> 



   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..904</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

       <INSDQualifier_value>other 

DNA</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q173"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ttcgttaatcagcacctgtgcggtagccacctcgttgaggcac

tggaactggtgtgcggtgagcgtggtttccattatggtggcgggggcggcggcagcggtggcggcg

gcggcatcgtcgagcagtgctgcacgtccacgtgtagcttagaccagctggagaactactgcggtg

gcggaggcggccaaggtggtggcggccagggtggtggtggccagggcggtggcggtggcgagtgtc

ctccgtgcccggctccgccggtggcgggtccgagcgtttttctgttcccgccgaaaccgaaagata

ctttgtacatcagccgtgagccagaagtcacgtgtgtcgttgacgatgttagccacgaagatccag

aagtacaattcaactggtatgttgatggtgttgaagttcacaatgccaagacgaaaccgcgtgagg

aacaattcgattcgacctttcgcgtggtgagcgtcttgaccttcgttcatcaggattggctgaacg

gtaaagaatacaagtgtaaggtcagcaacaaaggtctgccggcaccgattgagaaaaccatcagca

agactaaaggtcagcctcgcgagccgcaagtgtataccctgccgccgagccgtgaagaaatgacca

aaaatcaagtgagcctgacgtgtctggtcaagggtttttacccgagcgacattgcggtggagtggg

agtctaatggtcaaccggagaacaattacaagacgaccccgccaatgttggacagcgacggtagct

ttttcctgtactctaagctgaccgttgacaagagccgctggcaacagggtaacgtgttttcttgct

ccgtcatgcacgaagcgctgcactatcattatacccagaaatccctgagcctgtcaccgggttagt

aaa</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="30"> 

  <INSDSeq> 

   <INSDSeq_length>907</INSDSeq_length> 

   <INSDSeq_moltype>DNA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 



    

 <INSDFeature_location>1..907</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

       <INSDQualifier_value>other 

DNA</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q174"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ttcgttaatcagcacctgtgcggtagccacctcgttgaggcac

tggaactggtgtgcggtgagcgtggtttccattatggtggcgggggcggcggcagcggtggcggcg

gcggcatcgtcgagcagtgctgcacgtccacgtgtagcttagaccagctggagaactactgcggtg

gcggaggcggccaaggtggtggcggccagggtggtggtggccagggcggtggcggtggcgagtgtc

ctccgtgcccggctccggagttcctgggtggtccgagcgtttttctgttcccgccgaaaccgaaag

atactttgatgatcagccgtgaaccagaagtcacgtgtgtcgttgacgatgttagccaggaagatc

cagaagtacaattcaactggtatgttgatggtgttgaagttgaggaagccaagacgaaaccgcgtg

aggaacaattcgactcgacctaccgcgtggtgagcgtcttgaccgtgctgcatcaggattggctga

acggtaaagaatacaagtgtaaggtcagcaacaaaggtctgccgagctccattgagaaaaccatca

gcaaggcgaaaggtcagcctcgcgagccgcaagtgtataccctgccgccgagccaggaagaaatga

ccaaaaatcaagtgagcctgacgtgtctggtcaagggtttttacccgagcgacattgcggtggagt

gggagtctaatggtcaaccggagaacaattacaagacgaccccgccagttttggacagcgacggta

gctttttcctgtactctcgtctgaccgttgacaagagccgctggcaagagggtaacgtgttttctt

gctccgtcttgcacgaagcgctgcacaaccattatacccagaaatccctgagcctgtcactgggtt

agtaaa</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="31"> 

  <INSDSeq> 

   <INSDSeq_length>904</INSDSeq_length> 

   <INSDSeq_moltype>DNA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..904</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 



       <INSDQualifier_value>other 

DNA</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q175"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ttcgttaatcagcacctgtgcggtagccacctcgttgaggcac

tggaactggtgtgcggtgagcgtggtttccattatggtggcgggggcggcggcagcggtggcggcg

gcggcatcgtcgagcagtgctgcacgtccacgtgtagcttagaccagctggagaactactgcggtg

gcggaggcggccaaggtggtggcggccagggtggtggtggccagggcggtggcggtggcgagtgtc

ctccgtgcccggctccgccggtggcgggtccgagcgtttttctgttcccgccgaaaccgaaagata

ctttgtggatcagccgtgagccagaagtcacgtgtgtcgttgtcgatgttagccacgaagatccag

aagtacaattcaactggtatgttgatggtgttgaagttcacaatgccaagacgaaaccgcgtgagg

aacaattcaattcgacctttcgcgtggtgagcgtcttgaccgtggttcatcaggattggctgaacg

gtaaagaatacaagtgtaaggtcagcaacaaaggtctgccggcaccgattgagaaaaccatcagca

agactaaaggtcagcctcgcgagccgcaagtgtataccctgccgccgagccgtgaagaaatgacca

aaaatcaagtgagcctgacgtgtctggtcaagggtttttacccgagcgacattgcggtggagtggg

agtctaatggtcaaccggagaacaattacaagacgaccccgccaatgttggacagcgacggtagct

ttttcctgtactctaagctgaccgttgacaagagccgctggcaacagggtaacgtgttttcttgct

ccgtcctgcacgaagcgctgcactaccattatacccagaaatccctgagcctgtcaccgggttagt

aaa</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="32"> 

  <INSDSeq> 

   <INSDSeq_length>904</INSDSeq_length> 

   <INSDSeq_moltype>DNA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..904</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

       <INSDQualifier_value>other 

DNA</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q176"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 



      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ttcgttaatcagcacctgtgcggtagccacctcgttgaggcac

tggaactggtgtgcggtgagcgtggtttccattatggtggcgggggcggcggcagcggtggcggcg

gcggcatcgtcgagcagtgctgcacgtccacgtgtagcttagaccagctggagaactactgcggtg

gcggaggcggccaaggtggtggcggccagggtggtggtggccagggcggtggcggtggcgagtgtc

ctccgtgcccggctccgccggtggcgggtccggaggtttttctgttcccgccgaaaccgaaagata

ctttgatgatcagccgtgaaccagaagtcacgtgtgtcgttgaggatgttagccacgaagatccag

aagtacaattcaactggtatgttgatggtgttgaagttcacaatgccaagacgaaaccgcgtgagg

aacaattcaattcgacctttcgcgtggtgagcgtcttgaccgtggttcatcaggattggctgaacg

gtaaagaatacaagtgtaaggtcagcaacaaaggtctgccgttcccgattgagaaaaccatcagca

agactaaaggtcagcctcgcgagccgcaagtgtataccctgccgccgagccgtgaagaaatgacca

aaaatcaagtgagcctgacgtgtctggtcaagggtttttacccgagcgacattgcggtggagtggg

agtctaatggtcaaccggagaacaattacaagacgaccccgccaatgttggacagcgacggtagct

ttttcctgtactctaagctgaccgttgacaagagccgctggcaacagggtaacgtgttttcttgct

ccgtcatgcacgaagcgctgcactatcattatacccagaaatccctgagcctgtcaccgggttagt

aaa</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="33"> 

  <INSDSeq> 

   <INSDSeq_length>916</INSDSeq_length> 

   <INSDSeq_moltype>DNA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..916</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

       <INSDQualifier_value>other 

DNA</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q177"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 



   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ttcgttaatcagcacctgtgcggtagccacctcgttgaggcac

tggaactggtgtgcggtgagcgtggtttccattatggtggcgggggcggcggcagcggtggcggcg

gcggcatcgtcgagcagtgctgcacgtccacgtgtagcttagaccagctggagaactactgcggtg

gcggaggcggccaaggtggtggcggccagggtggtggtggccagggcggtggcggtggcgacaaaa

cccactggtgtcctccgtgcccggctccgccggtggcgatgccgagcgtttttctgttcccgccga

aaccgaaagatcaactgtacatcagccgtaccccagaagtcacgtgtgtcgttgatgatgttagcc

acgaagatccagaagtacaattcaactggtatgttgatggtgttgaagttcacaatgccaagacga

aaccgcgtgaggaacaattcaattcgacctttcgcgtggtgagcgtcttgaccgtggttcatcagg

attggctgaacggtaaagaatacaagtgtaaggtcagcaacaaaggtctgccggcaccgattgaga

aaaccatcagcaagactaaaggtcagcctcgcgagccgcaagtgtataccctgccgccgagccgtg

aagaaatgaccaaaaatcaagtgagcctgacgtgtctggtcaagggtttttacccgagcgacattg

cggtggagtgggagtctaatggtcaaccggagaacaattacaagacgaccccgccaatgttggaca

gcgacggtagctttttcctgtactctaagctgaccgttgacaagagccgctggcaacagggtaacg

tgttttcttgctccgtcatgcacgaagcgctgcacaaccattatacccagaaatccctgagcctgt

caccgggttagtaaa</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="34"> 

  <INSDSeq> 

   <INSDSeq_length>904</INSDSeq_length> 

   <INSDSeq_moltype>DNA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..904</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

       <INSDQualifier_value>other 

DNA</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q178"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ttcgttaatcagcacctgtgcggtagccacctcgttgaggcac

tggaactggtgtgcggtgagcgtggtttccattatggtggcgggggcggcggcagcggtggcggcg

gcggcatcgtcgagcagtgctgcacgtccacgtgtagcttagaccagctggagaactactgcggtg

gcggaggcggccaaggtggtggcggccagggtggtggtggccagggcggtggcggtggcgagtgtc



ctccgtgcccggctccgccggtggcgggtccgagcgtttttctgttcccgccgaaaccgaaagata

ctttgtacatcagccgtgagccagaagtcacgtgtgtcgttgaagatgttagccacgaagatccag

aagtacaattcaactggtatgttgatggtgttgaagttcacaatgccaagacgaaaccgcgtgagg

aacaattcgactcgacctttcgcgtggtgagcgtcttgaccttcgttcatcaggattggctgaacg

gtaaagaatacaagtgtaaggtcagcaacaaaggtctgccgtttccgattgagaaaaccatcagca

agactaaaggtcagcctcgcgagccgcaagtgtataccctgccgccgagccgtgaagaaatgacca

aaaatcaagtgagcctgacgtgtctggtcaagggtttttacccgagcgacattgcggtggagtggg

agtctaatggtcaaccggagaacaattacaagacgaccccgccaatgttggacagcgacggtagct

ttttcctgtactctaagctgaccgttgacaagagccgctggcaacagggtaacgtgttttcttgct

ccgtcatgcacgaagcgctgcactggcattatacccagaaatccctgagcctgtcaccgggttagt

aaa</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

 <SequenceData sequenceIDNumber="35"> 

  <INSDSeq> 

   <INSDSeq_length>904</INSDSeq_length> 

   <INSDSeq_moltype>DNA</INSDSeq_moltype> 

   <INSDSeq_division>PAT</INSDSeq_division> 

   <INSDSeq_feature-table> 

    <INSDFeature> 

    

 <INSDFeature_key>source</INSDFeature_key> 

    

 <INSDFeature_location>1..904</INSDFeature_location> 

     <INSDFeature_quals> 

      <INSDQualifier> 

      

 <INSDQualifier_name>mol_type</INSDQualifier_name> 

       <INSDQualifier_value>other 

DNA</INSDQualifier_value> 

      </INSDQualifier> 

      <INSDQualifier id="q179"> 

      

 <INSDQualifier_name>organism</INSDQualifier_name> 

      

 <INSDQualifier_value>synthetic 

construct</INSDQualifier_value> 

      </INSDQualifier> 

     </INSDFeature_quals> 

    </INSDFeature> 

   </INSDSeq_feature-table> 

  

 <INSDSeq_sequence>ttcgttaatcagcacctgtgcggtagccacctcgttgaggcac

tggaactggtgtgcggtgagcgtggtttccattatggtggcgggggcggcggcagcggtggcggcg

gcggcatcgtcgagcagtgctgcacgtccacgtgtagcttagaccagctggagaactactgcggtg

gcggaggcggccaaggtggtggcggccagggtggtggtggccagggcggtggcggtggcgagtgtc

ctccgtgcccggctccgccggtggcgggtccgagcgtttttctgttcccgccgaaaccgaaagatc

agttgtacatcagccgtgagccagaagtcacgtgtgtcgttgaagatgttagccacgaagatccag

aagtacaattcaactggtatgttgatggtgttgaagttcacaatgccaagacgaaaccgcgtgagg

aacaattcaattcgacctttcgcgtggtgagcgtcttgaccttcgttcatcaggattggctgaacg

gtaaagaatacaagtgtaaggtcagcaacaaaggtctgccgtttccgattgagaaaaccatcagca

agactaaaggtcagcctcgcgagccgcaagtgtataccctgccgccgagccgtgaagaaatgacca



aaaatcaagtgagcctgacgtgtctggtcaagggtttttacccgagcgacattgcggtggagtggg

agtctaatggtcaaccggagaacaattacaagacgaccccgccaatgttggacagcgacggtagct

ttttcctgtactctaagctgaccgttgacaagagccgctggcaacagggtaacgtgttttcttgct

ccgtcatgcacgaagcgctgcactggcattatacccagaaatccctgagcctgtcaccgggttagt

aaa</INSDSeq_sequence> 

  </INSDSeq> 

 </SequenceData> 

</ST26SequenceListing> 

 


